Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



674. .763, 1368. .1465, 5024. .5094 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



51688 

109453 

1 

OJ990331_04 . 0421 . C15 . o3 . np 
748 

7508879 



Seq. ID OJ990331_04.0421.C15 
Strand 

End 5094 

Method AAT/NAP 

End 5094 

Score 59 



748. .1014, 2380. .2436, 2532. .2740, 3167. .3205, 3631. .3784, 
4232. .4332, 5026. .5094 

hypothetical protein W03D2.1 - Caenorhabditis elegans 
gi|1947160|gb|AAC48255.1| (AF000298) weak similarity to 
collagens; glycine- and proline-rich [Caenorhabditis elegans] 



Seq. No. 


51688 








Seq. ID 


OJ990331_04 


.0421 


.C15 


Gene No. 


109453 








Strand 








btart 


1 








End 


5094 






Name 


OJ990331 04 


.0421 


-C15.o2 


. gs 


Method 


GENSCAN 






Start 


1525 








End 


2322 






GI 


none 








Score 


.6 






Exons 


1525. .1919, 


2055 


. .2322 












Seq. No. 


51688 








Seq. ID 


OJ990331_04 


.0421 


.C15 


Gene No. 


109453 








Strand 








Start 


l 








End 


5094 






Name 


OJ990331 04 


.0421 


.C15.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1822 








End 


2227 






GI 


none 








Score 


53 






Exons 


1822. .1914, 


1823 


. .1939, 


1982. 


.2227, 1987. .2223 






Seq. No. 


51688 








Seq. ID 


OJ990331_04 


.0421 


.C15 


Gene No. 


109453 








Strand 








Start 


1 








End 


5094 






Name 


OJ990331 04 


.0421 


.C15.o3 


.gs 


Method 


GENSCAN 






Start 


3680 








End 


4497 






GI 


none 








Score 


.47 






Exons 


3680. .3821, 


4418 


. . 4497 












Seq. No. 


51689 








Seq. ID 


OJ990331_04 


.0421 


.C16 


Gene No. 


109454 








Strand 








Start 


226 








End 


345 






Name 


OJ990331 04 


.0421 


.C16.ol 


.gs 


Method 


GENSCAN 






Start 


226 








End 


345 






GI 


none 








Score 


.95 






Exons 


226. .345 
















Seq. No. 


51689 








Seq. ID 


OJ990331_04 


.0421 


.C16 


Gene No. 


109455 








Strand 








Start 


7309 








End 


7686 






Name 


OJ990331 04 


.0421 


.C16.o2 


.np 


Method 


AAT/NAP 






Start 


7309 






End 


7686 






GI 


5042454 








Score 


119 






Exons 


7309. .7362, 


7621 


. .7686 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


51690 








Seq. ID 


OJ990331_04 


.0421 


.C17 



53001 



Gene No. 109456 Strand + 

Start 1057 End 4348 

Name OJ990331_04 . 0421 . C17 .ol . gs Method GENS CAN 

Start 1057 End 4348 

GI none Score .69 

Exons 1057.. 2318, 2413.. 4348 



Seq. No. 51690 Seq. ID 

Gene No. 109456 Strand 

Start 1057 End 

Name OJ990331_04.0421.C17.ol.np Method 

Start 1057 End 

GI 6907089 Score 

Exons 1057.. 2318, 2413.. 4345 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990331_04.0421.C17 
+ 

4348 
AAT/NAP 
4345 
5125 





Seq. No. 


51691 




Seq. ID 


OJ990331_04.0421 


.C18 




Gene No. 


109457 




Strand 


+ 






Start 


55 




End 


169 






Name 


OJ990331 


04.0421.C18.ol.gs 


Method 


GENSCAN 






Start 


55 




End 


169 






GI 


none 




Score 


.98 






Exons 


55. .169 










„ 

z 


Seq. No. 


51691 




Seq. ID 


OJ990331 04.0421 


.C18 


3 


Gene No. 


109458 




. Strand 






i*H 


Start 


798 




End 


2054 




Us 


Name 


OJ990331 


04.0421.C18.o2.tm 


Method 


TBLASTX: Maize 






Start 


795 




End 


941 






GI 


none 




Score 


126 






Exons 


795. .941, 


802. .936 










Seq. No. 


51691 




Seq. ID 


OJ990331_04.0421 


.C18 




Gene No. 


109458 




Strand 








Start 


798 




End 


2054 






Name 


OJ990331 


04.0421.C18.o2.gs 


Method 


GENSCAN 






Start 


798 




End 


1985 






GI 


none 




Score 


.56 






Exons 


798. .1068 


, 1075. .1640, 1740. 


.1985 








Seq. No. 


51691 




Seq. ID 


OJ990331_04.0421 


.C18 




Gene No. 


109458 




Strand 








Start 


798 




End 


2054 






Name 


OJ990331 


04.0421. C18.ol.np 


Method 


AAT/NAP 






Start 


801 




End 


2054 






GI 


7228457 




Score 


2001 






Exons . 


801. .2054 












GI Descrip. 


(AP001366 


) Similar to Sorghum bicolor 


Gypsy-Ty3 type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 51691 Seq. ID OJ990331_04 . 0421 . C18 

Gene No. 109458 Strand 

Start 798 End 2054 

Name OJ990331_04 . 0421 . C18 . o2 . tw Method TBLASTX : Wheat 

Start 810 End 1412 

GI none Score 77 



53002 



Exons 



810. .935, 814. .936, 1128. .1412, 1129. .1407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51691 

109458 

798 

OJ990331_04.0421.C18.ol.tw 

1413 

none 



Seq. ID OJ990331_04.0421.C18 
Strand 

End 2054 

Method TBLASTX : Wheat 

End 1794 

Score 159 



1413. .1793, 1444. .1692, 1452. .1790, 1726. .1794 



51691 

109458 

798 

OJ990331_04.0421.C18.ol.tm 

1569 

none 



Seq. ID OJ990331_04.0421.C18 
Strand 

End 2054 

Method TBLASTX: Maize 

End 1931 

Score 8 6 



1569. .1616, 1599. .1811, 1608. .1931, 1621. .1914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



51692 

109459 

1 

OJ990331_04.0421.C19.ol.np 
1 

7228457 



Seq. ID OJ990331_04.0421.C19 
Strand 

End 3278 

Method AAT/NAP 

End 3278 

Score 3441 



1..93, 160. .1311, 1434. .2270, 3218. .3278 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



51692 
109459 
1 

OJ990331_04.0421.C19.ol.gs 
40 

none 

40. .1711, 1895. .2205 

51692 
109459 
1 

OJ990331_04.0421.C19.o3.tw 
181 
none 

181. .330, 182. .319, 184. .321, 361. .615, 365. .550, 385. .639 



Seq.- ID OJ990331_04.0421.C19 
Strand 

End 3278 

Method GENSCAN 

End 2205 

Score .83 



Seq. ID OJ990331_04.0421.C19 
Strand 

End 3278 

Method TBLASTX : Wheat 

End 639 

Score 8 9 



51692 

109459 

1 

OJ990331_04.0421.C19.ol.ts 

1240 

none 

1240. .1611, 1451.. 1594 

51692 

109459 

1 

OJ990331 04.0421.C19.o2.tw 



Seq. ID OJ990331_04.0421.C19 
Strand 

End 3278 

Method TBLASTX : Soybean 

End 1611 

Score 90 



Seq. ID OJ990331_04.0421.C19 
Strand 

End 3278 

Method TBLASTX : Wheat 



53003 



Start 


1270 








End 


GI 


none 








Score 


Exons 


1270. .1689, 


1277. 


.1690 






Seq. No. 


51692 








Seq. ID 


Gene No . 


iuy4 oy 








Strand 


Start 


1 








End 


Name 


OJ990331 04 


.0421. 


C19.o2 


.tm 


Method 


Start 


1363 








End 


GI . 


none 








Score 


Exons 


1363. .1746, 


1382. 


.1747 






Seq. No. 


51692 








Seq. ID 


Gene No . 


i n a a c q 

iu y4 oy 








Strand 


Start 


1 








End 


Name 


OJ990331 04 


.0421. 


C19.ol 


. tm 


Method 


Start 


1774 








End 


GI 


none 








Score 


Exons 


1774. .2079, 


1774. 


.2130, 


1784. 


.2095 


Seq. No. 


51692 








Seq. ID 


Gene No. 


1 A O A CO 

iuy4 o y 








Strand 


Start 


1 








End 


Name 


OJ990331 04 


.0421. 


C19.ol 


.tw 


Method 


Start 


1798 








End 


GI 


none 








Score 


Exons 


1798. .2259, 


1804. 


.2259, 


1805. 


.2260 


Seq. No. 


51692 








Seq. ID 


Gene No. 


i n Q A CO 

iuy4 d y 








Strand 


Start 


1 








End 


Name 


OJ990331 04 


.0421. 


C19.o2 


.ts 


Method 


Start 


1855 








End 


GI 


none 








Score 


Exons 


1855. .1989, 


1996. 


.2220 






Seq. No. 


51693 








Seq. ID 


Gene No. 


109460 








Strand 


o car l 


01 Q/I 

£ i y*i 








End 


Name 


OJ990331 04 


.0421. 


C20.o3 


.np 


Method 


Start 


2794 








End 


GI 


7523512 








Score 


Exons 


2794. .2851, 


3955. 


.4087 






GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


Seq- No. 


51693 








Seq. ID 


Gene No. 


109461 








Strand 


Start 


1 








End 


Name 


OJ990331 04 


.0421. 


C20.ol 


.np 


Method 


Start 


1 








End 


GI 


7228457 








Score 


Exons 


1..54, 583. 


.2518, 


2580. 


.2946 





1690 
317 



3278 

TBLASTX: Maize 

1747 

239 



3278 

TBLASTX: Maize 

2130 

128 



3278 

TBLASTX: Wheat 

2260 

227 



3278 

TBLASTX : Soybean 

2220 

118 



+ 

4087 
AAT/NAP 
4087 
141 



GI Descrip. 



3667 
AAT/NAP 
2946 
3776 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 



51693 



Seq. ID OJ990331_04 .0421. C20 



53004 



Gene No. 


109461 


Start 


1 


Name 


OJ990331 04 


Start 


355 


GI 


none 


Exons 


355. .506, 5 




3484. .3540 


Seq. No. 


51693 


Gene No. 


109461 


Start 


1 


Name 


OJ990331 04 


Start 


3174 


GI 


5042454 


Exons 


3174. .3227, 


GI Descrip. 


(AC007789) 


Seq. No. 


51693 


Gene No. 


109462 


Start 


5799 


Name 


OJ990331 04 


Start 


5799 


GI 


none 


Exons 


5799. .5917, 


Seq. No. 


51693 


Gene No. 


109463 


Start 


7473 


Name 


OJ990331 04 


Start 


676 


GI 


none 


Exons 


676. .1161, 


Seq. No. 


51693 


Gene No. 


109463 


Start 


7473 


Name 


OJ990331 04 


Start 


1900 


GI 


none 


Exons 


1900. .2157, 




2417. .2452 


Seq. No. 


51693 


Gene No. 


109463 


Start 


7473 


Name 


OJ990331 04 


Start 


2002 


GI 


none 


Exons 


2002. .2250, 


Seq. No. 


51693 


Gene No. 


109463 


Start 


7473 


Name 


OJ990331 04 


Start 


7473 


GI 


none 


Exons 


7473. .7643, 



Strand 
End 

Method 

End 

Score 



3667 
GENSC 
3540 
.46 



Seq. ID OJ990331_04.0421.C20 
Strand 

End 3667 



End 
Score 



3667 
238 



Seq. ID OJ990331_04.0421.C20 
Strand 

End 6400 

Method GENSCAN 

End 6400 



Score 



.76 



Seq. ID OJ990331_04.0421.C20 
Strand 

End 14372 

OJ990331 04.0421.C20.ol.tw Method TBLASTX : Wheat 



End 
Score 



1162 
164 



Seq. ID OJ990331_04.0421.C20 
Strand 

End 14372 

Method TBLASTX : Wheat 

End 2452 

Score 92 



Seq. ID OJ990331_04.0421.C20 
Strand 

14372 



End 

OJ990331 04.0421.C20.ol.tm Method TBLASTX: Maize 



End 
Score 



2287 
92 



Seq. ID OJ990331_04.0421.C20 
Strand 

End 14372 

Method GENSCAN 

End 9559 



Score 



.74 



7473. .7643, 8070. .8095, 8474. .8585, 8717. .8917, 9151. .9208, 



53005 




9444. .9559 



Seq. No. 


51693 


Seq. ID 


OJ990331_ 


_04 


.0421.C20 


Gene No. 


109463 


Strand 








Start 


7473 


End 


14372 






Name 


OJ990331 04.0421.C20.o5.np 


Method 


AAT/NAP 






Start 


8423 


End 


12002 






GI 


6721547 


Score 


73 






Exons 


8423.. 8455, 11919. .12002 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib, 


. (AB013448) 


Seq. No. 


51693 


Seq. ID 


OJ990331_ 


_04 


.0421.C20 


Gene No. 


109463 


Strand 








Start 


7473 


End 


14372 






Name 


OJ990331 04.0421.C20.o4.gs 


Method 


GENSCAN 






Start 


10460 


End 


14372 






GI 


none 


Score 


.47 






Exons 


10460. .11097, 14354.. 14372 










Seq. No. 


51693 


Seq. ID 


OJ990331_ 


_04 


.0421.C20 


Gene No. 


109463 


Strand 








Start 


7473 


End 


14372 






Name 


OJ990331 04.0421.C20.o4.np 


Method 


AAT/NAP 






Start 


11920 


End 


12002 






GI 


6721547 


Score 


67 






Exons 


11920. .12002 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


. (AB013448) 


Seq. No. 


51694 


Seq. ID 


OJ990331_ 


_04 


.0421.C21 


Gene No. 


109464 


Strand 


+ 






Start 


1 


End 


525 






Name 


OJ990331 04.0421.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


525 






GI 


7242910 


Score 


115 






Exons 


1..115, 165. .272, 428. .525 










GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 






Seq. No. 


51694 


Seq. ID 


OJ990331_ 


_04 


.0421. C21 


Gene No. 


109465 


Strand 








Start 


41 


End 


106 






Name 


OJ990331 04.0421.C21.ol.gs 


Method 


GENSCAN 






Start 


41 


End 


106 






GI 


none 


Score 


.6 






Exons 


41. .106 










Seq. No. 


51695 


Seq. ID 


OJ990331_ 


_04 


.0421. C22 


Gene No. 


109466 


Strand 








Start 


1 


End 


1450 






Name 


OJ990331 04.0421.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1450 






GI 


6723387 


Score 


173 






Exons 


1..59, 389. .1030, 1426. .1450 










GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


51695 


Seq. ID 


OJ990331_ 


04 


.0421. C22 


Gene No. 


109466 


Strand 








Start 


1 


End 


1450 







53006 



Name 

Start 

GI 

Exons 



OJ990331_04 . 0421 . C22 . ol . gs Method GEN SCAN 

290 End 1368 

none Score .55 

290. .323, 1018. .1193, 1195. .1368 



Seq. No. 51696 Seq. ID 

Gene No. 109467 Strand 

Start 35 End 

Name OJ990331_04 . 0421 . C23 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 317, 810.. 1042 



OJ990331_04.0421.C23 
+ 

1042 
GENSCAN 
1042 
. 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-~ GI Descrip. 



51696 
109468 
2605 

OJ990331 
1986 
421867 
1986. .2053, 



OJ990331 04.0421.C23 



Seq. ID _ 
Strand 

End 6260 
Method AAT/NAP 
End 3244 
Score 204 
3244 

ubiquitin / ribosomal protein CEP52 - turnip gi 1347064 (L21898) 
ubiquitin/ribosomal protein [Brassica rapa] 

gi|395079|emb|CAA80863| (Z24738) ubiquitin/ribosomal protein 
[Brassica rapa] 



04.0421.C23.ol.np 



2552.. 2765, 3145. 



51696 Seq. ID 

109468 Strand 

2605 End 

OJ990331_04 . 0421 . C23 . o2 . gs Method 

2605 End 

none Score 



OJ990331_04.0421.C23 

6260 
GENSCAN 
6260 
.75 



2605. .2765, 3145.. 3265, 5990. .6062, 6148.. 6260 



51697 

109469 

1 

OJ990331_04.0421.C24 .ol.np 



Seq. ID 
Strand 
End 

Method 

1 End 
7485454 Score 
1..92, 1857. .1970, 2691. .2854, 3525. 
4961. .5066, 5151. .5284, 5714. .5755 

hypothetical protein F13M23.260 - Arabidopsis thaliana 
gi I 4455255 | emb | CAB36754.il (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269362 | emb | CAB79421 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



OJ990331_04.0421.C24 
+ 

5755 
AAT/NAP 
5755 
580 

,3684, 4822. .4878, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51697 Seq. ID 

109469 Strand 

1 End 

OJ990331_04 . 0421 . C24 . ol . gs Method 

212 End 

none Score 



OJ990331_04 .0421.C24 
+ 

5755 
GENSCAN 
5713 
.78 



212. .303, 346. .496, 769. .1056, 1412. .1561, 1746. 



2691. .2854, 3525. .3711, 
5402. .5476, 5588. .5713 



4822. .4878, 4961. .5066, 



.1970, 
5151. .5284, 



Seq. No. 



51697 



Seq. ID OJ990331_04.0421.C24 



53007 



Gene No. 109469 Strand + 

Start 1 End 5755 

Name OJ990331_04 . 0421 .C24 . o2 . np Method AAT/NAP 

Start 3295 End 5755 

GI 6968223 Score 67 

Exons 3295.-3344, 5151. .5284, 5402. .5476, 5588. .5755 

GI Descrip. (AL139076) putative ATP-dependent DNA helicase 
jejuni] 



[Campylobacter 



Seq. No. 


51697 


Seq. ID 


OJ990331_04.0421.C24 


Gene No. 


109469 


Strand 


+ 


Start 


1 


End 


5755 


Name 


OJ990331 04.0421.C24.ol.gp 


Method 


AAT/GAP 


Start 


4949 


End 


5345 


GI 


uC-osflM202052b06bl 


Score 


392 


Exons 


4949. .5066, 5151. .5345 






GI Descrip. 


, 4455255/emb|CAB36754.1| 2.0e 


-24 (AL035523) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


51698 


Seq. ID 


OJ990331_04.0421.C25 


Gene No. 


109470 


Strand 


+ 


Start 


419 


End 


7299 


Name 


OJ990331 04.0421.C25.ol.gs 


Method 


GENSCAN 


Start 


419 


End 


7081 


GI 


none 


Score 


.79 


Exons 


419. .475, 1019. .1135, 1220. .1320, 1464 


..1530, 2671. .2748, 




3689. .3892, 3983. .4021, 4462. 


.4575, 48 


10.. 4866, 5099.. 5259, 




5449. .5542, 5826. .5876, 6088. 


.6150, 6456. .6518, 6847. .6966, 




6977. .7081 






Seq. No. 


51698 


Seq. ID 


OJ990331_04 . 0421 . C25 


Gene No. 


109470 


Strand 


+ 


Start 


419 


End 


7299 


Name 


OJ990331 04.0421.C25.ol.np 


Method 


AAT/NAP 


Start 


1019 


End 


5888 


GI 


7485454 


Score 


699 


Exons 


1019.. 1135, 1220.. 1320, 1464. 


.1530, 2096. .2146, 2671. .2748, 




3689. .3892, 4504. .4575, 4648. 


.4734, 5099.. 5331, 5447.. 5542, 




5826. .5888 






GI Descrip. 


hypothetical protein F13M23.260 - Arabidopsis thaliana 




gi | 4455255 | emb | CAB36754 . 1 | (AL035523) 


putative protein 




[Arabidopsis thaliana] gi | 7269362 | emb | CAB79421 . 1 | (AL161562) 




putative protein [Arabidopsis 


thaliana] 


Seq. No. 


51698 


Seq. ID 


OJ990331_04.0421.C25 


Gene No. 


109470 


Strand 


+ 


Start 


419 


End 


7299 


Name 


OJ990331 04.0421.C25.ol.gp 


Method 


AAT/GAP 


Start 


6304 


End 


7299 


GI 


none 


Score 


1230 


Exons 


6304.. 6332, 6456. .6518, 6734. 


.7299 




Seq. No. 


51698 


Seq. ID 


OJ990331_04.0421.C25 


Gene No. 


109471 


Strand 


+ 


Start 


8052 


End 


10473 


Name 


OJ990331 04.0421.C25.o2.gp 


Method 


AAT/GAP 


Start 


8052 


End 


10473 



53008 



GI 546JL.R1084 Score 1480 

Exons 8052. .8222, 8421. .8469, 9450. .9681, 10123. .10473 

GI Descrip. 1 585551/sp I Q07661 | NDK1_0RYSA 1.0e-84 NUCLEOSIDE DIPHOSPHATE 

KINASE I (NDK I) (NDP KINASE I) >gi_6297 98_pir S43330 

nucleoside-diphosphate kinase (EC 2.7.4.6) - rice 

>gi_30384 9_dbj_BAA03798_ (D16292) nucleoside diphosphate kinase 

[Oryza sativa] 1 



Seq. No. 51698 

Gene No. 109471 

Start 8052 

Name OJ990331_04 . 0421 . C25 . o2 . np 

Start 8172 

GI 585551 

Exons 8172.. 8222, 8421.. 8469, 9450. 
GI Descrip. 



Seq. ID OJ990331_04.0421.C25 
Strand + 
End 10473 
Method AAT/NAP 
End 10237 
Score 703 
.9681, 10123.. 10237 
NUCLEOSIDE DIPHOSPHATE KINASE I (NDK I) (NDP KINASE I) (NDPK I) 
gi I 629798 Ipir | | S43330 nucleoside-diphosphate kinase (EC 2.7.4.6) 
- rice gi | 30384 9 | dbj | BAA037 98 | (D16292) nucleoside diphosphate 
kinase [Oryza sativa] 





Seq. No. 


51698 


Seq. ID 


OJ990331_04 


.0 




Gene No. 


109471 


Strand 


+ 






Start 


8052 


End 


10473 




— 


Name 


OJ990331 04.0421.C25.o3.gs 


Method 


GENSCAN 






Start 


9410 


End 


10240 




-J 


GI 


none 


Score 


.7 




r\ 
is 


Exons 


9410. .9681, 10123. .10240 










Seq. No. 


51698 


Seq. ID 


OJ990331_04 


.0 




Gene No. 


109472 ' 


Strand 


+ 




i 


Start 


11587 


End 


12943 






Name 


OJ990331 04.0421.C25.o3.np 


Method 


AAT/NAP 






Start 


11587 


End 


12943 






GI 


4164576 


Score 


618 






Exons 


11587. .11982, 12105. .12570, 12880. .12943 






GI Descrip. 


(AF098 94 6) CTF2A [Arabidopsis 


thaliana; 








Seq. No. 


51698 


Seq. ID 


OJ990331_04 


0 




Gene No. 


109473 


Strand 








Start 


7735 


End 


8522 






Name 


OJ990331 04.0421.C25.o2.gs 


Method 


GENSCAN 






Start 


7735 


End 


8522 






GI 


none 


Score 


.54 






Exons 


7735. .7865, 8056. .8161, 8205. 


.8414, 8463.-8522 






Seq. No. 


51698 


Seq. ID 


OJ990331_04 


0 




Gene No. 


109474 


Strand 








Start 


11458 


End 


12569 






Name 


OJ990331 04.0421.C25.o3.tm 


Method 


TBLASTX: Maize 




Start 


3761 


End 


4026 






GI 


none 


Score 


220 






Exons 


3761. .3892, 3763.-3885, 3980. 


4024, 3982.. 4026 






Seq. No. 


51698 


Seq. ID 


OJ990331JD4 . 


0 




Gene No. 


109474 


Strand 








Start 


11458 


End 


12569 






Name 


OJ990331 04.0421.C25.ol.tm 


Method 


TBLASTX: Maize 



53009 



Start 


8165 




End 


10333 




GI 


none 




Score 


91 




Exons 


8165. .8221, 


8166. .8225, 8166. 


.8222, 8420. .8473, 8421. .8 


474, 




9448. .9690, 


9449.. 9691, 10120 


. .10233, 


10121. .10243, 






10122. .10250, 10295. .10324, 10295.. 10333 




Seq. No. 


51o9o 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


1 f\(\ A 1 A 

109474 




Strand 






Start 


1 i ^ CO 

114 jo 




End 


12569 




Name 


OJ990331 04 


. 0421 . C25 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


8171 




End 


10240 




GI 


none 




Score 


86 




Exons 


o 1 7 1 . . oZlo , 


ol II . . o2zo, o4zl . 


.8474, 9447. .9683, 9448. .9690, 




944 9 . . 9691 , 


9455 . . 9700, 10120 


. .10233, 


10121. .10240 




Seq. No. 


olo9o 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


i r\ n a ^ a 

1094 /4 




Strand 






Start 


11458 




End 


12569 




Name 


OJ990331 04 


.0421.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8174 




End 


9651 




GI 


none 




Score 


74 




Exons 


8174 . . 8245, 


8175 . . 8225, 8421 . 


.8474, 9448. .9651, 9449. .9649 


Seq. No. 


51698 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


109474 




Strand 






Start 


11458 




End 


12569 




Name 


OJ990331 04 


0421.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9436 




End 


10324 




GI 


none 




Score 


305 




Exons 


9436. .9690, 


9440. .9691, 9467. 


.9700, 10120. .10233, 10121 


. .10324 


Seq. No. 


51698 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


109474 




Strand 






Start 


11458 




End 


12569 




Name 


OJ990331 04 


0421.C25.o4 .gs 


Method 


GEN SCAN 




Start 


11458 




End 


12475 




GI 


none 




Score 


.97 




Exons 


11458. .12050, 12056.. 12475 








Seq. No. 


51698 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


109474 




Strand 






Start 


11458 




End 


12569 




Name 


OJ990331 04 


0421.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


11788 




End 


12569 




GI 


none 




Score 


199 




Exons 


11788. .11967, 11802. .11966, 12105 .. 12239, 12285 .. 124 31, 






12308. .12409, 12444 .. 12569, 12446. .12562 




Seq. No. 


51698 




Seq. ID 


OJ990331_04.0421 


.C25 


Gene No. 


109474 




Strand 






Start 


11458 




End 


12569 




Name 


OJ990331 04. 


0421.C25.o3.ts 


Method 


TBLASTX: Soybean 




Start 


11815 




End 


11967 




GI 


none 




Score 


185 




Exons 


11815. .11967, 11817. .11930 








Seq. No. 


51698 




Seq. ID 


OJ990331_04.0421 


.C25 



53010 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



109474 Strand 

11458 End 

OJ990331_04 . 0421 . C25 . o2 . tm Method 

12312 End 

none Score 



12569 

TBLASTX: Maize 

12569 

193 



12312. .12431, 12314. .12412, 12444. .12569, 1244 9. .12562 



51698 

109474 

11458 

OJ990331_04 . 0421 . C25 . o2 . ts 

12341 

none 



Seq. ID OJ990331_04.0421.C25 
Strand 

End 12569 

Method TBLASTX : Soybean 

End 12569 

Score 136 



12341. .12400, 12342. .12431, 12444 12569, 12446. .12562 



51699 
109475 
1 

OJ990331_04 . 0421 . C26 . ol . np 
1 

4263789 
1..55, 550. .1076 

(AC006068) putative monooxygenase [Arabidopsis thaliana] 



Seq. ID OJ990331_04.0421.C26 

Strand + 

End 1097 

Method AAT/NAP 

End 1076 

Score 627 



51699 

109475 

1 

OJ990331_04.0421.C26.ol.gs 

550 

none 

550. .1097 



Seq. ID OJ990331_04.0421.C26 

Strand + 

End 1097 

Method GEN SCAN 

End 1097 

Score .99 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51699 

109476 

2515 

OJ990331_04.0421.C26.ol.tc 
1 

none 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 

Method TBLASTX : Cress 

End 1052 

Score 81 



1..60, 525. .800, 545. .763, 875. .1048, 876. .1052 



51699 

109476 

2515 

OJ990331_04.0421.C26.o3.ts 
1 

none 

1..60, 3. .53, S25..773, 548. 

51699 

109476 

2515 

OJ990331_04.0421.C26.o4 .ts 

879 

none 

879. .1052, 884. .1051 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 

Method TBLASTX : Soybean 

End 773 

Score 91 
,763 

Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 

Method TBLASTX : Soybean 

End 1052 

Score 195 



Seq. No. 



51699 



Seq. ID OJ990331_04.0421.C26 



53011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Gene No . 


109476 








Strand 




Start 


2515 








End 


4070 


Name 


OJ990331 04 


.0421 


.C26.o2 


.gs 


Method 


GENSCAN 


Start 


2515 








End 


4049 


GI 


none 








Score 


.89 


Exons 


2515. .3052, 


3091 


. .4049 








Seq. No. 


51699 








Seq. ID 


OJ990331 


Gene No. 


109476 








Strand 




Start 


2515 








End 


4070 


Name 


OJ990331 04 


.0421 


.C26.o2 


.np 


Method 


AAT/NAP 


Start 


2524 








End 


4070 


GI 


4512670 








Score 


642 


Exons 


2524. .3017, 


3095 


. .4070 









GI Descrip. (AC006931) putative cytochrome P450 [Arabidopsis thaliana] 



51699 

109476 

2515 

OJ990331_04.0421.C26.o2.tc 

2620 

none 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 

Method TBLASTX : Cress 

End 3881 

Score 75 

2620.. 2721, 2654.. 2722, 2752.. 3018, 2762.. 2935, 3096.. 3224, 
3741. .3881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51699 

109476 

2515 

OJ990331_04.0421.C26.o2.ts 

2698 

none 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 

Method TBLASTX : Soybean 

End 3224 

Score 47 



2698. .2727, 2699. .2725, 2746. .3018, 2747. .2998, 3120. .3224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51699 

109476 

2515 



Seq. ID OJ990331_04 .0421. C26 
Strand 

End 4070 



OJ990331_04 . 0421 . C26 . o2 . tm Method TBLASTX : Maize 
2830 End 3164 

none Score 122 

2830. .2958, 2831. .2941, 2947. .3018, 2964. .3020, 3096. .3164, 
3103. .3162 



Seq. No. 51699 

Gene No. 109476 

Start 2515 

Name OJ990331_04 . 042 1 . C26 . ol . ts 

Start 3243 

GI none 

Exons 3243.. 3740, 3385.. 3633 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4 070 

Method TBLASTX : Soybean 

End 37 4 0 

Score 125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51699 

109476 

2515 



Seq. ID OJ990331_04.0421.C26 
Strand 

End 4070 



OJ990331 04.0421.C26.ol.tm Method TBLASTX : Maize 



3459 
none 



End 
Score 



3894 
113 



3459. .3695, 3460. .3630, 3693. .3881, 3751. .3894 



53012 



# 





Seq. No. 


51700 


Seq. ID 


OJ990331_04.0421 


-C31 




Gene No. 


iuy4 / / 


Strand 








Start 


1 


End 


771 






Name 


OJ990331 04.0421.C31.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


771 






GI 


7413535 


Score 


71 






Exons 


1..74, 129. .309, 711. .771 










GI Descrip. 


(AL162972) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


51700 


Seq. ID 


OJ990331_04.0421 


. C31 




Gene No. 


109477 


Strand 








Start 


1 


End 


771 






Name 


OJ990331 04.0421.C31.ol.gs 


Method 


GENSCAN 






Start 


80 


End 


315 






GI 


none 


Score 


. 63 






Exons 


80. .315 










Seq. No. 


51701 


Seq. ID 


OJ990331_04.0421 


. C32 




Gene No. 


109478 


Strand 








Start 


409 


End 


701 






Name 


OJ990331 04.0421.C32.ol.gs 


Method 


GENSCAN 






Start 


409 


End 


701 






GI 


none 


Score 


.58 






Exons 


409. .701 








Tli 


Seq. No. 


51702 


Seq. ID 


OJ990331_04.0421 


.C34 




Gene No. 


109479 


Strand 


+ 






Start 


1 


End 


949 






Name 


OJ990331 04.0421.C34.ol.np 


Method 


AAT/NAP 






start 


1 


End 


949 






GI 


7485454 


Score 


241 




= 


Exons 


1..101, 184. .289, 374. .507, 


750. .949 






C3 


GI Descrip. 


hypothetical protein F13M23 


.260 - Arabidopsis thaliana 








gi | 4455255 | emb | CAB36754 . 1 1 


(AL035523) 


putative protein 




-s 




[Arabidopsis thaliana] gi I 7269362 | emb | CAB79421 . 1 1 (AL161562) 






putative protein [Arabidopsis thaliana 


] 




? *S 

=. -i 


Seq. No. 


51702 


Seq. ID 


OJ990331_04.0421 


.C34 




Gene No. 


109479 


Strand 


+ 






Start 


1 


End 


949 






Name 


OJ990331 04.0421.C34.ol.gs 


Method 


GENSCAN 






Start 


46 


End 


699 






GI 


none 


Score 


.92 






Exons 


46. .101, 184. .289, 374. .507 


, 625.. 699 








Seq. No. 


51702 


Seq. ID 


OJ990331_04.0421 


.C34 




Gene No. 


109479 


Strand 


+ 






Start 


1 


End 


949 






Name 


OJ990331 04.0421.C34.ol.gp 


Method 


AAT/GAP 






Start 


172 


End 


568 






GI 


uC-osflM202052b06bl 


Score 


392 






Exons 


172.. 289, 374.. 568 










GI Descrip. 


, 4455255/emb|CAB36754.1| 2. 


Oe-24 (AL035523) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


51703 


Seq. ID 


OJ990331_04.0421 


.C35 



53013 



Gene No. 109480 Strand + 

Start 170 End 601 

Name OJ990331JD4 . 0421 . C35 . ol . gs. Method GEN SCAN 

Start 170 End 601 

GI none Score .75 

Exons 170.. 601 



Seq. No. 51704 

Gene No. 109481 

Start 534 

Name OJ990331_04 . 0421 .C36 . ol . gs 

Start 534 

GI none 

Exons 534.. 770 



Seq. ID OJ990331_04.0421.C36 

Strand + 

End 770 

Method GENSCAN 

End 770 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990331_04.0421.C38 
Strand + 

949 

AAT/GAP 
271 
276 ■ 



51705 
109482 
1 

OJ990331_04.0421.C38.ol.gp 
1 

uC-osflM202052b06bl 
1..114, 232. .271 

, 4455255/emb|CAB36754.1| 2.0e-24 (AL035523) putative protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



51705 

109482 

1 

OJ990331_04.0421.C38.ol.np 



Seq. ID OJ990331_04.0421.C38 

Strand + 

End 94 9 

Method AAT/NAP 

End 94 9 

Score 347 



7485454 
1..114, 619. .747, 821. .949 

hypothetical protein F13M23.260 - Arabidopsis thaliana 
gi I 4455255 | emb | CAB36754.il (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269362 | emb | CAB7 9421 . 1 | (AL161562) 





putative 


protein [Arabidopsis 


thaliana! 




Seq. No. 


51705 




Seq. ID 


OJ990331 


Gene No. 


109482 




Strand 


+ 


Start 


1 




End 


949 


Name 


OJ990331 


_04.0421.C38.ol.gs 


Method 


GENSCAN 


Start 


232 




End 


747 


GI 


none 




Score 


.76 


Exons 


232. .306, 


418. .543, 619. .747 






Seq. No. 


51706 




Seq. ID 


OJ990401 


Gene No. 


109483 




Strand 




Start 


493 




End 


559 


Name 


OJ990401 


_02.0419.Cl.ol.gs 


Method 


GENSCAN 


Start 


493 




End 


559 


GI 


none 




Score 


.51 


Exons 


493. .559 








Seq. No. 


51707 




Seq. ID 


OJ990401 


Gene No. 


109484 




Strand 




Start 


374 




End 


2209 


Name 


OJ990401 


02.0419.C2.ol.gs 


Method 


GENSCAN 



53014 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



374 
none 

374. .2209 

51707 

109484 

374 

OJ990401_02.0419.C2.ol.np 
407 

7489737 



End 
Score 



2209 
.98 



Seq. ID OJ990401_02.0419.C2 
Strand 

End 2209 

Method AAT/NAP 

End 2127 

Score 597 



407. .534, 610. .1036, 1106. .2127 

gag protein homolog - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



51707 

109484 

374 

OJ990401_02 . 04 19 . C2 . ol . tm 

1499 

none 



Seq. ID OJ990401_02.0419.C2 
Strand 

End 2209 

Method TBLASTX : Mai ze 

End 1903 

Score 68 



1499. .1903, 1512. .1802, 1640. .1864 



51708 

109485 

146 

OJ990401_02.0419.C3.ol.gs 

146 

none 

146.. 355, 1383.. 1410 



Seq. ID OJ990401_02.0419.C3 
Strand 

End 2929 

Method GENS CAN 

End 1410 

Score . 6 



Seq. ID OJ990401_02.0419.C3 
Strand 

2929 
AAT/NAP 
2031 
55 



51708 
109485 
146 

OJ990401_02.0419.C3.ol.np 
216 

1399945 
216.. 297, 1967.. 2031 

(U60194) RNA helicase GLH-2 [Caenorhabditis elegans] gi 11405387 
(U60449) GLH-2 [Caenorhabditis elegans] 



End 

Method 

End 

Score 



Seq. No. 


51708 




Seq. ID 


OJ990401 


Gene No. 


109485 




Strand 




Start 


146 




End 


2929 


Name 


OJ990401 02.0419.C3.o2 


. gs 


Method 


GENSCAN 


Start 


1886 




End 


2929 


GI 


none 




Score 


. 65 


Exons 


1886. .2929 








Seq. No. 


51709 




Seq. ID 


OJ990401 


Gene No. 


109486 




Strand 


+ 


Start 


939 




End 


1790 


Name 


OJ990401 02.0419.C4.ol 


,gs 


Method 


GENSCAN 


Start 


939 




End 


1790 


GI 


none 




Score 


.42 


Exons 


939. .994, 1684. .1790 









53015 




Seq. No. 


51709 






Seq. ID 


OJ990401_02, 


.0419. 


C4 


Gene No. 


109486 






Strand 


+ 






Start 


Q *2 Q 

y jy 






End 


l / yu 






Name 


OJ990401 02 


.0419.C4.ol. 


np 


Method 


AAT/NAP 






Start 


1069 






End 


1288 






GI 


4680186 






Score 


203 






Exons 


1069. .1288 














GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


51709 






Seq. ID 


OJ990401_02, 


,0419. 


C4 


Gene No. 


109487 






Strand 


+ 






Start 


3498 






End 


4980 






Name 


OJ990401 02 


.0419.C4.o3. 


gs 


Method 


GEN SCAN 






Start 


3498 






End 


4980 






GI 


none 






Score 


.63 






Exons 


3498. .3506, 


4009. .4303, 


4406. 


.4843, 4895. .4980 






Seq. No. 


51709 






Seq. ID 


OJ990401_02. 


,0419. 


C4 


Gene No. 


109488 






Strand 








Start 


1683 






End 


2944 






Name 


OJ990401 02 


.0419.C4.o2. 


np 


Method 


AAT/NAP 






Start 


1683 






End 


2935 






GI 


6907087 






Score 


487 






Exons 


1683. .1784, 


2324. .2935 












GI Descrip. 


(AP001129) 


ESTs C72771( 


E2215) , AU082313 (E2215) correspond 


. to 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 51709 Seq. ID 

Gene No. 109488 Strand 

Start 1683 End 

Name OJ9904 01_02 . 04 1 9 . C4 . o2 . gs Method 

Start 2222 End 

GI none Score 

Exons 2222.. 2944 



OJ990401JD2.0419.C4 

2944 
GENSCAN 
2944 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51710 Seq. ID 

109489 Strand 
384 End 828 

OJ990401_02 . 04 19 . C5 . ol . np Method AAT/NAP 

384 End 828 

6063554 Score 115 

384. .563, 787. .828 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



OJ990401 02. 0419. C5 



X98611 (E0464) 
hypothetical 



51711 Seq. ID OJ9904 01_02 . 04 19 . C6 

109490 Strand 

1510 End 1838 

OJ9904 01_02 .0419.C6.ol.gp Method AAT/GAP 

1510 End 1838 

uC-osflcyp032e05al Score 607 

1510. .1838 

, 4521193/dbj | AB013450. 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



53016 



Seq. No. 


51712 


Seq. ID 


OJ990401_02.0419.C7 


Gene No. 


109491 


Strand 




otart 


0 A £ 
£. *i D 


End 


5076 


Name 


OJ990401 


02 . 04 1 9 . C7 . o2 . tm Method 


TBLASTX: Maize 


Start 


100 


End 


1147 


GI 


none 


Score 


82 


Exons 


100. .168, 


307. .393, 308. .388, 428. .562, 


436. .528, 447. .560 




658. .795, 


658. .747, 1084. .1146, 1085. .1147 


Seq. No. 


51712 


Seq. ID 


OJ990401_02.0419.C7 


Gene No. 


109491 


Strand 






Z. 1 u 


End 


5076 


Name 


OJ990401 


02 . 04 1 9 . C7 . ol . np Method 


AAT/NAP 


Start 


246 


End 


1184 


GI 


7291735 


Score 


219 


Exons 


246. .376, 


435. .560, 659. .744, 1084. .118 


4 


GI Descrip. 


(AE003462 


) CG3209 gene product [Drosophila melanogaster] 


Seq. No. 


51712 


Seq. ID 


OJ990401_02.0419.C7 


Gene No. 


109491 


Strand 




Start 


246 


End 


5076 


Name 


OJ990401 


02 . 04 1 9 . C7 . ol . gs Method 


GENSCAN 


Start 


655 


End 


5075 


GI 


none 


Score 


.55 


Exons 


655. .744, 


1084. .1202, 1415. .1595, 2401. 


.2507, 2903.. 3307, 



3663. .3706, 4108. .4169, 4294. .4383, 4453. .4572, 4890. .5075 



Seq. No. 51712 

Gene No. 109491 

Start 246 

Name OJ990401_02. 0419.C7 .ol .gp 

Start 3859 

GI 17442_1.R1084 

Exons 3859.. 4169, 4294.. 4383, 4453. 

GI Descrip. ' 118304 /sp | P19572 | DCDA PSEAE 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990401 02. 0419. C7 



5076 
AAT/GAP 
5075 
1264 

.4572, 4890.. 5075 
6.0e-69 DIAMINOPIMELATE 



DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77 626_pir A3 11 33 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa * 



Seq. No. 51712 

Gene No. 109491 

Start 246 

Name OJ990401_02 . 04 19 . C7 . ol . tm 

Start 4044 

GI none 
Exons 



Seq. ID OJ990401_02.0419.C7 
Strand 

End 5076 

Method TBLASTX : Mai ze 

End 5076 

Score 78 



4044. .4166, 4080. .4169, 4085. .4174, 4282. .4383, 4283. .4348, 

4287. .4385, 4293. .4385, 4294. .4386, 4436. .4543, 4447. .4539, 

4453. .4554, 4457. .4576, 4552. .4575, 4830. .5075, 4890. .5075, 
4894. .5076 



Seq. No. 51712 

Gene No. 109491 

Start 24 6 

Name OJ990401_02 . 0419.C7 .ol . ts 

Start 4087 

GI none 
Exons 



Seq. ID OJ990401_02.0419.C7 
Strand 
End 

Method 
End 
Score 



5076 

TBLASTX : Soybean 

5076 

66 



4087. .4194, 4092. .4169, 4282. .4383, 4283. .4348, 4284. .4385, 



53017 



4293. .4385, 4294. .4386, 4453. .4545, 4454. .4576, 4546. .4575, 
4890. .5075, 4890. .5075, 4891. .5076 



Seq. No. 51712 

Gene No. 109491 

Start 246 

Name OJ9904 01_02 . 04 19 . C7 . ol . tc 

Start 4092 

GI none 
Exons 



Seq. ID OJ990401_02.0419.C7 
Strand 

End 5076 

Method TBLASTX : Cress 

End 4 970 

Score 53 



4092. .4169, 4093. .4188, 4282. .4383, 4283.-4348, 4293. .4385, 
4294. .4386, 4474. .4554, 4475. .4576, 4546. .4575, 4890. .4925, 
4926. .4970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

fj Gene No. 
*i Start 

Name 
E ri Start 
Til GI 
fj Exons 

Seq. No. 
I* Gene No. 
fiJ Start 
= Name 
£3 Start 
sj GI 
s 2 Exons 
r ~ GI Descrip. 
* =? 

12 Seq. No. 
fj Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990401_02.0419.C7 
Strand 

End 5076 
Method AAT/NAP 
End 5033 
Score 556 
4092. .4169, 4294. .4383, 4453. .4572, 4890. .5033 

(AJ249960) diaminopimelate decarboxylase [Arabidopsis thaliana] 



51712 

109491 

246 

OJ990401_02 . 04 19 . C7 . o2 . np 

4092 

6562332 



51713 

109492 

354 

OJ990401_02.0419.C8.ol.gs 

354 

none 

354. .422, 1040. .1096 



Seq. ID OJ990401_02.0419.C8 
Strand 

End 1096 

Method GEN SCAN 

End 1096 

Score .87 



51714 
109493 
1 

OJ9904 01_02 . 04 19 . C9 . ol . np 
1 

4416301 
1..25, 1423. .1587 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 1587 

Method AAT/NAP 

End 1587 

Score 84 



51714 

109494 

1675 

OJ990401_02.0419.C9.o5.tm 

1498 

none 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Mai ze 

End 1767 

Score 79 



1498. .1551, 1501. .1551, 1503. .1565, 1551. .1682, 1557. .1682, 
1561. .1746, 1567. .1767 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method AAT/NAP 

End 3915 

Score 2562 



51714 
109494 
1675 

OJ990401_02.0419.C9.o2.np 
1675 
6630685 
1675.. 2686, 2806.. 3915 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



53018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51714 

109494 

1675 

OJ990401_02, 

1759 

none 

1759. .1893, 
1933. .2217 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Wheat 

End 2217 

Score 154 
1767. .1874, 1905. .1931, 1906. .1929, 1929. .2216, 



0419.C9.o2.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51714 

109494 

1675 

OJ990401_02, 

1881 

none 

1881. .1952, 
2033. .2569 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Mai ze 

End 2569 

Score 56 

1881. .1955, 1882. .1953, 1953. .2531, 1954. .2535, 



0419.C9.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



51714 

109494 

1675 

OJ990401_02. 

2062 

none 

2062. .2373, 

51714 

109494 

1675 

OJ990401J32, 

2305 

none 

2305. .2376, 

51714 

109494 

1675 

OJ990401_02. 

2858 

none 

2858. .3163, 

51714 

109494 

1675 

OJ990401_02. 
2897 
5509260 
2897. .3115, 



0419.C9.o2.ts 



2082.. 2267, 2422. 



0419.C9.o3.tw 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Soybean 

End 2523 

Score 239 
.2523 

Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Wheat 

End 2535 

Score 100 



2382.. 2531, 2395.. 2535, 2419.. 2535 



0419.C9.o3.tm 
2872. .3162 

0419.C9.ol.ts 



Seq. ID OJ990401_02 .0419.C9 

Strand + 

End 3915 

Method TBLASTX : Maize 

End 3163 

Score 417 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Soybean 

End 3502 

Score 235 
2897. .3157, 3121. .3411, 3122. .3502, 3272. .3496 



51714 Seq. ID 

109494 Strand 

1675 End 

OJ9904 01_02 . 04 1 9 . C9 . ol . tw Method 

3038 End 



OJ990401_02.0419.C9 
+ 

3915 

TBLASTX: Wheat 
3496 



53019 



GI 

Exons 



none 

3038. .3112, 3113. .3145, 3141. 
3146. .3496 



Score 82 

,3476, 3145. .3411, 3146. .3490, 



Seq. No. 51714 

Gene No. 109494 

Start 1675 

Name OJ9904 01_02 . 04 19. C9 . ol . tc 

Start 3104 

GI none 

Exons 3104.. 3385, 3184.. 3366 

Seq. No. 51714 

Gene No. 109494 

Start 1675 

Name OJ990401_02 . 0419 . C9 . o2 . tm 

Start 3164 

GI none 

Exons 3164.. 3631, 3168.. 3629, 3169. 

Seq. No. 51714 

Gene No. 109494 

Start 1675 

fi Name OJ990401_02 . 0419 . C9. o3 . ts 

*Z Start 3637 

\i GI none 

U] Exons 3637.. 3915, 3650.. 3913 

r : n 

Q Seq. No. 51714 

17* Gene No. 109494 

v f Start 1675 

]=f Name OJ990401_02. 0419.C9.o4 . tm 

FU Start 3653 

s GI none 

y Exons 3653.. 3913, 3673.. 3915 

^ Seq. No. 51715 

' f t Gene No. 109495 

%J Start 306 

tj Name OJ990401_02 . 0419. C10 .ol . gs 

fj Start 306 

GI none 

Exons 306.. 585, 587.. 753, 831.. 1091 

Seq. No. 51716 

Gene No. 109496 

Start 1412 

Name OJ990401_02 . 0419. Cll .ol . gs 

Start 1412 

GI none 

Exons 1412.. 1480, 2111.. 2196, 3103.. 

Seq. No. 51716 

Gene No. 109497 

Start 2832 

Name OJ990401_02 . 0419 . Cll . ol . np 

Start 2832 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Cress 

End 3385 

Score 189 



Seq. ID OJ990401_02.0419.C9 
Strand + 

3915 

TBLASTX: Maize 
3631 
624 



End 

Method 
End 
Score 
.3630 



Seq. ID OJ990401_02.0419.C9 

Strand + 

End 3915 

Method TBLASTX : Soybean 

End 3915 

Score 233 



Seq. ID OJ990401_02.0419.C9 
Strand 
End 

Method 
End 
Score 



+ 

3915 

TBLASTX: Maize 

3915 

342 



Seq. ID OJ990401JD2. 0419. C10 
Strand 

End 1091 

Method GENSCAN 

End 1091 

Score .54 



Seq. ID OJ990401_02. 0419. Cll 
Strand + 

3202 
GENSCAN 
3202 
.66 



End 

Method 
End 
Score 
3202 



Seq. ID OJ990401_02. 0419. Cll 
Strand 

End 5104 

Method AAT/NAP 

End 5104 



53020 



GI 862343 Score 142 

Exons 2832.. 2909, 4928.. 5104 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 Iprf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 


51716 






Seq. ID 


OJ990401_02. 0419. Cll 


Gene No. 


109498 






Strand 




Start 


5253 






End 


10613 


Name 


OJ990401 02 


.0419.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


5253 






End 


10598 




none 






Score 


.51 


Exons 


5253. .5426, 


5512. .5610, 


6007. 


.6210, 6307. .6541, 6827. .6992, 




7854. .7935, 


8197. .8307, 


8409. 


.8579, 8616. .9131, 9324. .9648, 




9664. .10598 










Seq. No. 


51716 






Seq. ID 


OJ990401_02. 0419. Cll 


Gene No. 


109498 






Strand 




Start 


5253 






End 


10613 


Name 


OJ990401_02 


.0419.Cll.o2 


.np 


Method 


AAT/NAP 


Start 








End 


10613 


GI 


4680204 






Score 


767 


Exons 


6350. .6553, 


8126. .9110, 


9204. 


.10613 




*Z GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


U § Seq. No. 


51716 






Seq. ID 


OJ990401_02. 0419. Cll 


flj Gene No. 


109498 






Strand 




£3 Start 


5253 






End 


10613 


f.l Name 


OJ990401 02 


. 0419 . Cll . o3 


.np 


Method 


AAT/NAP 


*i Start 


9057 






End 


10613 


li gi 


4680204 






Score 


626 


FLJ Exons 


9057. .9110, 


9204. .10613 








= GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


n Seq. No. 


51716 






Seq. ID 


OJ990401_02. 0419. Cll 


, ; Gene No . 


109499 






Strand 




Start 


11847 






End 


12354 


W Name 


OJ990401 02 


.0419. Cll. ol 


.tw 


Method 


TBLASTX: Wheat 


[3 Start 


9552 






End 


9891 


[3 GI 


none 






Score 


82 


Exons 


9552. . 9584, 


9588. .9728, 


9589. 


.9669, 9723.. 9890, 9742.. 9891 


Seq. No. 


51716 






Seq. ID 


OJ990401_02. 0419. Cll 


Gene No. 


109499 






Strand 




Start 


11847 






End 


12354 


Name 


OJ990401 02 


.0419. Cll. o3 


gs 


Method 


GENSCAN 


Start 


11847 






End 


12354 


GI 


none 






Score 


.62 


Exons 


11847. .12036, 12255. .12354 






Seq. No. 


51717 






Seq. ID 


OJ990401_02.0419.C12 


Gene No. 


109500 






Strand 


+ 


Start 


1 






End 


1225 


Name 


OJ990401 02 


.0419.C12.ol 


gp 


Method 


AAT/GAP 


Start 


1 






End 


1225 


GI 


342 1.R1084 






Score 


2030 



53021 



Exons 1. .1225 

GI Descrip. ■ 4 574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 51717 

Gene No. 109501 

Start 1 

Name OJ990401_02 . 0419 . C12 . ol . np 

Start 1 

GI 6742729 

Exons 1..1314 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method AAT/NAP 

End 1314 

Score 1796 



Seq. No. 51717 

Gene No. 109501 

Start 1 

Name OJ990401_02 . 0419 . C12 . ol . gs 

Start 9 

GI none 

Exons 9.. 330, 496.. 1193 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method GEN SCAN 

End 1193 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51717 

109501 

1 

OJ990401_02.0419.C12.ol.tw 
13 

none 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method TBLASTX : Wheat 

End 448 

Score 380 



13. .237, 26. .442, 27. .443, 32. .448 



H Seq. No. 51717 

I J Gene No. 109501 

kl Start 1 

f[| Name OJ990401_02.0419.C12.ol.tm 

[' Start 86 

I- GI none 

M Exons 86.. 400, 114.. 389 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method TBLASTX : Mai ze 

End 400 

Score 129 



U Seq. No. 51717 

,i Gene No. 109501 

l~ Start 1 

it Name OJ990401_02 . 0419 .C12 . o2 . tw 

^ Start 449 

GI none 

Exons 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method TBLASTX : Wheat 

End 854 

Score 72 



449. .529, 450. .530, 457. .534, 562. .765, 563. .805, 603. .785, 
791. .853, 804. .854 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51717 

109501 

1 

OJ990401_02.0419.C12.o3.tw 

993 

none 



Seq. ID OJ990401_02.0419.C12 
Strand 

End 1314 

Method TBLASTX : Wheat 

End 1222 

Score 141 



993. .1199, 998. .1222, 1060. .1200 



51718 

109502 

396 



Seq. ID OJ990401_02.0419.C13 
Strand 

End 840 



53022 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 01_02 . 04 19 . C13 . ol . np Method AAT/NAP 
396 End 840 

553073 Score 167 

396. .840 

(M94481) reverse transcriptase [Zea mays] 



51719 Seq. ID 

109503 Strand 

1 End 
OJ990401_02. 0419.C14 .ol.np Method 

1 End 

6063554 Score 

1.-66, 289.-567, 685. .907, 1231. .1258, 



OJ990401_02.0419.C14 
+ 

2064 
AAT/NAP 
2064 
511 

1890. .2064 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 51719 Seq. ID 

Gene No. 109503 Strand 

Start 1 End 

Name OJ990401_02 . 0419.C14 . ol . gp Method 

Start 725 End 

GI 101153_1.R1084 Score 

Exons 725.. 907, 1231.. 1461 

GI Descrip. * 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990401_02.0419.C14 
+ 

2064 
AAT/GAP 
1461 
690 



Seq. No. 51719 Seq. ID 

Gene No. 109504 Strand 

Start 2426 End 

Name OJ990401_02 . 0419. C14 . o2 . gp Method 

Start 2426 End 

GI 61605_3.R1084 Score 

Exons 2426.. 2690 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



OJ990401_02.0419.C14 
+ 

2690 
AAT/GAP 
2690 
376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51719 Seq. ID 

109505 Strand 

5851 End 

OJ 99040 1_0 2. 0419. C14.o3.np Method 

5851 End 

4680186 Score 
5851. .5873, 7595. .7799 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990401_02.0419.C14 
+ 

7799 
AAT/NAP 
7799 
234 



51719 

109506 

2154 

OJ990401_02.0419.C14 . o2 . np 

2154 

6983860 



Seq. ID OJ990401_02.0419.C14 
Strand 

End 8476 

Method AAT/NAP 

End 6066 

Score 616 



2154. .2194, 4854. .5089, 5288. .6066 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 



51719 



Seq. ID OJ990401_02.0419.C14 



53023 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



109506 
2154 

OJ990401_02.0419.C14.ol.tm 

5329 

none 

5329. .5628, 5525. .5614 

51719 

109506 

2154 

OJ990401_02.0419.C14.ol.tw 

5509 

none 

5509.. 5868, 5513.. 5866 

51719 

109506 

2154 

OJ990401_02.0419.C14 ,o2.gs 

5581 

none 

5581. .6090, 6380. .6474, 8215. 



Strand 
End 

Method 

End 

Score 



8476 

TBLASTX: Maize 

5628 

70 



Seq. ID OJ990401_02.0419.C14 
Strand 

End 8476 

Method TBLASTX : Wheat 

End 5868 

Score 147 



Seq. ID OJ990401_02.0419.C14 
Strand 

8476 
GENSCAN 
8296 
.57 



End 

Method 
End 
Score 
.8296 



Seq. ID OJ990401_02.0419.C14 
Strand 

End 8476 

Method AAT/GAP 

End 7728 

Score 667 



51719 
109506 
2154 

OJ990401_02.0419.C14.o4.gp 
7347 

uC-osflcyp033a04bl 
7347. .7728 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0 71 1E10 ' 



Seq. No. 51719 
Gene No. 109506 
Start 2154 

Name O J9904 01_02 . 04 19 . C14 . o4 . np 

Start 8195 
GI 6907087 
Exons 8195.. 8296, 8372.. 8476 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990401_02.0419.C14 
Strand 

End 8476 

Method AAT/NAP 

End 8476 

Score 153 



Seq. No. 51720 

Gene No. 109507 

Start 1 

Name OJ9904 01_02 .0419. C15 . ol . np 

Start 1 

GI 6630685 

Exons 1 . .683 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990401_02.0419.C15 

Strand + 

End 683 

Method AAT/NAP 

End 683 

Score 877 



Seq. No. 
Gene No. 
Start 



51720 

109507 

1 



Seq. ID OJ990401_02.0419.C15 
Strand + 
End 683 



53024 




Name 


OJ990401 02.0419.C15.ol 


.gs 


Method 


GEN SCAN 


Start 


196 




End 


558 


GI 


none 




Score 


.67 


Exons 


196. .558 








Seq. No. 


51720 




Seq. ID 


OJ9904 01_02.0419.C15 


Gene No. 


109508 




Strand 


+ 


Start 


1959 




End 


3002 


Name 


OJ990401 02.0419.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


63 




End 


692 


GI 


none 




Score 


727 


Exons 


63. .542, 64..S64, 376.. 


561, 


570. .692, 


573. .686, 575. .691 


Seq. No. 


51720 




Seq. ID 


OJ990401_02.0419.C15 


Gene No. 


1 A A C A O 

109508 




Strand 


+ 


Start 


1959 




End 


3002 


Name 


OJ990401 02.0419.C15.ol 


-ts 


Method 


TBLASTX : Soybean 


Start 


64 




End 


543 


GI 


none 




Score 


243 


Exons 


64. .414, 237. .410, 436. 


.543 






Seq. No. 


51720 




Seq. ID 


OJ990401_02.0419.C15 


Gene No. 


109508 




Strand 


+ 


Start 


1959 




End 


3002 


Name 


OJ990401 02.0419.C15.o2 


. gs 


Method 


GEN SCAN 


Start 


1959 




End 


3002 


GI 


none 




Score 


.41 


Exons 


1959. .3002 








Seq. No. 


51721 




Seq. ID 


OJ990401_02.0419.C16 


Gene No. 


109509 




Strand 


+ 


otart 


1 




End 




Name 


OJ990401 02.0419.C16.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


692 


GI 


4680203 




Score 


411 


Exons 


1..32, 164. .692 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


51721 




Seq. ID 


OJ990401_02.0419.C16 


Gene No. 


109510 




Strand 




Start 


188 




End 


632 


Name 


OJ990401 02.0419.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


175 




End 


632 


GI 


none 




Score 


55 


Exons 


175. .228, 176. .244, 216 


. .278 


, 242. .280, 242. .283, 261. .284, 




286. .423, 290. .349, 356 


. .385 


, 382.. 450 


, 387. .434, 390. .470, 




391. .471, 395. .472, 476 


. .514 


, 482. .541 


, 492. .557, 522. .632, 




572. .607 








Seq. No. 


51721 




Seq. ID 


OJ990401_02.0419.C16 


Gene No. 


109510 




Strand 




Start 


188 




End 


632 


Name 


OJ990401 02.0419.C16.ol 


.gs 


Method 


GENSCAN 


Start 


188 




End 


447 


GI 


none 




Score 


.57 


Exons 


188. .326, 397. .447 









53025 




Seq. No. 


51722 


Seq. ID 


OJ990401_02 .0419.C17 


Gene No . 


109511 


Strand 


+ 


Start 


551 


End 


639 


Name 


OJ990401 02.0419.C17.ol.gs 


Method 


GENS CAN 


Start 


551 


End 


639 


GI 


none 


Score 


. 69 


Exons 


551. .639 






Seq. No. 


51723 


Seq. ID 


OJ9904 01_02 . 0419.C18 


Gene No . 


109512 


Strand 


+ 


Start 


371 


End 


1441 


Name 


OJ990401 02.0419.C18.ol.gs 


Method 


GENSCAN 


Start 


371 


End 


1441 


GI 


none 


Score 


.52 


Exons 


371. .450, 1293. .1441 






Seq. No. 


51724 


Seq. ID 


OJ990401_02 . 04 19. CI 9 


Gene No. 


109513 


Strand 


+ 


Start 


7036 


End 


8974 


Name 


OJ990401 02.0419.C19.o3.np 


Method 


AAT/NAP 


Start 


7036 


End 


8974 


GI 


6907087 


Score 


715 


Exons 


7036.. 7220, 7422.. 7601, 7633. 


.8335, 8873.. 8974 


GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


51724 


Seq. ID 


OJ990401_02.0419.C19 


Gene No. 


109514 


Strand 




Start 


2162 


End 


2490 


Name 


OJ990401 02.0419.C19.ol.np 


Method 


AAT/NAP 


Start 


430 


End 


609 


GI 


7106512 


Score 


88 


Exons 


430. .476, 549. .609 






GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


51724 


Seq. ID 


OJ990401_02.0419.C19 


Gene No . 


109514 


Strand 




Start 


2162 


End 


2490 


Name 


OJ990401 02.0419.C19.ol.gs 


Method 


GENSCAN 


Start 


2162 


End 


2490 


GI 


none 


Score 


.82 


Exons 


2162. .2399, 2405. .2490 






Seq. No. 


51724 


Seq. ID 


OJ990401_02.0419.C19 


Gene No. 


109515 


Strand 




Start 


2826 


End 


6676 


Name 


OJ990401 02.0419.C19.o2.np 


Method 


AAT/NAP 


Start 


2826 


End 


6676 


GI 


7106512 


Score 


2201 


Exons 


2826. .3162, 3217. .4504, 4951. 


.6193, 6390. .6543, 6616. .6676 


GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


51724 


Seq. ID 


OJ990401_02.0419.C19 


Gene No. 


109515 


Strand 





53026 




Start 


2826 




End 


6676 






Name 


OJ990401 02, 


.0419.C19.o3.gs 


Method 


GENSCAN 






Start 


5007 




End 


6433 






GI 


none 




Score 


. 94 






Exons 


5007. .5684, 


6149. . 6433 










Seq. No. 


51724 




Seq. ID 


OJ990401 


_02. 


,0419. C19 


Gene No. 


109516 




Strand 








Start 


6830 




End 


6936 






Name 


OJ990401 02. 


.0419.C19.ol.gp 


Method 


AAT/GAP 






Start 


6830 




End 


6936 






GI 


5816518 




Score 


151 






Exons 


6830. .6936 












GI Descrip. 


4521193/dbj | 


AB013450.1IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


51724 




Seq. ID 


OJ990401 


_02. 


0419. C19 


Gene No. 


109517 




Strand 


- 






Start 


8867 




End 


10229 






Name 


OJ990401 02. 


,0419.C19.o5.gs 


Method 


GENSCAN 






Start 


8867 




End 


9714 






GI 


none 




Score 


.51 






Exons 


8867. .8971, 


9109.. 9156, 9663. 


.9714 








Seq. No. 


51724 




Seq. ID 


OJ990401 


_02. 


0419. C19 


Gene No. 


109517 




Strand 


- 






Start 


8867 




End 


10229 






Name 


OJ990401 02. 


0419.C19.o4 .np 


Method 


AAT/NAP 






Start 


9365 




End 


10229 






GI 


4680186 




Score 


208 






Exons 


9365. .9566, 


10167. .10229 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


51725 




Seq. ID 


OJ990401 


_02. 


0419.C20 


Gene No. 


109518 




Strand 


+ 






Start 


1017 




End 


3141 






Name 


OJ990401 02. 


0419.C20.ol.gs 


Method 


GENSCAN 






Start 


1017 




End 


3141 






GI 


none 




Score 


.48 






Exons 


1017. .1040, 


2643. .2732, 3040. 


.3141 








Seq. No. 


51725 




Seq. ID 


OJ990401_ 


_02. 


0419. C20 


Gene No. 


109519 




Strand 








Start 


1554 




End 


4421 






Name 


OJ990401 02. 


0419.C20.ol.gp 


Method 


AAT/GAP 






Start 


1554 




End 


4421 






GI 


none 




Score 


1202 






Exons 


1554. .1826, 


3048. .3113, 3859. 


.3901, 4029. .4073, 


4148. .4421 


Seq. No. 


51725 




Seq. ID 


OJ990401_ 


_02. 


0419. C20 


Gene No. 


109519 




Strand 








Start 


1554 




End 


4421 






Name 


OJ990401 02. 


0419.C20.o2.gs 


Method 


GENSCAN 






Start 


3887 




End 


3993 






GI 


none 




Score 


.9 







Exons 3887.. 3993 

53027 



Seq. No. 


51726 




Seq. ID 


OJ990401_02. 


0419 


C22 


Gene No. 


109520 




Strand 








Start 


108 




End 


1 A A A 

1444 






Name 


OJ990401 02.0419.C22. 


ol.np 


Method 


AAT/NAP 






Start 


108 




End 


1444 






GI 


5852182 




Score 


388 






Exons 


108. .436, 1409. .1444 












GI Descrip. 


(AL117265) zhb0012.1 


[Oryza 


sativa] 








Seq. No. 


51726 




Seq. ID 


OJ990401_02. 


0419 


C22 


Gene No . 


109520 




Strand 








Start 


108 




End 


1444 






Name 


OJ990401 02.0419.C22. 


ol . gs 


Method 


GENSCAN 






Start 


246 




End 


1414 






GI 


none 




Score 


.41 






Exons 


246. .436, 1406. .1414 












Seq. No. 


51727 




Seq. ID 


OJ990401JD2. 


0419 


C23 


Gene No. 


1 ft ft C O 1 

109521 




Strand 


+ 






Start 


1522 




End 


2919 






Name 


OJ990401 02.0419.C23. 


ol . gs 


Method 


GENSCAN 






Start 


1522 




End 


2919 






GI 


none 




Score 


.73 






Exons 


1522. .2919 

- 












Seq. No. 


51727 




•Seq. ID 


OJ990401_02. 


0419. 


C23 


Gene No. 


109521 




Strand 


+ 






Start 


1522 




End 


2919 






Name 


OJ990401 02.0419.C23. 


ol .np 


Method 


AAT/NAP 






Start 


1588 




End 


2821 






GI 


7485887 




Score 


333 






Exons 


1588.. 2237, 2289.. 2405, 2544 


. .2821 








GI Descrip. 


hypothetical protein 


F20M13. 


270 - Arabidopsis thaliana 





gi|4467158|emb|CAB37527.1| (AL035540) putative protein 
[Arabidopsis thaliana] gi | 7270854 | emb | CAB80535 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 

Seq. No. 51727 Seq. ID OJ990401_02 . 04 19 . C23 

Gene No. 109522 Strand - 

Start 2748 End 2915 

Name OJ990401_02.0419.C23.ol.gp Method AAT/GAP 

Start 2748 End 2915 

GI uC-osflcyp032e05al Score 305 

Exons 2748.. 2915 

GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51728 Seq. ID 

.109523 Strand 

1 End 

OJ990401_02. 0419. C24 .ol.np Method 

1 End 

5042463 Score 



OJ990401_02.0419.C24 
+ 

2254 
AAT/NAP 
2254 
160 



1..85, 1066. .1251, 1916. .2070, 2123. .2254 
(AC007789) unknown protein [Oryza sativa] 



Seq. No. 



51729 



Seq. ID OJ990401 02.0419.C25 



53028 



Gene No. 109524 Strand + 

Start 286 End 414 

Name OJ990401_02 . 0419. C25 . ol . gs Method GEN SCAN 

Start 286 End 414 

GI none Score .81 

Exons 28 6.. 4 14 



Seq. No. 51730 

Gene No. 109525 

Start 611 

Name • OJ990401_02 . 0419.C26.ol .np 

Start 611 

GI 7340868 

Exons 611.. 885 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ990401_02.0419.C26 
Strand 

End 885 

Method AAT/NAP 

End 885 

Score 131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51731 Seq. ID 

109526 Strand 

108 End 

OJ990401JD2 .0419. C27 . ol . gp Method 

108 End 

5816518 Score 
108. .214 

4521193/dbj IAB013450. 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990401_02.0419.C27 
214 

AAT/GAP 
214 
148 



Seq. No. 51731 Seq. ID 

Fjj Gene No. 109527 Strand 

O Start 416 End 

"i Name OJ990401_02. 0419.C27 .ol .gs Method 

'if Start 416 End 

2f r GI none Score 

fy Exons 416.. 491 



OJ990401_02.0419.C27 
491 

GENSCAN 

491 

.66 



Seq. No. 51732 Seq. ID 

Gene No. 109528 Strand 

Start 1 End 

Name OJ990401_02 . 0419 . C28 . ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1..37, 458.. 594, 1706.. 1754 

GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



OJ990401_02.0419.C28 
+ 

1754 
AAT/NAP 
1754 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



02.0419.C29 



51733 Seq. ID OJ990401_ 

109529 Strand + 

1 End 934 

OJ990401_02 . 04 1 9 . C2 9 . ol . np Method AAT/NAP 
1 End 934 

4006913 Score 323 

1..191, 288. .389, 467. .516, 600. .693, 899. .934 
(Z99708) hypothetical protein [Arabidopsis thaliana] 
gil 7270597 | emb | CAB80315 . 1| (AL161589) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



51733 

109529 

1 



Seq. ID OJ990401_02.0419.C29 
Strand + 
End 934 



53029 



Name 

Start 

GI 

Exons 



OJ990401J32 . 04 19 . C29 . ol . ts Method TBLASTX : Soybean 

102 End 702 

none Score 111 

102. .197, 147. .215, 285. .392, 287. .391, 463.-594, 467. .514, 

588.-638, 595. .639, 624. .689, 625. .702 



Seq. No. 51733 Seq. ID OJ990401_02 . 04 19 . C2 9 

Gene No. 109529 Strand + 

Start 1 End 934 

Name OJ9904 01_02 . 04 19 . C29 . ol . tm Method TBLASTX : Mai ze 

Start 104 End 852 

GI none Score 83 

Exons 104. .190, 113. .178, 114. .197, 115. .210, 285.-392, 287. .391, 

452. .520, 467. .514, 588.-692, 595. .696, 790. .852, 796.-852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



m 

?;a Seq- No. 

If Gene No. 

H Start 

iU Name 

a Start 

m gi 



Exons 



51733 Seq. ID OJ9904 01_02 . 04 19 . C2 9 

109529 Strand + 

1 End 934 

OJ990401_02.0419.C29.ol.qp Method AAT/GAP 

114 End 184 

LIB3434-045-P1-K1-E12 Score 112 
114. .184 

M874285/gb|AAD31348.1 |AC007212_4 6.0e-49 (AC007212) putative 
phosphatidylinositol/phophatidylcholine transfer protein 
[Arabidopsis thaliana] ' 

51733 Seq. ID OJ9904 01_02 . 04 19 . C2 9 

109529 Strand + 

1 End 934 

OJ9904 01_02 . 0419 . C29 . ol . tw Method TBLASTX : Wheat 

114 End 511 

none Score 105 

114. .215, 123. .209, 285. .392, 286. .396, 287. .391, 467. .511 



Seq. No. 51733 Seq. ID OJ990401_02 . 0419. C29 

Gene No. 109529 Strand + 

Start 1 End 934 

Name OJ990401_02 . 0419.C29.ol.gs Method GEN SCAN 

Start 117 End 693 

GI none Score .71 

Exons 117. .191, 288. .389, 467. .516, 600. .693 

Seq. No. 51733 Seq. ID OJ9904 01_02 . 04 19 . C29 

Gene No. 109529 Strand + 

Start 1 End 934 

Name OJ9904 01_02 . 04 19 . C2 9 . ol . tc Method TBLASTX : Cress 

Start 285 End 702 

GI none Score 165 

Exons 285.-392, 299. .391, 467. .511, 588. .623, 598. .636, 624. .692, 
625. .702 



Seq. No. 51734 Seq. ID OJ9904 01_02 . 04 19 . C30 

Gene No. 109530 Strand + 

Start 1 End 962 

Name OJ9904 01_02 . 04 19 . C30 . ol .np Method AAT/NAP 

Start 1 End 962 

GI 6907087 Score 369 



53030 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..309, 861. .962 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 



region of the predicted gene, 
sativa] 

51734 
109530 
1 

OJ990401_02.0419.C30.ol.gs 
119 
none 

119. .309, 315. .442 



hypothetical protein [Oryza 



Seq. ID OJ990401_02.0419.C30 

Strand + 

End. 962 

Method GENSCAN 

End 442 

Score .78 



Seq. No. 51734 

Gene No. 109531 

Start 855 

Name OJ990401_02 . 0419 . C30 . o2 . gs 

Start 855 

GI none 

Exons 855.. 961 



Seq. ID OJ990401_02.0419.C30 
Strand 

End 961 

Method GENSCAN 

End 961 

Score .91 



Seq. No. 51735 

Gene No. 109532 

Start 823 

Name OJ990401_02 . 0419 . C31 . ol . np 

Start 823 

GI 4006913 

Exons 823.. 909, 1067.. 1408, 1957. 
GI Descrip. 



Seq. ID OJ990401_02.0419.C31 
Strand 

1988 
AAT/NAP 
1988 
241 



End 

Method 
End 
Score 
,1988 

(Z99708) hypothetical protein [Arabidopsis thaliana] 
gi I 7270597 | emb| CAB80315.il (AL161589) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51735 

109532 

823 

OJ990401_02.0419.C31.ol.gs 

835 

none 



Seq. ID OJ990401_02.0419.C31 
Strand 

End 1988 

Method GENSCAN 

End 162 6 

Score .83 



835. .909, 1067. .1425, 1521. .1626 



51735 

109532 

823 

OJ990401_02.0419.C31.ol.tm 

859 

none 



Seq. ID OJ990401_02.0419.C31 
Strand 

End 1988 

Method TBLASTX: Maize 

End 1653 

Score 60 



859. .912, 860.. 907, 971.. 1240, 1059.. 1283, 1062.. 1259, 
1067. .1312, 1078. .1293, 1324. .1419, 1325. .1426, 1326. .1427, 
1522. .1548, 1523. .1636, 1537. .1653, 1540. .1632, 1559. .1636 



51735 

109532 

823 

OJ990401_02 . 04 19 . C31 . ol . gp 

1087 

none 

1087. .1327 



Seq. ID OJ990401_02.0419.C31 
Strand 

End 1988 

Method AAT/GAP 

End 1327 

Score 438 



53031 



~. sr. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



51736 

109533 

2189 

OJ990401_02.0419.C32.o2.gs 

2189 

none 

2189. .2244, 3353. .3731 



Seq. ID OJ990401_02.0419.C32 

Strand + 

End 3731 

Method GENSCAN 

End 3731 

Score .52 



51736 
109534 

" 1 

OJ990401_02.0419.C32.ol.np 
1 

4567235 
1..332, 436. .535, 621. .910 

(AC007119) putative phosphatidylinositol/phophatidylcholine 
transfer protein [Arabidopsis thaliana] 



Seq. ID OJ990401_02.0419.C32 
Strand 

1271 
AAT/NAP 
910 
674 



End 

Method 

End 

Score 



51736 
109534 
1 

OJ990401_02.0419.C32.ol.gp 

94 - 

LIB3434-045-P1-K1-E12 
94.. 332 

, 4874285/gb|AAD31348.1|AC007212_4 6.0e-49 (AC007212) putative 
phosphatidylinositol/phophatidylcholine transfer protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990401_02.0419.C32 
Strand 

End 1271 

Method AAT/GAP 

End 332 

Score 412 



51736 
109534 
1 

OJ990401_02.0419.C32.ol.gs 
171 
none 

171. .332, 707. .903, 1177. .1222 

v. 

51736 
109534 
1 

OJ9904 01_02 . 04 19 . C32 . o2 . gp 
441 

uC-osflM202095g06bl 



Seq. ID OJ990401_02.0419.C32 
Strand 

End 1271 

Method GENSCAN 

End 1222 

Score .59 



Seq. ID OJ990401_02.0419.C32 
Strand 

End 1271 

Method AAT/GAP 

End 1271 

Score 824 



441. .535, 621. .903, 1177. .1271 

, 4914429/emb|CAB43632.1| 2.0e-29 (AL050351) SEC14-like protein 
[Arabidopsis thaliana] ' 



51736 

109535 

4001 

OJ990401_02.0419.C32.ol.ts 
94 

none 



Seq. ID OJ990401_02. 0419.C32 
Strand 

End 4210 

Method TBLASTX : Soybean 

End 529 

Score 176 



94. .297, 94. .297, 96. .338, 96. .341, 434. .529, 436. .525 
51736 Seq. ID OJ9904 01_02 . 04 19 . C32 



53032 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



109535 Strand 

4001 End 

OJ9904 01_02 . 04 1 9 . C32 . ol . tm Method 

96 End 

none Score 



4210 

TBLASTX: Maize 

1222 

311 



96. .335, 96. .335, 188. .340, 422. .535, 429. .527, 434. .538, 
436. .537, 620. .916, 622. .870, 732. .917, 850. .933, 1177. .1218, 
1178. .1222 



Seq. No. 51736 

Gene No. 109535 

Start 4001 

Name OJ990401_02 .0419.C32 .ol .tc 

Start 99 

GI none 
Exons 



Seq. ID OJ990401_02.0419.C32 



Strand 
End 

Method 

End 

Score 



4210 

TBLASTX: Cress 

472 

85 



99. .209, 99. .335, 112. .297, 237. .335, 242. .340, 434. .472, 
436. .471 



Seq. No. 51736 Seq. ID 

Gene No. 109535 Strand 

Start 4001 End 

Name OJ9904 01_02 .0419. C32 . ol . tw Method 

Start 99 End 

GI none Score 

Exons 99.. 311, 100.. 282 



OJ990401_02.0419.C32 
4210 

TBLASTX : Wheat 

311 

166 



Seq. No. 51736 Seq. ID 

Gene No. 109535 Strand 

Start 4001 End 

Name OJ9904 01_02 .0419. C32 . o2 . tc Method 

Start 475 End 

GI none Score 

Exons 475.-537, 477. .536, 479. .538, 620. .754, 620. .772, 777. .860, 
783. .854 



OJ990401_02.0419.C32 
4210 

TBLASTX: Cress 

860 

59 



Seq. No. 


51736 




Seq. ID 


OJ990401_02.0419. 


.C32 


Gene No. 


109535 




Strand 






Start 


4001 




End 


4210 




Name 


OJ990401 02.0419.C32.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


620 




End 


875 




GI 


none 




Score 


37 




Exons 


620. .787, 688. .738, 768. 


.875, 


783. .875 






Seq. No. 


51736 




Seq. ID 


OJ990401_02.0419. 


■ C32 


Gene No. 


109535 




Strand 






Start 


4001 




End 


4210 




Name 


OJ990401 02.0419.C32.o3. 


gs 


Method 


GEN SCAN 




Start 


4001 


End 


4210 




GI 


none 




Score 


.93 




Exons 


4001. .4210 










Seq. No. 


51737 




Seq. ID 


OJ990401_02.0419. 


.C33 


Gene No. 


109536 




Strand 


+ 




Start 


764 




End 


1160 




Name 


OJ990401 02.0419.C33.ol. 


gs 


Method 


GENSCAN 




Start 


764 




End 


1129 




GI 


none 




Score 


.59 





53033 



Exons 



764. .1129 



Seq. No. 


51737 


Seq. ID 


OJ990401 


Gene No. 


109536 


Strand 


+ 


Start 


764 


End 


1160 


Name 


OJ990401 02.0419.C33.ol 


.np Method 


AAT/NAP 


Start 


764 


End 


1160 


GI 


7248393 


Score 


299 


Exons 


764. .1160 






GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51738 


Seq. ID 


OJ990401 


Gene No. 


109537 


Strand 


+ 


Start 


1 


End 


10025 


Name 


OJ990401 02.0419.C34.o2 


. np Method 


AAT/NAP 


Start 


1 


End 


10025 


GI 


5852180 


Score 


141 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
? ~ Name 
L f Start 

li gi 

[fl Exons 

f | s 

Seq. No. 
^ Gene No. 
^ Start 

Name 
S [J Start 
= GI 
^ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..25, 8309. .8375, 9350. .9539, 9865. .10025 
(AL117265) zhbOOOlO.l [Oryza sativa] 



51738 

109537 

1 

OJ990401_02.0419.C34 .ol.gs 

360 

none 



Seq. ID OJ990401_02.0419.C34 

Strand + 

End 10025 

Method GENSCAN 

End 1338 

Score .43 



360. .536, 588. .1038, 1190. .1338 



Seq. ID OJ990401_02.0419.C34 
Strand + 

10025 
AAT/NAP 
7510 
566 



51738 
109537 
1 

OJ990401_02.0419.C34.ol.np 
2744 
4512618 
2744. .2780, 6407. .7510 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



End 

Method 

End 

Score 



51738 

109537 

1 

OJ990401_02.0419.C34 ,o3.gs 

7136 

none 

7136. .7525 



Seq. ID OJ990401_02.0419.C34 

Strand + 

End 10025 

Method GENSCAN 

End 7525 

Score .43 



Seq. No. 51738 

Gene No. 109538 

Start 2601 

Name OJ990401_02 . 0419 .C34 . o2 . gs 

Start 2601 

GI none 
Exons 



Seq. ID OJ990401_02.0419.C34 
Strand 

End 67 98 

Method GENSCAN 

End 67 98 

Score .76 



2601. .2718, 2873. .2976, 3051. .3090, 3371. .3648, 4049. .4151, 
5910.. 6024, 6390.. 6546, 6685.. 6798 



Seq. No. 



51738 



Seq. ID OJ990401_02.0419.C34 



53034 






109539 








Strand 






Start 


9312 








End 


10378 




Name 


OJ990401 02 


0419. 


C34.ol 


,tm 


Method 


• TBLASTX: Maize 




Start 


6436 








End 


6858 




GI 


none 








Score 


140 




Exons 


6436. .6582, 


6436. 


.6570, 


6576. 


.6815, 6583. .6855, 6583.-6858 


Seq. No. 


51738 








OcLj . -L VJ 




CIA 












OLI dim. 






Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6793 










7 1 A Q 

/ X *a _7 




GI 


none 








Score 


1 /IT 
14 J 




Exons 


6793. .6954, 


6964. 


.7149, 


6966. 


7119 






Seq. No. 


51738 










O.TQQOdm 09 041 Q 






109539 








OLI. cLllLL 






Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6859 








FnH 


7 1 7 

/ X / O 




GI 


none 








Score 


?o r 

jUj 




Exons 


6859. .7176, 


6870. 


.7112, 


6877. 


717? 






Seq. No. 


51738 










P1TQQ0401 09 0 41 Q 






X \J Zf *J J J 








OLlalia 






Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34.ol 


tc 


Method 


TBLASTX: Cress 




Start 


6958 










74 




GI 


none 








Score 






Exons 


6958. .7146, 


7187. 


.7321, 


7337. 


7 a ^n 






Seq. No. 


51738 








ocq. ±u 


n.TQQ040i n9 04iq 




OC11C LHKJ . 


X \J J -J o _? 














Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34.ol, 


ts 


Method 


TBLASTX : Soybean 




Start 


6994 








EjIIU. 


74 R ? 




GI 


none 








Score 


3D 




Exons 


6994. .7143, 


7196. 


.7453 










Seq. No. 


51738 








OcCJ . L U 


riTQQ0401 09 041 Q 
UU73U4U1 UZ.U'ii!/. 


C^A 




109539 








otiana 






Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7209 








End 


7453 




GI 


none 








Score 


141 




Exons 


7209. .7448, 


7214. 


.7453, 


7220. 


.7450 






Seq. No. 


51738 






- 


Seq. ID 


OJ990401_02.0419. 


C34 


~ 1 1 C; liw • 


109539 








Strand 






Start 


9312 








End 


10378 




Name 


OJ990401 02. 


0419. 


C34.o4. 


gs 


Method 


GENSCAN 




Start 


9312 






End 


10378 




GI 


none 








Score 


.44 




Exons 


9312. .9315, 


9475. 


.9777, 


9877. 


.10051, 10323. .10378 




Seq. No. 


51739 








Seq. ID 


OJ990401_02.0419. 


C35 


Gene No. 


109540 








Strand 


+ 





53035 




Start 30 End 2683 

Name OJ990401_02 . 0419.C35.ol .gs Method GEN SCAN 

Start 30 End 2683 

GI none Score .82 

Exons 30.. 117, 687.. 973, 1075.. 1233, 2654.. 2683 



Seq. No. 


51739 


Seq. ID 


OJ990401_02.0419 


C35 


Gene No. 


109540 


Strand 


+ 




Start 


30 


End 


2683 




Name 


OJ990401 02.0419.C35.ol. 


np Method 


AAT/NAP 




Start 


645 


End 


2037 




PT 


7523667 


Score 


49 




Exons 


645. .779, 1888. .2037 








GI Descrip. 


(AC006423) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


51740 


Seq. ID 


OJ990401_02.0419 


C36 


Gene No. 


109541 


Strand 


+ 




Start 


3056 


End 


7742 




Name 


OJ990401 02.0419.C36.ol. 


np Method 


AAT/NAP 




Start 


3056 


End 


7742 




GI 


1839188 


Score 


32 




Exons 


3056.. 3108, 5598.-5695, 


5723. .5898, 7711. .7742 




GI Descrip. 


(U86081) root hair defective 3 [Arabidopsis thaliana] 




Seq. No. 


51741 


Seq. ID 


OJ990401_02.0419 


C37 


Gene No. 


109542 


Strand 


+ 




Start 


1390 


End 


2816 




Name 


OJ990401 02.0419.C37.ol. 


gp Method 


AAT/GAP 




Start 


1390 


End 


2816 




GI 


17442 1.R1084 


Score 


1367 




Exons 


1390.. 1923, 2612.. 2816 









U GI Descrip. • 118304/sp | P19572 | DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

fy DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77626_pir A31133 

s diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 

?=i aeruginosa' 



Seq. No. .. 51741 Seq. ID 

Gene No. . 109542 Strand 

□ Start 1390 End 

fl Name OJ990401_02 . 0419 .C37 . ol . gs Method 

^ Start 1421 End 

GI none Score 

Exons 1421.. 1923, 2612.. 2786 



OJ990401_02.0419.C37 
+ 

2816 
GENSCAN 
2786 
. 96 



Seq. No. 


51741 








Seq. ID 


OJ990401 


_02.0419.C37 


Gene No. 


109542 








Strand 


+ 




Start 


1390 








End 


2816 




Name 


OJ990401 02 


.0419 


.C37.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1625 








End 


2814 




GI 


none 








Score 


408 




Exons 


1625. .1933, 


1625 


. .1933, 


2609. 


.2788, 2610.. 2789, 


2773. .2814 


Seq. No. 


51741 








Seq. ID 


OJ990401 


_02.0419.C37 


Gene No. 


109542 








Strand 


+ 




Start 


1390 








End 


2816 




Name 


OJ990401 02 


.0419 


.C37.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1630 








End 


1914 





53036 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1630. .1797, 1631. .1912, 1852. .1914 



367 



51741 Seq. ID 

109542 Strand 
1390 End 
OJ990401_02 . 04 1 9 . C37 . ol . np Method 
1673 End 
7436507 Score 
1673.. 1923, 2612.. 2786 

diaminopimelate decarboxylase - Helicobacter pylori (strain J99) 
gi | 4154810 | gb | AAD05866 . 1 | (AE0014 65) DIAMINOPIMELATE 
DECARBOXYLASE [Helicobacter pylori J99] 



OJ990401_02.0419.C37 
+ 

2816 
AAT/NAP 
2786 
179 



51741 

109542 

1390 

OJ990401_02.0419.C37.ol.tm 

1712 

none 



Seq. ID OJ990401_02.0419.C37 



Strand 
End 

Method 

End 

Score 



+ 

2816 

TBLASTX: Maize 

2789 

333 



1712. .1933, 1712. .1924, 2609. .2788, 2610. .2789 



51742 

109543 

377 

OJ990401_02.0419.C38.ol.tm 

336 

none 



Seq. ID OJ990401_02.0419.C38 

Strand + 

End 1450 

Method TBLASTX: Maize 

End 537 

Score 145 



336. .527, 369. .506, 370. .528, 373. .537, 374. .532 



51742 Seq. ID 

109543 Strand 

377 End 
OJ9904 01_02 .0419. C38 . ol . ts Method 

370 End 

none . Score 

370. .453, 373.-528, 374. .532 



OJ990401_02.0419.C38 
+ 

1450 

TBLASTX : Soybean 

532 

69 



51742 Seq. ID 

109543 Strand 
377 End 
OJ9904 01_02.0419.C38.ol.gp Method 
377 End 
17442_1.R1084 Score 
377. .542, 1417. .1450 

, 118304/sp|P19572|DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77626_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa 1 



OJ990401_02.0419.C38 
+ 

1450 
AAT/GAP 
1450 
273 



51742 Seq. ID 

109543 Strand 

37 7 End 
OJ990401_02.0419.C38.ol.gs Method 

377 End 

none Score 
377. .526 



OJ990401_02.0419.C38 
+ 

1450 
GENS CAN 
526 
.71 



53037 



Seq. No. 51743 Seq. ID 

Gene No. 109544 Strand 

Start 170 End 

Name OJ9904 01_02 .0419. C39 . ol . gs Method 

Start 170 End 

GI none Score 

Exons 170.. 286, 459.. 485 



OJ990401_02.0419.C39 
+ 

485 

GENSCAN 

485 

.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51744 

109545 

704 

OJ990401_02. 

704 

none 

704. .841 



0419.C40.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990401_ 
+ 

841 

GENSCAN 

841 

.95 



02.0419.C40 



Seq. No. 51745 Seq. ID OJ990401_ 

Gene No. 109546 Strand + 

Start 447 End 498 

Name OJ990401_02 . 0419 . C42 . ol . gs Method GENSCAN 

Start 447 End 498 

GI none Score .47 

Exons 447.. 498 



02.0419.C42 



Seq. No. 51746 Seq. ID 

Gene No. 109547 Strand 

Start 1 End 594 

Name OJ990401_02 . 0419 . C43 . ol . np Method AAT/NAP 

Start 1 End 594 

GI 6630685 Score 586 

Exons 1..594 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ990401 02.0419.C43 



(AF105716) 



Seq. No. 51746 Seq. ID 

Gene No. 109547 Strand 

Start 1 End 

Name 0 J9 90 4 0 1_0 2.0419.C43.ol.tm Method 

Start 85 End 

GI none Score 

Exons 85.. 483, 86.. 484 



OJ990401_02.0419.C43 
594 

TBLASTX: Maize 

484 

342 



Seq. No. 


51746 








Seq. ID 


OJ990401_02.0419.C43 


Gene No. 


109547 








Strand 




Start 


1 








End 


594 


Name 


OJ990401 


_02, 


.0419.C43.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


85 








End 


510 


GI 


none 








Score 


109 


Exons 


85. .336, 


86. 


..340, 338.. 


364, 


340. .363, 


376. .510, 395. .502 


Seq. No. 


51746 








Seq. ID 


OJ990401_02.0419.C43 


Gene No. 


109547 








Strand 




Start 


1 








End 


594 


Name 


OJ990401 


_02, 


,0419.C43.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


142 








End 


345 


GI 


none 








Score 


179 



53038 



Exons 



142. .345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51747 Seq. ID 

109548 Strand 

1 End 
OJ9904 01_02.0419.C44.ol.np Method 

1 End 

4680186 Score 
1..52, 679. .879 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990401_02.0419.C44 
+ 

879 

AAT/NAP 
879 
331 



Seq. ID OJ990401_02.0419.C44 
Strand 

End 812 

Method AAT/GAP 

End 812 

Score 663 



51747 
109549 
431 

OJ990401_02.0419.C4 4.ol.gp 
431 

uC-osflcyp033a04bl 
431. .812 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



51748 Seq. ID 

109550 Strand 

435 End 

OJ990831_01.0419.C6.ol.tm Method 

4 33 End" ' 

none Score 



OJ990831_01.0419.C6 
+ 

1359 

TBLASTX : Maize 

1155 

217 



433. .549, 434. .550, 435. .581, 872. .943, 874. .942, 884. .943, 
1039. .1155, 1055. .1150, 1056. .1151 



51748 

109550 

435 

OJ990831_01.0419.C6.ol.ts 

433 

none 



Seq. ID OJ990831_01.0419.C6 

Strand + 

End 1359 

Method TBLASTX : Soybean 

End 1155 

Score 69 



433. .552, 433. .549, 434. .550, 435. .581, 872. .943, 880. .942, 
1039. .1155, 1056. .1154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51748 
109550 
435 

OJ990831_01.0419.C6.ol.gs 
435 
none 

435. .551, 875.-943, 1063. .1155 



Seq. ID OJ990831_01.0419.C6 

Strand + 

End 1359 

Method GEN SCAN 

End 1155 

Score . 65 



51748 

109550 

435 

OJ990831_01.0419.C6.ol.np 
435 

2288999 

435. .551, 875. .943, 1063.. 



Seq. ID OJ990831_01.0419.C6 



Strand 
End 

Method 
End 
Score 
1155, 1340. 



+ 

1359 
AAT/NAP 
1359 
316 
1359 



(AC002335) putative electron transfer flavoprotein ubiquinone 
oxidoreductase [Arabidopsis thaliana] 



53039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
a* Name 
f Start 
3 GI 
H Exons 



51749 . 
109551 
1 

OJ990831_01.0419.C7.ol.gp 
1 

3768959 
1..56, 145. .432 

2288999 5.0e-16 (AC002335) electron transfer flavoprotein 
ubiquinone oxidoreductase isolog [Arabidopsis thaliana] 



Seq. ID OJ990831_01.0419.C7 

Strand + 

End 4 32 

Method AAT/GAP 

End 4 32 

Score 569 



Seq. ID OJ990831_01.0419.C7 

Strand + 

End 4 32 

Method AAT/NAP 

End 225 

Score 176 



51749 
109551 
1 

OJ990831_01.0419.C7.ol.np 
1 

2288999 
1..56, 145. .225 

(AC002335) putative electron transfer flavoprotein ubiquinone 
oxidoreductase [Arabidopsis thaliana] 



51749 

109551 

1 

OJ990831_01.0419.C7.ol.gs 

145 

none 

145. .228 



Seq. ID OJ990831_01.0419.C7 

Strand + 

End 432 

Method GENSCAN 

End 228 

Score .78 



=i Seq. No. 51749 

* Gene No. 109552 

Z Start 2230 

^ Name OJ990831_01 . 0419.C7 . o3 . gs 

[J Start 2230 

GI none 

i Exons 2230.. 2371 



Seq. ID OJ990831_01.0419.C7 

Strand + 

End 2371 

Method GENSCAN 

End 2371 

Score .71 



~7 Seq. No. 

* Gene No. 
3 Start 

3 Name 

5 Start 

* GI 
Exons 



51749 

109553 

2242 

OJ990831_01.0419.C7.ol.tc 
3 

none 



Seq. ID OJ990831_01. 0419.C7 
Strand 

End 2455 

Method TBLASTX : Cress 

End 234 

Score 79 



3. .56, 129. .209, 136. .234, 136. .228 



Seq. No. 51749 

Gene No. 109553 

Start 2242 

Name OJ990831_01 . 04 1 9 . C7 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ990831_01.0419.C7 
Strand 

End 2455 

Method TBLASTX : Maize 

End 236 

Score 98 



3. .56, 4. .57, 5. .61, 37. .87, 128. .190, 129. .227, 136. .228, 
142. .228, 144. .236 



Seq. No. 51749 

Gene No. 109553 

Start 2242 

Name OJ990831 01 . 04 19 . C7 . ol . ts 



Seq. ID OJ990831_01.0419.C7 
Strand 

End 2455 

Method TBLASTX : Soybean 



53040 



Start 6 End 

GI none Score 

Exons 6.. 56, 129.. 227, 136.. 231 

Seq. No. 51749 Seq. ID 

Gene No. 109553 Strand 

Start 2242 End 

Name O J9 90 8 3 1_0 1 . 0 4 1 9 . C7 . o2 . gp Method 

Start 2242 End 

GI 3761197 Score 

Exons 2242.. 2455 



231 
70 



OJ990831_01.0419.C7 

2455 
AAT/GAP 
2455 
399 



Seq. No. 51750 

Gene No. 109554 

Start 2928 

Name OJ990831_01 . 04 1 9 . C8 . ol . gp 

Start 2928 

GI 8547JL.R1084 

Exons 2928.. 3398 

GI Descrip. '2288999 5.0e-16 (AC002335) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990831_ 
+ 

3398 
AAT/GAP 
3398 
865 



01. 0419. C8 



electron transfer flavoprotein 



ubiquinone oxidoreductase isolog [Arabidopsis thaliana] ' 



Seq. No. 51750 Seq. ID 

Gene No. 109555 . Strand 

Start 102 ' End 

Name OJ990831_01 . 0419 . C8 . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102.. 342 



OJ990831_01.0419.C8 
342 

GENSCAN 
342 
. 67 



Seq. No. 51750 Seq. ID 

Gene No. 109556 Strand 

Start 4292 End 

Name OJ990831_01 . 0419 . C8 . o2 . gs Method 

Start 4292 End 

GI none Score 

Exons 4292.. 4308, 4777.. 4813 



OJ990831_01.0419.C8 

4813 
GENSCAN 
4813 
.58 



Seq. No. 51751 Seq. ID 

Gene No. 109557 Strand 

Start 93 End 

Name OJ990831_01 . 0419 . C9 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 183 



OJ990831_01.0419.C9 
183 

GENSCAN 

183 

.5 



Seq. No. 51752 

Gene No. 109558 

Start 1491 

Name OJ990831JD1 . 0419.Cll.ol .gp 

Start 1491 

GI none 

Exons 1491.. 2135 



Seq. ID OJ990831_01.0419.C11 

Strand + 

End 2135 

Method AAT/GAP 

End 2135 

Score 1249 



Seq. No. 
Gene No. 
Start 



51752 

109559 

2096 



Seq. ID 

Strand 

End 



OJ990831 01.0419.C11 



3397 



53041 




Name 


OJ990831 01. 


.0419.Cll.ol 


.gs 


Method 


GEN SCAN 


Start 


2096 






End 


3338 


GI 


none 






Score 


.79 


Exons 


2096. .2479, 


2614. .3338 








Seq. No. 


51752 






Seq. ID 


OJ990831_01.0419.C11 


Gene No. 


109559 






Strand 




Start 


2096 






End 


3397 


Name 


OJ990831 01, 


,0419.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


2099 






End 


3397 


GI 


283004 






Score 


611 


Exons 


2099. .2154, 


2216. .2369, 


2436. 


.2482, 2614. .2751, 2821. .3397 


GI Descrip. 


DNA-binding protein Gt- 


2 - rice gi | 2024 9 | emb | CAA48328 | (X68261) 




gt-2 [Oryza 


sativa] 









Seq. No. 51752 

Gene No. 109559 

Start 2096 

Name OJ990831_01 . 04 19 . Cll . ol . tc 

Start 2899 

GI none 
Exons 



Seq. ID OJ990831_01. 0419. Cll 



Strand 
End 

Method 

End 

Score 



3397 

TBLASTX: Cress 

3172 

144 



2899. .3171, 2924. .3169, 2953. .3171, 3008. .3172 





Seq. No. 


51752 




Seq. ID 


OJ990831_01.0419 


.Cll 




Gene No. 


109559 - 




Strand 








Start 


2096 




End 


3397 






Name 


OJ990831 01. 0419. Cll. ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2899 




End 


3171 






GI 


none 




Score 


250 






Exons 


2899. .3171, 2924. .3169 












Seq. No. 


51752 




Seq. ID 


OJ990831_01.0419 


.Cll 




Gene No. 


109559 




Strand 








Start 


2096 




End 


3397 




s jj 


Name 


OJ990831 01. 0419. Cll. ol. 


ts 


Method 


TBLASTX: Soybean 




\ _ : 


Start 


2899 




End 


3172 






GI 


none 




Score 


190 






Exons 


2899. .3171, 2924. .3172 










J 


Seq. No. 


51753 




Seq. ID 


OJ990831_01.0419 


.C12 




Gene No. 


109560 




Strand 








Start 


1 




End 


2362 






Name 


OJ990831 01.0419.C12.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


1372 






GI 


43338 1.R1084 




Score 


1071 






Exons 


1..296, 1017. .1372 












GI Descrip. 


, 283004/pir | IS28030 3.0e 


-42 


DNA-binding protein Gt-2 - : 


rice 



>gi_2024 9_emb_CAA48328_ (X68261) gt-2 [Oryza sativa] ' 



Seq. No. 51753 Seq. ID 

Gene No. 109560 Strand 

Start 1 End 

Name OJ990831_01 . 0419. C12 . ol . np Method 

Start 1 End 

GI 283004 Score 

Exons 1..296, 1017.. 1423 

GI Descrip. DNA-binding protein Gt-2 - rice gi | 2024 9 I emb | CAA48328 | (X68261) 



OJ990831_01.0419.C12 

2362 
AAT/NAP 
1423 
463 



53042 



gt-2 [Oryza sativa] 



Seq. No. 51753 Seq. ID 

Gene No. 109560 Strand 

Start 1 End 

Name OJ990831_01 .0419. C12 . ol . gs Method 

Start 56 End 

GI none Score 

Exons 56.-296, 1017.. 1108, 1241.. 1508, 2355. 



OJ990831_01.0419.C12 

2362 
GENSCAN 
2362 
.54 
.2362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51753 Seq. ID 

109560 Strand 

1 End 
OJ990831_01.0419.C12.ol.tm Method 

59 End 

none Score 

59. .130, 60. .131, 131. .313, 132. .299 



OJ990831_01.0419.C12 
2362 

TBLASTX: Maize 

313 

60 



Seq. No. 51753 Seq. ID 

Gene No. 109560 Strand 

Start 1 End 

Name OJ990831_01 . 0419 . C12 . ol . tc Method 

Start 65 End 

GI none Score 

Exons 65.. 112, 89.. 322, 150.. 326, 191.. 280, 
1016. .1126, 1019. .1126 



OJ990831_01.0419.C12 
2362 

TBLASTX: Cress 

1126 

140 

204. .281, 1014. .1121, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51753 Seq. ID 

109560 Strand 

1 End 
OJ990831_01.0419.C12.ol.ts Method 

14 6 End 

none Score 

146. .313, 150. .314, 1014. .1121, 1016.. 



OJ990831_01.0419.C12 
2362 

TBLASTX : Soybean 
1126 
155 
1126 



Seq. No. 51754 Seq. ID 

Gene No. 109561 Strand 

Start 484 End 

Name OJ990831_01 .0419. C14 . ol . gs Method 

Start 484 End 

GI none Score 

Exons 484.. 627, 1612.. 1665 



OJ990831_01.0419.C14 

1665 
GENSCAN 
1665 
.84 



Seq. No. 51755 Seq. ID 

Gene No. 109562 Strand 

Start 1268 End 

Name OJ990831_01 . 04 19 . C16 . ol . gs Method 

Start 1268 End 

GI none Score 

Exons 1268.. 1441 



OJ990831_01.0419.C16 
+ 

1441 
GENSCAN 
1441 
.84 



Seq. No. 51756 Seq. ID 

Gene No. 109563 Strand 

Start 147 End 

Name OJ990831_01 . 04 19 . C17 . ol . gs Method 

Start 147 End 

GI none Score 



OJ990831_01.0419.C17 

1804 
GENSCAN 
1804 
.51 



53043 




Exons 


147. .252, 619. .710, 1449.. 


1655, 1724 . . 


1804 


Seq. No. 


51757 


Seq. ID 


OJ990831_01 . 0419.C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831_01 .0419.C20.ol.gs 


Method 


GENSCAN 


Start 


824 


End 


1362 


GI 


none 


Score 


.78 


Exons 


824 . . 1362 






Seq. No. 


51757 


Seq. ID 


0 J9 908 31_0 1. 0419. C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831 01.0419.C20.ol.np 


Method 


AAT/NAP 


Start 


824 


End 


1391 


GI 


5042429 


Score 


301 


Exons 


824. .1391 






GI Descrip. 


(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


51757 


Seq. ID 


OJ990831_01.0419.C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831 01.0419.C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


983 


End 


1387 


GI 


none 


Score 


131 


Exons 


983. .1141, 989. .1141, 1145 


. . 1336, 1346 


. . 1387 


Seq. No. 


51757 


Seq. ID 


OJ990831_01.0419.C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831 01.0419.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


983 ~ 


End 


1324 


GI 


none 


Score 


60 


Exons 


983. .1324, 998. .1054, 1061 


..1141, 1184 


. .1324 


Seq. No. 


51757 


Seq. ID 


OJ990831_01.0419.C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831 01.0419.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


992 


End 


1388 


GI 


none 


Score 


402 


Exons 


992.. 1330, 992.. 1327, 1021 


..1329, 1209 


..1343, 1300. .1386, 




1319. .1387, 1359. .1388 






Seq. No. 


51757 


Seq. ID 


OJ990831_01.0419.C20 


Gene No. 


109564 


Strand 


+ 


Start 


824 


End 


1391 


Name 


OJ990831 01.0419.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


1004 


End 


1312 


GI 


none 


Score 


121 


Exons 


1004. .1138, 1145. .1312 






Seq. No. 


51758 


Seq. ID 


OJ990831_01.0419.C21 


Gene No. 


109565 


Strand 


+ 


Start 


1 


End 


4769 


Name 


OJ990831 01.0419.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3592 



53044 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. =* Seq. No. 
lz Gene No. 

Start 
FlJ Name 
Q Start 

i:i GI 

Exons 

f\l 

Seq- No. 
= Gene No. 
C3 Start 
* . s Name 
U Start 

gi 

Exons 



2583130 Score 1552 

1. .3592 

(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



51758 

109565 

1 

OJ990831_01.0419.C21.ol.gs 

386 

none 

386.. 1985, 2361.. 3595 



Seq. ID OJ990831_01.0419.C21 

Strand + 

End 4769 

Method GEN SCAN 

End 3595 

Score .85 



51758 
109565 
1 

OJ990831_01.0419.C21.o2.np 
2660 
7487489 
2660. .3001, 4719. .4759 

hypothetical protein T27I1.2 - Arabidopsis thaliana 
gi|3540192|gb|AAC34342.1| (AC004122) Hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ990831_01.0419.C21 

Strand + 

End 4769 

Method AAT/NAP 

End 4759 

Score 123 



51758 

109565 

1 

OJ990831_01.0419.C21.o2.gs 

4443 

none 

4443. .4567, 4745. .4769 

51758 

109566 

5157 

OJ990831_01. 0419.C21.o3.tw 

869 

none 

869. .1132, 925. .1122 



Seq. ID OJ990831_01.0419.C21 

Strand + 

End 4769 

Method GEN SCAN 

End 4769 

Score .64 



Seq. ID OJ990831_01.0419.C21 
Strand 

End 5821 

Method TBLASTX : Wheat 

End 1132 

Score 256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



51758 

109566 

5157 

OJ990831JD1. 0419.C21.ol.tm 

1025 

none 



Seq. ID OJ990831_01.0419.C21 
Strand 

End 5821 

Method TBLASTX : Maize 

End 1657 

Score 123 



1025. .1219, 1208. .1492, 1225. .1437, 1526. .1657 



51758 

109566 

5157 

OJ990831_01.0419.C21.ol.tw 

1133 

none 



Seq. ID OJ990831_01.0419.C21 
Strand 

End 5821 

Method TBLASTX : Wheat 

End 1512 

Score 69 



1133. .1183, 1135. .1173, 1178. .1495, 1204. .1512 

51758 Seq. ID OJ990831_01 . 04 19 . C21 



53045 




(^ono Mo 


J. \J Z7 J U D 














Start 


5157 








End 


5821 




Name 


OJ990831 01 


.0419 


-C21.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1744 








End 


2133 




GI 


none 








Score 


347 




Exons 


1744. .2133, 


1745 


. .2131 










Seq. No. 


51758 








Seq. ID 


OJ990831_01.0419. 


C21 


OC11C L>J U ■ 










Oil CLIlVwI 






Start 


5157 








End 


5821 




Name 


OJ990831 01 


.0419 


.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1805 








End 


2178 




GI 


none 








Score 


287 




Exons 


1805. .1915, 


1814 


. .2176, 


1966. 


.2178 






Seq. No. 


51758 








Seq. ID 


OJ990831_01.0419. 


C21 




i 0QS66 

1U J JUU 








c+- rand 

Oil CLllvJ. 






Start 


5157 








End 


5821 




Name 


OJ990831 01 


.0419 


.C21.o3 


.gs 


Method 


GENS CAN 




Start 


5157 








End 


5821 




GI 


none 








Score 


.74 




Exons 


5157. .5259, 


5492 


. .5633, 


5725. 


.5821 






Seq. No. 


51759 








Seq. ID 


OJ990831_01.0419. 


C22 


^onp Mo 


1 U ^ J u / 








C +- y a n H 

OLI a. 11 (J. 






Start 


22 








.End 


424 




Name 


OJ990831 01 


.0419 


.C22.ol 


.gs 


Method 


GEN SCAN 




Start 


22 








End 


424 




GI 


none 








Score 


.52 




Exons 


22.. 96, 392 


. .424 












Seq. No. 


51759 








Seq. ID 


OJ990831_01.0419. 


C22 


















Start 


2324 








End 


2715 




Name 


OJ990831 01 


.0419 


.C22.o2 


.gs 


Method 


GEN SCAN 




Start 


2324 






End 


2715 




GI 


none 








Score 


.55 




Exons 


2324. .2405, 


2687 


. .2715 










Seq. No. 


51760 








Seq. ID 


OJ990831_01.0419.. 


C23 


Gene No. 


109569 








Strand 


+ 




Start 


204 








End 


530 




Name 


OJ990831 01 


.0419 


.C23.ol 


• gp 


Method 


AAT/GAP 




Start 


204 








End 


530 




GI 


794 1.R1084 








Score 


600 




Exons 


204. .530 














GI Descrip. 


•2570497 1.1 


De-69 


(AF022731) H protein 


subunit of glycine 




decarboxylase [Oryza sativa] 1 








Seq. No. 


51760 








Seq. ID 


OJ990831_01.0419. 


C23 


Gene No. 


109569 








Strand 


+ 




Start 


204 








End 


530 




Name 


OJ990831 01 


.0419 


.C23.ol 


.gs 


Method 


GENSCAN 




Start 


205 








End 


330 




GI 


none 








Score 


1 





Exons 205.. 330 

53046 



OJ990831_01.0419.C23 
+ 

530 

AAT/NAP 

330 

139 



Seq. No. 51760 Seq. ID 

Gene No. 109569 Strand 

Start 204 End 

Name OJ9908 31_01 . 0419. C23 . ol . np Method 

Start 205 End 

GI 121075 Score 

Exons 205.. 330 

GI Descrip. GLYCINE CLEAVAGE SYSTEM H PROTEIN PRECURSOR 

gi| 166725|gb|AAA32802.1| (M82921) H-Protein precursor 
[Arabidopsis thaliana] gi I 861215 | gb | AAA87942 . 1 1 (U27144) glycine 
decarboxylase complex H-protein precursor [Arabidopsis thaliana] 
gi I 3608151 1 gb | AAC36184.il (AC005314) glycine decarboxylase 
complex H-protein [Arabidopsis thaliana] gi | 445119 | prf || 1908425A 
Gly decarboxylas 



Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109570 




Strand 


+ 




J Lai L 


1140 






C. ~J \J\J 




Name 


OJ990831 01.0419.C23.o2 


.gs 


Method 


GENSCAN 




Start 


1140 




End 


2560 




GI 


none 




Score 


.65 




Exons 


1140. .1209, 1271. .1323, 


2312. 


.2560 






Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109571 




Strand 


+ 




uLal L 


J J. 1 -7 




CjLLKJ. 


j \j \j j 




Name 


OJ990831 01.0419.C23.o2 


• gp 


Method 


AAT/GAP 




Start 


3149 




End 


3663 




GI 


none 




Score 


1009 




Exons 


3149. .3663 










Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109572 




Strand 






O Lai L 


jjii 




Hinu 






Name 


OJ990831 01.0419.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


178 




End 


354 




GI 


none 




Score 


132 




Exons 


178. .246, 204. .305, 204 


.308, 


205. .354 






Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109572 




Strand 






Start 


3311 




End 


3928 




Name 


OJ990831 01.0419.C23.ol 


tc 


Method 


TBLASTX: Cress 




Start 


204 




End 


359 




GI 


none 




Score 


74 




Exons 


204. .302, 204. .359, 205 


.324, 


269..358 






Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109572 




Strand 






Start 


3311 




End 


3928 




Name 


OJ990831 01.0419.C23.o2 


tm 


Method 


TBLASTX: Maize 




Start 


204 




End 


331 




GI 


none 




Score 


206 




Exons 


204. .308, 205. .330, 272. 


.331 








Seq. No. 


51760 




Seq. ID 


OJ990831_01.0419 


.C23 


Gene No. 


109572 




Strand 







53047 



Start 


3311 


End 


3928 


Name 


OJ990831 01.0419.C23.o3.gs 


Method 


GENSCAN 


Start 


3311 


End 


3793 


GI 


none 


Score 


.83 


Exons 


3311. .3793 






Seq. No. 


51760 


Seq. ID 


OJ990831_01 .0419.C23 


Gene No. 


109572 


Strand 




Start 


3311 


End 


3928 


Name 


OJ990831 01.0419.C23.o2.np 


Method 


AAT/NAP 


Start 


3328 


End 


3928 


GI 


7488254 


Score 


300 


Exons 


3328.. 3823, 3851.. 3928 






GI Descrip. 


protein kinase homolog F24G24.190 - Arabidopsis thaliana 




gi 14538968 | emb | CAB397 92 . 1 | (AL04 9488) 


putative protein kinase 




[Arabidopsis thaliana] gi | 7267736 | emb | 


CAB78162.il (AL161517) 




putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


51760 


Seq. ID 


OJ990831_01.0419.C23 


Gene No. 


109572 


Strand 


- 


Start 


3311 


End 


3928 


Name 


OJ990831 01.0419.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


3539 


End 


3806 


GI 


none 


Score 


278 


Exons 


3539. .3796, 3576. .3806 






Seq. No. 


51761 


Seq. ID 


OJ990831_01.0419.C24 


Gene No. 


109573 


Strand 


+ 


Start 


74 


End 


935 


Name 


OJ990831 01.0419.C24.ol.gs 


Method 


GENSCAN 


Start 


74 


End 


935 


GI 


none 


Score 


.53 


Exons 


74. .358, 820. .935 






Seq. No. 


51761 


Seq. ID 


OJ990831_01.0419.C24 


Gene No. 


109574 


Strand 




Start 


1 


End 


272 


Name 


OJ990831 01.0419.C24.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


272 


GI 


701523 


Score 


504 


Exons 


1. .272 






Seq. No. 


51762 


Seq. ID 


OJ990831_01.0419.C28 


Gene No. 


109575 


Strand 




Start 


215 


End 


1213 


Name 


OJ990831 01.0419.C28.ol.np 


Method 


AAT/NAP 


Start 


215 


End 


1213 


GI 


2288999 


Score 


341 


Exons 


215. .338, 458. .524, 635. .684 


, 837. .961 


, 1166. .1213 


GI Descrip. 


(AC002335) putative electron 


transfer 


flavoprotein ubiquinone 




oxidoreductase [Arabidopsis 


thaliana] 




Seq. No. 


51762 


Seq. ID 


OJ990831_01.0419.C28 


Gene No. 


109575 


Strand 




Start 


215 


End 


1213 


Name 


OJ990831 01.0419.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


216 


End 


926 



53048 





GI 


none 


Score 


100 




Exons 


216. .353, 252. .341, 452. .526, 


459. .518, 634. .684, 635. .685, 






636. .686, 822. .926, 825. .926 








Seq. No. 


51762 


Seq. ID 


OJ990831_01.0419.C28 




Gene No. 


109575 


Strand 






Start 


215 


End 


1213 




Name 


OJ990831 01.0419.C28.ol.gs 


Method 


GENSCAN 




Start 


259 


End 


1175 




GI 


none 


Score 


.88 




Exons 


259. .338, 635.-684, 837. .961, 


1166. .1175 




Seq. No. 


51763 


Seq. ID 


OJ990831_01.0419.C29 




Gene No. 


109576 


Strand 






Start 


1 


End 


1366 




Name 


OJ990831 01.0419.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1366 




GI 


2288999 


Score 


381 




Exons 


1..47, 154. .260, 742. .818, 955. .1366 






GI Descrip. 


(AC002335) putative electron 


transfer 


flavoprotein ubiquinone 






oxidoreductase [Arabidopsis thaliana] 






Seq. No. 


51763 


Seq. ID 


OJ990831_01.0419.C29 


n 


Gene No. 


109576 


Strand 






Start 


1 '•' 


End 


1366 


w 


Name 


OJ990831 01.0419.C29.ol.tm 


Method 


TBLASTX: Maize 


sn 


Start 


1 


End 


1111 




GI 


none 


Score 


65 


Q 


Exons 


1..48, 2. .49, 2. .49, 154. .258 


, 156. .260, 741. .854, 741. .818, 






742. .819, 743. .874, 950. .1111 


, 951.. 1031, 953.. 1081 


. 


Seq. No. 


51763 


Seq. ID 


OJ990831_01.0419.C29 


ru 


Gene No. 


109576 


Strand 






Start 


1 


End 


1366 




Name 


OJ990831 01.0419.C29.ol.gp 


Method 


AAT/GAP 




Start 


147 


End 


1206 




GI 


uC-osroM202028hl0bl 


Score 


769 


s 


Exons 


147. .260, 742. .818, 955. .1206 








GI Descrip. 


•2288999 3.0e-28 (AC002335) electron transfer flavoprotein 


C3 
f i 




ubiquinone oxidoreductase isolog [Arabidopsis thaliana] ' 




Seq. No. 


51763 


Seq. ID 


OJ990831_01.0419.C29 




Gene No. 


109576 


Strand 






Start 


1 


End 


1366 




Name 


OJ990831 01.0419.C29.ol.gs 


Method 


GENSCAN 




Start 


721 


End 


1201 




GI 


none 


Score 


.93 




Exons 


721. .818, 955. .1201 








Seq. No. 


51764 


Seq. ID 


OJ990831_01.0419.C32 




Gene No. 


109577 


Strand 


+ 




Start 


25 


End 


1459 




Name 


OJ990831 01.0419.C32.ol.gp 


Method 


AAT/GAP 




Start 


25 


End 


1459 




GI 


794 1.R1084 


Score 


855 




Exons 


25. .291, 652. .740, 1269. .1459 








GI Descrip. 


'2570497 1.0e-69 (AF022731) H 


protein 


subunit of glycine 



53049 



decarboxylase [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51764 

109577 

25 

OJ990831_01.0419.C32.ol.ts 

145 

none 



Seq. ID OJ990831_01.0419.C32 

Strand + 

End 1459 

Method TBLASTX : Soybean 

End 14 4 3 

Score 86 



145. .282, 183. .305, 648. .740, 650. .736, 1250. .1369, 1260. .1370, 
1369. .1443, 1371. .1442 



Seq. No. 51764 

Gene No. 109577 

Start 25 

Name OJ990831_01 . 04 19 . C32 . ol . tm 

Start 182 

GI none 
Exons 



Seq. ID OJ990831_01.0419.C32 

Strand + 

End 1459 

Method TBLASTX : Mai ze 

End 1449 

Score 127 



182. .289, 183. .290, 183. .314, 184. .291, 650. .739, 651. .740, 
652. .741, 652..7S6, 659. .757, 1260. .1370, 1268. .1369, 
1369. .1449, 1371. .1439 



Seq. No. 51764 

Gene No. 109577 

Start 25 

Name OJ990831_01 . 04 19 . C32 . ol . gs 

Start 183 

GI none 

Exons 183.. 291, 652.. 740, 1269.. 1393 



Seq. ID OJ990831_01.0419.C32 

Strand + 

End 1459 

Method GENSCAN 

End 1393 

Score . 91 



£3 gi 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 

GI Descrip. 



51764 

109577 

25 

OJ990831_01.0419.C32.ol.np 
183 

7441702 



Seq. ID OJ990831_01.0419.C32 

Strand + 

End 1459 

Method AAT/NAP 

End 1459 

Score 488 



183.1291, 652. .740, 1269. .1459 

probable glycine cleavage system protein H - rice 
gi|2570497|gb|AAB82134.1| (AF022731) H protein subunit of 
glycine decarboxylase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51764 

109577 

25 

OJ990831_01.0419.C32.ol.tc 

650 

none 



Seq. ID OJ990831_01.0419.C32 

Strand + 

End 1459 

Method TBLASTX : Cress 

End 1443 

Score 115 



650. .730, 651. .740, 1260. .1370, 1265. .1369, 1369. .1443, 
1371. .1442 



Seq. No. 51765 

Gene No. 109578 

Start 1 

Name OJ990831_01 . 0419 . C36 . ol . gp 

Start 1 

GI 10616_2.R1084 

Exons 1..327 

GI Descrip. 1 5042435/gb | AAD38274 . 1 | AC006193_30 8.0e-68 (AC006193) Unknown 



Seq. ID OJ990831_01.0419.C36 

Strand + 

End 561 

Method AAT/GAP 

End 327 

Score 627 



53050 




protein [Arabidopsis thaliana] 1 



Seq. No. 


51765 


Seq. ID 


OJ990831_01.0419. 


C36 


Gene No. 


109578 


Strand 


+ 




Start 


1 


End 


561 




Name 


OJ990831 01.0419.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


516 




GI 


5042435 


Score 


590 




Exons 


1. .516 








GI Descrip. 


(AC006193) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


51765 


Seq. ID 


OJ990831_01.0419. 


C36 


Gene No. 


109578 


Strand 


+ 




Start 


1 


End 


561 




Name 


OJ990831 01.0419.C36.ol.gs 


Method 


GENSCAN 




Start 


118 


End 


561 




GI 


none 


Score 


.75 




Exons 


118. .561 








Seq. No. 


51765 


Seq. ID 


OJ990831_01.0419. 


C36 


Gene No. 


109579 


Strand 


+ 




Start 


635 


End 


735 




Name 


OJ990831 01.0419.C36.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


348 




GI 


none 


Score 


91 




Exons 


1. .60, 3. .50, 88. .228, 99. . 


227, 225. .347, 238. .348 




Seq. No. 


51765 


Seq. ID 


OJ990831_01.0419. 


C36 


Gene No. 


109579 


Strand 


+ 




Start 


635 


End 


735 




Name 


OJ990831 01.0419.C36.o2.gp 


Method 


AAT/GAP 




Start 


635 


End 


735 




GI 


3761197 


Score 


202 




Exons 


635. .735 








Seq. No. 


51766 


Seq. ID 


OJ990831_01.0419. 


C38 


Gene No. 


109580 


Strand 


+ 




Start 


1049 


End 


1866 




Name 


OJ990831 01.0419.C38.ol.gp 


Method 


AAT/GAP 




Start 


1049 


End 


1866 




GI 


83529 1.R1084 


Score 


803 




Exons 


1049. .1166, 1409. .1866 








GI Descrip. 


' 4521194 /dbj |AB013613.1|AB013613 6.0e- 


79 Oryza sativa DNA, 




centromere sequence RCB11 1 








Seq. No. 


51766 


Seq. ID 


OJ990831_01.0419. 


C38 


Gene No. 


109581 


Strand 






Start 


1715 


End 


1850 




Name 


OJ990831 01.0419.C38.ol.gs 


Method 


GENSCAN 




Start 


1715 


End 


1850 




GI 


none 


Score 


.57 




Exons 


1715. .1850 








Seq. No. 


51766 


Seq. ID 


OJ990831_01.0419. 


C38 


Gene No. 


109582 


Strand 






Start 


2129 


End 


2528 




Name 


OJ990831 01.0419.C38.o2.gp 


Method 


AAT/GAP 





53051 




Start 


2129 


End 


2528 




GI 


94945 1.R1084 


Score 


584 




Exons 


2129. .2528 








GI Descrip. 


'4521194/dbj IAB013613.1 


IAB013613 l.Oe- 


132 Oryza 


sativa DNA, 




centromere sequence RCB11* 






Seq. No. 


51767 


Seq. ID 


OJ990831_ 


_01.0419.C39 


Gene No . 


109583 


Strand 






Start 


167 


End 


2982 




Name 


OJ990831 01.0419.C39.ol 


.gs Method 


GENSCAN 




Start 


167 


End 


2982 




GI 


none 


Score 


.82 




Exons 


167. .191, 229. .304, 701 


..1025, 2477. .2622, 2961. 


.2982 


Seq. No. 


51768 


Seq. ID 


OJ990831_ 


_01.0419.C40 


Gene No. 


109584 


Strand 


+ 




Start 


1502 


End 


3061 




Name 


OJ990831 01.0419.C40.ol 


. np Method 


AAT/NAP 




Start 


1502 


End 


3055 




GI 


5042425 


Score 


1178 




Exons 


1502. .3055 








GI Descrip. 


(AC006193) Putative Cytochrome P450 [Arabidopsis 


thaliana] 


Seq. No. 


51768 


Seq. ID 


OJ990831_ 


_01.0419.C40 


Gene No . 


109584 


Strand 


+ 




Start 


1502 


End 


3061 




Name 


OJ990831 01.0419.C40.o2 


. gs Method 


GENSCAN 




Start 


1502 


End 


3061 




GI 


none 


Score 


1 




Exons 


1502. .3061 








Seq. No. 


51768 


Seq. ID 


OJ990831_ 


_01.0419.C40 


Gene No . 


109585 


Strand 






Start 


2063 


End 


3860 




Name 


OJ990831 01.0419.C40.ol 


. tw Method 


TBLASTX: Wheat 


Start 


666 


End 


3061 




GI 


none 


Score 


55 




Exons 


666. .713, 2687. .3043, 2687. .3061, 2967 


. .3044 




Seq. No. 


51768 


Seq. ID 


OJ990831_ 


_01.0419.C40 


Gene No. 


109585 


Strand 






Start 


2063 


End 


3860 




Name 


OJ990831 01.0419.C40.o2 


. tm Method 


TBLASTX: Maize 


Start 


1607 


End 


2002 




GI 


none 


Score 


39 




Exons 


1607. .1789, 1617. .1634, 


1624. .1815, 1637. .1828, 


1943. .2002 


Seq. No. 


51768 


Seq. ID 


OJ990831_ 


01. 0419.C40 


Gene No. 


109585 


Strand 






Start 


2063 


End 


3860 




Name 


OJ990831 01.0419.C40.ol 


. tc Method 


TBLASTX: Cress 


Start 


1646 


End 


3048 




GI 


none 


Score 


101 




Exons 


1646. .1795, 1862. .1954, 


2027.. 2161, 2050.. 2106, 


2162. .2326, 



2243. .2410, 2341. .2379, 2390. .2551, 2423. .2506, 2434. .2550, 
2542. .2796, 2576. .2800, 2807. .3046, 2845. .3048 



53052 



Seq. No. 


51768 








Seq. ID 


jrt T rt rt rt rt ^ ^ 

OJ990831 


rt 1 A il 1 A yi A rt 

_0l.04l9.C40 


Gene No. 


109585 








Strand 






Start 


2063 








End 


3860 




Name 


OJyyuoJi oi 


a a 1 o, 
0419 . 


C40 . o2 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


164 9 








End 


1984 




GI 


none 








Score 


67 




Exons 


164 y . .1 / Zb, 


"1 ^ C "7 

1667 . 


1 T C A 

. 1750, 


1742 . 


.1957, 1742. .1984 




Seq. No. 


C 1 ^ c o 

51 7 68 








Seq. ID 


OJ990831 


_01 . 0419 . C40 


Gene No. 


109585 








Strand 






Start 


2063 








End 


3860 




Name 


OJ990831_01. 


0419. 


C40.O1 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1 /00 








End 


3022 


GI 


none 








Score 


161 




Exons 


1 T A. A 1 OC 1 

1700 . . 1951, 


2036 . 


.2152, 


2381 . 


.2551, 2434. .2550, 


2558 . .2812, 




2569. . 2796, 


2717 . 


.2800, 


2813 . 


.2953, 2851.. 2952, 


/-\ r\ /- /~\ —» rt rt rt 

2969 . . 3022 


Seq. No. 


51768 








Seq. ID 


OJ990831 


rt ^ rt Jt ^ rt j| /"> 

_01 . 0419 . C40 


Gene No . 


i a o. c o c 

109585 








Strand 






Start 


O A c o 

2063 








End 


3860 




Name 


OJ990831 01. 


0419. 


C40.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1865 








End 


3013 




GI 


none 








Score 


64 




Exons 


1865 . . 1939, 


2041 . 


. 2142 , 


2042 . 


.2155, 2168.. 2266, 


2318 . .2386, 




2363 . . 2545, 


2393 . 


. 2506, 


2437 . 


.2538, 2557.. 2979, 


rt — — i rt rt rt -i rt 

2573 . . 3013, 




2696 . . 3010 














Seq. No. 


51768 








Seq. ID 


OJ990831 


rt *i rt a -i rt a rt 

01 . 0419 . C40 


Gene No . 


luyooo 








Strand 






Start 


2063 








End 


3860 




Name 


OJ990831 01. 


0419. 


C40.O2 


.np 


Method 


AAT/NAP 




Start 


2063 








End 


3860 




GI 


6016875 








Score 


358 




Exons 


2063. .2135, 


3439. 


.3576, 


3685. 


.3860 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000570) EST AU078302 (C6324 1 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



51768 Seq. ID 

109585 Strand 

2063 End 
OJ990831_01.0419.C40.o3.gs Method 

3404 End 

none Score 

3404. .3576, 3719. .3850 



OJ990831_01.0419.C40 

3860 
GENSCAN 
3850 
.61 



Seq. No. 51769 Seq. ID OJ990831_01 . 04 19 . C4 1 

Gene No. 109586 Strand + 

Start 586 End 816 

Name OJ990831_01 . 04 19 . C4 1 . ol . gp Method AAT/GAP 

Start 586 End 816 

GI 47859_1.R1084 Score 402 

Exons 586.. 816 

GI Descrip. 1 4 61812/sp | Q05047 | CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 

(CYPLXXII) {PROBABLE GERAN I OL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] ■ 



53053 



Seq. No. 


51770 


Seq. ID 


OJ990831 


_01, 


.0419, 


.C43 


Gene No. 


109587 


Strand 


+ 








Start 


298 


End 


956 








Name 


OJ990831 01.0419.C43.ol.gs 


Method 


GEN SCAN 








Start 


298 


End 


956 








GI 


none 


Score 


.45 








Exons 


298. .463, 572. .831, 897. .956 












Seq. No. 


51771 


Seq. ID 


OJ990831_ 


_01. 


.0419, 


.C44 


Gene No. 


109588 


Strand 










Start 


515 


End 


1221 








Name 


OJ990831 01.0419.C44.ol.gs 


Method 


GENS CAN 








Start 


515 


End 


1221 








GI 


none 


Score 


.51 








Exons 


515. .704, 1199. .1221 












Seq. No. 


51772 


Seq. ID 


OJ990831_ 


_01, 


.0419, 


.C45 


Gene No. 


109589 


Strand 


+ 








Start 


5348 


End . 


8377 








Name 


OJ990831 01.0419.C45.o4 .np 


Method 


AAT/NAP 








Start 


5348 


End 


8377 








GI 


5777617 


Score 


109 








Exons 


5348.. 5558, 8279.. 8377 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza i 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51772 

109589 

5348 

OJ990831_01.0419.C45.o2.gp 

7029 

5816533 

7029. .7405 

5922636/dbj IBAA84637. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990831 
+ 

8377 
AAT/GAP 
7405 
681 



01.0419.C45 



1.0e-14 



(AP000492) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
>gi_6016869_dbj_BAA85212.1_ (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 



of the 



the 



51772 Seq. ID 

109589 Strand 
5348 End 
OJ990831_01 . 04 19 . C45 . o3 . gp Method 
7657 End 
3762269 Score 
7657. .8006 

6016845/dbj | AP000570. 1 IAP000570 1.0e-128 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990831_01.0419.C45 
+ 

8377 
AAT/GAP 
8006 
583 



51772 Seq. ID 

109590 Strand 

84 64 End 
OJ990831_01 . 04 19 . C45 . o3 . gs Method 

84 64 End 

none Score 
8464. .8479, 8554. .8981 



OJ990831_01.0419.C45 
+ 

8981 
GENSCAN 
8981 
.95 



53054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51772 Seq. ID 

109591 Strand 

1 End 1455 

OJ990831_01 . 04 19 . C45 . ol . np Method AAT/NAP 

1 End 1455 

6573755 Score 106 
1..277, 1381. .1455 

(AC009243) F28K19.3 [Arabidopsis thaliana] 



OJ990831 01.0419.C45 



51772 Seq. ID OJ990831JU . 04 19 . C4 5 

109592 Strand 

1431 End 3007 

OJ990831_01.0419.C45.ol.gp Method AAT/GAP 

1430 End 1874 

47859_1.R1084 Score 722 

1430. .1874 

M61812/sp|Q05047 |CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi 445604 prf 1909351A cytochrome P450 [Catharanthus roseus] 1 



Seq. No. 51772 Seq. ID 

Gene No. 109592 Strand 

Start 1431 End 

Name OJ990831_01 . 0419 . C45 . ol . gs Method 

Start 1431 End 

GI none Score 

Exons 1431.. 2199, 2217.. 3007 



OJ990831_01.0419.C45 

3007 
GENSCAN 
3007 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI 

Exons 



51772 Seq. ID 

109592 Strand 

1431 End 
OJ990831_01 . 0419 . C45 . o2 . np Method 

1434 End 

5042425 Score 
1434. .3007 

(AC006193) Putative Cytochrome P450 [Arabidopsis thaliana] 



OJ990831_01.0419.C45 

3007 
AAT/NAP 
3007 
1204 



51772 

109593 

6034 

OJ990831_01.0419.C45.ol.tc 

1389 

none 

1389. .1682, 1441. .1644, 1689. 
1911.. 2108, I960.. 2136, 2082. 
2348. .2509, 2492. .2644, 2717. 
3967. .4146, 3968. .4150, 4126. 
4451. .4525, 4477. .4665, 4499. 
4757. .4918, 4927. .5145, 4928. 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 

Method TBLASTX: Cress 

End 5145 

Score 191 
.1913, 1692. .1892, 1693. .1914, 
.2186, 2131. .2160, 2207. .2347, 
.2797, 3764. .3877, 3770. .3910, 
.4200, 4127. .4273, 4274. .4399, 
.4666, 4712. .4921, 4714. .4917, 
.5134 



Seq. No. 51772 Seq. ID 

Gene No. 109593 Strand 

Start 6034 End 

Name O J9 908 3 1_0 1 . 0 4 1 9 . C4 5 . ol . tm Method 

Start 1443 End 

GI none Score 



OJ990831_01.0419.C45 
9387 

TBLASTX: Maize 

5134 

273 



53055 



Exons 



1443. .1523, 1476. .1964, . 1480. 

2112. .2156, 2204. .2242, 2243. 

4147. .4200, 4151. .4264, 4274. 

4474. .4653, 4496. .4651, 4712. 



.1917, 1953. .2114, 1960. .2085, 

.2341, 2354. .2467, 2495. .2641, 

.4333, 4277. .4423, 4457. .4501, 

.5134, 4714. .5130 



Seq. No. 51772 
Gene No. 109593 
Start 6034 

Name OJ990831_01 . 0419 .C45 . ol . ts 

Start 14 43 

GI none 

Exons 1443.. 1517, 1536.. 1676, 1537, 

1962. .2096, 1963. .2082, 2100, 
2684. .2800, 3938. .4192, 4145, 
4712. .4945, 4714. .4929, 4933, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990831 01.0419.C45 



9387 

TBLASTX: Soybean 
5074 
81 

1638, 1677.. 1928, 1693.. 1920, 
2210, 2339.. 2473, 2501.. 2689, 
4279, 4511. .4666, 4519. .4665, 
5028, 4934.. 5074 



Seq. No. 51772 

Gene No. 109593 

Start 6034 

Name OJ990831_01.0419.C45.ol.tw 

Start 1446 

GI none 

Exons 1446.. 1802, 1447.. 1797, 1593, 
5129. .5164 



OJ990831__01.0419.C45 
9387 

TBLASTX : Wheat 

5164 

397 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1802, 4807. .5145, 4808. .5140, 



ajf Seq. No. 

*' :s Gene No. 

liJ Start 

[i Name 

M Start 

Z z GI 

:f_ Exons 



C3 Sec 3- No * 

%j Gene No. 

i'1 Start 

r ~ Name 

w Start 

U GI 

fj Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51772 

109593 

6034 

OJ990831_01.0419.C45.o2.tw 

2510 

none 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 
Method TBLASTX : Wheat 
End 4117 
Score 90 

2510. .2644, 2663. .2761, 2663. .2746, 2753. .2836, 2792. .2854, 
3767. .3853, 3979. .4104, 3983. .4117, 4010. .4117 



51772 

109593 

6034 

OJ990831__01.0419.C45.o2.tm 

2642 

none 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 

Method TBLASTX : Maize 

End 4138 

Score 217 



2642. .2896, 2642. .2866, 2842. .2895, 3764. .4138, 3770. .4126 



51772 

109593 

6034 

OJ990831_01.0419.C45.o5.np 

6034 

7489404 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 
Method AAT/NAP 
End 9387 
Score 453 
6034. .6069, 8702. .8912, 9213. .9387 

peptide transport protein - barley gi I 2655098 | gb | AAC32034 . 1 1 
(AF023472) peptide transporter [Hordeum vulgare] 



51772 

109593 

6034 

OJ990831_01.0419.C45.o3.tm 
8672 



Seq. ID OJ990831__01.0419.C45 
Strand 

End 9387 

Method TBLASTX: Maize 

End 9385 



53056 



GI 

Exons 



none Score 136 

8672. .8803, 8685. .8804, 8795. .8911, 8829. .8915, 9219. .9380, 
9221.. 9379, 9287.. 9385 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 

Method TBLASTX : Cress 

End 9280 

Score 59 

8685. .8801, 8693. .8800, 8795. .8911, 8796. .8915, 9221. .9280 



Seq. No. 51772 

Gene No. 109593 

Start 6034 

Name 0 J990 8 3 1_0 1 . 0 4 1 9 . C4 5 . o2 . t c 

Start 8685 

GI none 
Exons 



Seq. No. 51772 

Gene No. 109593 

Start 6034 

Name OJ990831_01 . 0419 . C45 . o2 . ts 

Start 8816 

GI none 
Exons 



Seq. ID OJ990831_01.0419.C45 
Strand 

End 9387 

Method TBLASTX : Soybean 

End 9367 

Score 92 



8816. .8911, 8829. .8915, 9219. .9359, 9221. .9367 



Seq. No. 51773 

Gene No. 109594 

Start 4 

Name OJ9908 31_01 . 04 1 9 . C4 6 . ol . gs 

Start 4 

GI none 

Exons 4 .. 218, 697.. 742 



Seq. ID OJ990831_01.0419.C46 

Strand + 

End 742 

Method GENSCAN 

End 742 

Score .71 



Seq. No. 51773 

Gene No. 109595 

Start 225 

Name OJ990831_01 . 0419 . C4 6 . ol . np 

Start 225 

GI 5777617 

Exons 225.. 456, 699.. 771 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990831_01.0419.C46 
Strand 

771 

AAT/NAP 
771 
69 



End 

Method 

End 

Score 



a Seq. No. 51774 

H Gene No. 109596 

IZ Start 350 

Name OJ990831_01 . 0419.C47 . ol .gs 

Start 350 

GI none 

Exons 350.. 1484, 1507.. 1922 



Seq. ID OJ990831_01.0419.C47 
Strand 

End 1995 

Method GENSCAN 

End 1922 

Score .71 



Seq. No. 51774 

Gene No. 109596 

Start 350 

Name OJ990831_01 . 04 19 . C47 . ol .np 

Start 425 

GI 5042425 

Exons 425.. 1995 

GI Descrip. (AC006193) Putative Cytochrome P450 [Arabidopsis thaliana] 



Seq. ID OJ990831_01.0419.C47 
Strand 

End 1995 

Method AAT/NAP 

End 1995 

Score 1058 



Seq. No. 
Gene No. 
Start 



51774 

109597 

2560 



Seq. ID OJ990831_01.0419.C47 
Strand 

End 2652 



53057 



Name 

Start 

GI 

Exons 



OJ990831JD1 . 04 19 . C47 . ol . tc Method TBLASTX : Cress 
431 End 1642 

none - Score 90 

431. .643, 528. .635, 680. .889, 690. .887, 704. .892, 935. .1102, 
948. .1124, 1091. .1150, 1190. .1321, 1328. .1477, 1401. .1478, 
1505.. 1642, 1565.. 1621 



Seq. No. 51774 Seq. ID OJ990831_01 . 0419 . C47 

Gene No. 109597 Strand 

Start 2560 End 2652 

Name OJ990831_01 .0419.C47.ol.tm Method TBLASTX : Maize 

Start 434 End 1454 

GI none Score 211 

Exons 434. .514, 500. .889, 555. .887, 557. .889, 948. .1127, 950. .1105, 
1100. .1144, 1190. .1225, 1226. .1321, 1337. .1450, 1401. .1454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51774 

109597 

2560 



Seq. ID OJ990831_01.0419.C47 
Strand 

End 2 652 



OJ990831 01.0419.C47.ol.tw Method TBLASTX : Wheat 



437 
none 

437. .793, 462. .794 



End 
Score 



794 
262 



Seq. No. 51774 

Gene No. 109597 

Start 2560 

Name OJ990831J31 . 0419 . C47 . ol . ts 

Start 527 

GI none 
Exons 



Seq. ID OJ990831_01.0419.C47 
Strand 

End 2652 

Method TBLASTX : Soybean 

End 1642 

Score 57 

527. .634, 570. .629, 677. .889, 690. .887, 932. .1084, 942. .1082, 
1325. .1435, 1481. .1642 



f ^ Seq. No. 

Gene No. 

y Start 

M Name 

ij Start 

□ GI 

?Z_ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51774 Seq. ID OJ990831_01 . 04 1 9 . C47 

109597 Strand 

2560 End 2652 

OJ990831_01 . 04 19 . C47 . o2 . tm Method TBLASTX : Maize 

1502 End 1874 

none Score 138 

1502. .1654, 1503. .1652, 1649. .1753, 1754. .1843, 1845. .1874 

51774 Seq. ID OJ990831JD1 . 0419 . C47 

109597 Strand 

2560 End 2652 

OJ990831_01 . 0419.C47 .o2 .np Method AAT/NAP 

2560 End 2652 

6721547 Score 78 
2560.. 2652 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 

51775 Seq. ID' OJ990831_01 . 04 19 . C4 8 

109598 Strand + 
360 End 1802 
OJ990831_01.0419.C48.ol.gs . Method GENSCAN 
360 End 1361 
none Score .86 
360. .694, 717. .1361 



53058 






Seq. No. 


51775 






Seq. ID 


OJ990831_01.0419 


.C48 




Gene No . 


109598 






Strand 


+ 






Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


.01- 


np 


Method 


AAT/NAP 






Start 


363 






End 


1802 






GI 


3819164 






Score 


1217 






Exons 


363. .1802 














GI Descrip. 


(AJ012318 ) cytosolic 


chaperonin, delta 


-subunit [Glycine 


max 




Seq. No. 


51775 






Seq. ID 


OJ990831 01.0419 


.C48 




Gene No. 


109598 






Strand 


+ 






Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


382 






End 


728 






GI 


none 






Score 


165 






Exons 


382. .408, 393. .530, 


500. 


. 529, 


549. . 689 


, 551. .685, 687.. 


728 




Seq. No. 


51775 






Seq. ID 


OJ990831 01.0419 


.C48 




Gene No. 


109598 






Strand 


+ ~ 






Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


. o2 . 


ts 


Mpt hod 


TBLASTX : Soybean 






Start 


390 






End 


704 






GI 


none 






Score 


134 




\J 


Exons 


390. .536, 500. .526, 


537 . 


. 704, 


551 685 






a. • - 


Seq. No. 


51775 






Seq. ID 


OJ990831 01.0419 


.C48 




Gene No. 


109598 






Strand 


+ ~~ 




M 


Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


. o2 . 


tc 


Mpt hod 


TBLASTX: Cress 






Start 


399 






End 


653 




F j 3 


GI 


none 






Score 


117 






Exons 


399.-536, 555. .653 














Seq. No. 


51775 






Seq. ID 


OJ990831 01.0419 


.C48 




Gene No. 


109598 






Strand 


+ — 




ib & 


Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


. o3 . 


tm 


Method 


TBLASTX: Maize 




f 


Start 


729 






End 


906 






GI 


none 






Score 


241 




■=-. 


Exons 


729. .905, 730. .906 














Seq. No. 


51775 






Seq. ID 


OJ990831_01.0419 


.C48 




Gene No. 


109598 






Strand 


+ 






Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


784 






End 


1412 






GI 


none 






Score 


785 






Exons 


784. .1410, 790. .849, 


804 


. .902 


, 996.. 1412 






Seq. No. 


51775 






Seq. ID 


OJ990831_01.0419 


.C48 




Gene No. 


109598 






Strand 


+ 






Start 


360 






End 


1802 






Name 


OJ990831 01.0419.C48 


.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


857 






End 


1311 






GI 


none 






Score 


56 






Exons 


857. .892, 858. .893, 


859. 


.1311 


, 955.. 1311 





53059 



oeq . JNO . 


CI TTC 

0 ± / i 0 




oeq . i u 


OTQQDP^I fi 1 fi /II Q 
UU3 ?UO Jl KJ±.\JHLj 


CA ft 


Gene No. 


109598 




Strand 


+ ~~ 




Start 


360 




End 


1802 




Name 


OJ990831 01 


.0419.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


952 




End 


1395 




GI 


none 




Score 


533 




Exons 


952. .1338, 


996.. 1331, 1308. 


.1394, 1315 


. .1395 




beq. no. 


CI TTC 

01 / / 0 




Seq. ID 


OJ990831_01.0419 




Gene No. 


109598 




Strand 


+ 




Start 


360 




End 


1802 




Name 


OJ990831 01 


.0419.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


1011 




End 


1421 




GI 


none 




Score 


598 




Exons 


1011. .1412, 


1012. .1410, 1012. .1413, 1050. .1421 




Seq. No. 


51776 




Seq. ID 


OJ990831JD1.0419 


C49 


Gene No. 


109599 




Strand 






Start 


1 




End 


1533 




Name 


OJ990831 01 


.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1533 




GI 


7485555 




Score 


573 ' 




Exons 


1..120, 905 


..1138, 1193. .1533 






GI Descrip. 


hypothetical protein F16G20 


.190 - Arabidopsis thaliana 






gi|3451074 | 


emb| CAA20470.il 


(AL031326) 


putative protein 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 7269197 | emb | CAB79304 . 1 | (AL161559) 
putative protein [Arabidopsis thaliana] 



51776 

109599 

1 

OJ990831_01.0419.C4 9.ol.ts 
13 

5666695 

13. .126, 902. .1204, 912. .1178 



51776 

109599 

1 

OJ990831_01.0419.C4 9.ol.gs 

905 

none 

905. .1432 



Seq. ID OJ990831_01.0419.C49 
Strand 

End 1533 

Method TBLASTX : Soybean 

End 1204 

Score 120 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990831_01.0419.C49 

1533 
GEN SCAN 
1432 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



51776 Seq. ID 

109599 Strand 

1 End 

OJ990831_01.0419.C4 9.ol.tc Method 

956 End 

none Score 



OJ990831_01.0419.C49 
1533 

TBLASTX: Cress 

1525 

58 



956. .1051, 957. .1043, 1038. .1178, 1040. .1204, 1259. .1348, 
1269.. 1358, 1409.. 1525, 1419.. 1508 



51776 
109599 



Seq. ID OJ990831_01.0419.C49 
Strand 



53060 



Start 


1 




End 


1533 


Name 


OJ990831 01 


■0419.C49.ol.tw 


Method 


TBLASTX: Wheat 


Start 


966 




End 


1297 


GI 


none 




Score 


48 


Exons 


966. .1010, 


969. .1010, 1010.. 


1042, 1011 


..1046, 1082. .1165, 




1083. .1166, 


1157.. 1204, 1256 


..1297, 1259.. 1297 


Seq. No. 


51777 




oeq. lu 


KJUyyuo3± u i . u ^ J. -? • k^d j. 


Gene No . 


iuy oUU 




btrana 


+ 


Start 


80 




End 


1140 


Name 


OJ990831 01 


.0419.C51.ol.gs 


Method 


GEN SCAN 


Start 


80 




End 


1140 


GI 


none 




Score 


.57 


Exons 


80. .92, 193 


..268, 451. .748, 


900. .946, 


1038. .1140 


Seq. No. 


51778 




Seq. ID 


OJ990831_01.0419.C52 


Gene No. 


109601 




Strand 


+ 


Start 


551 




End 


1520 


Name 


OJ990831 01 


.0419.C52.o2.tm 


Method 


TBLASTX: Maize 


Start 


484 




End 


728 


GI 


none 




Score 


60 



Exons 



484. .537, 501. .536, 508. .537, 541. .699, 542. .700, 561. .704, 
699. .728 



,3 Seq. No. 51778 Seq. ID 

li Gene No. 109601 Strand 

Start 551 End 

^ Name OJ990831_01 . 0419.C52 .ol.gs Method 

C3 Start 551 End 

[J GI none Score 

Exons 551.. 964, 1371.. 1451 



OJ990831_01.0419.C52 
+ 

1520 
GENSCAN 
1451 
.81 



s - Seq. No. 


51778 




Seq. ID 


OJ990831_01.0 


s Gene No. 


109601 




Strand 


+ 


C3 Start 


551 




End 


1520 


'--A Name 


OJ990831 01. 


0419.C52.ol. tm 


Method 


TBLASTX: Maize 


hi Start 


1299 




End 


1520 


; gi 


none 




Score 


274 


!ff Exons 


1299. .1508, 


1310. .1510, 1311. 


.1520 




11 Seq. No. 


51779 




Seq. ID 


OJ991226_45.0 


Gene No. 


109602 




Strand 


+ 


Start 


47 




End 


441 


Name 


OJ991226 45. 


0419. C3. ol.gs 


Method 


GENSCAN 


Start 


47 




End 


441 


GI 


none 




Score 


.63 


Exons 


47. .232, 286 


. .441 






Seq. No. 


51779 




Seq. ID 


OJ991226_45.0 


Gene No. 


109603 




Strand 


+ 


Start 


2199 




End 


4416 


Name 


OJ991226 45. 


0419.C3.o3.np 


Method 


AAT/NAP 


Start 


2199 


End 


4416 


GI 


7486928 




Score 


66 


Exons 


2199. .2375, 


4382. .4416 






GI Descrip. 


hypothetical 


protein T13D8.28 


- Arabidopsis thaliana 



gi I 3249093 | gb | AAC24077.il (AC004473) Contains similarity to heat 



53061 



shock transcription factor homolog from A. thaliana chromosome 4 
contig gb|Z97335. [Arabidopsis thaliana] 



Seq. No. 51779 

Gene No. 109604 

Start 1 

Name OJ991226_45 . 0419 . C3 . ol . np 

Start 1 

GI 4895194 

Exons 1..47, 898. .1073, 3431. .3457 

GI Descrip. (AC007661) putative peptide /amino acid transporter [Arabidopsis 
thaliana] 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method AAT/NAP 

End 3457 

Score 100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51779 

109604 

1 

OJ991226_4 5.0419.C3.o2.gs 

676 

none 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method GEN SCAN 

End 12042 

Score .72 



676. .1155, 2291. .2420, 4947. .5284, 5332. .5421, 5849. .5887, 
6038. .6301, 6808. .7115, 7195. .8133, 9069. .9496, 9579. .9676, 
10352. .10465, 10646 .. 10740, 10851 10912, 11027 .. 1118 6, 
11876. .12042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method AAT/NAP 

End 2630 

Score 118 



51779 
109604 
1 

OJ991226_4 5.0419.C3.o2.np 
730 

4895194 
730. .879, 2541. .2630 

(AC007661) putative peptide/amino acid transporter [Arabidopsis 
thaliana] 



51779 

109604 

1 

OJ991226_4 5.0419.C3.o4.np 

6770 

6693023 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method AAT/NAP 

End 12147 

Score 1281 



6770. .7029, 7180. .7714, 7756. .8133, 9069. .9496, 9579. .9676, 
9767. ..9829, 10643 10750, 11056 .. 1118 6, 11876. .12147 
(AC012375) T22C5.20 [Arabidopsis thaliana] 



51779 

109604 

1 

OJ991226_4 5.0419.C3.ol.tm 

8036 

none 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method TBLASTX : Mai ze 

End 9354 

Score 130 



8036. .8134, 8037. .8141, 8038. .8136, 9059. .9142, 9068. .9160, 
9154.. 9354, 9163.. 9354 



Seq. No. 51779 

Gene No. 109604 

Start 1 

Name OJ991226 45 . 0419 .C3 .ol . gp 



Seq. ID OJ991226_45.0419.C3 
Strand 

End 12147 

Method AAT/GAP 



53062 




Start 


9085 








End 


9495 


GI 


2428243 








Score 


791 


Exons 


9085. .9495 












Seq. No. 


51779 








Seq. ID 


OJ991226_45.0419.C3 


Gene No. 


109604 








Strand 




b tart 


i 
i 








End 


12147 


Name 


OJ991226 45. 


0419. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9172 








End 


9694 


GI 


none 








Score 


84 


Exons 


9172. .9255, 


9173. 


.9256, 


9259. 


.9378, 9370. .9498, 9422. .9499, 




9422. .9514, 


9576. 


.9677, 


9584. 


.9694, 9616. .9678 


Seq. No. 


51779 








Seq. ID 


OJ991226_45.0419.C3 


Gene No . 










Strand 




Start 


1 








End 


12147 


Name 


OJ991226 45. 


0419. 


C3.o2. 


gp 


Method 


AAT/GAP 


Start 


9575 








End 


10472 


GI 


none 








Score 


394 


Exons 


9575. .9676, 


9767. 


.9829, 


10352 


. .10472 




Seq. No. 


51780 








Seq. ID 


OJ991226_45.0419.C4 


Gene No. 


109605 








Strand 




Start 


2120 








End 


4745 


Name 


OJ991226 45. 


0419. 


C4 .ol. 


gp 


Method 


AAT/GAP 


Start 


2063 








End 


4745 


GI 


42235 1.R1084 






Score 


923 


Exons 


2063. .2188, 


3314. 


.3379, 


3477. 


.3549, 3622..3679, 4522.. 4745 


GI Descrip. 


'4468985/emb 


>|CAB38299| 


2.0e-10 (AL035605) hypothetical prot< 




[Arabidopsis 


thaliana] 1 








Seq. No. 


51780 








Seq. ID 


OJ991226_45.0419.C4 


Gene No. 


109605 








Strand 




Start 


2120 








End 


4745 


Name 


OJ991226 45. 


0419. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


2120 








End 


4740 


GI 


none 








Score 


.76 


Exons 


2120. .2188, 


3314. 


.3379, 


3477. 


.3587, 4636. .4740 


Seq. No. 


51780 








Seq. ID 


OJ991226__45.0419.C4 


Gene No. 


109605 








Strand 




C4- 

btart 


2120 








End 


4745 


Name 


OJ991226 45. 


0419. 


C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3314 








End 


3557 


GI 


none 








Score 


116 


Exons 


3314. .3385, 


3315. 


.3386, 


3473. 


.3541, 3474. .3548, 3474. .3557, 




3475. .3552 












Seq. No. 


51781 








Seq. ID 


OJ991226_45.0419.C5 


Gene No. 


109606 








Strand 


+ 


Start 


1 








End 


466 


Name 


OJ991226 45. 


0419. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


466 


GI 


5852180 








Score 


248 



Exons 1 . .4 66 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



53063 



Seq. No. 


51781 




Seq. ID 


OJ991226_45.0419. 


.C5 


nono Wo 

OCilC Vi\J ■ 


1 0Qfifi7 




Strand 






Start 


1036 




End 


1825 




Name 


OJ991226 45. 


0419.C5.o2.gs 


Method 


GENSCAN 




Start 


1036 


End 


1754 




GI 


none 




Score 


.83 




Exons 


1036. .1134, 


1246.. 1311, 1425. 


.1490, 1575. .1754 




Seq. No. 


51781 




Seq. ID 


OJ991226_45.0419. 




Gene No. 


109607 




Strand 






Start 


1036 




End 


1825 




Name 


OJ991226 45. 


0419.C5.o2.np 


Method 


AAT/NAP 




Start 


1057 




End 


1825 




GI 


7485622 




Score 


281 




Exons 


1057. .1134, 


1246. .1311, 1425. , 


.1490, 1575. .1825 




GI Descrip. 


hypothetical 


protein F17I5.70 


- Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gil 3297812 | emb| CAA19870 . 1| (AL031032) putative protein* 
[Arabidopsis thaliana] gi | 7270337 | emb | CAB80105 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



51782 

109608 

489 

OJ991226_45.0419.C8.ol.gs 

489 

none 

489. .548, 716. .1109 



Seq. ID OJ991226_45.0419.C8 

Strand + 

End 1131 

Method GENSCAN 

End 1109 

Score .78 



51782 
109608 
489 

OJ991226_45.0419.C8.ol.np 
489 

2498930 
489. .548, 716. .1131 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi| 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ991226_45.0419.C8 

Strand + 

End 1131 

Method AAT/NAP 

End 1131 

Score 719 



51783 
109609 
525 

OJ991226_45.0419.C14 .ol.gp 
525 

LIB3432-007-P1-K1-E2 
525.. 587 

' 44 68813/emb | CAB38214 | 2-0e-10 (AL035601) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991226_45.0419.C14 
Strand 

End 587 

Method AAT/GAP 

End 587 

Score 104 



51783 

109610 

1175 

OJ991226_45.0419.C14 .ol.tw 

222 

none 

222. .584, 339. .587 



Seq. ID OJ991226_45.0419.C14 
Strand 

End 2754 

Method TBLASTX : Wheat 

End 587 

Score 78 



Seq. No. 



51783 



Seq. ID OJ991226_45.0419.C14 



53064 




Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.o2 


. tm 


Method . 


TBLASTX: Maize 




Start 


315 




End 


786 




GI 


none 




Score 


73 




Exons 


315. .401, 319. .396, 414 


. .785, 


637. .786 






Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


luybiu 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


684 




End 


1235 




GI 


none 




Score 


60 




Exons 


684. .800, 828. .866, 873 


. .1235 


, 927.. 1088 




Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


858 




End 


1385 




GI 


none 




Score 


113 




Exons 


858.. 1022, 1032.. 1385, 


1060. . 


1269 






Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


991 




End 


1952 




GI 


none 




Score 


95 




Exons 


991.. 1257, 1035.. 1952, 


1330. . 


1467, 154^ 


!..1913, 1549. .1929 


Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.ol 


.gs 


Method 


GEN SCAN 




Start 


1175 




End 


2745 




GI 


none 




Score 


.84 




Exons 


1175. .1218, 1334. .2302, 


2652. 


.2745 






Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1242 




End 


1586 




GI 


none 




Score 


98 




Exons 


1242. .1322, 1314. .1466, 


1476. 


.1586 






Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 






Start 


1175 




End 


2754 




Name 


OJ991226 45.0419.C14.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1587 




End 


1901 




GI 


none 




Score 


187 




Exons 


1587. .1652, 1590. .1901, 


1627. 


.1866 






Seq. No. 


51783 




Seq. ID 


OJ991226_45.0419 


.C14 


Gene No. 


109610 




Strand 







53065 




Start 


1175 






End 


2754 


Name 


OJ991226_45. 


0419.C14.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2089 






End 


2754 


GI 


none 






Score 


58 


Exons 


2089. .2151, 


2091 . . 2189, 


2145 . 


.2336, 2157. .2246, 2310. .2492, 




2611. .2754 










Seq. No. 


51783 






Seq. ID 


OJ991226_4 5 . 0419 . CI 4 


Gene No. 


109610 






Strand 




Start 


1175 






End 


2754 


Name 


OJ991226_45 . 


0419. C14 .o2 


. tw 


Method 


TBLASTX : Wheat 


Start 


2229 






End 


2570 


GI 


none 






Score 


100 


Exons 


2229 . . 2570, 


2230 . .2442 








Seq. No. 


51784 






Seq. ID 


OJ991226_45.0419.C15 


Gene No. 


109611 






Strand 


+ 


Start 


941 






End 


1442 


Name 


OJ991226 45. 


0419.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


941 






End 


1388 


GI 


5038970 






Score 


811 


Exons 


941. . 1388 










GI Descrip. 


4468813/emb | 


CAB38214 | 2 


. 0e-10 


(AL035601) putative protein 




[Arabidopsis 


thaliana] 








Seq. No. 


51784 






Seq. ID 


OJ991226 45.0419.C15 


Gene No. 


109611 






Strand 


+ 


Start 


941 






End 


1442 


Name 


OJ991226_45 . 


0419.C15.ol 


.gs 


Method 


GENSCAN 


Start 


946 






End 


1374 


GI 


none 






Score 


.42 


Exons 


946. . 1374 










Seq. No. 


51784 






Seq. ID 


OJ991226_45.0419.C15 


Gene No. 


109611 






Strand 


+ 


Start 


941 






End 


1442 


Name 


OJ991226_45 . 


0419.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1092 






End 


1442 


GI 


none 






Score 


400 


Exons 


1092 . . 1271, 


1108 . . 1440, 


1365 . 


.1442 




Seq. No. 


51784 






Seq. ID 


OJ991226_45.0419.C15 


Gene No. 


109611 






Strand 


+ 


Start 


941 






End 


1442 


Name 


OJ991226 45. 


0419 . C15 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1092 






End 


1284 


GI 


none 






Score 


210 


Exons 


1092 . . 1271, 


1108 . . 1284 








Seq. No. 


51784 






Seq. ID 


OJ991226_45.0419.C15 


Gene No. 


109611 






Strand 


+ 


Start 


941 






End 


1442 


Name 


OJ991226 45. 


0419.C15.ol 


np 


Method 


AAT/NAP 


Start 


1096 




End 


1442 


GI 


6223644 






Score 


417 


Exons 


1096. .1442 










GI Descrip. 


(AC011698) unknown protein [Arabidopsis 


thaliana] 








53066 








Seq. No. 


51784 








Seq. ID 


OJ991226_45. 


0419 


. C15 


Gene No. 


109611 








Strand 


+ 






Start 


941 








End 


1442 






Name 


OJ991226 45 


.0419. 


CIS.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1111 








End 


1442 






GI 


none 








Score 


215 






Exons 


1111. .1302, 


1357. 


.1440, 


1365. 


.1442 








Seq. No. 


51784 








Seq. ID 


OJ991226_45. 


0419 


. C15 


Gene No. 


109611 








Strand 


+ 






Start 


941 








End 


1442 






Name 


OJ991226 45 


.0419. 


CIS.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1111 








End 


1442 






GI 


none 








Score 


348 






Exons 


1111. .1440, 


1173. 


.1271, 


1365. 


.1442 








Seq. No. 


51785 








Seq. ID 


OJ991226_45. 


0419 


. C17 


Gene No. 


109612 








Strand 


+ 






Start 


161 








End 


303 






Name 


OJ991226 45 


.0419. 


C17.ol 


. gs 


Method 


GENSCAN 






Start 


161 








End 


303 






GI 


none 








Score 


.41 






Exons 


161. .303 
















Seq. No. 


51785 








Seq. ID 


OJ991226_45. 


0419 


. C17 


Gene No. 


109613 








Strand 


_ 






Start 


1125 








End 


1273 






Name 


OJ991226 45 


.0419. 


C17.o2 


. gs 


Method 


GENSCAN 






Start 


1125 








End 


1273 






GI 


none 








Score 


.44 






Exons 


1125. .1202, 


1241. 


.1273 












Seq. No. 


51786 








Seq. ID 


OJ991226_45. 


0419 


. C18 


Gene No. 


109614 








Strand 


+ 






Start 


115 








End 


994 






Name 


OJ991226 45 


.0419. 


C18.ol 


. gs 


Method 


GENSCAN 






Start 


115 








End 


994 






GI 


none 








Score 


.5 






Exons 


115. .506, 619. .994 












Seq. No. 


51786 








Seq. ID 


OJ991226_45. 


0419 


. C18 


Gene No. 


109615 








Strand 








Start 


1654 








End 


1890 






Name 


OJ991226 45 


.0419. 


C18.o2 


gs 


Method 


GENSCAN 






Start 


1654 








End 


1890 






GI 


none 








Score 


.86 






Exons 


1654. .1673, 


1812. 


.1890 












Seq. No. 


51787 








Seq. ID 


OJ991226_45. 


0419 


.C19 


Gene No. 


109616 








Strand 


+ 






Start 


347 








End 


1187 






Name 


OJ991226 45 


.0419. 


C19.ol 


np 


Method 


AAT/NAP 






Start 


347 








End 


1187 






GI 


7339707 








Score 


54 






Exons 


347. .439, 1160. .1187 













GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 

53067 




Q /-v /-Y M s-\ 

OCC]. IN O . 


51787 








oeq. iu 


vjoyyj.zzD fi d . u ft J. y . ^ 1 y 


Gene No. 


109616 








Strand 


+ ~~ 


Start 


347 








End 


1187 


Name 


OJ991226 45. 


0419 


.C19.ol. 


gs 


Method 


GEN SCAN 


Start 


528 








End 


854 


GI 


none 








Score 


. 47 


Exons 


528. .586, 665. .8 


54 








Seq. No. 


m too 

Ji / DO 








Seq. ID 


OJ991226_45.0419.C20 


bene wo . 


1U yol / 








Strand 


+ 


Start 


1699 








End 


3884 


Name 


OJ991226 45. 


0419 


,C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 










End 


3867 


GI 


none 








Score 


46 


Exons 


1 Di?D . . 1 / Z 4 / 


1 oy 0 


. .1725, 


1731. 


.1865, 1732. .1875, 3420. .3494, 




-3/19 1 OjI QC 


joy ft 


. .3755, 


3598. 


.3867, 3801. .3860 


Seq. No. 


m tar 

0 X / O O 








Seq. ID 


OJ991226_45.0419.C20 


bene ino . 


109617 








Strand 


+ 


Start 


1699 








End 


3884 


Name 


r\ TQQ1 90^ yj c; 


U4 1 y 


.C20.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1 cot; 








End 


3629 


GI 


none 








Score 


196 


Exons 


ID^J . . lO DO , 


1 t>yo 


. .1877, 


1699. 


.1872, 3423. .3473, 3424. .3483, 




jjoj . . joz y , 


jjOD 


. .3627 










CI TQQ 
O i / O O 








Seq. ID 


OJ991226 45.0419.C20 


Gene No. 


109617 








Strand 


+ 


Start 


1699 








End 


3884 


Name 


OJ991226 45. 


0419 


.C20.ol. 


gs 


Method 


GENSCAN 


Start 


1699 








End 


3812 


GI 


none 








Score 


.71 


Exons 


1699. .1875, 


3424 


. .3478, 


3584. 


.3812 




Seq. No. 


51788 








Seq. ID 


OJ991226_45.0419.C20 


Gene No. 


109617 








Strand 


+ 


Start 


1699 








End 


3884 


Name 


OJ991226 45. 


0419 


,C20.ol. 


np 


Method 


AAT/NAP 


Start 


1699 








End 


3884 


GI 


7436361 








Score 


568 


Exons 


1699. .1875, 


3424 


. .3495, 


3604. 


.3884 




GI Descrip. 


Ca2+-transporting ATPase 


(EC 


3.6.1.38) 


ACA2 - Arabidopsis 



thaliana gi | 3335060 | gb | AAC26997 . 1 | (AF025842) plasma 
membrane-type calcium ATPase [Arabidopsis thaliana] 
gi|4468989|emb|CAB38303.1| (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gi|7270746|emb|CAB80429.1| (AL161591) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 


51788 








Seq. ID 


OJ991226 45.0419.C20 


Gene No. 


109617 








Strand 


+ 


Start 


1699 








End 


3884 


Name 


OJ991226 45 


.0419. 


C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1699 








End 


3884 


GI 


none 








Score 


42 


Exons 


1699. .1725, 


1731. 


. 1877, 


1732. 


.1875, 3421. .3495, 3597. .3755, 



53068 



OJ991226_45.0419.C20 
+ 

3884 

TBLASTX: Maize 
3884 
298 



OJ991226 
+ 

1740 
AAT/NAP 
1740 
1803 



45.0419.C21 



3598.-3882, 3792. .3884 

Seq. .No. 51788 Seq. ID 

Gene No. 109617 Strand 

Start 1699 End 

Name O J99122 6_4 5 . 04 19 . C20 . ol . tm Method 

Start 3631 End 

GI none Score 

Exons 3631.. 3759, 3639.. 3884, 3640.. 3882 

Seq. No. 51789 Seq. ID 

Gene No. 109618 Strand 

Start 1 End 

Name OJ991226_45.0419.C21 .ol.np Method 

Start 1 End 

GI 7436361 Score 

Exons 1..1062, 1147.. 1305, 1518.. 1740 

GI Descrip. Ca2+-transporting ATPase (EC 3.6.1.38) ACA2 - Arabidopsis 
thaliana gi | 3335060 | gb | AAC26997 . 1 1 (AF025842) plasma 
membrane -type calcium ATPase [Arabidopsis thaliana] 
gi I 44 68989 | emb | CAB38303.il (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gi|7270746|emb|CAB80429.1| (AL161591) plasma membrane-type 
■calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 


51789 






Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 






Strand 


+ 


Start 


1 






End 


1740 


Name 


OJ991226 45 


.0419 


■C21.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


1697 


GI 


none 






Score 


402 


Exons 


1..318, 42. 


.320, 


325. .600, 


339. .599, 


594. .1100, 595. .1065, 




722. .1066, 


1143. 


.1358, 1144 


..1308, 1500. .1679, 1515. .1697, 




1517. .1696 










Seq. No. 


51789 






Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 






Strand 


+ 


Start 


1 






End 


1740 


Name 


OJ991226 45 


.0419 


.C21.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1 






End 


441 


GI 


none 






Score 


529 


Exons 


1.-441, 36. 


.440 








Seq. No. 


51789 






Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 






Strand 


+ 


Start 


1 






End 


1740 


Name 


OJ991226 45 


.0419 


.C21.o2.tm 


Method 


TBLASTX: Maize 


Start 


3 






End 


390 


GI 


none 






Score 


489 


Exons 


3. .389, 4.. 


390 








Seq. No. 


51789 






Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 






Strand 


+ 


Start 


1 






End 


1740 


Name 


OJ991226 45 


.0419 


.C21 .ol.gs 


Method 


GENSCAN 


Start 


22 






End 


1689 


GI 


none 






Score 


.68 



53069 




Exons 


22. .1086, 1147. .1305, 1518.. 


1689 




Seq. No. 


51789 


Seq. ID 


OJ991226_45.0419.C21 




1 OQfil ft 


c -j- v- -n n H 


I 


Start 


1 


End 


1740 


Name 


OJ991226 45.0419.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


162 


End 


507 


GI 


none 


Score 


65 


Exons 


162. .314, 162. .506, 163. .507 






Seq. No. 


51789 


Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 


Strand 


+ 


C +- y-*- 

OtalU 


i 
± 


JM1U 


MAD 
1 / 4U 


Name 


OJ991226 45.0419.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


394 


End 


1697 


GI 


none 


Score 


1019 


Exons 


394. .1065, 396. .1097, 1144.. 


1308, 1144 


..1308, 1146. .1322, 




1515. .1697, 1516. .1650, 1517 


. .1696 




Seq. No. 


51789 


Seq. ID 


OJ991226_45.0419.C21 


Gene No. 


109618 


Strand 


+ 


o uaru 


i 
± 


JjUU 


1 1 a n 


Name 


OJ991226 45.0419.C21.ol-.ts 


Method 


TBLASTX : Soybean 


Start 


441 


End 


1697 


GI 


none 


Score 


813 


Exons 


441. .1100, 442. .1065, 1137. . 


1307, 1144 


..1308, 1500. .1691, 




1515. .1697, 1517. .1696 






Seq. No. 


51790 


Seq. ID 


OJ991226_45.0419.C23 


Gene No. 


109619 


Strand 


+ 


Start 


637 


End 


770 


LN CIJ.UG 


OJ991226 45.0419.C23.ol.gp 


Method 


AAT/GAP 


Start 


637 


End 


770 


GI 


LIB3474-009-P1-K1-F11 


Score 


228 


Exons 


637. .770 






GI Descrip. 


, 4455244/emb|CAB36743. 1 | 6.0e-ll (AL035523) MtN3-like prote; 




[Arabidopsis thaliana] ? 






Seq. No. 


51791 


Seq. ID 


OJ991226_45.0419.C27 


belle INU • 


109620 


Strand 


+ 


Start 


1 


End 


722 


Name 


OJ991226 45.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


1 


End 


722 


GI 


none 


Score 


.85 


Exons 


1..236, 356. .376, 668. .722 






Seq. No. 


51792 


Seq. ID 


OJ991226_45.0419.C29 


Gene No. 


109621 


Strand 


+ 


Start 


1 


End 


2516 


Name 


OJ991226 45.0419.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2516 


GI 


267421 


Score 


233 


Exons 


1..21, 1624. .1753, 1885. .2079, 2198. .2283, 2484. .2516 



GI Descrip. DNA-REPAIR PROTEIN COMPLEMENTING XP-G CELLS H0M0L0G (XERODERMA 
PIGMENTOSUM GROUP G COMPLEMENTING PROTEIN HOMOLOG) 
gi| 422627 |pir | | S35994 DNA repair protein XPGC - African clawed 
frog gi|312433|emb|CAA4 9597| (X69977) XP-G related factor 



53070 



[Xenopus laevis] 

Seq. No. 51792 

Gene No. 109621 

Start 1 

Name OJ991226_4 5 . 0419 -C29 . ol . gs 

Start 140 

GI none 

Exons 140.. 1753, 1885.. 2079, 2132. 



Seq. ID OJ991226_45.0419.C29 

Strand + 

End 2516 

Method GENSCAN 

End 2283 

Score .79 
.2283 



Seq. No. 51792 

Gene No. 109621 

Start 1 

Name OJ991226_4 5 . 0419 .C29 . ol . tw 

Start 302 

GI none 

Exons 302.. 601, 302.. 430, 382.-597, 
599. .709 



Seq. ID OJ991226_45.0419.C29 

Strand + 

End 2516 

Method TBLASTX : Wheat 

End 709 

Score 397 

387. .602, 572. .709, 594. .695, 



Seq. No. 51792 

Gene No. 109621 

Start 1 

Name OJ991226_45 . 0419 . C29 . ol . ts 

?a Start 1637 

==* GI none 

Q Exons 1637.. 1765, 1681.. 1764, 1849. 



f u 



Seq. No. 51793 

Gene No. 109622 

Start 3758 

Name OJ991226_45 . 0419 .C30 . ol . ts 

Start 263 

GI none 

Exons 263.. 382, 264.. 401, 905.. 994, 

Seq. No. 51793 

Gene No. 109622 

Start 3758 

Name . OJ991226_45 . 04 19 . C30 . ol . tm 

Start 2398 

GI none 

Exons 2398.. 2472, 2399.. 2473, 2400. 

2584. .2676, 2584. .2673, 2693. 
2756.-2824, 2758. .2847 



Seq. ID OJ991226_45.0419.C29 

Strand + 

End 2516 

Method TBLASTX : Soybean 

End 2004 

Score 114 

.2004, 1882. .1959, 1883. .2002 

Seq. ID OJ991226_45.0419.C30 

Strand + 

End 8332 

Method TBLASTX : Soybean 

End 1004 

Score 193 

909. .1004 

Seq. ID OJ991226_45.0419.C30 

Strand + 

End 8332 

Method TBLASTX : Mai ze 

End 2848 

Score 81 

.2492, 2476. .2595, 2482. .2583, 
.2776, 2719. .2769, 2756.-2848, 



Seq. No. 51793 

Gene No. 109622 

Start 3758 

Name OJ991226_45 . 04 19 . C30 . o2 . gs 

Start 3758 

GI none 

Exons 3758.. 3847, 3947.. 4084, 6308. 

Seq. No. 51793 

Gene No. 109622 

Start 37 58 

Name OJ99122 6_4 5 . 04 19 . C30 . o2 . np 



Seq. ID OJ991226_45.0419.C30 

Strand + 

End 8332 

Method GENSCAN 

End 8329 

Score . 8 

.6354, 6678.-6852, 8168. .8329 

Seq. ID OJ991226_45.0419.C30 

Strand .+ 

End 8332 

Method AAT/NAP 



53071 



Start 4352 End 6888 

GI 7485196 Score 465 

Exons 4352.-4428, 4734. .4808, 4940. .5013, 5614. .5657, 6308.. 6354, 

6678.-6888 

GI Descrip. hypothetical protein - Arabidopsis thaliana 



Seq. No. 51793 Seq. ID 

Gene No. 109622 Strand 

Start 3758 End 

Name OJ991226_45 . 0419. C30 . ol . tc Method 

Start 6747 End 

GI none Score 

Exons 6747.. 6854, 6748.. 6855, 8168.. 8332 



OJ991226_45.0419.C30 
+ 

8332 

TBLASTX: Cress 

8332 

144 



Seq. No. 51793 Seq. ID 

Gene No. 109622 Strand 

Start 3758 End 

Name OJ991226_4 5.0419. C30 . o3 . np Method 

Start 7310 End 

GI 5852084 Score 

Exons 7310.. 7426 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ991226_45.0419.C30 
+ 

8332 
AAT/NAP 
7426 
72 



Seq. No. 51794 Seq. ID 

Gene No. 109623 Strand 

Start 691 End 

Name OJ99122 6_4 5 . 04 19 . C31 . ol . gs Method 

Start 691 End 

GI none Score 
Exons 



OJ991226_45.0419.C31 
+ . 

3353 
GENS CAN 
3353 
.58 



691. .739, 911. .1097, 1291. .1442, 2414. .2475, 2747. .2853, 
2878. .3049, 3145. .3353 



y Seq. No. 

Gene No. 

3 Start 

1 Name 

" 4 Start 

Z GI 

J Exons 



51795 Seq. ID 

109624 Strand 

280 End 
OJ9?1226_45 . 04 19 . C32 . ol . gs Method 

280 End 

none Score 
280. .489 



OJ991226_45.0419.C32 
+ 

489 

GENSCAN 

489 

.68 



Seq. No. 51796 Seq. ID 

Gene No. 109625 Strand 

Start 69 End 

Name OJ99122 6_45 . 0419. C33 . ol . gs Method 

Start 69 End 

GI none Score 
Exons 



OJ991226_45.0419.C33 
+ 

4507 
GENSCAN 
4017 
.89 



69.-257, 383. .412, 2088. .2149, 2571. .2640, 3001. .4017 



Seq. No. 51796 Seq. ID 

Gene No. 109625 Strand 

Start 69 End 

Name OJ991226_45 . 0419 .C33 . ol . ts Method 

Start 2064 End 

GI none Score 
Exons 



OJ991226_45.0419.C33 
+ 

4507 

TBLASTX: Soybean 

3507 

75 



2064. .2150, 2085. .2150, 2575. .2640, 2998. .3069, 3066. .3164, 
3066. .3506, 3067. .3507 



53072 



# • 



Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


\jQX\Q NO. 






Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2087 




End 


3207 


GI 


none 




Score 


64 


Exons 


2087.. 2128, 2088.. 2126, 


2998. 


.3072, 3070.. 3207, 3081.. 3206 


Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


Gene No. 


109625 




Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.ol 


.np 


Method 


AAT/NAP 


O L.O.L L. 


2088 




End 


4507 


GI 


7486189 




Score 


1229 


Exons 


2088. .2151, 2573. .2640, 


3001. 


.4160, 4389.. 4507 


GI Descrip. 


hypothetical protein F26C24.4 


- Arabidopsis thaliana 




gi|3252807|gb|AAC24177. 


11 (AC004705) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


Gene No. 


109625 




Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.ol 


• gp 


Method 


AAT/GAP 


Start 


2596 




End 


3344 


GI 


2431342 




Score 


718 


Exons 


2596. .2640, 3001. .3344 








GI Descrip. 


3252807 1.0e-38 (AC004705) hypothetical protein [Arabidopsi; 




thaliana] 








Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


oene no ■ 


109625 




Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3067 




End 


3348 


GI 


none 




Score 


352 


Exons 


3067.. 3348, 3067.. 3336, 


3087. 


.3344 




Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


belle NO . 


109625 




Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3067 




End 


3462 


GI 


none 




Score 


481 


Exons 


3067.. 3441, 3075.. 3410, 


3079. 


.3462 




Seq. No. 


51796 




Seq. ID 


OJ991226_45.0419.C33 


Liene no . 


109625 




Strand 


+ 


Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3211 




End 


3644 


GI 


none 




Score 


264 


Exons 


3211. .3432, 3213. .3431, 


3468. 


.3644, 34S 


I7/V-3633 


Seq. No. 


51796 




Seq. ID 


OJ991226__45.0419.C33 


Gene No. 


109625 




Strand 




Start 


69 




End 


4507 


Name 


OJ991226 45.0419.C33.ol 


. tm 


Method 


TBLASTX: Maize 



53073 



Start 


3464 








End ■ 


4507 




GI 


none 








Score 


486 




Exons 


3464. .4000, 


3469 


. .4053, 


3469. 


.4014, 3930. .4085, 


4015. .4161, 




4016. .4162, 


4016 


. .4162, 


4017. 


.4193, 4384. .4506, 


4386. .4505, 




4388. .4507, 


4388 


. .4507 










Seq. No. 


51796 








Seq. ID 


OJ991226 


_45.0419.C33 


Gene No. 


109625 








Strand 


+ 




OtarL 










End 


4507 




Name 


OJ991226 45. 


0419 


.C33.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3529 








End 


4067 




GI 


none 








Score 


123 




Exons 


3529. .3741, 


3546 


. .3653, 


3684. 


.3857, 37* 


34. .3879, 


3880. .3927, 




4016. .4066, 


4017 


. .4067 










Seq. No. 


51796 








Seq. ID 


OJ991226 


_45.0419.C33 


Gene No. 


109625 








Strand 


+ 




Start 


69 








End 


4507 




Name 


O TQQ1 99fi 


Dd 1 Q 


.C33.o2. 


gp 


Method 


AAT/GAP 




Start 


3696 








End 


4166 




GI 


3061088 








Score 


897 




Exons 


3696. .4166 














GI Descrip. 


3252807 l.Oe 


-28 


(AC004705) hypothetical protein 


[Arabidopsi 




thaliana] 














Seq. No. 


51796 








Seq. ID 


OJ991226 


_45.0419.C33 


Gene No. 


109625 








Strand 


+ 




Start 


69 








End 


4507 




Name 


n TQQ1 99£ A ^ 


OA 1 Q 


.C33.o2. 


tw 


Method 


TBLASTX: 


i/vnea c 


Start 


3874 








End 


4476 




GI 


none 








Score 


131 




Exons 


3874. .3960, 


3887 


. .3961, 


3958. 


.4053, 3964.. 4008, 


4015. .4161, 




4016. .4162, 


4016 


. .4162, 


4017. 


.4193, 4386.. 4475, 


4387. .4476, 




4388. .4474 














Seq. No. 


51797 








Seq. ID 


OJ991226 


_45.0419.C34 


uene ino . 


i n q £9 £ 








Strand 






Start 


7 








End 


1063 




Name 


OJ991226 45. 


0419 


.C34 .ol. 


gs 


Method 


GEN SCAN 




Start 


7 








End 


1063 




GI 


none 








Score 


.6 




Exons 


7.. 139, 1021 


. .1063 










Seq. No. 


51798 








Seq. ID 


OJ991226 


_45.0419.C36 


(jene wo . 


1 n G£9'7 








Strand 


+ 




Start 


18 








End 


271 




Name 


OJ991226 45. 


0419 


.C36.ol. 


gs 


Method 


GEN SCAN 




Start 


18 








End 


271 




GI 


none 








Score 


.56 




Exons 


18. .47, 161. 


.271 












Seq. No. 


51798 








Seq. ID 


OJ991226 


_45.0419.C36 


Gene No. 


109628 








Strand 


+ 




Start 


319 








End 


896 




Name 


OJ991226 45. 


0419 


.C36.ol. 


gp 


Method 


AAT/GAP 




Start 


319 








End 


896 




GI 


4715133 








Score 


1129 





53074 



Exons 



319. .896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51798 

109629 

1 

OJ991226_45.0419.C36.ol.np 
1 

3915635 



Seq. ID OJ.991226_45.0419.C36 
Strand 

End 2164 

Method AAT/NAP 

End 2164 

Score 132 



1..77, 1372. .1425, 1504. .1798, 1930. .2164 

CYCLIN DELTA- 1 gi | 2995130 | emb | CAA58285 I (X83369) cyclin delta-1 
[Arabidopsis thaliana] 



51798 

109629 

1 

OJ991226_4 5.0419.C36.o2.gs 

986 

none 



Seq. ID OJ991226_45.0419.C36 
Strand 

End 2164 

Method GENSCAN 

End 2016 

Score .77 



986. .1192, 1304. .1795, 1855. .2016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
:z Gene No. 
^ Start 

Name 

Start 

GI 

Exons 



51799 

109630 

394 

OJ991226_45.0419.C39.ol.gs 

394 

none 

394. .495, 657. .811 



Seq. ID OJ991226_45.0419.C39 

Strand + 

End 811 

Method GENSCAN 

End 811 

Score .55 



51800 
109631 
69 

OJ991226_45.0419.C41.ol.np 
69 

6907106 
69. .701, 776. .963 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991226_45.0419.C41 

Strand + 

End 1167 

Method AAT/NAP 

End 963 

Score 416 



51800 

109631 

69 

OJ991226_45.0419.C41.ol.gs 

120 

none 

120. .542 



Seq. ID OJ991226_45.0419.C41 

Strand + 

End 1167 

Method GENSCAN 

End 542 

Score .85 



Seq. No. 51800 

Gene No. 109631 

Start 69 

Name OJ991226_45. 0419.C41 .ol .gp 

Start 150 

GI 6547_2.R1084 

Exons 150.. 1167 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 6.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ991226_45.0419.C41 

Strand + 

End 1167 

Method AAT/GAP 

End 1167 

Score 1628 



Seq. No. 



51800 



Seq. ID OJ991226 45.0419.C41 



53075 





Gene No. 


109632 


Strand 


+ 




Cf art 


3174 


FnH 


364 3 

O D *i «J 




Name 


OJ991226 45.0419.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 92 


End 


866 




GI 


none 


Score 


142 




Exons 


492. .728, 515. .748, 517. .639, 


714. .737 


, 717. .755, 720. .746, 






800. .865, 811. .864, 819. .866 








Seq. No. 


51800 


Seq. ID 


OJ991226_45.0419.C41 










-j. 




Start 


3174 


End 


3643 




Name 


OJ991226 45.0419.C41.o2.gs 


Method 


GEN SCAN 




Start 


3174 


End 


3643 




GI 


none 


Score 


.61 




Exons 


3174. .3217, 3529. .3643 








Seq. No. 


51801 


Seq. ID 


OJ991226_45.0419.C42 






109633 


Strand 






Start 


294 


End 


1666 




Name 


OJ991226 45.0419.C42.ol.gs 


Method 


GENSCAN 




Start 


294 


End 


1642 




GI 


none 


Score 


.89 




Exons 


294. .376, 776. .981, 1086. .1642 






Seq. No. 


51801 


Seq. ID 


OJ991226_45.0419.C42 




Gene No. 


109633 


Strand 




Cil 


Start 


294 


End 


1666 


i y 


Name 


OJ991226 45.0419.C42.ol.np 


Method 


AAT/NAP 


r ~ 


Start 


772 


End 


1666 


la 


GI 


6503010 


Score 


305 




Exons 


772. .981, 1071. .1201, 1322. .1666 




? : : 


GI Descrip. 


(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 




Seq. No. 


51801 


Seq. ID 


OJ991226_45.0419.C42 




OCUC IMKJ . 


109633 


Strand 






Start 


294 


End 


1666 


ll 


Name 


OJ991226 45.0419.C42.ol.tc 


Method 


TBLASTX: Cress 


r - 


Start 


774 


End 


1162 




GI 


none 


Score 


97 




Exons 


774. .986, 775.-876, 948. .989, 


1067. .1162, 1068. .1160 




Seq. No. 


51801 


Seq. ID 


OJ991226_45.0419.C42 




CanQ Mo 
OC1 1C Vt\J . 


109633 


Strand 






Start 


294 


End 


1666 




Name 


OJ991226 45.0419.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


1127 


End 


1322 




GI 


none 


Score 


186 




Exons 


1127. .1318, 1128. .1322 








Seq. No. 


51802 


Seq. ID 


OJ991226_45.0419.C44 




Gene No. 


109634 


Strand 


+ 




Start 


54 


End 


464 




Name 


OJ991226 45.0419.C44.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


464 




GI 


none 


Score 


.87 




Exons 


54. .464 







53076 



Seq. No. 51803 

Gene No. 109635 

Start 1 

Name OJ991226_45 . 04 19 . C47 . ol . np 

Start 1* 

GI 4680338 

Exons 1. .704 

GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method AAT/NAP 

End 704 

Score 572 



Seq. No. 51803 Seq. ID OJ991226_4 5 . 04 19 . C47 

Gene No. 109635 Strand + 

Start 1 End 721 

Name OJ991226_45 . 0419. C47 . ol . tm Method TBLASTX : Maize 

Start 6 End 692 

GI none Score 70 

Exons 6.-98, 135. .311, 140. .313, 329. .385, 330. .413, 429. .692, 
429. .686, 437. .691 



Seq. No. 51803 

Gene No. 109635 

Start 1 

Name OJ991226_45 . 0419 . C47 . ol . tw 

Start 6 

GI none 

Exons 6. .74, 140. .292, 141. .293 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method TBLASTX : Wheat 

End 293 

Score • 7 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51803 

109635 

1 

OJ991226_45.0419.C47.ol.ts 
6 

none 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method TBLASTX : Soybean 

End 692 

Score 71 



6. .98, 135. .314, 143. .304, 330. .413, 341. .385, 429. .692, 
437. .691 



Seq. No. 51803 

Gene No. 109635 

Start 1 

Name OJ991226_45 . 0419 . C47 . o2 . tc 

Start 9 

GI none 

Exons 9.. 89, 135.. 314, 140.. 292 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method TBLASTX: Cress 

End 314 

Score 65 



Seq. No. 51803 

Gene No. 109635 

Start 1 

Name OJ991226_45 . 0419 . C47 . ol . gs 

Start 50 

GI none 

Exons 50.. 721 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method GEN SCAN 

End 721 

Score .93 



Seq. No. 51803 

Gene No. 109635 

Start 1 

Name OJ991226_4 5 . 0419 . C47 . ol . tc 

Start 330 

GI none 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method TBLASTX: Cress 

End 707 

Score 72 



53077 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
fj Start 

■3 GI 
:!? Exons 

y Seq. No. 
\j Gene No. 
J Start 

Name 
1,1 Start 
- GI 

Exons 
!3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



330. .413, 429. .707,. 437. .628 

51803 

109635 

1 

OJ991226_45.0419.C47.o2.tw 

330 

none 

330. .413, 423.-596, 612. .689 



Seq. ID OJ991226_45.0419.C47 

Strand + 

End 721 

Method TBLASTX : Wheat 

End 68 9 

Score 70 



51804 
109636 
1 

OJ991226_4 5.0419.C54 .ol.np 
1 

4680186 

1..41, 895. .1052, 1674. .1696 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991226_45.0419.C54 
Strand 

End 1696 

Method AAT/NAP 

End 1696 

Score 181 



51804 

109636 

1 

OJ991226_45.0419.C54 .ol.gs 

460 

none 

460. .563, 867. .1064 



Seq. ID OJ991226_45.0419.C54 
Strand 

End 1696 

Method GENSCAN 

End 1064 

Score .58 



51805 
109637 
1 

OJ991226_4 5. 0419. C55. ol.np 
1 

7340884 
1..36, 348.-754 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. ID OJ991226_45.0419.C55 

Strand + 

End 7 54 

Method AAT/NAP 

End 754 

Score 186 



51805 

109637 

1 

OJ991226_4 5.0419.C55.ol.gs 

121 

none 

121. .408, 463. .572 

51805 

109637 

1 

OJ991226_45.0419.C55.ol.tm 

453 

none 



Seq. ID OJ991226_45.0419.C55 

Strand + 

End 754 

Method GENSCAN 

End 572 

Score .68 



Seq. ID OJ991226_45.0419.C55 

Strand + 

End 754 

Method TBLASTX : Mai ze 

End 754 

Score 67 



453. .512, 473. .517, 519. .746, 530. .754 



51806 

109638 

1 

OJ991226_45.0419.C58.ol.np 



Seq. ID OJ991226_45.0419.C58 

Strand 

End 882 

Method AAT/NAP 



53078 




Start 1 End 882 

GI 133435 Score 146 

Exons 1..30, 730. .882 

GI Descrip. DNA-DIRECTED RNA POLYMERASE BETA 1 CHAIN gi | 66983 I pir | | RNRZC1 
DNA-directed RNA polymerase (EC 2.7.7.6) beta'-l chain - rice 
chloroplast gi | 11972 | emb | CAA33987 | (X15901) RNA polymerase beta 1 
subunit-1 [Oryza sativa] gi | 226690 | prf || 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 



Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No. 


109639 






Strand 


+ 




otiar u 


1 






End 


735 




Name 


OJ991226 45 


.0419.C59. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


708 




GI 


4680501 






Score 


552 




Exons 


1. .708 












GI Descrip. 


(AF119222) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No . 


109639 






Strand 


+ 




Start 


1 






End 


735 




Name 


OJ991226 45 


.0419.C59. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


4 






End 


735 




GI 


none 






Score 


80 




Exons 


4.. 99, 151.. 


.327, 156. 


"D O O 

. iz9, 


340. .423, 340. .402, 345. .425, 






430. .735, 441. .704 










Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No . 


109639 






Strand 


+ 




Start 


1 






End 


735 




Name 


OJ991226 45 


.0419. C59. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


4 






End 


309 




GI 


none 






Score 


87 




Exons 


4. .96, 111. 


.308, 115. 


. 309 








Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No . 


109639 






Strand 


+ 




Start 


1 






End 


735 




Name 


OJ991226 45 


.0419. C59. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


4 






End 


735 




GI 


none 






Score 


83 




Exons 


4. .99, 151. 


.330, 195. 


.320, 


331. .423, 340. .423, 430. .735, 






441. .704 












Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No. 


109639 






Strand 


+ 




Start 


1 






End 


735 




Name 


OJ991226 45 


.0419. C59. 


ol .gs 


Method 


GENS CAN 




Start 


92 






End 


726 




GI 


none 






Score 


.44 




Exons 


92. .726 












Seq. No. 


51807 






Seq. ID 


OJ991226_45.0419. 


C59 


Gene No." 


109639 






Strand 


+ 




Start 


1 






End 


735 




Name 


OJ991226 45 


.0419. C59. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


313 






End 


705 





53079 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

313. .408, 427. .600, 613. .705 

51807 

109639 

1 



Score 



63 



Seq. ID OJ991226_45.0419.C59 
Strand + 
End 735 



OJ99122 6_4 5 . 04 19 . C59 . ol . tc Method TBLASTX : Cress 

340 End 707 

none Score 7 5 
340. .423, 432. .707, 433. .705 

51808 
109640 
350 

OJ991226 45.0419.C60.ol.gs Method GENSCAN 



Seq. ID OJ991226_45.0419.C60 
Strand 

End 915 



350 End 915 

none Score . 94 

350. .585, 609. .719, 855. .915 

51809 
109641 
1 

OJ991226_45.0419.C61.ol.np Method AAT/NAP 



Seq. ID OJ991226_45.0419.C61 
Strand + 
End 17 9 



End 
Score 



179 
135 



6069653 
1. .179 

(AP000616) hypothetical protein [Oryza sativa] 

51810 Seq. ID OJ991226_45 . 04 1 9 . C63 

109642 Strand 

361 End 675 

OJ991226_45 . 0419 . C63 . ol . gp Method AAT/GAP 

361 End 675 

3409_1.R1084 Score 597 

361. .675 

1 3281868/emb | CAA19764 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991226_45.0419.C63 
Strand 

End 1513 



Seq. No. 51810 

Gene No. 109643 

Start 1005 

Name OJ991226_4 5.0419. C63 . ol . ts Method TBLASTX : Soybean 

Start 990 End 1512 

GI none Score 97 

Exons 990. .1301, 1027. .1203, 1308. .1385, 1308. .1391, 1392. .1511, 
1411. .1512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51810 

109643 

1005 



Seq. ID OJ991226_45.0419.C63 
Strand 

End 1513 



OJ99122 6_4 5.0419. C63 . ol . gs Method GENSCAN 



1005 
none 

1005. .1437 



End 
Score 



1437 
. 6 



Seq. No. 
Gene No. 



51810 
109643 



Seq. ID OJ991226_45.0419.C63 
Strand 



53080 



Start 
Name 
Start 
GI 

Exons 



1005 End 

OJ991226_4 5 . 04 1 9 . C63 . ol . tm Method 

1008 End 

none Score 



1513 

TBLASTX: Maize 

1511 

102 



1008. .1301, 1018. .1203, 1308. .1391, 1308. .1391, 1402.. 1506, 
1404. .1511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

"if Seq. No. 

Gene No. 
Cn Start 
f U Name 

Start 

hi « 

18 z Exons 



51810 

109643 

1005 

OJ991226_45.0419.C63.ol.tc 

1015 

none 



Seq. ID OJ991226_45.0419.C63 
Strand 

End - 1513 

Method TBLASTX: Cress 

End 1418 

Score 94 



1015. .1227, 1026. .1298, 1308. .1418, 1311. .1379 



51810 
109643 
1005 

OJ991226_45.0419.C63.ol.np 
1023 
4680501 
1023. .1513 

(AF119222) hypothetical protein [Oryza sativa] 



Seq. ID OJ991226_45.0419.C63 
Strand 

End 1513 

Method AAT/NAP 

End 1513 

Score 449 



51810 

109643 

1005 

OJ991226_45.0419.C63.ol.tw 

1026 

none 

1026. .1115, 1131. .1304, 1302. 



Seq. ID OJ991226_45.0419.C63 
Strand 

End 1513 

Method TBLASTX : Wheat 

End 1385 

Score 65 
.1385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51811 

109644 

49 

OJ991226_45.0419.C64 .ol.gs 
49 

none 



Seq. ID OJ991226_45.0419.C64 

Strand + 

End 1658 

Method GENS CAN 

End 1658 

Score .44 



49. .222, 1124. .1251, 1497. .1658 



51812 
109645 
26 

OJ991226_45.0419.C73.ol.np 
26 

4680500 
26. .754, 1216. .1240 

(AF119222) hypothetical protein [Oryza sativa] 



Seq. ID OJ991226_45.0419.C73 
Strand 

End 1240 

Method AAT/NAP 

End 1240 

Score 551 



51812 

109645 

26 

OJ991226_45.0419.C73.ol.tm 
26 

none 



Seq. ID OJ991226_45.0419.C73 
Strand 

End 1240 

Method TBLASTX : Mai ze 

End 1161 

Score 115 



26. .298, 27. .227, 311. .382, 311. .394, 324. .389, 405. .548, 
407. .568, 634. .729, 970. .1161, 971. .1144, 1064. .1123 



53081 



Seq. No. 


51812 




Seq. ID 


OJ991226_45.0419.C73 


UCIlC l\VJ ■ 










Start 


26 




End 


1240 


Name 


OJ991226 45.0419.C73.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


26 




End 


729 


GI 


none 




Score 


105 


Exons 


26. .298, 27. .203, 311.. 


394, 


324. .386, 


407. .568, 414. .554, 




634. .729 








Seq. No. 


51812 




Seq. ID 


OJ991226_45.0419.C73 


ucnc in \J . 


109645 




Strand 




Start 


26 




End 


1240 


Name 


OJ991226 45.0419.C73.o2 


. np 


Method 


AAT/NAP 


Start 


26 




End 


1240 


GI 


4680341 




Score 


546 


Exons 


26. .762, 1218. .1240 








GI Descrip. 


(AF128457) hypothetical 


protein [Oryza 


sativa subsp. indica 




S 1 ft 1 9 




oeq. id 




Gene No. 


109645 




otrana 




Start 


26 






1240 


Name 


OJ991226 45.0419.C73.ol 


. tw 


LYietinoQ 


TBLASTX: Wheat 


Start 


26 




hna 


421 


GI 


none 




Score 


72 


Exons 


26. .115, 131. .304, 326. 


A O 1 






O t3 q • LN U . 


SI ft 1 9 




Seq. ID 


O.TQQ1996 4 S 041Q Cl^K 


Gene No. 


109645 




Strand 




Start 


26 




End 


1240 


Name 


OJ991226 45.0419.C73.ol 


,tc 


Method 


TBLASTX: Cress 


Start 


26 




End 


424 


GI 


none 




Score 


84 


Exons 


26. .298, 27. .227, 311.. 


424, 


314. .394 




Con NTr\ 
o c q • LN \J . 


M ft 1 9 




Seq. ID 




Gene No. 


109645 




Strand 




Start 


26 




End 


1240 


Name 


OJ991226 45.0419.C73.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


425 




End 


777 


GI 


none 




Score 


133 


Exons 


425. .565, 426. .566, 637 


. .777 






Seq. No. 


51813 




Seq. ID 


OJ991226_45.0419.C74 




109646 




Strand 




Start 


1 




End 


2015 


Name 


OJ991226 45.0419.C74.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2015 


GI 


4680500 




Score 


445 


Exons 


1..28, 1432. .2015 








GI Descrip. 


(AF119222) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51813 




Seq. ID 


OJ991226_45.0419.C74 


Gene No. 


109646 




Strand 


+ 


Start 


1 




End 


2015 


Name 


OJ991226 45.0419.C74.ol 


. gs 


Method 


GENSCAN 


Start 


991 




End 


1965 



53082 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
^ Name 
^ Start 

y gi 

in Exons 



Seq. No. 
^ Gene No. 
Q Start 
fU Name 

Start 

h GI 
Tl Exons 

-a 

Seq. No. 
*3 Gene No. 
fi Start 

Name 
" Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

991. .1965 

51813 

109646 

1 

OJ991226_45, 

1062 

none 

1062. .1136, 
1384. .1515, 

51813 

109646 

1 

OJ991226_45. 

1423 

none 

1423. .1503, 

51813 

109646 

1 

OJ991226_45. 

1426 

none 

1426. .1521, 
1968. .2012 

51813 

109646 

1 

OJ991226_45. 

1777 

none 

1777. .1860, 

51813 

109646 

1 

OJ991226_45. 

1777 

none 

1777. .1860, 

51814 

109647 

1074 

OJ991226_45. 

1074 

none 

1074. .1148 

51815 

109648 

1 

OJ991226 45. 



Score 



,74 



0419.C74.ol.tm 



1075.. 1134, 1080. 
1386. .1514, 1438. 



0419.C74.ol.tw 



Seq. ID OJ991226_45.0419.C74 

Strand + 

End 2015 

Method TBLAS TX : Ma i z e 

End 1736 

Score 64 

.1274, 1146. .1280, 1147. .1281, 
.1518, 1578. .1736, 1579. .1734 

Seq. ID OJ991226_45.0419.C74 

Strand + 

End 2015 

Method TBLAS TX : Wheat 

End 1746 

Score 72 



1573. .1740, 1576. .1746, 1590. .1745 

Seq. ID OJ991226_45.0419.C74 

Strand + 

End 2015 

04 1 9 . C74 . ol . ts Method TBLAS TX : Soybean 

End 2013 

Score 75 

1549. .1767, 1647. .1754, 1756. .1860, 1876. .2013, 



Seq. ID OJ991226_45.0419.C74 

Strand + 

End 2015 

0419.C74.ol.tc Method TBLASTX : Cress 

End 2007 

Score 77 

1876. .2007 

0419. C74.o2. tin 
17.97.. 1850, 1876. 

0419.C75.ol.gs 



Seq. ID OJ991226_45.0419.C74 

Strand + 

End 2015 

Method TBLASTX: Maize 

End 2013 

Score 92 
.2013, 1974. .2012 

Seq. ID OJ991226_45.0419.C75 
Strand 

End 1148 

Method GENSCAN 

End 1148 

Score .58 



0419.C87.ol.np 



Seq. ID OJ991226_45.0419.C87 
Strand 

End 833 

Method AAT/NAP 



53083 



Start 1 End 833 

GI 7228457 Score 1145 

Exons 1..220, 343.-833 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


51815 








Seq. ID 


OJ991226_45.0419. 


C87 


Gene No. 


109648 








Strand 






Start 


1 








End 


833 




Name 


OJ991226 


_45.0419.C87 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


98 








End 


385 




GI 


none 








Score 


51 




Exons 


98. .385, 


291. .347 












Seq. No. 


51815 








Seq. ID 


OJ991226_45.0419. 


C87 


Gene No. 


109648 








Strand 






Start 


1 








End 


833 




Name 


OJ991226 


_45.0419.C87 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


149 








End 


519 




GI 


none 








Score 


83 




Exons 


149. .379, 


376. .519, 


377 


. .502 








Seq. No. 


51815 








Seq. ID 


OJ991226_45.0419. 


C87 


Gene No. 


109648 








Strand 






Start 


1 








End 


833 




Name 


OJ991226 


45.0419.C87 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


272 








End 


655 




GI 


none 








Score 


201 




Exons 


272. .382, 


370. .654, 


371 


. .655 








Seq. No. 


51815 








Seq. ID 


OJ991226_45.0419. 


C87 


Gene No. 


109648 








Strand 






Start 


1 








End 


833 




Name 


OJ991226 


45.0419.C87 


.ol 


.gs 


Method 


GENSCAN 




Start 


328 






End 


779 




GI 


none 








Score 


.42 




Exons . . 


328. .779 














Seq. No. 


51815 








Seq. ID 


OJ991226_45.0419. 


C87 


Gene No. 


109648 








Strand 






Start 


1 








End 


833 




Name 


OJ991226 


45.0419.C87 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


394 








End 


813 




GI 


none 








Score 


245 




Exons 


394. .813, 


407. .811 












Seq. No. 


51816 








Seq. ID 


OJ991226_45.0419. 


C88 


Gene No. 


109649 








Strand 






Start 


1 








End 


477 




Name 


OJ991226 


45.0419.C88 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


453 




GI 


7488960 








Score 


143 





Exons 1..63, 192.. 453 

GI Descrip. cytochrome P450 (CYP72C) - Madagascar periwinkle (fragment) 

gi I 404690 | gb |AAA17746.1| (L19075) cytochrome P450 [Catharanthus 
roseus] 



53084 




Seq. No. 


olo lb 




Seq. ID 


OJ991226 


_45. 


0419 


r* O O 

. Coo 


Gene No. 


109649 




Strand 










Start 


1 




End 


477 








Name 


OJ991226 45.0419.C88.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


177 




End 


4 / / 








GI 


none 




Score 


249 








Exons 


177. .305, 193. .477, 196. 


.477 












Seq. No. 


ci on 

bio 1 7 




Seq. ID 


OJ991226_ 


_45. 


0419 


. Co y 


Gene No. 


109650 




Strand 


- 








Start 


62 




End 


393 








Name 


OJ991226 45.0419.C89.ol. 


gs 


Method 


GENSCAN 








Start 


62 




End 


393 








GI 


none 




Score 


D A 








Exons 


62. .244, 315. .393 














Seq. No. 


51818 




Seq. ID 


OJ991226 


_45. 


0419 


.C95 


Gene No . 


xu y 001 




Strand 


+ 








Start 


21 




End 


1030 








Name 


OJ991226 45.0419.C95.ol. 


np 


Method 


AAT/NAP 








Start 


21 




End 


1030 








GI 


6907088 




Score 


506 








Exons 


21. .158, 334. .579, 1013. 


.1030 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


51818 




Seq. ID 


OJ991226_ 


_45. 


0419 


.C95 


Gene No . 


luyooi 




Strand 


+ 








Start 


21 




End 


1030 








Name 


OJ991226 45.0419.C95.o2. 


np 


Method 


AAT/NAP 








Start 


702 




End 


1030 








GI 


6069659 




Score 


3 0 








Exons 


702. .832, 1002. .1030 














GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


oiy iy 




Seq. ID 


OJ991226_ 


_45. 


0419 


. c y b 


Gene No. 


109652 




Strand 


- 








Start 


572 




End 


915 








Name 


OJ991226 45.0419.C96.ol. 


gs 


Method 


GENSCAN 








Start 


572 




End 


915 








GI 


none 




Score 


.43 








Exons 


572. .915 














Seq. No. 


51820 




Seq. ID 


OJ991226_ 


_45. 


0419, 


. C10' 


Gene No. 


109653 




Strand 


+ 








Start 


53 




End 


980 








Name 


OJ991226 45.0419.C104.ol 


.gs 


Method 


GENSCAN 








Start 


53 




End 


980 








GI 


none 




Score 


.58 








Exons 


53. .264, 781. .980 














Seq. No. 


51820 




Seq. ID 


OJ991226_ 


_45. 


0419, 


.C10- 


Gene No. 


109654 




Strand 










Start 


1 




End 


387 








Name 


OJ991226 45.0419.C104.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


387 








GI 


7488319 




Score 


79 









53085 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..218, 337. .387 

RNA-directed DNA polymerase homolog T13L16.7 
thaliana (fragment) 



Arabidopsis 



51820 

109655 

817 

OJ991226_45.0419.C104 .ol.tm 
6 

none 



Seq. ID OJ991226_45.0419.C104 
Strand 

End 1032 

Method TBLASTX : Mai ze 

End 216 

Score 69 



6. .215, 25. .216, 27. .179, 49. .216 



51820 

109655 

817 

OJ991226_45.0419.C104.ol.tw 
24 

none 

24. .212, 70. .216 



Seq. ID OJ991226_45.0419.C104 
Strand 

End 1032 

Method TBLASTX : Wheat 

End 216 

Score 58 



51820 
109655 
817 

OJ991226_45.0419.C104 .ol.gp 
817 

5039082 
817. .1032 

461812/sp|Q05047 |CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi 445604 prf 1909351A cytochrome P450 [Catharanthus roseus] 



Seq. ID OJ991226_45.0419.C104 
Strand 

End 1032 

Method AAT/GAP 

End 1032 

Score 332 



51821 

109656 

182 

OJ991106_41.0419.Cl.ol.gs 

182 

none 

182. .342 



Seq. ID OJ991106_41.0419.C1 

Strand + 

End 342 

Method GENSCAN 

End 342 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51821 
109657 
677 

OJ991106_41.0419.Cl.ol.np 
677 

5852093 
677. .783, 2005. .2035 
(AL117264) zwh!6.1 [Oryza sativa] 



Seq. ID OJ991106_41.0419.C1 

Strand + 

End 2035 

Method AAT/NAP 

End 2035 

Score 67 



51822 

109658 

209 

OJ991106_41.0419.C2.ol.gs 

209 

none 

209. .359, 624. .670 



Seq. ID OJ991106_41.0419.C2 

Strand + 

End 67 0 

Method GENSCAN 

End 670 

Score .57 



53086 



Seq. No. 


51823 


Seq. ID 


OJ991106_41.0419.C4 


Gene No. 


109659 


Strand 


+ 


Start 


291 


End 


578 


Name 


OJ991106 41.0419.C4.ol.gs 


Method 


GENSCAN 


Start 


291 


End 


578 


GI 


none 


Score 


.53 


Exons 


291. .578 






Seq. No. 


51824 


Seq. ID 


OJ991106 41. 0419. C5 


Gene No. 


109660 


Strand 


- 


Start 


399 


End 


3467 


Name 


OJ991106 41.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


399 


End 


3467 


GI 


none 


Score 


.72 


Exons 


399. .715, 800. .866, 953. .1033, 


1609. .1 


316, 2337. .2502, 




2990. .3467 






Seq. No. 


51824 


Seq.. ID 


OJ991106_41.0419.C5 


Gene No. 


109660 


Strand 




Start 


399 


End 


3467 


Name 


OJ991106 41.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


432 


End 


3333 


GI 


5668787 


Score 


1144 


Exons 


432. .725, 800. .866, 953. .1033, 


1255. .1391, 1609. .1819, 




2434. .2564, 2979. .3126, 3211.. 


3333 




GI Descrip. 


(AC007894) F21H2.12 [Arabidopsis thaliana] 


Seq. No. 


51824 


Seq. ID 


OJ991106_41.0419.C5 


Gene No. 


109661 


Strand 




Start 


3785 


End 


3859 


Name 


OJ991106 41.0419.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


411 


End 


866 


GI 


none 


Score 


326 


Exons 


411. .740, 453. .740, 800. .865, 


801. .866 




Seq. No. 


51824 


Seq. ID 


OJ991106_41.04l'9.C5 


Gene No. 


109661 


Strand 




Start 


3785 


End 


3859 


Name 


OJ991106 41.0419. C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


952 


End 


2527 


GI 


none 


Score 


118 


Exons 


952.. 1035, 953. .1036, 1250.. 1423, 1254 


..1424, 1255. .1425, 




1256.. 1426, 1326.. 1424, 1603.. 


1815, 1604. .1816, 1604. .1816 




2337.. 2525, 2342.. 2527 






Seq. No. 


51824 


Seq. ID 


OJ991106_41.0419.C5 


Gene No. 


109661 


Strand 




Start 


3785 


End 


3859 


Name 


OJ991106 41.0419.C5.ol.gp 


Method 


AAT/GAP 


Start 


3785 


End 


3859 


GI 


LIB3477-003-P1-K1-E9 


Score 


98 


Exons 


3785. .3859 






GI Descrip. 


•2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 MAJOR POLLEN ALLERGE1 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryz< 




sativa] 1 






Seq. No. 


51825 


Seq. ID 


OJ991106_41.0419.C6 



53087 



Gene No. 109662 Strand 

Start 594 End 683 

Name OJ991106_41 , 0419 . C6 . ol . gs Method GENSCAN 

Start 594 End 683 

GI none Score .81 

Exons 594.. 683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991106_41.0419.C8 
+ 

2727 
AAT/NAP 
2724 
1078 



51826 Seq. ID 

109663 Strand 
595 End 
OJ991106_41.0419.C8.ol.np Method 
595 End 
7488412 Score 
595. .713, 1597. .1782, 1898. .2079, 2328. .2724 

ubiquitin-specif ic proteinase (EC 3.4.-.-) UBP3 - Arabidopsis 
thaliana gi | 2347098 | gb IAAB67966 . 1 1 (U76845) ubiquitin-specif ic 
protease [Arabidopsis thaliana] gi | 44 90742 | emb | CAB38 904 . 1 1 
(AL035708) ubiquitin-specif ic protease (AtUBP3) [Arabidopsis 
thaliana] gi | 727104 6 | emb | CAB80654 . 1 | (AL161596) 
ubiquitin-specif ic protease (AtUBP3) [Arabidopsis thaliana] 



51826 Seq. ID 

109663 Strand 
595 End 
OJ991106_41.0419.C8.ol.gp Method 
597 End 
9121_1.R1084 Score 
597. .715 

'2347100 1.0e-132 (U76846) ubiquitin-specif ic protease 
[Arabidopsis thaliana] >gi_4567196_gb_AAD23612 . 1_AC007168_3 
(AC007168) putative ubiquitin-specif ic protease [Arabidopsis 
thaliana] 1 



OJ991106_41.0419.C8 
+ 

2727 
AAT/GAP 
715 
165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



51826 

109663 

595 

OJ991106_41. 0419.C8.ol.gs 

615 

none 



Seq. ID OJ991106 41. 0419. C8 



Strand 
End 

Method 

End 

Score 



+ 

2727 
GENSCAN 
2727 
.99 



41. 0419. C8 



615. .713, 1597. .1782, 1898. .2079, 2328. .2727 

51826 Seq. ID OJ991106_ 

109663 Strand + 

595 End 2727 

OJ991106_4 1 . 04 1 9 . C8 . o2 . gp Method AAT/GAP 

1600 End 2514 

LIB3434-003-P1-K1-B7 Score 893 

1600. .1782, 1898. .2079, 2328. .2514 

'2347100 2.0e-57 (U76846) ubiquitin-specif ic protease 
[Arabidopsis thaliana] >gi_4567196_gb_AAD23612 . 1_AC007168_3 
(AC007168) putative ubiquitin-specif ic protease [Arabidopsis 
thaliana] 1 



51826 Seq. ID 

109664 Strand 

2556 End 

OJ991106_41.0419.C8.o3.gp Method 



OJ991106_41.0419.C8 

3049 
AAT/GAP 



53088 



Start 2556 End 3049 

GI 3795JL.R1084 Score 976 

Exons .2556.. 3049 

GI Descrip. '2347098 1.0e-20 (U76845) ubiquitin-specif ic protease 

[Arabiciopsis thaliana] >gi_44 90742_emb_CAB38 904 . 1_ (AL035708) 
ubiquitin-specif ic protease (AtUBP3) [Arabidopsis thaliana] 1 



Seq. No. 51826 
Gene No. 109665 
Start 3420 

Name OJ991106_41 . 0419 . C8 . ol . tc 

Start 602 
GI none 

Exons 602.. 715, 603.. 713, 611.. 715, 

1594.. 1692, 1596. .1691, 1895. 
2058.. 2081, 2322. .2486, 2326. 
2491. .2769 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1556 



OJ991106 41. 0419. C8 



3577 

TBLASTX: Cress 
2769 
168 

1684, 1584. .1655, 



2077, 1897. .2079, 1898. 
2487, 2472. .2723, 2489. 



.2077, 
,2713, 



Seq. No. 51826 

Gene No. 109665 

Start 3420 

Name OJ991106_41 . 0419 . C8 . ol . tm 

Start 603 

GI none 
Exons 



Seq. ID OJ991106_41.0419.C8 
Strand 

End 3577 

Method TBLASTX: Maize 

End 2741 

Score 171 



603. .713, 611. .715, 614. .709, 1550. .1783, 1594. .1782, 
1596. .1787, 1891. .2052, 1891. .2079, 1898. .2077, 2322. 
2325. .2432, 2326. .2457, 2391. .2741, 2407. .2739 



2405, 



Seq. No. 51826 

Gene No. 109665 

Start 3420 

Name OJ991106_41 . 0419 .C8 . o2 . ts 

Start 1718 

GI none 
Exons 



Seq. ID OJ991106_41.0419.C8 
Strand 
End 

Method 
End 
Score 



3577 

TBLASTX: Soybean 

2493 

61 



1718. .1783, 1732. .1782, 1895. .2077, 1897. .2079, 1898. .2077, 
2322. .2492, 2325.-2489, 2326..2493 



P« Seq. No. 

Gene No. 
□ Start 
IZ. Name 
^ Start 

GI 

Exons 



51826 Seq. ID 

109665 Strand 

3420 End 

OJ991106_41.0419.C8.ol.ts Method 

24 93 End 

none Score 



OJ991106_41.0419.C8 
3577 

TBLASTX : Soybean 

2715 

80 



2493. .2573, 2494. .2553, 2526. .2666, 2532. .2708, 2533. .2712, 
2536. .2715 



Seq. No. 51826 Seq. ID 

Gene No. 109665 Strand 

Start 3420 End 

Name OJ991106_41 . 0419 . C8 . o2 . gs Method 

Start 3420 End 

GI none Score 

Exons 3420.. 3577 



OJ991106_41.0419.C8 

3577 
GENSCAN 
3577 
.5 



Seq. No. 
Gene No. 
Start 



51827 

109666 

216 



Seq. ID 

Strand 

End 



OJ991106 41.0419.C11 



3283 



53089 




Name 


OJ991106 41.0419.C11. 


ol .gs 


Method 


GENS CAN 


Start 


216 




End 


3153 


GI 


none 




Score 


.96 


Exons 


216. .727, 1443. .1589, 


1852 


..2754, 2804. 


.3011, 3097.. 3153 


Seq. No. 


51827 




Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 




Strand 




Of a r f 


216 




PnH 


J C O J 


Name 


OJ991106 41.0419.C11. 


ol .np 


Method 


AAT/NAP 


Start 


226 




End 


2487 


GI 


6587871 




Score 


832 


Exons 


226. .727, 1443. .1589, 


1852 


. .2487 




GI Descrip. 


(AC012680) unknown protein 


[Arabidopsis 


! thaliana] 


Seq. No. 


51827 




Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 




Strand 


- 


Start 


216 




End 


3283 


Name 


OJ991106 41.0419.C11. 


ol.gp 


Method 


AAT/GAP 


Start 


352 




End 


1523 


GI 


2428468 




Score 


849 


Exons 


352. .727, 1443. .1523 








GI Descrip. 


4262154/gb|AAD14454 | 


5.0e-< 


42 (AC005275) 


putative protein 



phosphatase regulatory subunit [Arabidopsis thaliana] 



Seq. No. 


51827 






Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 






Strand 




Start 


216 






End 


3283 


Name 


OJ991106 41.0419, 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


384 






End 


1557 


GI 


none 






Score 


39 


Exons 


384. .485, 385. .4* 


36, 489 


. .728, 


499. .723, 


1456. .1557 


Seq. No. 


51827 






Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 






Strand 




Start 


216 






End 


3283 


Name 


OJ991106 41.0419. 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


387 






End 


1548 


GI 


none 






Score 


283 


Exons 


387. .737, 445. .729, 606 


. .698, 


1441. .1548, 1456. .1548 


Seq. No. 


51827 






Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 






Strand 




Start 


216 






End 


3283 


Name 


OJ991106 41.0419, 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


405 






End 


1557 


GI 


none 






Score 


77 


Exons 


405. .737, 408. .470, 439 


. .729, 


529. .738, 


1441. .1485, 1459. .1557 


Seq. No. 


51827 






Seq. ID 


OJ991106_41.0419.C11 


Gene No. 


109666 






Strand 




Start 


216 






End 


3283 


Name 


OJ991106 41.0419, 


,Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1823 






End 


3283 


GI 


none 






Score 


130 


Exons 


1823. .2047, 1854. 


. .2006, 


2033. 


.2080, 2135.. 2221, 2136.. 2219, 




2267. .2311, 2357, 


. .2485, 


2420. 


.2497, 2487. .2528, 2516. .2587, 




2591. .2776, 2597. 


. .2683, 


2943. 


.3008, 3106.. 3153, 3106.. 3153, 



53090 



3233. .3283 



Seq. No. 


51828 






Seq. ID 


OJ991106 


Gene No. 


109667 






Strand 


+ 


Start 


1 






End 


1795 


Name 


OJ991106 41 


.0419.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1795 


GI 


7242910 






Score 


92 


Exons 


1 . . 21, 1475 


. . 1628, 1713 


. .1795 






GI Descrip. 


(AP001383) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


51828 






Seq. ID 


OJ991106 


Gene No. 


109668 






Strand 


— 


Start 


427 






End 


2943 


Name 


OJ991106 41 


.0419.C12.ol 


.gs 


Method 


GENSCAN 


Start 


427 






End 


2943 


GI 


none 






Score 


.56 


Exons 


427. .486, 623. .889, 1417. .1558, 1873.. 


1996, 283 


Seq. No. 


51829 






Seq. ID 


OJ991106 


Gene No. 


109669 






Strand 




Start 


2039 






End 


6573 


Name 


OJ991106 41 


.0419.C13.ol 


. gs 


Method 


GENSCAN 


Start 


2039 






End 


6490 


GI 


none 






Score 


.59 


Exons 


2039. .2211, 


2380. .2506, 


2541. 


.2758, 3328. .3444, 




4709. .4848, 


5148. .5213, 


5308. 


.5418, 5441. .5572, 




6419. . 6490 










Seq. No. 


51829 






Seq. ID 


OJ991106 


Gene No. 


109669 






Strand 




Start 


2039 






End 


6573 


Name 


OJ991106 41 


. 0419.C13.o2 


. tm 


Method 


TBLASTX : 1 


Start 


2504 






End 


2823 


GI 


none 






Score 


181 


Exons 


2504. .2680, 


2505. .2609, 


2510. 


.2683, 2729.. 2758, 


Seq. No. 


51829 






Seq. ID 


OJ991106_ 


Gene No. 


109669 






Strand 




Start 


2039 






End 


6573 


Name 


OJ991106 41 


.0419.C13.ol 


• gp 


Method 


AAT/GAP 


Start 


4804 






End 


5430 


GI 


287140 






Score 


734 


Exons 


4804. .5053, 


5148. .5213, 


5308. 


.5430 




Seq. No. 


51829 






Seq. ID 


OJ991106_ 


Gene No. 


109669 






Strand 




Start 


2039 






End 


6573 


Name 


OJ991106 41 


.0419.C13.o3 


.tm 


Method 


TBLASTX : I 


Start 


4937 






End 


5213 


GI 


none 






Score 


159 


Exons 


4937. .5056, 


4938. .5063, 


4938. 


.5063, 4942.. 5064, 




5151. .5213 










Seq. No. 


51829 






Seq. ID 


OJ991106_ 


Gene No. 


109669 






Strand 




Start 


2039 






End 


6573 



53091 



Name OJ991106_41 . 0419.C13 .o2 .np Method AAT/NAP 

Start 4955 End 6573 

GI 3183077 Score 275 

Exons 4955. .5095, 5290. .5418, 5534. .5572, 5662. .5743, 5877. .5980, 

6165.. 6303, 6419.. 6573 

GI Descrip. PROBABLE 1, 4-DIHYDROXY-2-NAPHTHOATE OCTAPRENYLTRANSFERASE 

( DHNA- OCT AP REN YLT RAN SFE RASE ) gi | 7470736 | pir | | S754 69 menaquinone 
biosynthesis protein - Synechocystis sp. (strain PCC 6803) 
gil 1653114 |dbj IBAA18030. 1 | (D90911) menaquinone biosynthesis 
protein [Synechocystis sp.] 



Seq. No. 51829 

Gene No. 109669 

Start 2039 

Name OJ991106_41 . 04 19 . C13 . ol . tm 

Start 5320 

GI none 
Exons 



Seq. ID OJ991106_41.0419.C13 
Strand 

End 6573 

Method TBLASTX : Mai ze 

End 6251 

Score 78 



5320. .5418, 5321. .5419, 5324. .5431, 5529. .5573, 5531. .5572, 
5532. .5573, 5659. .5760, 5669. .5761, 5867. .5980, 5878. .5982, 
5901. .5984, 6165. .6251, 6165. .6251 



Seq. No. 51829 

Gene No. 109669 

Start 2039 

Name OJ991106_4 1 . 0419 . C13 . ol . ts 

Start 5531 

GI none 
Exons 



Seq. ID OJ991106_41.0419.C13 
Strand 

End 6573 

Method TBLASTX : Soybean 

End 6514 

Score 113 



5531. .5572, 5659.-5745, 5858. .5980, 5901. .5981, 6165. .6317, 
6419. .6514, 6421. .6492 



s * Seq. No. 

lf m Gene No. 

[Li Start 

s Name 

n Start 

SA GI 

, ~ Exons 



51830 

109670 

82 

OJ991106_41.0419.C14 .ol.gs 
82 

none 

82. .337, 737. .899 



Seq. ID OJ991106_41.0419.C14 
Strand 

End 8 99 

Method GENSCAN 

End 8 99 

Score . 63 



%J Seq. No. 51831 

p Gene No. 109671 

H Start 5025 

Name OJ991106_41 . 0419 . C17 . o2 . gs 

Start 5025 

GI none 

Exons 5025.. 5318 



Seq. ID OJ991106_41.0419.C17 

Strand + 

End 5335 

Method GENSCAN 

End 5318 

Score .72 



Seq. No. 51831 

Gene No. 109671 

Start 5025 

Name OJ991106_41 . 0419.C17 .o2 .np 

Start 5034 

GI 6910584 

Exons 5034.. 5335 

GI Descrip. (AC006424) CDS [Arabidopsis thaliana] 



Seq. ID OJ991106_41.0419.C17 

Strand + 

End 5335 

Method AAT/NAP 

End 5335 

Score 130 



Seq. No. 
Gene No. 



51831 
109672 



Seq. ID OJ991106_41.0419.C17 
Strand 



53092 




Start 


1 




End 


1372 




Name 


OJ991106 41 


.0419.C17.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1372 




GI 


7340860 




Score 


99 




Exons 


1..67, 1247 


. .1372 








GI Descrip. 


(AP001551) 


EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


51831 




Seq. ID 


OJ991106_41. 0419 


.C17 


Gene No. 


109673 




Strand 






Start 


5037 • 




.End 


5324 




Name 


OJ991106 41 


.0419.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


5037 




End 


5324 




GI 


none 




Score 


53 




Exons 


5037. .5084, 


5127. .5324, 5171. 


. 5323 






Seq. No. 


51831 




Seq. ID 


OJ991106__41. 0419 


.C17 


Gene No. 


109673 




Strand 






Start 


5037 




End 


5324 




Name 


OJ991106 41 


.0419.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


5130 




End 


5312 




GI 


none 




Score 


231 




Exons 


5130. .5312, 


5171. .5311 








Seq. No. 


51831 




Seq. ID 


OJ991106_41.0419 


.C17 


Gene No. 


109673 




Strand 






Start 


5037 




End 


5324 




Name 


OJ991106_41 


-0419.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5139 




End 


5324 




GI 


none 




Score 


248 




Exons 


5139. .5324, 


5171. .5323 








Seq. No. 


51832 




Seq. ID 


OJ991106_41.0419 


.C18 


Gene No. 


109674 




Strand 


+ 




Start 


5052 




End 


8750 




Name 


OJ991106 41 


.0419.C18.ol.np 


Method 


AAT/NAP 




Start 


5052 


End 


8098 




GI 


6910584 




Score 


706 




Exons 


5052. .5080, 


6423.. 6963, 7047. 


.7134, 7212. .7268, 7388. .7626, 




7728. .7861, 


8036. .8098 








GI Descrip. 


(AC006424) ( 


ZDS [Arabidopsis thaliana] 






Seq. No. 


51832 




Seq. ID 


OJ991106_41.0419, 


.C18 


Gene No. 


109674 




Strand 


+ 




Start 


5052 




End 


8750 




Name 


OJ991106 41 


.0419.C18.o2.gs 


Method 


GENSCAN 




Start 


6429 


End 


8750 




GI 


none 




Score 


.76 




Exons 


6429. .6929, 


7016.. 7134, 7212. 


.7268, 7388. .7626, 7728.-7846, 




7955. .8093, 


8140. .8268, 8617. 


.8750 






Seq. No. 


51832 




Seq. ID 


OJ991106_41.0419, 


.C18 


Gene No. 


109675 




Strand 


+ 




Start 


11794 




End 


14088 




Name 


OJ991106 41. 


.0419.C18.o3.np 


Method 


AAT/NAP 




Start 


11794 




End 


14088 




GI 


7339707 




Score 


134 





53093 



Exons 11794. .12464, 14016.. 14088 

GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 



beq. no. 


51832 








beq. iu 


ujyyuub 4i.u4iy.cio 


Gene no. 


109676 








Strand 


+ 


Start 


21248 








End 


Ol OCA 


Name 


OJ991106 41 


.0419 


. Clo . OZ . 


gp 


1,/t _ i_ t_ _j 
Method 


AAT / GAP 


start 


21248 








End 


ZlODU 


GI 


none 








Score 


loo 


Exons 


21248. .21350 










beq. no. 










beq. iu 


ATQQ1 1 /11 A yi 1 Q r'lQ 

ojyyuub 4i.u4iy.cio 


Gene No. 


109677 








Strand 




Start 


9122 








End 


i a o a o 


Name 


OJ991106 41 


.0419 


. Clo . Ol . 


. ts 


Method 


TBLASTX : Soybean 


Start 


6399 








hnd 


byi / 


GI 


none 








Score 


C A A 


Exons 


6399. .6917, 


6413, 


. . ©yib 








Seq. No. 


olo oZ 








Seq. ID 


OJ991106_41.0419.C18 


Gene No . 


109677 








Strand 




Start 


9122 








End 


10202 


Name 


OJ991106 41 


.0419, 


. Clo . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6410 








End 


8047 


GI 


none 








Score 


389 


Exons 


6410. .6907, 


6414 , 


C A *3 c 


n a a a 

i U4 y . 


.7132, 7398. .7628, 7448. .7627, 




7718. .7846, 


7727. 


. .7801, 


7931. 


.8047 




Seq. No. 


c i o o a 








Seq. ID 


OJ991106_41.0419.C18 


Gene No . 


109677 








Strand 




Start 


9122 








End 


10202 


Name 


OJ991106 41 


.0419, 


. Clo . OZ . 


tm 


Method 


TBLASTX: Maize 


btar z 


6413 








End 


6707 


GI 


none 








Score 


314 


Exons 


6413. .6676, 


6414, 


c c o ez 


DD^l . 


.6707, 6629.. 6706 


Seq. No. 


51832 








Seq. ID 


OJ991106_41.0419.C18 


Gene No . 


109677 








Strand 




Start 


9122 








End 


10202 


Name 


OJ991106 41 


.0419, 


. C18 . ol . 


tm 


Method 


TBLASTX: Maize 


btart 


7213 








End 


7980 


GI 


none 








Score 


77 


Exons 


7213. .7263, 


7398, 


. . 7 628 , 


7442 . 


.7627, 7717. .7773, 7718. .7846, 




7727. .7846, 


7954, 


. .7980, 


7955. 


.7978 




Seq. No. 


51832 








Seq. ID 


OJ991106_41.0419.C18 


Gene No. 


109677 








Strand 




Start 


9122 








End 


10202 


Name 


OJ991106 41 


.0419. 


n ft n? 




Method 


TBLASTX : Soybean 


Start 


7398 








End 


8059 


GI 


none 








Score 


195 


Exons 


7398. .7628, 


7718. 


. .7843, 


7949. 


.8059 




Seq. No. 


51832 








Seq. ID 


OJ991106_41.0419.C18 


Gene No. 


109677 








Strand 




Start 


9122 








End 


10202 


Name 


OJ991106 41 


.0419. 


,C18.o3. 


gs 


Method 


GENSCAN 



53094 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9122 
none 

9122. .9787, 9789. .10184 



End 10184 
Score .91 



OJ991106 41.0419.C18 



51832 Seq. ID 

109677 Strand 
9122 End 10202 

OJ991106_41.0419.C18.o2.np Method AAT/NAP 
9180 End 10202 

7485807 . Score 227 

9180. .9266, 9646. .10202 

hypothetical protein F19I3.23 - Arabidopsis thaliana 
gi|3033395|gb|AAC12839.1| (AC004238) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



51832 
109677 
9122 

OJ991106_41.0419.C18.o2.tc 
9645 
none 

9645. .9800, 9650. .9787, 9804. .9875 



Seq. ID OJ991106_41.0419.C18 
Strand 
End 

Method 
End 
Score 



10202 

TBLASTX: Cress 

9875 

92 



51833 Seq. ID 

109678 Strand 

4 9 End 

OJ991106_41.0419.C19.ol.np Method 

4 9 End 

3641870 Score 
49. .287, 357. .552, 726. .818 

(AJ011013) hypothetical protein [Cicer arietinum] 



OJ991106_41.0419.C19 
+ 

830 

AAT/NAP 
818 
344 



51833 

109678 

49 

OJ991106_41.0419.C19.ol.gs 
94 

none 

94. .552, 726. .830 

51834 

109679 

147 

OJ991106_41.0419.C20.ol.gs 

147 

none 

147. .282 



Seq. ID OJ991106_41.0419.C19 

Strand + 

End 830 

Method GENSCAN 

End 830 

Score 1 



Seq. ID OJ991106_41.0419.C20 

Strand + 

End 282 

Method GENSCAN 

End 282 

Score . 7 



Seq. No. 51835 

Gene No. 109680 

Start 2394 

Name OJ991106_41 . 0419 . C21 . ol . tm 

Start 2301 

GI none 
Exons 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End 3498 

Method TBLASTX: Maize 

End 3291 

Score 35 



2301. .2342, 2431. .2478, 2445. .2480, 2586. .2660, 2601. .2723, 
2672:. 2722, 2806. .2856, 2948. .3187, 3004. .3291, 3233. .3274 



53095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51835 

109680 

2394 

OJ991106_41.0419.C21.ol.gp 
2394 

LIB3432-041-P1-K1-G2 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End .34 98 

Method AAT/GAP 

End 3122 

Score 770 



2394. .2480, 2596. .2729, 2806. .2849, 2947. .3122 
, 2961356/emb|CAA18114.1| 2.0e-24 (AL022140) alcohol 
dehydrogenase like protein [Arabidopsis thaliana] 1 



51835 

109680 

2394 

OJ991106_41.0419.C21.ol.np 

2427 

1076579 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End 34 98 

Method AAT/NAP 

End 34 98 

Score 391 



2427. .2480, 2596. .2726, 2806. .2849, 2947. .3275, 3461. .3498 
alcohol dehydrogenase homolog ADH3a - tomato 



51835 

109680 

2394 

OJ991106_41.0419.C21.ol.gs 

2444 

none 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End 34 98 

Method GENSCAN 

End 3272 

Score . 6 



2444. .2480, 2596. .2729, 2826. .2930, 2947. .3272 



51835 

109680 

2394 

OJ991106_41.0419.C21.ol.tc 

2601 

none 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End 3498 

Method TBLASTX : Cress 

End 3043 

Score 173 



2601. .2723, 2818. .2856, 2948. .3043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51835 

109680 

2394 

OJ991106_41.0419.C21.ol.ts 

2601 

none 



Seq. ID OJ991106_41.0419.C21 

Strand + 

End 3498 

Method TBLASTX : Soybean 

End 3187 

Score 142 



2601. .2720, 2818. .2844, 2948. .3187, 3022. .3123 



51836 

109681 

1 

OJ991106_41.0419.C22.ol.np 
1 

6587844 



Seq. ID OJ991106_41.0419.C22 

Strand + 

End 1353 

Method AAT/NAP 

End 1169 

Score 4 97 



1..168, 256. .335, 427. .487, 583. .678, 788.-949, 1056. .1169 
(AC006551) Very similar to alcohol dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 51836 

Gene No. 109681 

Start 1 

Name OJ991106_41 . 0419 . C22 . ol . gs 



Seq. ID OJ991106_41.0419.C22 

Strand + 

End 1353 

Method GENSCAN 



53096 



Start 
GI 

Exons 



99 End 949 

none Score . 68 

99. . 168, 423. .487, 583. . 660,. 743. . 949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51836 Seq. ID 

109681 Strand 

1 End 

OJ991106_4 1 . 04 19 . C22 . ol . tc Method 

237 End 

none Score 



OJ991106_41.0419.C22 
+ 

1353 

TBLASTX: Cress 

1163 

98 



237. .332, 250. .336, 421. .492, 422. .490, 582. .659, 586. 
781. .861, 785. .862, 865. .927, 866. .946, 1056. .1163 



.660, 



Seq. No. 51836 
Gene No. 109681 
Start 1 

Name OJ991106_41 . 0419 .C22 . ol . 

Start 255 
GI none 

Exons 255.. 332, 256.. 333, 409. 

582. .674, 582. .674, 595. 
781. .954, 781. .954, 787. 
1053. .1097, 1077. .1169 



tm 



.492, 
.675, 
.951, 



Seq. ID 
Strand 
End 

Method 
End 

Score 125 
419. .490, 555 
595.. 675, 773 
787.. 951, 795 



OJ991106_41.0419.C22 
+ 

1353 

TBLASTX: Maize 
1169 



,674, 555 
.949, 773 
.1025, 1053 



674, 
949, 
1169, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51836 Seq. ID 

109681 Strand 
1 End 
OJ991106_41.0419.C22.ol.gp Method 
783 End 
6025073 Score 
783. .949, 1056. .1353 

2961356/emb|CAA18114.1| 2.0e-24 (AL022140) alcohol dehydrogenase 
like protein [Arabidopsis thaliana] 



OJ991106_41.0419.C22 
+ 

1353 
AAT/GAP 
1353 
797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51836 

109681 

1 

OJ991106_41.0419.C22.ol.ts 

871 

none 



Seq. ID OJ991106_41.0419.C22 
Strand 
End 

Method 
End 
Score 



+ 

1353 

TBLASTX: Soybean 

1169 

118 



371. .954, 872. .949, 1053. .1169, 1077. .1169 



51837 Seq. ID OJ991106_41 . 04 19 . C23 

109682 Strand + 

1 End 7401 

OJ991106_41 .0419.C23.o2.np Method AAT/NAP 

1 End 3645 

6069646 Score 162 

1..39, 3470. .3645 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 



51837 
109682 



Seq. ID OJ991106_41.0419.C23 
Strand + 



53097 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



OJ991106_41.0419.C23.ol.gp 
1927 

56057 1.R1084 



End 

Method 

End 

Score 



7401 
AAT/GAP 
3301 
473 



1927. .2012, 2166. .2302, 2844. .2890, 3280. .3301 

1 1076580/pir | IS52036 1.0e-29 alcohol dehydrogenase homolog ADH3b 
- tomato >gi_91344 6_bbs_160508 (S75487) alcohol dehydrogenase 
ADH {EC 1.1.1.1} [Lycopersicon esculentum=tomatoes, cv. red 
cherry, Peptide, 390 aa] [Lycopersicon esculentum] ' 



51837 Seq. ID 

109682 Strand 
1 End 
OJ991106_4 1 . 04 19 . C23 . ol . np Method 
2105 End 
1076580 Score 
2105. .2302, 2844.-2897, 7328. .7401 
alcohol dehydrogenase homolog ADH3b - tomato 

gil 913446|bbs | 160508 (S75487) alcohol dehydrogenase ADH {EC 
1.1.1.1} [Lycopersicon esculentum=tomatoes, cv. red cherry, 
Peptide, 390 aa] [Lycopersicon esculentum] 



OJ991106_41.0419.C23 
+ 

7401 
AAT/NAP 
7401 
195 



51837 Seq. ID 

109683 Strand 

1886 End 
OJ991106_41 . 04 19 . C23 . ol . gs Method 

1886 End 

none Score 
1886. .2377 



OJ991106__41.0419.C23 

2377 
GENSCAN 
2377 
.91 



51837 
109684 
5502 

OJ991106_41.0419.C23.o2.gp 
5459 

33357_1.R1084 
5459. .5889 

1 4262154/gb | AAD14454 | 5.0e-42 (AC005275) putative protein 
phosphatase regulatory subunit [Arabidopsis thaliana] 1 



Seq. ID OJ991106_41.0419.C23 
Strand 

8180 
AAT/GAP 
5889 
826 



End 

Method 

End 

Score 



51837 

109684 

5502 

OJ991106_41.0419.C23.o2.gs 

5502 

none 

5502.. 6215, 6561.. 6785 



Seq. ID OJ991106_41.0419.C23 
Strand 

End 8180 

Method GENSCAN 

End 6785 

Score .82 



51837 
109684 
5502 

OJ991106_41.0419.C23.o3.np 
5609 
4263655 
5609. .6019, 8117. .8180 

(AC006136) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ991106_41.0419.C23 
Strand 

End 8180 

Method AAT/NAP 

End 8180 

Score 60 



53098 



Seq. No. 51838 Seq. ID OJ991106_4 1 . 04 19 . C25 

Gene No. 10968.5 Strand + 

Start 2031 End 3771 

Name OJ991106_4 1 . 04 19 . C25 . ol . np Method AAT/NAP 

Start 2031 End 3471 

GI 913445 Score 840 

Exons 2031. .2406, 2501. .2583, 2658. .2738, 2848. .3003, 3097. .3258, 

3355.. 3471 

GI Descrip. (S75487) alcohol dehydrogenase ADH^alcohol dehydrogenase homolog 
{EC 1.1.1.1} [Lycopersicon esculentum=tomatoes, cv. red cherry, 
Peptide, 389 aa] [Lycopersicon esculentum] 



Seq. No. 


51838 




Seq. ID 


OJ991106_41.0419.C25 


Gene No. 


109685 




Strand 


+ 


Start 


2031 




End 


3771 


Name 


OJ991106 41.0419.C25.ol 


.gs 


Method 


GENSCAN 


Start 


2034 




End 


3471 


GI 


none 




Score 


.94 


Exons 


2034. .2406, 2843. .3003, 


3097 


..3258, 3331. .3471 


Seq. No. 


51838 




Seq. ID 


OJ991106_41.0419.C25 


Gene No. 


109685 




Strand 


+ 


Start 


2031 




End 


3771 


Name 


OJ991106 41.0419.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


2078 




End 


2181 


GI 


56057 1.R1084 




Score 


173 


Exons 


2078. .2181 








GI Descrip. 


'1076580/pir | IS52036 1. 


Oe-29 


alcohol dehydrogenase homolog ADH3b 




- tomato >gi 9134 4 6 bbs 


_160508 (S75487) 


alcohol dehydrogenase 



ADH {EC 1.1.1.1} [Lycopersicon esculentum=tomatoes , cv. red 
cherry, Peptide, 390 aa] [Lycopersicon esculentum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51838 Seq. ID 

109685 Strand 

2031 End 

OJ991106_4 1.0419. C25 . o2 . gp Method 

2323 End 

48613 1.R1084 Score 



OJ991106_41.0419.C25 
+ 

3771 
AAT/GAP 
3771 
1759 



2323. .2406, 2501. .2583, 2658. .2733, 2843. .3003, 3097. .3258, 
3355. .3771 

' 913445/bbs | 160507 2.0e-65 (S75487) alcohol dehydrogenase 
ADH=alcohol dehydrogenase homolog {EC 1.1.1.1} [Lycopersicon 
esculentum=tomatoes, cv. red cherry, Peptide, 38 9 aa] 
[Lycopersicon esculentum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51838 

109686 

4031 

OJ991106_41.0419.C25.ol.tc 

2061 

none 



Seq. ID OJ991106_41.0419.C25 

Strand + 

End 4 54 0 

Method TBLASTX : Cress 

End 3471 

Score 210 



2061. .2393, 2499.-2573, 2500. .2562, 2657. .2707, 2658. .2744, 
2839. .2883, 2844. .2882, 2889. .2987, 2890. .2985, 3094. .3258, 
3096. .3260, 3331. .3471 



Seq. No. 



51838 



Seq. ID OJ991106_41.0419.C25 



53099 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



109686 Strand 

4031 End 

OJ991106_41.0419.C25.ol.ts Method 

2061 End 

none Score 



+ 

4540 

TBLASTX : Soybean 

3456 

112 



2061. .2234, 2268.-2393, 2499. .2585, 2500. .2586, 2658. .2744, 
2845. .2883, 2883. .2987, 2890. .2985, 2973. .3008, 3103.. 3258, 
3331. .3456 



Seq. No. 51838 
Gene No. 109686 
Start 4031 

Name OJ99110 6_4 1 . 04 1 9 . C25 . ol . tm 

Start 2082 
GI none 

Exons 2082.. 2258, 2255.. 2392, 2271. 

2657. .2734, 2658. .2744, 2842. 
3100.. 3258, 3102.. 3248, 3331. 



Seq. ID OJ991106_41.0419.C25 

Strand + 

End 4 540 

Method TBLASTX: Maize 

End 3477 

Score 118 

.2393, 2496. .2585, 2497. .2586, 
.2892, 2880. .2972, 2893. .2994, 
.3477 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

Gene No. 
W Start 
fll Name 

Start 
^ GI 

Exons 



51838 Seq. ID 

109686 Strand 

4031 End 

OJ991 106_4 1 . 04 1 9 . C25 . o3 . gp Method 

4031 End 

44406_1.R1084 ' Score 
4031. .4540 

1 3819495/emb|AJ234712.1|HVU234712 1.0e-35 Hordeum vulgare 

genomic DNA fragment; clone MWG2025.rev* 



OJ991106_41.0419.C25 

+ 

4540 
AAT/GAP 
4540 
936 



51838 Seq. ID 

109687 Strand 

4841 End 
OJ991 106_4 1.0419. C25 . o2 . tm Method 

4841 End 

none Score 
4841. .5122 



OJ991106_41.0419.C25 
5122 

TBLASTX: Maize 

5122 

188 



Seq. No. 51839 Seq. ID 

Gene No. 109688 Strand 

Start 1 End 

Name OJ991106_41 . 0419.C27 .ol .gp Method 

Start 1 End 

GI 2427827 Score 

Exons 1..188 



OJ991106_41.0419.C27 
188 

AAT/GAP 

188 

361 



Seq. No. 51840 Seq. ID 

Gene No. 109689 Strand 

Start 107 End 

Name OJ991106_41 . 0419.C28 .ol .gs Method 

Start 107 End 

GI none Score 

Exons 107.. 191, 383.. 549 

Seq. No. 51841 Seq. ID 

Gene No. 109690 Strand 

Start 156 End 

Name OJ991106_4 1.0419. C30 . ol . gs Method 



OJ991106_41.0419.C28 
+ 

549 

GENSCAN 
549 
. 98 



OJ991106_41.0419.C30 
+ 

328 

GENSCAN 



53100 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



156 
none 
156. .328 



End 328 
Score .81 



51841 Seq. ID 

109691 Strand 
4291 End 
OJ991106_4 1.0419. C30 . o3 . np Method 
4291 End 
4539658 Score 
4291. .4417, 4458. .4695, 13792 .. 13851 , 
(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ991106_41.0419.C30 

+ ' 

14043 
AAT/NAP 
14043 
217 

14016. .14043 



OJ991106_41.0419.C30 
+ 

14043 
GENS CAN 
5214 
.57 



51841 Seq. ID 

109691 Strand 
4291 End 
OJ991106_41.0419.C30.o4 .gs Method 
4771 End 
none Score 
4771. .4890, 4905. .5046, 5072. .5214 

51841 Seq. ID 

109692 Strand 
1 End 
OJ991 106_4 1.0419. C30 . ol . np Method 
1 End 
6016874 Score 
1..322, 800. .1139, 1257. .1436, 1830. .1989, 2380. .2612, 
2677. .2814, 2898. .2976 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ991106_41.0419.C30 

2976 
AAT/NAP 
2976 
2244 



51841 Seq. ID 

109692 Strand 

1 End 
OJ991106_4 1.0419. C30 . o2 . gs Method 

796 End 

none Score 
796. .2976 



OJ991106_41.0419.C30 

2976 
GENS CAN 
2976 
.94 



OJ991106 41.0419.C30 



51841 Seq. ID 

109692 Strand 
1 End 2976 

OJ991106_41.0419.C30.ol.gp Method AAT/GAP 
1779 End 2287 

uC-osflcypll0c07bl Score 970 

1779. .2287 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



51841 Seq. ID 

109693 Strand 

3575 End 

OJ991106_41.0419.C30.o2 .np Method 



OJ991106_41.0419.C30 

4122 
AAT/NAP 



53101 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3375 
6907084 
3375. .3532 

(AP001129) hypothetical 

51841 

109693 

3575 

OJ991106_41.0419.C30.o3, 

3575 

none 

3575. .3698, 4019. .4122 

51841 

109694 

5387 

OJ991106_41.0419.C30.o5, 

5387 

none 

5387. .5796, 6588.-6722, 
8045. .8162 

51841 

109695 

10073 

OJ991106_41.0419.C30.o2, 

862 

none 

862. .1095, 947. .1105 

51841 

109695 

10073 

OJ991106_41.0419.C30.o4, 

1217 

none 

1217. .1558, 1288. .1569 

51841 

109695 

10073 

OJ991106_41.0419.C30.o3, 

1774 

none 

1774. .2001, 1775. .1993, 

51841 

109695 

10073 

OJ991106_41.0419.C30.ol. 

2182 

none 

2182. .2220, 2215. .2271, 

51841 

109695 

10073 



End 
Score 



3532 
150 



protein [Oryza sativa] 

Seq. ID OJ991106_41.0419.C30 
Strand 

End 4122 

gs Method GEN SCAN 

End 4122 

Score . 62 



gs 



tm 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_41.0419.C30 

8162 
GENSCAN 
8162 
.54 



6799. .6942, 7195.. 7347, 7870.. 8031, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_41.0419.C30 
11088 

TBLASTX: Maize 

1105 

97 



OJ991106_41.0419.C30 
11088 

TBLASTX: Maize 

1569 

136 



Seq. ID OJ991106_41.0419.C30 
Strand 

11088 

TBLASTX: Maize 
2088 
108 



End 

tm Method 
End 
Score 

2014. .2088 



Seq. ID OJ991106_41.0419.C30 
Strand 

End 11088 

tm Method TBLASTX: Maize 

End 2628 

Score 102 
2308. .2556, 2348. .2557, 2542. .2628 

Seq. ID OJ991106_41.0419.C30 
Strand 

End 11088 



53102 






Name 


OJ991106 41.0419.C30.o6.gs 


Method 


GEN SCAN 










Start 


10073 


End 


11088 










GI 


none 


Score 


.75 










Exons 


10073. .10243, 10270. .10377, 


10823. .10934, 10955 


. .11088 






Seq. No. 


51842 


Seq. ID 


\J KJ Zf Z> -L A. \J \J 


4 1 


04 1 Q 


C31 




Gene No. 


109696 


Strand 












Start 


1 


End 


191 










Name 


OJ991106 41.0419.C31.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


191 










GI 


7339707 


Score 


83 










Exons 


1. .191 














GI Descrip. 


(AP001539) hypothetical protein [Oryza 


L± Va J 










Seq. No. 


M fl49 


c Drt t n 
oeq . ±u 


\JKJ -7 _7 -L 1 U U 


4 1 . 


0419. 


C31 




uCHC ViKJ * 


IUjDj / 


OLianCl 












Start 


R7 9 


Lna 


959 










Name 


ujjjiiuo fix • U4iy.^ji . ox . gs 


ixiennoQ 












Start 


872 


End 


959 










GI 


none 


Score 


.95 










Exons 


872. .959 














Seq. No. 


51843 


Seq. ID 


OJ991106 


_41. 


0419. 


C33 




UC11C . 


109698 


Strand 


+ 








"1 


Start 


640 


End 


3001 








.J 


Name 


OJ991106 41.0419.C33.ol.gs 


Method 


GENSCAN 








f% 


Start 


640 


End 


3001 








[ z 


GI 


none 


Score 


.49 








sr 


Exons 


640. .811, 1146. .1186, 1313. 


.1461, 1786 


..2318, 2505. 


.3001 


y 


Seq. No. 


51843 


Seq. ID 


OJ991106_ 


_41. 


0419. 


C33 


j 


Gene No. 


109698 


Strand 


+ 










Start 


640 


End 


3001 










Name 


OJ991106 41.0419.C33.ol.np 


Method 


AAT/NAP 










Start 


1794 


End 


2998 










GI 


1196998 


Score 


2088 










Exons 


1794. .2998 














GI Descrip. 


(J01829) unknown protein [Transposon TnlO] 









gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb I AAD50250 . 1 1 AF162223__9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi| 6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 


51843 








Seq. ID 


OJ991106_41.0419 


Gene No. 


109699 








Strand 




Start 


3266 








End 


3927 


Name 


OJ991106 41 


.0419 


C33.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1160 








End 


3851 


GI 


none 








Score 


92 


Exons 


1160. .1321, 


1161 


.1322, 


3792. 


.3851 




Seq. No. 


51843 








Seq. ID 


OJ991106_41.0419 


Gene No. 


109699 








Strand 




Start 


3266 








End 


3927 


Name 


OJ991106 41 


.0419 


C33.ol 


.tc 


Method 


TBLASTX: Cress 



53103 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1652 
none 



End - 
Score 



1834 
215 



1652. .1834, 1665. .1832, 1666. .1833, 1688. .1834 



51843 

109699 

3266 

OJ991106_41.0419.C33.o2.gs 

3266 

none 

3266.. 3295, 3530.. 3586, 3798. 

51844 

109700 

63 

OJ991106_41 . 0419 .C34 .ol .gs 
63 

none 
63. .344 



Seq. ID OJ991106_41.0419.C33 
Strand 

End 3927 

Method GEN SCAN 

End 3927 

Score .88 
.3927 

Seq. ID OJ991106_41.0419.C34 

Strand + 

End 34 4 

Method GENSCAN 

End 34 4 

Score . 9 



Seq.. No. 

Gene No. 

Start 

Name 
□ Start 
U GI 
ffk Exons 

I* Seq. No. 

^ Gene No. 

Li] Start 

; J Name 

fjj Start 

" GI 

!„ Exons 

h 4 Seq. No. 

Gene No. 
3 Start 
■I Name 
\i Start 
^ GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51844 

109701 

3892 

OJ991106_41.0419.C34.o3.gs 

3892 

none 



Seq. ID OJ991106_41.0419.C34 

Strand + 

End 4565 

Method GENSCAN 

End 4565 

Score . 65 



3892. .3990, 4006. .4143, 4209. .4565 



51844 
109702 
1630 

OJ991106_41.0419.C34.ol.gp 
1291 
none 

1291.. 1818, 2117. .2165 

51844 
109702 
1630 

OJ991106_41.0419.C34.o2.gs 
1630 
none 

1630. .1818, 2117. .2388, 3173. .3274, 3368. .3599 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 3747 

Method AAT/GAP 

End 2165 

Score 1102 



Seq. ID . OJ991106_41.0419.C34 
Strand 

End 3747 
Method GENSCAN 
End 3599 
Score .98 



51844 

109702 

1630 

OJ991106_41.0419.C34.ol.np 

1642 

6503012 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 3747 

Method AAT/NAP 

End 3605 

Score 711 



1642. .1818, 2117. .2388, 3173. .3278, 3387. .3605 

(AF174428) FH protein interacting protein FIP1 [Arabidopsis 

thaliana] 



Seq. No. 
Gene No. 
Start 



51844 

109702 

1630 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 3747 



53104 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-3 Seq. No. 

\J Gene No. 

f n Start 

fil Name 

IS Start 

Exons 



Seq. No. 

b5f Gene No. 
Start. 
Name 
Start 
GI 

Exons 



OJ991106_41.0419, 
2187 

10437_1.R1084 
2187. .2388, 3173, 
'4103635 1.0e-16 
vulgare] ' 

51844 

109703 

6107 

OJ991106_41.0419. 

1474 

none 

1474. .1533, 1478. 
1588. .1821, 1657. 

51844 

109703 

6107 

OJ991106_41.0419. 

1654 

none 

1654. .1821, 1663. 

51844 

109703 

6107 

OJ991106_41.0419. 

1654 

none 

1654. .1815, 1679. 



C34.o2.gp Method AAT/GAP 

End 3747 

Score 1262 
.3274, 3368..3747 

(AF026538) ABA-responsive protein [Hordeum 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

Method TBLASTX : Mai ze 

End 1824 

Score 56 

.1633, 1587. .1820, 1587. .1820, 



C34 .o2.tm 



,1534, 1586. 
,1824 



C34.ol.tc 
.1800, 1679. 

C34.o2.ts 
.1813 



Seq. No. 51844 

Gene No. 109703 

Start 6107 

Name OJ991106_4 1.0419. C34 . ol . tm 

Start 2114 

GI none 

Exons 2114.. 2392, 2145.. 2393 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

Method TBLASTX : Cres s 

End 224 9 

Score 122 

.1819, 2114. .2248, 2145. .2249 

Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

Method TBLASTX : Soybean 

End 1815 

Score 138 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

Method TBLASTX : Mai ze 

End 2393 

Score 219 



51844 

109703 

6107 

OJ991106_41.0419, 

2163 

none 

2163. .2291, 2168. 



Seq. No. 51844 

Gene No. 109703 

Start 6107 

Name OJ991106_41 . 0419 . 

Start 3161 

GI none 

Exons 3161. .3274, 3168. 

Seq. No. 51844 



Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

C34.ol.ts Method TBLASTX : Soybean 

End 2447 

Score 100 
.2389, 2307. .2447 

Seq. ID OJ991106_41.0419.C34 
Strand 

End 6358 

C34.o3.tm Method TBLASTX: Maize 

End 3522 

Score 114 
.3275, 3174. .3287, 3366. .3419, 3448. .3522 

Seq. ID OJ991106 41.0419.C34 



53105 



Gene No. 109703 Strand 

Start 6107 End 6358 

Name OJ991106_41 . 0419 . C34 . o4 . gs Method GEN SCAN 

Start 6107 End 6358 

GI none Score .43 

Exons 6107.. 6301, 6336.-6358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51845 

109704 

1319 

OJ991106_41.0419.C35.ol.np 

1319 

7487322 

1319. .1383, 2128. .2648, 2777, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3299, 



OJ991106_ 
+ 

4138 
AAT/NAP 
4135 
1504 
3380. .4135 



41.0419.C35 



hypothetical protein T22A6.220 - Arabidopsis thaliana 
gi I 5051781 1 emb | CAB45074.il (AL078637) transport inhibitor 
response-like protein [Arabidopsis thaliana] 
gi|7269289|emb|CAB79349.1| (AL161561) transport inhibitor 
response-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51845 Seq. ID 

109704 Strand 

1319 End 
OJ991106_41.0419.C35.ol.gs Method 

2119 End 

none • Score 

2119. .2648, 2777. .3299, 3380. .4138 



OJ991106_41.0419.C35 
+ 

4138 
GENSCAN 
4138 
.85 



51845 Seq. ID 

109704 Strand 
1319 End 
OJ991106_41.0419.C35.ol.gp Method 
2773 End 
24208_1.R1084 Score 
2773..3299, 3380. .3511 

, 5051781/emb | CAB45074.il 7.0e-40 (AL078637) transport inhibitor 
response-like protein [Arabidopsis thaliana] 1 



OJ991106_41.0419.C35 
+ 

4138 
AAT/GAP 
3511 
1283 



Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419 


.C35 


Gene No. 


109705 








Strand 


+ 




Start 


4270 








End 


4544 




Name 


OJ991106 41 


.0419. 


C35.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2089 








End 


2559 




GI 


none 








Score 


74 




Exons 


2089. .2214, 


2155. 


.2559, 


2166. 


.2297, 2412. .2522 




Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419 


C35 


Gene No. 


109705 








Strand 


+ 




Start 


4270 








End 


4544 




Name 


OJ991106 41 


.0419. 


C35.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2179 








End 


2439 




GI 


none 








Score 


211 




Exons 


2179. .2439, 


2181. 


.2294 










Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419 


C35 


Gene No. 


109705 








Strand 


+ 




Start 


4270 








End 


4544 





53106 






Name 


OJ991106 41 


.0419. 


C35.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2203 








End 


3460 




GI 


none 








Score 


77 




Exons 


2203. .2328, 


2389. 


.2445, 


2512. 


.2562, 2572.. 2649, 2574. .2690, 






2853. .3053, 


3147. 


.3305, 


3380. 


.3460 






Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419.C35 




Gene No. 


109705 








Strand 


+ 




^tA rt 


4270 








End 


4544 




Name 


OJ991106 41 


.0419. 


C35.ol 


.tm 


Method 


TBLASTX : Maize 




Start* 


2575 








End 


4135 




GI 


none 








Score 


74 




Exons 


2575. .2649, 


2850. 


.3047, 


3138. 


.3239, 3380.. 4033, 3523.. 4032, 






3644. .4033, 


4064. 


.4135 










Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419.C35 




Can o Mo 










Strand 


+ 




Start 


4270 








End 


4544 




Name 


OJ991106 41 


.0419. 


C35.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3087 








End 


3823 




GI 


none 








Score 


141 




Exons 


3087. .3305, 


3087. 


-.3290, 


3379. 


.3432, 3380.. 3823, 3523.. 3822 




Seq. No. 


51845 








O tr . ±LJ 






flo n q Mo 


1 0^10^ 

X \J V f UJ 








oil aiiu 






Start 


4270 








End 


4544 


' - 


Name 


OJ991106 41 


.0419. 


C35.ol 


.tc 


Method 


TBLASTX: Cress 


i y 


Start 


3512 








End 


41 

11 JO 




GI 


none 








Score 


/ ft 0 


** *^ 

i. Li 


Exons 


3512. .4138, 


3517. 


.4137 










Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419.C35 


5" 1 s 


Hpnp Mo 
OC11C • 


10Q70S 








Strand 


+ 




Start 


4270 








End 


4544 


r " 


Name 


OJ991106 41 


.0419. 


C35.o2 


.ts 


Method 


TBLASTX : Soybean 


is? 


Start 


3824 








End 


4030 




GI 


none 








Score 


263 


r — 


Exons 


3824. .4030, 


3824. 


.3994, 


3844 . 


.4029 




si 
C3 


Seq. No. 


51845 








Seq. ID 


OJ991106_41.0419.C35 




fjpnp Mo 


1 OQ70S 








Strand 


+ 




Start 


4270 








End 


4544 




Name 


OJ991106 41 


.0419. 


C35.o2 


.gp 


Method 


AAT/GAP 




Start 


4270 








End 


4544 




GI 


5038707 








Score 


529 




Exons 


4270. .4544 














Seq. No. 


51846 








Seq. ID 


OJ991226_35.0419.C1 






109706 








Strand 






Start 


203 








End 


3189 




Name 


OJ991226 35 


.0419. 


Cl.ol.* 


gp 


Method 


AAT/GAP 




Start 


203 








End 


3189 




GI 


none 








Score 


951 




Exons 


203. .271, 1148. .1278, 2124. .2335, 3061 


. .3189 




Seq. No. 


51846 








Seq. ID 


OJ991226_35.0419.C1 




Gene No. 


109706 








Strand 





53107 



Start 


203 








End 


3189 


Name 


OJ991226_35 


.0419. 


Cl.ol. 


tm 


Method 


TBLASTX : 


Start 


2124 








End 


2373 


GI 


none 








Score 


70 


Exons 


2124 . .2171, 


2125. 


.2187, 


2173. 


.2244, 2173. .2256, 




2238. .2333, 


2239. 


.2373, 


2246. 


.2335 




Seq. No. 


51847 








Seq. ID 


OJ991226 


Gene No. 


109707 








Strand 


+ 


Start 


1228 








End 


3520 


Name 


OJ991226 35 


.0419. 


C2.ol. 


np 


Method 


AAT/NAP 


Start 


1228 








End 


3520 


GI 


6539572 








Score 


72 


Exons 


1228. .1581, 


2111. 


.2198, 


3208. 


.3520 




GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


51847 








Seq. ID 


OJ991226 


Gene No. 


109708 - 








Strand 


— 


Start 


3341 








End 


3652 


Name 


OJ991226 35 


.0419. 


C2.o2. 


gs 


Method 


GEN SCAN 


Start 


3341 








End 


3652 


GI 


none 








Score 


.95 


Exons 


3341. .3652 












Seq. No. 


51848 








Seq. ID 


OJ991226 


Gene No. 


109709 








Strand 




Start 


628 








End 


6035 


Name 


OJ991226 35 


.0419. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


628 








End 


1751 


GI 


7510076 








Score 


52 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



628. .696, 1114. .1175, 1575. .1751 

hypothetical protein Y50E8A.i - Caenorhabditis elegans 



51848 Seq. ID 

109709 Strand 

628 End 

OJ991226_35.0419.C3.ol.gs Method 

915 End 

none Score 



OJ991226_35.0419.C3 

6035 
GENSCAN 
6035 
.73 



915. .920, 2888. .3089, 5585.-5777, 5813. .6035 



51848 



109710 
6396 

OJ991226_35.0419.C3.ol.tc 
6390 
none 

6390. .6776, 6391. .6699, 6429. .6776 



Seq. ID OJ991226_35.0419.C3 
Strand 
End 

Method 
End 
Score 



7632 

TBLASTX: Cress 

6776 

221 



Seq. No. 51848 

Gene No. 109710 

Start 6396 

Name OJ991226_35 . 0419.C3 . ol . tm 

Start 6393 

GI none 

Exons 6393.. 6830, 6394.. 6714, 6456. 

6934.. 7092, 6941.. 7051, 7123. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6821, 6781 
.7185, 7189 



OJ991226 35. 0419. C3 



7632 

TBLASTX: Maize 
7632 
312 

6822, 6893. 
7281, 7367. 



.6964, 
.7603, 



53108 



7385. .7543, 7393. .7581, 7580. .7630, 7585.-7632 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
□ Start 
,3 GI 

?n Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51848 

109710 

6396 

OJ991226_35 . 0419 . C3 . o2 . np 

6393 

7430703 



Seq. ID OJ991226_35.0419.C3 
Strand 

End 7 632 

Method AAT/NAP 

End 7 632 

Score 923 



6393. .6821, 6898. .7282, 7391. .7632 

cytochrome P450 - Madagascar periwinkle gi | 404 688 | gb | AAA17732 . 1 i 
(L19074) cytochrome P450 [Catharanthus roseus] 



51848 

109710 

6396 

OJ991226_35.0419.C3.o2 . gs 

6396 

none 



Seq. ID OJ991226_35.0419.C3 
Strand 

End 7632 

Method GEN SCAN 

End 7 632 

Score .8 



6396. .6821, 6898. .7268 : , . 7398. .7 632 



51848 

109710 

6396 

OJ991226_35.0419.C3.ol.ts 

6399 

none 



Seq. ID OJ991226_35.0419.C3 
Strand 

End 7632 

Method TBLASTX : Soybean 

End 7599 

Score 179 



6399. .6830, 6421. .6714, 6735. .6818, 6781. .6831, 6887. .7051, 
6892. .7128, 6912. .7073, 6919. .7092, 7105. .7284, 7109. .7285, 
7367. .7597, 7390. .7599 



51848 

109710 

6396 

OJ991226_35.0419.C3.o2.tc 

6777 

none 



Seq. ID OJ991226_35.0419.C3 
Strand 

End 7 632 

Method TBLASTX : Cress 

End 7257 

Score 4 9 



6777. .6830, 6778. .6819, 6792. .6821, 6887. .7051, 6895. .7092, 
6901. .7092, 6968. .7093, 7102. .7257, 7139. .7249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51849 
109711 
1 

OJ991226_35.0419.C4.ol.np 
1 

2760837 
1..298, 391. .683 

(AC003105) putative cytochrome P4 50 [Arabidopsis thaliana] 



Seq. ID OJ991226_35.0419.C4 
Strand 

End 701 

Method AAT/NAP 

End 683 

Score 189 



51849 
109711 
1 

OJ991226_35.0419.C4.o2.np 
1 

5734759 
1..302, 395. .666 

(AC007651) Similar to Cytochrome P450 [Arabidopsis thaliana] 



Seq. ID OJ991226_35.0419.C4 

Strand 

End 701 

Method AAT/NAP 

End 666 

Score 194 



53109 



f\l 



i3 



Seq. No. 


010 4 y 






Seq. ID 


ojyyi^o oo.u4iy. 


C4 


Gene No. 


109711 






Strand 






Start 


1 






End 


701 




Name 




. U4 i y . b4 . oi 


. tin 


netnoa 


1 dlaoIa . Maize 




Start 


by 






bna 


*3 n *a 




GI 


none 






Score 


1 a/; 

lUo 




Exons 


by . . lbi , ou . 


.1/0, iyj . 










Seq. No. 


o io4 y 






Seq. ID 


ojyyi^^b Jo.u4iy. 


L4 


Gene No. 


109711 






Strand 






Start 


1 






End 


701 




Name 


ujyyx^^b jo. 


U4 iy . L4 . 01 


. ts 


Metnoa 


ibLAo 1 a : soyoean 




Start 


by 






hna 


EL Q 1 

0 0 1 






none 






Score 


oy 




Exons 


by . . 1 / o , oU . 


ICQ 00c 

. 1 by , b . 


. ZOO, 


jyj . . 00 1 






beq. No. 


oio4 y 






Seq. ID 


ATOQ1 OOC A/tlQ 


L4 


Gene No. 


109711 






Strand 






Start 


1 






End 


701 




Name 


OJ991226 35. 


0419.C4.ol 


.gs 


Method 


GENSCAN 




Start 


154 






End 


/U 1 




GI 


none 






Score 


"7 O 

. 72 




Exons 


154. .362, 395. .701 










Seq. No. 


51850 






Seq. ID 


ojyyizzb oo.U4iy. 


Co 


bene no . 


109712 






oirana 


T 




Start 


5484 






End 


5768 




Name 


OJ991226 35. 


0419.C5.o2 


.gp 


Method 


AAT/GAP 




Start 


5484 






End 


5768 




GI 


LIB3475-004- 


■P1-K2-A5 




Score 


380 




Exons 


5484. .5545, 


5586. .5768 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



51850 

109713 

373 

OJ991226_35.0419.C5.ol.tm 

368 

none 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 
Method TBLASTX: Maize 
End 1995 
Score 4 8 

368. .415, 388. .801, 437. .802, 929. .1078, 931. .1068, 1186. .1278, 
1416. .1694, 1417. .1695, 1719. .1970, 1756. .1995, 1764. .1985 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method AAT/NAP 

End 3395 

Score 1032 



51850 
109713 
373 

OJ991226_35.0419.C5.ol.np 
373 

461812 

373. .801, 888. .1279, 1426. .1673, 1764. .1985, 3348. .3395 
CYTOCHROME P450 72A1 (CYPLXXII) (PROBABLE 

GERANIOL- 1 0 -HYDROXYLASE ) (GE10H) gi | 7430704 | pir | | T09944 probable 
cytochrome P450 protein - Madagascar periwinkle 
gi|167484 | gb | AAA33106 . 1 | (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 | prf | | 1909351A cytochrome P450 
[Catharanthus roseus] 



53110 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ991226__35 . 04 1 9 . C5 . ol . tc 

Start 379 

GI none 

Exons 379.. 753, 380.. 733 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method TBLASTX: Cress 

End 753 

Score 197 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ991226_35 . 0419 . C5 . ol . ts 

Start 379 

GI none 
Exons 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method TBLASTX : Soybean 

End 1602 

Score 237 



379. .801, 380. .802, 902. .1075, 910. .1110, 1168. .1281, 
1178. .1285, 1416. .1601, 1417. .1602 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ991226_35 . 0419 . C5 . ol . gs 

Start 397 

GI none 

Exons 397.. 795 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method GENSCAN 

End 795 

Score .93 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ99122 6_35 . 04 1 9 . C5 . o2 . tc 

Start 766 

GI none 

Exons 766. .801, 893.. 1078, 910.. 1059 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method TBLASTX: Cress 

End 1078 

Score 140 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ99122 6_35 . 04 1 9 . C5 . o2 . gs 

Start 8.62 

GI none 

Exons 862.. 1279, 1426.. 1673, 1764, 
5807. .5826, 5888. .6042 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method GENSCAN 

End 6042 

Score . 68 
1984, 3891. .4172, 4618. .4694, 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ991226_35 . 0419 . C5 . o2 . ts 

Start 1614 

GI none 
Exons 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method TBLASTX : Soybean 

End 4086 

Score 42 



1614. .1670, 1618. .1671, 1756. .1860, 1761. .1904, 1900. .1986, 
1905. .1985, 3889. .3945, 3952. .4086 



Seq. No. 51850 

Gene No. 109713 

Start 373 

Name OJ991226_35 . 0419 . C5 . ol . tw 

Start 3889 

GI none 



Seq. ID OJ991226_35.0419.C5 
Strand 

End 6374 

Method TBLASTX : Wheat 

End 4104 

Score 75 



53111 




Exons 3889..3972, 3890.. 3961, 3892.. 3972, 4006.. 4104 



Seq. No. 


51850 






Seq. ID 


OJ991226_35.0419. 


,C5 


Gene No. 


109713 






Strand 


- 




Start 


373 






End 


6374 




Name 


OJ991226 35 


.0419. 


,C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


3889 






End 


4171 




GI 


none 






Score 


111 




Exons 


3889. .4098, 


3890. 


. .4171 








Seq. No. 


51850 






Seq. ID 


OJ991226_35.0419. 


C5 


Gene No. 


109713 






Strand 






Start 


373 






End 


6374 




Name 


OJ991226 35 


.0419. 


C5.o2.np 


Method 


AAT/NAP 




Start 


5477 






End 


6374 




GI 


4539658 






Score 


57 




Exons 


5477. .5550, 


5586. 


.5666, 6306. 


.6374 






GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein [Sorghum 




bicolor] 












Seq. No. 


51851 






Seq. ID 


OJ991226 35 0419 


C6 


Gene No. 


109714 






Strand 


+ ~ 




Start 


240 






End 


378 




Name 


OJ991226 35 


.0419. 


C6 . ol . gs 


Method 


GENSCAN 




Start 


240 






End 


378 




GI 


none 






Score 


.5 




Exons 


240. .378 












Seq. No. 


51851 






Seq. ID 


OJ991226_35.0419. 


C6 


Gene No. 


109715 






Strand 


+ 




Start 


721 






End 


3945 




Name 


OJ991226 35 


.0419. 


C6 . ol .np 


Method 


AAT/NAP 




Start 


721 






End 


3942 




GI 


6907089 






Score 


4344 




Exons 


721. .1981, 


2085. . 


3942 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


51851 






Seq. ID 


OJ991226_35.0419. 


C6 


Gene No. 


109715 






Strand 


+ 




Start 


721 






End 


3945 




Name 


OJ991226 35 


.0419. 


C6.o2.gs 


Method 


GENSCAN 




Start 


721 






End 


3945 




GI 


none 






Score 


.81 




Exons 


721. .883, 916. .17 


85, 1813. .1981, 2085. 


.3483, 3541. .3945 




Seq. No. 


51851 






Seq. ID 


OJ991226_35.0419. 


C6 


Gene No. 


109716 






Strand 






Start 


4569 






End 


5207 




Name 


OJ991226 35 


.0419. 


C6.ol.tw 


Method 


TBLASTX: Wheat 




otart 


1754 






End 


5189 




GI 


none 






Score 


159 




Exons 


1754. .1837, 


4581. 


.4706, 4737. 


.4793, 48 


93. .5189, 4900. .5157 


Seq. No. 


51851 






Seq. ID 


OJ991226_35.0419. 


C6 


Gene No. 


109716 






Strand 






Start 


4569 






End 


5207 




Name 


OJ991226 35 


.0419. 


C6 . o3 . gs 


Method 


GENSCAN 





53112 



Start 
GI 

Exons 



4569 
none 

4569. .4904 



End 
Score 



4904 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51851 Seq. ID OJ991226_35 . 04 19 . C6 

109716 Strand 

4569 End 5207 

OJ99122 6_35 . 04 19 . C6 . o2 . np Method AAT/NAP 

4572 End 5207 

7228457 Score 1029 

4572. .5207 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



51852 Seq. ID 

109717 Strand 

11457 End 

OJ991226_35.0419.C7.o3.gs Method 

11457 End 

none Score 
11457. .11771 



OJ991226_35.0419.C7 
+ 

11771 
GEN SCAN 
11771 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51852 Seq. ID 

109718 Strand 

1 , End 

OJ99122 6_35 . 04 19 . C7 . ol . np Method 

1 End 

7228457 Score 

1..348, 415. .1374, 1497. .2330, 2394. 



OJ991226_35.0419.C7 

6709 
AAT/NAP 
4754 
6748 

4326, 4388.. 4754 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



51852 
109718 
1 

OJ991226_35.0419.C7.ol.gs 
11 

none 

11. .1582, 1603. .2330, 2394. .3186, 3241. .4772, 4826. .4930, 
5382. .5424, 5505. .5613, 5729.. 5793, 5851. .5918, 6638. .6709 



Seq. ID OJ991226_35.0419.C7 
Strand 

End 6709 

Method GENS CAN 

End 6709 

Score .46 



Seq. No. 


51852 








Seq. ID 


Gene No. 


109719 








Strand 


Start 


7779 








End 


Name 


OJ991226 


35. 0419. C7 


.06. 


tw 


Method 


Start 


121 








End 


GI 


none 








Score 


Exons 


121. .381, 


257. .433 








Seq. No. 


51852 








Seq. ID 


Gene No. 


109719 








Strand 


Start 


7779 








End 


Name 


OJ991226 


35. 0419. C7 


.o2. 


ts 


Method 


Start 


181 








End 


GI 


5666795 








Score 



11869 

TBLASTX: Wheat 

433 

67 



OJ991226_35.0419.C7 
11869 

TBLASTX : Soybean 

747 

68 



53113 






Exons 


181. .381, 436. .573, 649. .747 










GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea 


mays] 






Seq. No. 


S1 ft S9 


Seq. ID 


OJ991226_35.0419 


■ C7 




UC11C L*\J ■ 


1 0Q71 Q 


Strand 








Start 


777Q 


End 


11869 






Name 


n.TQQ1?9fi ^S n 4 1 Q P7 o4 fw 


Method 


TBLASTX: Wheat 






Start 


436 ~ 

1 J u 


End 


894 






GI 




Score 


88 






Exons 


436. .585, 437. .574, 619. .870, 


620. .850, 640. .894 






Seq. No. 


51852 


Seq. ID 


OJ991226_35.0419 


.C7 




Cpnp Wo 


1 DQ71 Q 


Strand 








Start 


7779 


End 


11869 






Name 


O.TQQ1996 ^S 041 Q CI ol 


Method 


TBLASTX : Soybean 






Start 


1303 ~~ 


End 


1673 






GI 


n on o 


Score 


83 






Exons 


1303. .1533, 1530. .1673, 1531. 


.1656 








Seq. No. 


SIRS? 


Seq. ID 


OJ991226_35.0419 


.CI 




f^pno No 


1 0Q71 Q 


Strand 








Start 


777 Q 


End 


11869 






Name 


D,TQQ199fi ^S 041 Q P7 n9 fu 


Method 


TBLASTX: Wheat 






Start 


1 _ 
IJJJ 


End 


1752 






GI 


none 


Score 


98 






Exons 


1333. .1539, 1358. .1513, 1521. 


.1751, 1522. .1752 




fi 

i | 


Seq. No. 


SI R S? 


Seq. ID 


OJ991226_35.0419 


.C7 






1 0971 Q 


Strand 






3 


Start 


777 Q 


End 


11869 






Name 


O.T9919?n" ^S 0419 P7 o? -hm 


Method 


TBLASTX : Maize 




_| 


Start 


1 4?fi ~~ 

J. *i ^. U 


End 


1809 




: s 


GI 




Score 


201 






Exons 


1426.. 1536, 1524.. 1808, 1525. 


.1809 








Seq. No. 


si as? 


Seq. ID 


OJ991226_35.0419 


.C7 


-J 




1 097 1 Q 


Strand 








Start 


777 Q 


End 


11869 




3 


Name 


D.T991926 ^S 041 Q T7 ol -hm 


Method 


TBLASTX: Maize 




1 


Start 


1 836 ~~ 

J- U J u 


End 


2192 






GI 




Score 


69 






Exons 


1836. .1952, 1836. .2192, 1846. 


.2157 








Seq. No. 


SI ft s? 


Seq. ID 


OJ991226_35.0419 


.C7 




Cpnp Mo 


1 097 1 9 


Strand 








Start 


777 9 

/ / / J7 


End 


11869 






Name 




Method 


TBLASTX: Wheat 






Start 


1 ft fiO — 


End 


2322 






GI 


none 


Score 


229 






Exons 


1860. .2321, 1866. .2321, 1867. 


.2322 








Seq. No. 


51852 


Seq. ID 


OJ991226_35.0419 


-C7 




Gene No. 


109719 


Strand 








Start 


7779 


End 


11869 






Name 


OJ991226 35.0419.C7.o3.tw ' 


Method 


TBLASTX: Wheat 






Start 


2487 


End 


2973 






GI 


none 


Score 


149 





53114 




Exons 


2487. .2972, 2518. .2778, 2800. 


.2973 




Seq. No. 


51852 


Seq. ID 


OJ991226_35.0419.C7 . 


Gene No . 


109719 


Strand 




Start 


7779 


End 


11869 


Name 


OJ991226 35.0419.C7.o5.tw 


Method 


TBLASTX: Wheat 


Start 


3708 


End 


4097 


GI 


none 


Score 


99 


Exons 


3708. .3965, 3742. .3981, 3948. 


.4046, 3949. .4029, 4053. .4097 


Seq. No. 


51852 


Seq. ID 


OJ991226 35 0419 C7 


fipnp No 


109719 


Strand 




Start 


7779 


End 


11869 


Name 


OJ991226 35.0419.C7.o3.tm 


Method 


TBLASTX • Maize 


Start 


3810 


End 


4058 


GI 


none 


Score 


108 


Exons 


3810. .4058, 3811. .4056 






Seq. No. 


51852 


Seq. ID 


OJ991226 35 0419 C7 


Gene No. 


109719 


Strand 




Start 


7779 


End 


11869 


Name 


OJ991226 35.0419.C7.o2.np 


Method 


AAT/NAP 


Start 


7779 


End 


11869 


GI 


5777623 


Score 


1268 


Exons 


7779.. 7805, 9364.. 9592, 10379 


. .10901, 


11081. .11225, 




11474. .11652, 11793.. 11869 






GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 


Seq. No. 


51852 


Seq. ID 


OJ991226_35.0419.C7 


Gene No. 


109719 


Strand 




Start 


7779 


End 


11869 


Name 


OJ991226 35.0419.C7.ol.gp 


Method 


AAT/GAP 


Start 


8217 


End 


8732 


GI 


38782 1.R1084 


Score 


785 


Exons 


8217. .8732 






GI Descrip. 


'6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


51852 


Seq. ID 


OJ991226_35.0419.C7 


Gene No . 


109719 


Strand 




Start 


7779 


End 


11869 


Name 


OJ991226 35.0419.C7.o2.gs 


Method 


GENSCAN 


Start 


8524 


End 


10841 


GI 


none 


Score 


.84 


Exons 


8524.. 8597, 10219 10371 , 10406.. 10841 




Seq. No. 


51853 


Seq. ID 


OJ991226_35.0419.C9 


Genp Mo 


109720 


Strand 


+ 


Start 


565 


End 


661 


Name 


OJ991226 35.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


565 


End 


661 


GI 


none 


Score 


.46 


Exons 


565. .590, 647. .661 






Seq. No. 


51853 


Seq. ID 


OJ991226_35.0419.C9 


Gene No. 


109721 


Strand 




Start 


1229 


End 


2319 



53115 



Name 

Start 

GI 

Exons 



OJ99122 6_35 . 04 19 . C9 . o2 . gs Method GENSCAN 

1229 End 2319 

none Score .72 

1229.. 1488, 1675.. 1727, 2279. .2319 



Seq. No. 51853 Seq. ID 

Gene No. 109722 Strand 

Start 2916 End 

Name OJ99122 6_35 . 04 1 9 . C9 . o3 . gs Method 

Start 2916 End 

GI none Score 
Exons 



OJ991226_35.0419.C9 

5742 
GENSCAN 
5742 
.55 



2916. .2998, 3241. .3408, 3684. .3820, 4149. .4424, 5113. .5215, 
5631. .5742 



in 

Til 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51854 Seq. ID OJ991226_35 . 0419 . C10 

109723 Strand + 

5903 End 6236 

OJ991226_35.0419.C10.o2.gp Method AAT/GAP 

5903 End 6236 

LIB3431-002-P1-N1-D11 Score 480 
5903. .6236 

' 4176420/dbj |BAA37167| 2 . 0e-ll " (AB008097 ) cytochrome P450 
[Arabidopsis thaliana] 1 



51854 
109724 
350 

OJ991226_35.0419.C10.ol.np 
347 

461812 

347. .775, 891. .1275, 
CYTOCHROME P4 50 72A1 
GERANIOL- 10 -HYDROXYLASE ) 
cytochrome P450 protein 
gi 1 167484 | gb IAAA33106.il 



Seq. ID OJ991226_35. 0419. C10 
Strand 

End 4873 
Method AAT/NAP 
End 2271 
Score 1160 
1415. .1659, 1753.. 2271 
( CYPLXXI I ) ( PROBABLE 

(GE10H) gi|7430704|pir| IT09944 probable 
Madagascar periwinkle 
(L10081) Cytochrome P-450 protein 



[Catharanthus roseus] 
[Catharanthus roseus] 

51854 

109724 

350 

OJ991226_35.0419.C10.ol.gs 

350 

none 

350. .775, 891. .1275, 1415.', 
4810. .4873 



gi| 445604 Iprf | | 1909351A cytochrome P450 



Seq. ID OJ991226_35. 0419. C10 



Strand 
End 

Method 
End 
Score 
1659, 1753. 



4873 
GENSCAN 
4873 
.59 

.2303, 3656.. 3937, 



Seq. No. 51854 Seq. ID OJ99122 6_35 . 0419 . C10 

Gene No. 109724 Strand 

Start 350 End 4873 

Name OJ991226_35 . 0419 . C10 . ol . gp Method AAT/GAP 

Start 424 End 927 

GI 97722_1.R1084 Score 746 

Exons 424.. 775, 891.. 927 

GI Descrip. ' 5734759/gb | AAD50024 . 1 | AC007651_19 8.0e-36 (AC007651) Similar to 

Cytochrome P450 [Arabidopsis thaliana] 1 



53116 




Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 


Gene No. 


109725 




Strand 


- 


Start^ 


6014 




End 


6435 


Naine 


"* 0 J 9 9122 6 3 5 ." 6 4 1*9 . C 1 0 . o 1 


.tm 


Method 


TBLASTX: Maize 


Start 


299 




End 


6433 


(ZT 


none 




Score 


400 


Exons 


299. .772, 338. .775, 348 


. .776, 


885. .929, 


910. .930, 925. .1086, 




927. .1112, 928. .1089, 1119. .1148, 1180. 


.1278, 1182. .1274, 




1412. .1630, 1414. .1605, 


1486. . 


1653, 1609. .1656, 1610.. 1657, . 




1753.. 1902, 1753.. 1959, 


1754. . 


1960, 1972. .2019, 1973.. 2026, 




6003.. 6428, 6003.. 6428, 


6017. . 


6433 




Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 




109725 




Strand 




Start 


fim a 




End 


6435 


Name 


OJ991226 35. 0419. C10. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


347 




End 


6397 


GI 


none 




Score 


202 


Exons 


347. .721, 375. .707, 401 


. .724, 


6011.. 6397, 6042.. 6374, 6080.. 637 


Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 


Gene No. 


109725 




Strand 




Of a 

o tar l 






End 


6435 


Name 


OJ991226 35. 0419. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


353 




End 


6434 


GI 


none 




Score 


286 


Exons 


353. .775, 375. .776, 885 


. .1088, 


910.. 1089, 1101.. 1277, 




1417. .1623, 1421. .1612, 


6020. . 


6433, 6042.. 6434 


Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 


(~\ n « n VT j-v 
VjTCllC iNU . 


109725 




Strand 




Start 






End 


6435 


Name 


OJ991226 35. 0419. C10. o3 


.tc 


Method 


TBLASTX: Cress 


Start 


737 




End 


1250 


GI 


none 




Score 


37 


Exons 


737. .775, 738.-773, 885 


. .1088, 


888. .1085, 910. .1089, 1074. .1250 


Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 


Gene No. 


109725 




Strand 




o car u 


6014 




End 


6435 


Name 


OJ991226 35. 0419. C10. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1071 




End 


1512 


GI 


none 




Score 


144 


Exons 


1071. .1274, 1083. .1274, 


1084. . 


1278, 1094. .1288, 1412. .1498, 




1414. .1512 








Seq. No. 


51854 




Seq. ID 


OJ991226_35. 0419. C10 


Gene No. 


109725 




Strand 




Start 


6014 




End 


6435 


Name 


OJ991226 35. 0419. C10. o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1417 




End 


2136 


GI 


none 




Score 


98 


Exons 


1417. .1548, 1421. .1546, 


1564. . 


1581, 1624. .1656, 1753. .1950, 




1754. .1966, 1936. .1962, 


2056. . 


2136 





Seq. No. 51854 Seq. ID OJ991226_35 . 0419 . C10 

Gene No. 109725 Strand 



53117 



Start 
Name 
Start 
GI 

Exons 



6014 End 

OJ991226_35 . 0419 .CIO . o2 . ts Method 

1624 End 

none Score 



6435 

TBLASTX: Soybean 

2136 

112 



1624. .1656, 1753. .1833, 1763. .1903, 1889. .1966, 1894. .1962, 
1972. .2055, 2056. .2136 



Seq. No. 51854 Seq. ID OJ991226_35 . 04 19 . C10 

Gene No. 109725 Strand 

Start 6014 End 6435 

Name OJ991226_35 . 04 19 . C10 . o2 . np Method AAT/NAP 

Start 6014 End 6435 

GI 461812 Score 365 

Exons 6014.. 6435 

GI Descrip. CYTOCHROME P4 50 72A1 (CYPLXXII) (PROBABLE 

GERAN I OL- 10 -HYDROXYLASE) (GE10H) gi | 74 30704 | pir | | T0994 4 probable 
cytochrome P4 50 protein - Madagascar periwinkle 
gi|167484|gb|AAA33106.1| (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 |prf | | 1909351A cytochrome P450 
[Catharanthus roseus] 



Seq. No. 51855 

Gene No. 109726 

Start 32 

Name OJ991226_35 . 04 19 . Cll . ol . gs 

Start 32 

GI none 

Exons 32. .178, 335. .487, 2729.-2857 



Seq. ID OJ991226_35. 0419. Cll 

Strand + 

End 2857 

Method GENSCAN 

End 2857 

Score .47 



Seq. No. 51855 Seq. ID 

^ Gene No. 109727 Strand 

\J Start 4494 End 

fjj Name OJ991226_35 . 0419. Cll . o3 .gs Method 

s Start 4494 End 

GI none Score 

H Exons 4494.. 5092, 5969.. 6029 



OJ99122 6_35.0419.C11 
+ 

6029 
GENSCAN 
6029 
.47 



Seq. No. 51855 Seq. ID 

Gene No. 109728 Strand 

Start 11872 End 

Name OJ99122 6_35 .0419. Cll . o5 . gs Method 

Start 11872 End 

GI none Score 

Exons 11872. .11938, 12039.. 12151 



OJ991226_35. 0419. Cll 
+ 

12151 
GENSCAN 
12151 
.83 



Seq. No. 51855 Seq. ID 

Gene No. 109729 Strand 

Start 13312 End 

Name OJ991226_35 . 04 19 . Cll . o3 . gp Method 

Start 13189 End 

GI none Score 

Exons 13189. .13601 



OJ991226_35. 0419. Cll 
+ 

15276 
AAT/GAP 
13601 
742 



Seq.' No. 51855 Seq. ID 

Gene No. 109729 Strand 

Start 13312 End 

Name OJ991226_35 . 04 19 . Cll . o4 . np Method 



OJ991226_35. 0419. Cll 
+ 

15276 
AAT/NAP 



53118 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13276 End 15276 

461812 Score 1143 

13276. .13791, . 13909. .14153, 14 331 .. 14715, 14848. .15276 

CYTOCHROME P450 72A1 (CYPLXXII) (PROBABLE 

GERANIOL- 10 -HYDROXYLASE) (GE10H) gi | 74 30704 | pir | | T0994 4 probable 
cytochrome P450 protein - Madagascar periwinkle 
gi|167484|gb|AAA33106.1| (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 | prf | | 1 909351A cytochrome P450 
[Catharanthus roseus] 



51855 

109729 

13312 

OJ991226_35.0419.Cll.o6.gs 

13312 

none 



Seq. ID OJ991226_35.0419.C11 



Strand 
End 

Method 

End 

Score 



+ 

15276 
GENSCAN 
15257 
.7 



13312. .13791, 13909. .14153, 14 331 .. 147 14 , 14999.. 15257 



Seq. No. 


51855 


Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109729 


Strand 


+ 


Start 


13312 


End 


15276 


Name 


OJ991226 35.0419.Cll.o4.gp 


Method 


AAT/GAP 


Start 


14114 


End 


14683 


GI 


LIB3434-060-P1-K1-A12 


Score 


715 


Exons 


14114... 14153, 14331. .14683 






GI Descrip. 


1 404690 3.0e-34 (L19075) cytochrome P450 [Catharanthus roseus] 


Seq. No. 


51855 


Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109730 


Strand 


+ 


Start 


15782 


End 


16748 


Name 


OJ991226 35.0419.Cll.o7.gs 


Method 


GENSCAN 


Start 


15782 


End 


16748 


GI 


none 


Score 


.92 


Exons 


15782. .15901, 16506.. 16748 







Seq. No. 51855 Seq. ID 

Gene No. 109731 Strand 

Start 17187 End 

Name OJ991226 35 . 0419.C11 .08 .gs Method 

Start 17187 *" End 

GI none Score 

Exons 17187. .17313, 18613.. 18668 



OJ991226_35.0419.C11 
+ 

18668 
GENSCAN 
18668 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51855 Seq. ID 

109732 Strand 
21866 End 
OJ991226_35.0419.Cll.o6.gp Method 
21866 End 
8043_1.R1084 Score 
21866. .22292, 22484.. 22507 

■ 4 61812/sp|Q05047 |CP72_CATRO 4.0e-97 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10-HYDROXYLASE ) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] • 



OJ991226_35.0419.C11 
+ 

22507 
AAT/GAP 
22507 
806 



51855 
109732 



Seq. ID OJ991226_35.0419.C11 
Strand + 



53119 



Start 21866 End 22507 

Name OJ991226_35 . 0419 . Cll . o5 . np Method AAT/NAP 

Start 21,996 End • 22265 

GI 276083'7' Score " 91 

Exons 21996. .22265 

GI Descrip. (AC003105) putative cytochrome P450 [Arabidopsis thaliana] 

Seq. No. 51855 Seq. ID OJ991226_35 . 04 19 . Cll 

Gene No. 109733 Strand 

Start 1 End 530 

Name OJ991226_35 . 0419 . Cll . ol . np Method AAT/NAP 

Start 1 End 526 

GI 2760837 Score 241 

Exons 1. .526 

GI Descrip. (AC003105) putative cytochrome P450 [Arabidopsis thaliana] 

Seq. No. 51855 Seq. ID OJ991226_35 . 04 19 . Cll 

Gene No. 109733 Strand 

Start 1 End 530 

Name OJ991226_35 . 0419 . Cll . o2 . np Method AAT/NAP 

Start 1 End 530 

GI 7430703 Score 279 

Exons 1..530 

GI Descrip. cytochrome P450 - Madagascar periwinkle gi | 404 688 | gb | AAA17732 . 1 | 
(L19074) cytochrome P450 [Catharanthus roseus] 

Seq. No. 51855 Seq. ID OJ991226_35 . 04 19 . Cll 

Gene No. 109734 Strand 

Start 2961 End 4991 

Name OJ991226_35 . 0419 . Cll . ol . gp Method AAT/GAP 

Start 2961 End 3422 

GI 3767855 Score 869 

Exons 2961.. 3422 

GI Descrip. 5734759/gb | AAD50024 . 1 | AC007651_19 1.0e-26 (AC007651) Similar to 
Cytochrome P450 [Arabidopsis thaliana] 

Seq. No. 51855 Seq. ID OJ991226_35 . 0419 . Cll 

Gene No. 109734 Strand 

Start 2961 End 4991 

Name OJ991226_35 . 0419 . Cll . o3 . np Method AAT/NAP 

Start 3088 End 4 991 

GI 461812 Score 1213 

Exons 3088.. 3516, 3624.. 4008, 4129.. 4373, 4479.. 4991 

GI Descrip. CYTOCHROME P450 72A1 (CYPLXXII) (PROBABLE 

GERANIOL-10-HYDROXYLASE) (GE10H) gi | 7430704 | pir | | T09944 probable 
cytochrome P450 protein - Madagascar periwinkle 
gi|167484 | gb | AAA33106 . 1 | (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 | prf | | 1909351A cytochrome P450 
[Catharanthus roseus] 

Seq. No. 51855 Seq. ID OJ991226_35 . 04 19 . Cll 

Gene No. 109734 Strand 

Start 2961 End 4991 

Name OJ991226_35 . 0419. Cll .o2 .gs Method GENSCAN 

Start 3224 End 4271 

GI none Score .73 

Exons 3224. .3245, 3326. .3516, 3624. .4008, 4129. .4271 



53120 




Seq. No. 


51855 




Seq. ID 


OJ991226_35.0419.C11 




109734 




Strand 




Start 


2961 




End 


4991 


Name 


OJ991226 35. 


0419. 


Cll.o2.gp Method 


AAT/GAP 


Start 


3768 




End 


4306 


GI 


428533 




Score 


756 


Exons 


3768. .4008, 


4129. 


.4306 




GI Descrip. 


404690 6.0e- 


■28 (L19075) cytochrome P450 [Catharanthus roseus] 




51855 




Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109735 




Strand 




Start 


7977 




End 


10346 


Name 


OJ991226 35. 


04 1 Q 

U *i -L J • 


Cll.o4.gs Method 


GEN SCAN 


Start 


7977 




End 


10346 


GI 


none 




Score 


.9 


Exons 


7977. .8892, 


-7 v -L J • 


.9260, 9367.. 9695, 10088.. 10346 


Seq. No. 


51855 




Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109736 




Strand 




Start 


14967 




End 


22291 


Name 


OJ991226 35. 


0419. 


Cll.ol.tm Method 


TBLASTX: Maize 


Start 


17 




End 


15290 


GI 


none 




Score 


165 


Exons 


17. .244, 17. 


.283, 


18. .287, 3054. .3077, 


3089. .3559, 3089. .3514 




3091. .3516, 


3612. 


.3662, 3660. .3845, 3667. .3822, 3848. .3880, 




3852. .3881, 


3915. 


.4004, 3964. .4008, 4087. .4344, 4127. .4318, 




4128. .4319, 


4318. 


.4374, 4323. .4385, 4324. .4371, 4456. .4551, 




4479. .4712, 


4479. 


.4745, 4480. .4749, 7963. .8172, 7963. .8169, 




7989. .8171, 


8184. 


.8405, 8185. .8415, 8511. .8555, 8553. .8720, 




8553. .8741, 


8799. 


.8891, 9004. .9258, 9010. .9261, 9012. .9263, 




9059. .9262, 


9078. 


.9266, 9365. .9385, 9367.. 9597, 9367.. 9597, 




9368. .9610, 


13521 


..13799, 13525. .13791, 13903 .. 13965, 




13911. .13964, 13915. .14154, 13959 .. 14 156, 13960 .. 14154, 




14334. .14426, 14335 .. 14424 / 144 90 .. 14 669, 144 94 .. 14679, 




14841. .15290, 14848. .15276 




Seq. No. 


51855 




Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109736 




Strand 




Start 


14967 




End 


22291 


Name 


OJ991226 35. 


0419. 


Cll.o2.tc Method 


TBLASTX: Cress 


Start 


17 




End 


22226 




none 




Score 


123 


Exons 


17. .157, 18. 


.272, 


203. .250, 299. .394, 


472. .495, 3972. .4010, 




4131. .4265, 


4183. 


.4260, 4338. .4385, 4479. .4619, 4480. .4734, 




4665. .4712, 


4761. 


.4925, 8856. .8894, 9015. .9146, 9019. .9144, 




9225. .9263, 


9367. 


.9507, 9368.. 9469, 10116 .. 10331, 13279.. 1350 




13570. .13791 


, 13737. .13790, 13912 .. 1394 4 , 14020 14151, 




14022. .14147 


, 22077.. 22226 




Seq. No. 


51855 




Seq. ID 


OJ991226_35.0419.C11 


Gene No. 


109736 




Strand 




Start 


14967 




End 


22291 


Name 


OJ991226 35. 


0419. 


Cll.o2.ts Method 


TBLASTX : Soybean 


Start 


17 




End 


22291 


GI 


none 




Score 


97 


Exons 


17. .157, 27. 


.110, 


153. .326, 158. .394, 


4338. .4385, 4339. .4386, 



53121 



4479. .4619, 4489. .4557, 4615. .4788, 4620. .4919, 9207. .9263, 
9367. .9507, 9377. .9460, 9508. .9609, 9518. .9604, 10083 .. 10142 , 
10152. .10322, 13324 . .13650, 13518 .. 13655 , 13651 13791, 
13734. .13781, 13903 .. 13944 , 22080 .. 2228 9, 22097.. 22291 



Seq. No. 51855 Seq. ID 

Gene No. 109736 Strand 

Start 14967 End 

Name 0 J99122 6_35 . 04 1 9 . CI 1 . o 1 . tw Method 

Start 212 End 

GI none Score 
Exons 



OJ991226_35.0419.C11 
22291 

TBLASTX: Wheat 

22291 

105 



212. .340, 213. .311, 320. .397, 4674. .4802, 4675.-4773, 
4782..492S, 10086 .. 10145 , 10089 10166, 10167 .. 10382 , 
10168. .10272, 13321. .13488, 13428 .. 134 90, 134 68 .. 13596, 
13489. .13593, 13509 .. 13595, 22080 .. 22205, 22094 .. 22204 , 
22188. .22289, 22197 .. 22286, 22214. .22291 



Seq. No. 51855 

Gene No. 109736 

Start 14967 

Name OJ991226_35 .0419.C11 .o2 .tm 

Start 290 

GI none 
Exons 



Seq. ID OJ991226_35.0419.C11 
Strand 
End 

Method 
End 
Score 



22291 

TBLASTX: Maize 

22291 

43 



290. .397, 4752. .4970, 10084 .. 10140 , 1008 6 .. 10142 , 1014 9 .. 10361, 
10150. .10272, 13300. .13518, 22077 2228 9, 22094. .22291 



i m 



Seq. No. 51855 

Gene No. 109736 

Start 14967 

Name OJ991226_35 . 04 19 . Cll . ol . tc 

Start 3085 

GI none 
Exons 



OJ991226 35. 0419. Cll 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3085. .3471, 3116. .3448, 3154. .3450, 7972. .8166, 7972. .8154, 
7980. .8180, 8166. .8360, 8188. .8337, 14848 14928, 14905 .. 15282, 
14914. .15150, 14 916. .15251 



22291 

TBLASTX: Cress 

15282 

172 



Seq. No. 51855 
Gene No. 109736 
Start 14967 

Name OJ991226_35 . 04 19 .Cll . ol . ts 

Start 3094 
GI none 
Exons 3094 

3826 

7980 

8520 



3516, 3116 
3930, 4126 
8171, 8002 
8720, 8706 
13953. .14147, 14326 .. 14508 , 1 
14518. .14712, 14521. .14688, 1 
15285. .15329 



,3517, 3612. 

.4251, 4131. 

,8169, 8179. 

,8894, 9015. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3827, 3616. 
.4337, 4134. 
.8418, 8187. 
.9203, 9019. 
4328. . 14504, 
4847. .15248, 



OJ991226 35. 0419. Cll 



22291 

TBLASTX : Soybean 
15329 
261 

3828, 3825.. 4025, 
4328, 4135. .4332, 
8417, 8512. .8712, 
9192, 13945. .14151, 
14517. .14660, 
14848. .15270, 



Seq. No. 51855 

Gene No. 109736 

Start 14967 

Name OJ991226_35 . 04 19 . Cll . o3 . tc 

Start 3627 

GI none 
Exons 



Seq. ID OJ991226_35. 0419. Cll 
Strand 
End 

Method 
End 
Score 



22291 

TBLASTX: Cress 

14715 

142 



3627. .3824, 3637. .3825, 3807. .3965, 3835. .3963, 8517. .8732, 



53122 



8518. .8712, 8739. .8852, 14377 .. 14511, 14 403 14 504 , 
14511. .14645, 14511. .14657, 14512 .. 14715, 14521. .14712 



Seq. No. 51855 

Gene No. 109736 

Start 14967 

Name OJ991226_35 . 04 19. CI 1 .o2 . tw 

Start 3804 

GI none 
Exons 



Seq. ID OJ991226_35.0419.C11 
Strand 

End 22291 

Method TBLASTX : Wheat 

End 14535 

Score 180 



3804. .4001, 3820. .4005, 3823. .4008, 3830. .4021, 4114. .4212, 
4127. .4207, 4128. .4226, 8739. .8891, 8739. .8891, 9004. .9096, 
9012. .9110, 14056. .14154, 14070 14 156, 14075 .. 14164 , 
14331. .14483, 14334 .. 14522, 14338. .14535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51855 Seq. ID OJ991226_35 . 04 19 . Cll 

109736 Strand 

14967 End 22291 

OJ991226_35 .0419. Cll . o5 . gp Method AAT/GAP 

14967 End 15412 

uC-osroM202030e03al Score 892 

14967. .15412 

»2760837/gb|AAB95305.1| 4.0e-29 (AC003105) putative cytochrome 
P450 [Arabidopsis thaliana] ' 



51856 Seq. ID 

109737 Strand 

1 End 

OJ991226_35.0419.C12.ol.np Method 

1 End 

461812 Score 
1..26, 269. .495, 590. .834, 1483. .1861, 
CYTOCHROME P4 50 72A1 



OJ991226_35.0419.C12 
+ 

4487 
AAT/NAP 
2698 
1083 

2270. .2698 



(CYPLXXI I ) ( PROBABLE 
GERANIOL- 1 0 -HYDROXYLASE ) (GE10H) gi | 7430704 | pir | | T09944 probable 
cytochrome P450 protein - Madagascar periwinkle 
gi 1 167484 | gb| AAA33106.il (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 | prf | | 1909351A cytochrome P450 
[Catharanthus roseus] 



51856 Seq. ID 

109737 Strand 

1 End 
OJ991226_35 . 04 19 . C12 . ol . gs Method 

214 End 

none Score 

214. .495, 590. .834, 1483. .1861, 2270. 



OJ991226_35.0419.C12 
+ 

4487 
GENSCAN 
4487 
.69 

.2666, 2777. .2855, 



3052. .3212, 3784. .3872, 4062. .4215, 4390. .4487 



Seq. No. 51856 Seq. ID 

Gene No. 109737 Strand 

Start 1 End 

Name OJ991226_35 . 0419 . C12 . ol . gp Method 

Start 275 End 

GI 8043_1.R1084 Score 

Exons 275.. 495, 590.. 834, 1483.. 1819 

GI Descrip. ' 4 61812/sp | Q05047 | CP72_CATRO 4.0e-97 CYTOCHROME P450 72A1 

(CYPLXXII) (PROBABLE GERANIOL-10-HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 



OJ991226_35.0419.C12 
+ 

4487 
AAT/GAP 
1819 
1541 



53123 



>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] 1 



Seq. No. 51856 

Gene No. 109737 

Start 1 

Name OJ991226_35 . 0419 .C12 . o2 . gp 

Start 1824 

GI none 

Exons 1824.. 2114 



Seq. ID OJ991226_35.0419.C12 

Strand + 

End 4487 

Method AAT/GAP 

End 2114 

Score 452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51856 Seq. ID OJ991226_35 . 04 19 . C12 

109738 Strand 

2270 End 2998 

OJ991226_35 .0419. C12 . o3 . gp Method AAT/GAP 

2270 End 2998 

2568_1.R1084 Score 1318 

2270. .2998 

' 461812/sp|Q05047 |CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_445604_prf 1909351A cytochrome P450 [Catharanthus roseus] 1 



51856 

109739 

4618 

OJ991226_35.0419.C12.o2.ts 

267 

none 

267. .347, 274. .354, 355. .528, 
6976.. 7107, 6984.. 7103, 7137, 

51856 

109739 

4618 

OJ991226_35.0419.C12.ol.tm 

274 

none 

274. .495, 291. .368, 405. .488, 
1478. .1576, 1639. .1782, 1640. 
2269.. 2691, 2270.. 2695, 4890. 
5117.. 5323, 5118.. 5333, 5395. 
5462.. 5614, 5478.. 5654, 5713. 
6972.. 7094, 6976.. 7095, 7075. 

51856 

109739 

4618 

OJ991226_35.0419.C12.o2.tc 

274 

none 

274. .495, 393. .554, 575.-625, 
6674.. 6715, 6957.. 7094, 7000. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 35.0419.C12 



7222 

TBLASTX : Soybean 
7218 
96 

399. .548, 402. .503, 6656. .6715, 
7217, 7144. .7218 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 35.0419.C12 



7222 

TBLASTX: Maize 
7218 
252 

575. .640, 647. .841, 658 
,1822, 1693. .1821, 1829. 



.5090, 4891. 

.5457, 5396. 

,5802, 6458. 

,7218, 7104. 



,5091, 
,5455, 
,6742, 
,7217 



.828, 
1870, 
4999. .5091, 
5455. .5628, 
6531. .6710, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991226 35.0419.C12 



7222 

TBLASTX: Cress 
7218 
163 

701. .832, 703. .834, 6458. .6595, 
7089, 7180. .7218, 7182. .7217 



Seq. No. 51856 Seq. ID 

Gene No. 109739 Strand 

Start 4618 End 

Name OJ991226 35 . 04 19 . C12 . ol . tw Method 



OJ991226_35.0419.C12 
7222 

TBLASTX: Wheat 



53124 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



400 End 7091 

none Score 80 

400. .498, 575. .862, 6515. .6634, 6969. .7091 



51856 
109739 
4618 

OJ991226_35.0419.C12.ol.ts 
626 



Seq. ID OJ991226_35.0419.C12 
Strand 

7222 

TBLASTX: Soybean 
6643 
211 



End 

Method 
End 

none Score 
626. .841, 631. .837, 1478. .1645, 1552. .1641, 1625. .1870, 
1664. .1861, 1693. .1881, 2269. .2670, 2270. .2692, 2405. .2698, 
4896. .5096, 4903. .5097, 5117. .5323, 5118. .5333, 5395. .5616, 
5396. .5614, 5611. .5802, 5680. .5817, 6467. .6643, 6506. .6619, 
6534. .6641 



Seq. No. 51856 

Gene No. 109739 

Start 4618 

Name OJ991226_35. 0419.C12 .o3. tc 

Start 1526 

GI none 

Exons 1526.. 1651, 1549.. 1653, 1657. 

1693. .1848, 5422. .5616, 5432. 

Seq. No. 51856 

Gene No. 109739 

Start 4618 

Name OJ991226_35 . 0419 . C12 . o3 . tw 

Start 1667 

GI none 

Exons 1667.. 1819, 1693.. 1821, 5461. 

iB Seq. No. 51856 

^ Gene No. 109739 

S3 Start 4618 

\i Name OJ991226_35 . 0419 .C12 . o2 . tw 

Start 2255 

. GI none 

H Exons 2255.. 2353, 2255.. 2347, 2347. 
5240.. 5326 



ID 



?!5 



Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 
Method TBLASTX : Cress 
End 5763 
Score 113 

.1803, 1664. .1858, 1664. .1804, 
.5614, 5653.. 5763, 5666.. 5740 

Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 

Method TBLASTX : Wheat 

End 5724 

Score 182 

.5634, 5462.. 5605, 5659.. 5724 

Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 

Method TBLASTX : Wheat 

End 5326 

Score 70 

,2517, 2357.. 2518, 5120.. 5236, 



Seq. No. 51856 Seq. ID 

Gene No. 109739 Strand 

Start 4618 End 

Name OJ991226_35 .0419. C12 . ol . tc Method 

Start 2320 End 

GI none Score 

Exons 2320. .2670, 2321. .2695, 4888. .5082, 4890. .5087, 5117, 
5121. .5255 



OJ991226_35.0419.C12 
7222 

TBLASTX: Cress 
5272 
447 

.5272, 



Seq. No. 51856 

Gene No. 109739 

Start 4618 

Name OJ991226_35 . 0419 . C12 . o2 . tm 

Start 3798 

GI none 



Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 

Method TBLASTX: Maize 

End 4167 

Score 69 



53125 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3798. .3887, 3936. .4166, 3976. .4167, 3978. .4130, 4000. .4167 



51856 

109739 

4618 

OJ991226__35.0419.C12.o4.tw 

3975 

none 

3975. .4163, 4021. .4167 



Seq. No. 51856 

Gene No. 109739 

Start 4618 

Name OJ991226_35 . 0419 . C12 . o2 . gs 

Start 4 618 

GI none 

Exons 4618.. 4797, 4914.. 5070, 5133. 
6993. .7187 



Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 

Method TBLASTX : Wheat 

End 4167 

Score 58 



Seq. ID OJ991226_35.0419.C12 
Strand 

End 7222 

Method GENSCAN 

End 7187 

Score .62 

5323, 5419. .5806, 6462. .6709, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51856 Seq. ID OJ99122 6_35 . 04 19 . C12 

109739 Strand 

4618 End 7222 

OJ991226_35 . 04 19 . C12 . o4 . gp Method AAT/GAP 

4767 End 5492 

5039082 Score 1162 

4767. .5323, 5419. .5492 

461812/sp|Q05047 |CP72_CATRO 8.0e-38 CYTOCHROME P450 72A1 
(CYPLXXII) (PROBABLE GERANIOL- 10 -HYDROXYLASE ) (GE10H) >gi_167484 
(L10081) Cytochrome P-450 protein [Catharanthus roseus] 
>gi_44 5604_prf 1909351A cytochrome P450 [Catharanthus roseus] 



51856 Seq. ID 

109739 Strand 

4618 End 
OJ991226_35.0419.C12.o3.np Method 

4890 End 

461812 Score 

4890. .5323, 5419. .5801, 6457. 



OJ991226_35.0419.C12 

7222 
AAT/NAP 
7222 
1032 



,6709, 6993..7222 
CYTOCHROME P450 72A1 (CYPLXXII) (PROBABLE 

GERANIOL- 10 -HYDROXYLASE) (GE10H) gi | 7430704 | pir | | T0994 4 probable 
cytochrome P450 protein - Madagascar periwinkle 
gi|167484|gb|AAA33106.1| (L10081) Cytochrome P-450 protein 
[Catharanthus roseus] gi | 445604 | prf || 1909351A cytochrome P450 
[Catharanthus roseus] 



51857 

109740 

1 

OJ991226_35.0419.C13.ol.np 
1 

7486538 

1..33, 9988. .10158, 13683. 
hypothetical protein F6N15. 



OJ991226_35.0419.C13 
+ 

13740 
AAT/NAP 
13740 
69 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.13740 

.18 - Arabidopsis thaliana 
gi|3193315|gb|AAC19297.1| (AF069299) contains similarity to 
transcriptional activator Ra [Arabidopsis thaliana] 
gi I 7267099 | emb | CAB80770.il (AL161471) hypothetical protein 
[Arabidopsis thaliana] 



53126 



• 



Seq. No, 


51857 






Seq. ID 


OJ991226_35 


. 0419 


.C13 


Gene No. 


109740 






Strand 


+ . 






Start 


1 






End 


13740 






Name 


OJ991226 35.0419 


.C13.ol. 


gp 


Method 


AAT/GAP 






Start 


7320 






End 


9422 






GI 


none 






Score 


1421 






Exons 


7320. .7549, 8089 


. .8209, 


8300. 


.8489, 9159. .9422 






Seq. No. 


. 51857 






Seq. ID 


OJ991226_35 


.0419 


.C13 


Gene No . 


109740 






Strand 


+ 






Start 


1 






End 


13740 






Name 


OJ991226 35.0419 


.C13.o2. 


gp 


Method 


AAT/GAP 






Start 


9514 






End 


10747 






GI 


22170 1.R1084 






Score 


2374 






Exons 


9514. .10747 














GI Descrip. 


M04690 6.0e-28 


(L19075) 


cytochrome P450 [Catharanthus , 


roseus] 


Seq . No . 


51857 






Seq. ID 


OJ991226_35 


.0419 


. C13 


Gene No. 


109740 






Strand 


+ 






Start 


1 






End 


13740 






Name 


OJ991226 35.0419 


.C13.o5. 


gs 


Method 


GENSCAN 






Start 


11532 






End 


12534 






GI 


none 






Score 


.54 






Exons 


11532. .11580, 12422.. 12534 










Seq. No. 


51857 






Seq. ID 


OJ991226_35 


.0419 


.C13 


Gene No. 


109741 






Strand 








Start 


2693 






End 


4144 






Name 


OJ991226 35.0419 


.C13.o2. 


gs 


Method 


GENSCAN 






Start 


2693 






End 


4144 






GI 


none 






Score 


.65 






Exons 


2693. .2795, 3496 


. .3678, 


3749. 


.3827, 4003. .4144 






Seq. No. 


51857 






Seq. ID 


OJ991226_35 


.0419 


.C13 


Gene No. 


109742 






Strand 








Start 


7237 






End 


7563 






Name 


OJ991226 35.0419 


.C13.o3. 


gs 


Method 


GENSCAN 






Start 


7237 






End 


7563 






GI 


none 






Score 


.4 






Exons 


7237. .7563 














Seq. No. 


51857 






Seq. ID 


OJ991226_35 


.0419 


.C13 


Gene No. 


109743 






Strand 








Start 


11771 






End 


15791 






Name 


OJ991226 35.0419. 


,C13.o2. 


np 


Method 


AAT/NAP 






Start 


11771 






End 


13698 






GI 


5668813 






Score 


360 







Exons 11771. .11789, 12888. .13698 

GI Descrip. (AC007519) Similar to gb|X77136 HSR203J protein from Nicotiana 

tabacum and is a member of the PF| 00135 Carboxylesterase family. 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 



51857 

109743 

11771 



Seq. ID 

Strand 

End 



OJ991226 35.0419.C13 



15791 



53127 



Name 

Start 

GI 

Exons 



OJ991226_35.0419.C13.ol.ts 

12905 

none 

12905. .13075, 12906 13076, 
13370. .13492 



Method TBLASTX : Soybean 
End 13492 
. Score 91 
13092. .13289, 13293 13352 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51857 

109743 

11771 

OJ991226_35.0419.C13.ol.tm 

12917 

none 

12917. .13075, 12957. .13076, 

51857 

109743 

11771 

OJ991226_35.0419.C13.o6.gs 

13032 

none 

13032. .13611, 13748. .13926, 
15278. .15412, 15684. .15791 

51857 

109743 

11771 

OJ991226_35.0419.C13.ol.tc 

13101 

none 

13101. .13160, 13197. .13286, 
13370. .13507 

51858 

109744 

114 

OJ991226_35.0419.C14.ol.gs 

114 

none 

114. .175, 250. .522 

51858 

109745 

1768 

OJ991226_35.0419.C14.ol.gp 

1768 

1631893 

1768. .2175 

51859 

109746 

1 

OJ991226_35.0419.C15.ol.gp 
1 

2428243 
1..338 



Seq. ID OJ991226_35.0419.C13 
Strand 

End 15791 

Method TBLASTX : Mai ze 

End 13286 

Score 101 
13116. .13286 

Seq. ID OJ991226_35.0419.C13 
Strand 

End 15791 

Method GENS CAN 

End 15791 

Score .42 
14067. .14198, 14849. .15118, 



Seq. ID OJ991226_35.0419.C13 
Strand 

End 15791 

Method TBLASTX: Cress 

End 13508 

Score 36 
13293. .13343, 13368 13508 , 



Seq. ID OJ991226_35.0419.C14 

Strand + 

End 522 

Method GENSCAN 

End 522 



Score 



,89 



Seq. ID OJ991226_35.0419.C14 

Strand + 

End 2175 

Method AAT/GAP 

End 2175 



Score 



750 



Seq. ID OJ991226_35.0419.C15 
Strand 

End 1016 

Method AAT/GAP 

End 338 



Score 



657 



Seq. No. 



51859 



Seq. ID OJ991226_35.0419.C15 



53128 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



109746 Strand 

1 End 1016 

OJ991226_35 . 04 19 . C15 . ol . np Method AAT/NAP 

1 End 1016 

6693023 Score 260 

1..339, 422. .519, 610. .699, 994. .1016 
(AC012375) T22C5.20 [Arabidopsis thaliana] 



51859 

109746 

1 

OJ991226_35.0419.C15.ol.tm 
3 

none 

3. .197, 6. .197 



Seq. ID OJ991226_35.0419.C15 
Strand 

End 1016 

Method TBLASTX : Mai ze 

End 197 

Score 200 



Seq. No. 51859 

Gene No. 109746 

Start 1 

Name OJ991226_35 . 0419 . C15 . ol . ts 

Start 15 

GI none 
Exons 



Seq. ID OJ991226_35.0419.C15 
Strand 

1016 

TBLASTX : Soybean 
537 
59 



End 

Method 
End 
Score 

15. .98, 15. .98, 16. .99, 102. .221, 213. .341, 265. .342, 265. .357, 
419. .520, 427. .537, 459. .521 



Seq. No. 51859 

Gene No. 109746 

Start 1 

Name OJ991226_35 . 0419 . C15 . ol . gs 

Start 50 

GI none 

Exons 50.. 339, 422.. 519, 916.. 930 



Seq. ID OJ991226_35.0419.C15 
Strand 

End 1016 

Method GEN SCAN 

End 930 

Score .91 



Seq. No. 51860 

Gene No. 109747 

Start 230 

Name OJ991226_35 .0419. C18 . ol . gs 

Start 230 

GI none 

Exons 230.. 329, 456.. 575 



Seq. ID OJ991226_35.0419.C18 

Strand + 

End 575 

Method GENSCAN 

End 575 

Score .92 



Seq. No. 51860 

Gene No. 109748 

Start 876 

Name OJ991226_35 . 0419.C18 .ol .gp 

Start 876 

GI none 

Exons 876.. 1195 



Seq. ID OJ991226_35.0419.C18 
Strand 

End 1195 

Method AAT/GAP 

End 1195 

Score 544 



Seq. No. 51861 

Gene No. 10974 9 

Start 63 

Name OJ991226_35 . 0419.C23 .ol .gs 

Start 63 

GI none 

Exons 63.. 223 



Seq. ID OJ991226_35.0419.C23 

Strand + 

End 223 

Method GENSCAN 

End 223 

Score .94 



53129 



Seq. No. 51861 Seq. ID OJ991226_35 . 04 19 . C23 

Gene No. 109750 Strand 

Start 1 End 1001 

Name OJ991226_35.0419.C23.ol.np Method AAT/NAP 

Start 1 End 1001 

GI 7436361 Score 605 

Exons 1..176, 541.. 712, 925.. 1001 

GI Descrip. Ca2+-transporting ATPase (EC 3.6.1.38) ACA2 - Arabidopsis 
thaliana gi | 3335060 | gb | AAC26997 . 1 1 (AF025842) plasma 
membrane-type calcium ATPase [Arabidopsis thaliana] 
gi I 4468989 | emb | CAB38303.il (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gi|7270746|emb|CAB80429.1| (AL161591) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51861 



109750 
1 

OJ991226_35.0419.C23.ol.tm 
8 

none 

8. .199, 11. .214, 13. .240, 533. .715, 534. .713, 580. .714, 
908. .970, 922. .969, 924. .977, 969. .1001, 970. .999 



Seq. ID OJ991226_35.0419.C23 
Strand 
End 

Method 
End 
Score 



1001 

TBLASTX: Maize 

1001 

266 



; Seq. No. 51861 Seq. ID OJ991226_35 . 0419 . C23 

r Gene No. 109750 Strand 

n Start 1 End 1001 

J Name OJ991226_35 . 0419 .C23 . ol . tc Method TBLASTX : Cress 

3 Start 11 End 1001 

: § GI none Score 210 

Exons 11. .214, 13. .240, 533. .715, 534. .713, 551. .730, 872. .970, 
905. .958, 922. .972, 922. .969, 969. .1001, 973. .999 

Seq. No. 51861 Seq. ID OJ991226_35 . 0419 . C23 

Gene No. 109750 Strand 

Start 1 End 1001 

Name OJ991226_35.0419.C23.ol.ts Method TBLASTX : Soybean 

Start 11 End 1001 

GI none Score 226 

Exons 11. .214, 11. .211, 13. .240, 533. .715, 534. .713, 539. .730, 
922. .972, 922. .969, 969. .1001, 970. .999 



j 

: z 



Seq. No. 


51861 












Seq. ID 


OJ991226 


Gene No. 


109750 












Strand 




Start 


1 












End 


1001 


Name 


OJ991226 


35 


.0419. 


C23 


.o2 


.gs 


Method 


GEN SCAN 


Start 


524 










End 


712 


GI 


none 












Score 


.57 


Exons 


524. .712 
















Seq. No. 


51862 












Seq. ID 


OJ991226 


Gene No. 


109751 












Strand 


+ 


Start 


1 












End 


724 


Name 


OJ991226 


35 


.0419. 


C28 


.ol 


. np 


Method 


AAT/NAP 


Start 


1 










End 


724 


GI 


7436361 












Score 


999 


Exons 


1. .724 

















53130 




GI Descrip. Ca2+-transporting ATPase (EC 3.6.1.38) ACA2 - Arabidopsis 
thaliana gi | 3335060 I gb | AAC26997 . 1 1 (AF025842) plasma 
membrane-type calcium ATPase [Arabidopsis thaliana] 
gi|4468989|emb|CAB38303.1| (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gi|7270746|emb|CAB80429.1| (AL161591) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 



Seq. No. 


51862 




Seq. ID 


OJ991226_35.0419 


.C28 




1 0Q7 SI 

X \J _7 / Jl 










Start 


1 




End 


724 




Name 


OJ991226 35.0419.C28.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


724 




GI 


none 




Score 


891 




Exons 


2. .637, 2. .241, 4. .321, 


361. 


.639, 644. 


.724, 658. .723 




Seq. No. 


51862 




Seq. ID 


OJ991226_35.0419 


.C28 


r~* Ann Mo 

bene in u * 


± u y / j l 






i 




Start 


1 




End 


724 




Name 


OJ991226 35.0419.C28.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


720 




GI 


none 




Score 


996 




Exons 


2. .709, 2. .238, 4. .720 










Seq. No. 


51862 




Seq. ID 


OJ991226_35.0419 


.C28 


bene lno • 






otrana 


f 




Start 


1 




End 


724 




Name 


OJ991226 35.0419.C28.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


47 




End 


724 




GI 


none 




Score 


908 




Exons 


47. .724, 52. .321, 355.. 


723 








Seq. No. 


51862 




Seq. ID 


OJ991226_35.0419 


.C28 


ri Q-n o Mo 


1 HQ7S1 




C+- r3 nH 

our ana 


4_ 

r 




Start 


1 




End 


724 




Name 


OJ991226 35.0419.C28.ol 


.gs 


Method 


GENSCAN 




Start 


56 




End 


705 




GI 


none 




Score 


.72 




Exons 


56. .705 










Seq. No. 


51862 




Seq. ID 


OJ991226_35.0419 


.C28 


Gene No. 


109751 




Strand 


+ 




Start 


1 




End 


724 




Name 


OJ991226 35.0419.C28.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


481 




End 


724 




GI 


none 




Score 


295 




Exons 


481. .723, 482. .724 










Seq. No. 


51863 




Seq. ID 


OJ991226_35.0419 


.C30 


Gene No. 


109752 




Strand 


+ 




Start 


1217 




End 


1548 




Name 


OJ991226 35.0419.C30.ol 


• gp 


Method 


AAT/GAP 




Start 


1217 




End 


1548 




GI 


5038970 




Score 


648 





Exons 1217.. 1548 

GI Descrip. 44 68813/emb | CAB38214 | 2.0e-10 (AL035601) putative protein 
[Arabidopsis thaliana] 



53131 




Seq. No. 


51863 








Seq. ID 


OJ991226_35, 


.0419 


.C30 




109752 








Strand 


+ 






Start 


1217 








End 


1548 






Name 


OJ991226 35 


.0419, 


,C30.ol 


.np 


Method 


AAT/NAP 






Start 


1372 








End 


1548 






GI 


6223644 








Score 


213 






Exons 


1372. .1548 
















GI Descrip. 


(AC011698) 


unknown protein 


[Arabidopsis thaliana] 








m ft 6^ 

jIODj 








Seq. ID 


OJ991226_35, 


( u 4 x y 




Gene No. 


109753 








oLiana 








Start 


1125 








tna 


1451 






Name 


OJ991226 35 


ft/11 Q 


. CJU . 01 


.gs 


Method 


GENSCAN 






Start 


1125 








bna 


1451 






GI 


none 








Score 


.72 






Exons 


1125. .1451 
















OC^. LN U . 


r 1 ft fi'} 








Seq. ID 


OJ991226_35, 


.0419 




Gene No. 


109754 








Strand 








Start 


1368 








bna 


1548 






Name 


OJ991226 35 




. LOU . Ol 


4- _ 

. tm 


Method 


TBLASTX: Maize 




Start 


1368 








hna 


1548 






GI 


none 








Score 


214 






Exons 


1368. .1547, 




, .104 0 














M ft fi^ 








Seq. ID 


OJ991226_35, 


,0419 




Gene No. 


109754 








otirana 








Start 


1368 








hna 


1548 






Name 


OJ991226 35 


Ayl 1 ft 


pTft - -1 

. LjU . Ol 


. tw 


Metnoa 


TBLASTX: Wheat 




Start 


1368 










1548 






GI 


none 








Score 


183 






Exons 


1368. .1547, 


1 *3 Q /I 


. . 104 0 














m ft &a 

D 1 0 0 4 








Seq. ID 


OJ991226_35. 


,0419 


• LjI 


Gene No. 


109755 








btrana 


+ 






Start 


1 








End 


229 






Name 


OJ991226 35 


ft A 1 ft 

. U4iy . 


, Col . ol 


.gp 


Method 


,AAT/ GAP 






Start 


1 








End 


229 






GI 


5038584 








Score 


424 






Exons 


1. .229 
















Can 

oetj . LnO . 


m r fid 

D ± O 0 4 








Seq. ID 


OJ991226_35. 


,0419 




Gene No. 


109756 








Strand 








Start 


215 








End 


373 






Name 


OJ991226 35 


.0419. 


C31.ol 


.gs 


Method 


GENSCAN 






Start 


215 








End 


373 






GI 


none 








Score 


.87 






Exons 


215. .373 
















Seq. No. 


51865 








Seq. ID 


OJ991226_35. 


,0419 


.C39 


Gene No. 


109757 








Strand 


+ 






Start 


495 








End 


661 






Name 


OJ991226 35 


.0419. 


C39.ol 


.gs 


Method 


GENSCAN 






Start 


495 








End 


661 






GI 


none 








Score 


.94 






Exons 


495. .661 

















53132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

3 Gene No. 

3 Start 

f% Name 

1! Start 

~ GI 

^ Exons 



51865 Seq. ID 

109758 Strand 

1 End 742 

OJ99122 6_35 . 04 19 . C39 . ol . np Method AAT/NAP 

1 End 742 

7485196 Score 48 
1.-36, 127. .206, 649. .742 

hypothetical protein - Arabidopsis thaliana 



OJ991226 35.0419.C39 



Seq. ID OJ991226_35.0419.C40 
Strand 

End 1362 

Method AAT/NAP 

End 1362 

Score 109 



51866 
109759 
1 

OJ991226_35.0419.C40.ol.np 
1 

267421 

1..239, 684. .768, 1279. .1362 

DNA-REPAIR PROTEIN COMPLEMENTING XP-G CELLS HOMOLOG (XERODERMA 
PIGMENTOSUM GROUP G COMPLEMENTING PROTEIN HOMOLOG) 
gi I 422627 |pir | | S35994 DNA repair protein XPGC - African clawed 
frog gi I 312433 | emb | CAA4 9597 | (X69977) XP-G related factor 
[Xenopus laevis] 



51866 Seq. ID 

109759 Strand 

1 End 
OJ991226_35 . 04 19 . C4 0 . ol . gs Method 

14 End 

none Score 
14. .245 



OJ991226_35. 0419.C40 

1362 
GENSCAN 
245 
.61 



Seq. No. 51867 

Gene No. 109760 

Start 6 

Name OJ991226_35 . 04 19 . C42 . ol . tm 

Start 1 

GI none 
Exons 



OJ991226_35.0419.C42 
569 

TBLASTX: Maize 
443 
82 

1..84, 1..75, 3. .86, 3. .86, 66. .149, 73. .123, 153. .257, 
153. .257, 240. .365, 240. .359, 257. .367, 349. .441, 349. .441, 
368. .442, 369. .443 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 51867 Seq. ID 

Gene No. 109760 Strand 

Start 6 End 

Name OJ99122 6_35 . 04 19 . C42 . ol . gs Method 

Start ^ 6 End 

GI none Score 

Exons 6 . . 569 



OJ991226_35.0419.C42 
569 

GENSCAN 

569 

.71 



Seq. No. 51868 Seq. ID 

Gene No. 109761 Strand 

Start 875 End 

Name OJ99110 6_35 . 04 1 9 . C6 . ol . gs Method 

Start 875 End 

GI none Score 

Exons 875.. 955 



OJ991106_35.0419.C6 
+ 

955 

GENSCAN 

955 

1 



53133 



OJ991106_35.0419.C6 
+ 

1109 
AAT/NAP 
1109 
112 



Seq. No. 51868 ' Seq. ' ID 

Gene No. 109762 Strand 

Start 875 End 

Name OJ991106_35 . 04 19 . C6 . ol . np Method 

Start 875 End 

GI 3023377 Score 

Exons 875.. 955, 1079.. 1109 

GI Descrip. LOW-TEMPERATURE INDUCED PROTEIN BLT101 (SALT-STRESS INDUCED 

HYDROPHOBIC PEPTIDE ESI3) gi | 629776 | pir | | S40406 bltlOl protein - 
barley gi | 439273 | emb | CAA80984 | (Z25537) 54 amino acids [Hordeum 
vulgare] gi | 551068 I gb|AAA21847 . 1 1 (U00966) salt-stress induced 
hydrophobic peptide [Elytrigia elongata] 



Seq. No. 51869 Seq. ID 

Gene No. 109763 Strand 

Start 57 End 

Name OJ991106_35 .0419.C7 .ol.gs Method 

Start 57 End 

GI none Score 

Exons 57.-222 



OJ991106_35.0419.C7 
222 

GENSCAN 

222 

.48 



Seq. No. 

Gene No. 

Start 
3 Name 
3 Start 
S GI 
1 1 Exons 

J Seq. No. 

y Gene No. 

3 Start 
11 Name 
~ Start 

GI 

J Exons 

4 GI Descrip. 

- z Seq. No. 
z Gene No. 
t Start 
3 Name 

Start . 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991106_35.0419.C8 



51870 

109764 Strand + 

49 End 2752 

OJ991106_35. 0419. C8. ol.gs Method GENSCAN 

49 End 2752 

none Score . 6 

49. .510, 651. .759, 1877. .1998, 2703. .2752 



51870 
109765 
1 

OJ991106_35.0419.C8.ol.np 
1 

6721547 
1. .38, 3187. .3280 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ991106_35.0419.C8 
Strand 

End 3280 

Method AAT/NAP 

End 3280 

Score 81 



51870 

109765 

1 

OJ991106_35.0419.C8.o2.gs 

3089 

none 

3089. .3147, 3196. .3280 



Seq. ID OJ991106_35.0419.C8 
Strand 

End 3280 

Method GENSCAN 

End 3280 

Score .58 



OJ991106 35. 0419. C9 



51871 Seq. ID 

109766 Strand 
1 End 1181 

OJ991106_35.0419.C9.ol.np Method AAT/NAP 

1 End 1181 

1172704 Score 390 

1..494, 523. .852, 1152. .1181 

PEPTIDE TRANSPORTER PTR2-B (HISTIDINE TRANSPORTING PROTEIN) 
gi I 633940 (L39082) transport protein [Arabidopsis thaliana] 
gil 4406786 | gb IAAD20096.il (AC006532) histidine transport protein 
(PTR2-B) [Arabidopsis thaliana] 



53134 





Seq. No. 


C 1 QT 1 

Olo / I 




beq. lu 


ujyyiiub oo . i y . cy 




Gene No. 


109766 




Strand 






Start 


1 




End 


1181 




Name 


OJ991106 35.0419.C9.ol. 


gs 


Method 


GENS CAN 




Start 


25 




End 


924 




GI 


none 




' Score 


.68 




Exons 


25. .590, 592. .708, 719. 


.924 








Seq. No. 


CI OT1 

0 lb / 1 




beq. iu 


ujyyiiub jo . U4 i y . cy 




Gene No. 


109766 




Strand 






Start 


1 




End 


1181 




Name 


OJ991106 35.0419.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


47 




End 


825 




GI 


none 




Score 


72 




Exons 


47. .286, 393. .467, 398. 


.490, 


537. .578, 


716. .811, 718. .825 




Seq. No. 


51871 




Seq. ID 


OJ991106_35.0419.C9 




Gene No . 


iuy / bo 




Strand 






Start 


1 




End 


1181 




Name 


OJ991106 35.0419.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


50 




End 


846 




GI 


none 




Score 


59 




Exons 


50. .286, 150. .254, 398. 


.463, 


405. .464, 


537. .584, 591. .704, 


: 

3 




697. .846, 734. .811 










Seq. No. 


51871 




Seq. ID 


OJ991106_35.0419.C9 




Gene No . 


iuy / Ob 




btrano 






Start 


1 




End 


1181 


a? 


Name 


OJ991106 35.0419.C9.ol. 


tm 


Method 


TBLASTX: Maize 


y 


Start 


53 




End 


710 




GI 


none 




Score 


54 


! ! 


Exons 


53.-286, 338. .391, 395. 


.481, 


402. .467, 


532. .582, 537. .581, 






594. .710 








l 


Seq. No. 


Olo I Z 




beq. ID 






Gene No. 


109767 




Strand 


+ 




Start 


540 




End 


775 




Name 


OJ991106 35. 0419. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


540 




End 


775 




GI 


none 




Score 


.56 




Exons 


540. .559, 736. .775 










Seq. No. 


51873 




Seq. ID 


OJ991106_35.0419.Ci: 




Gene No. 


109768 




Strand 


+ 




Start 


1 




End 


178 




Name 


OJ991106 35.0419.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


178 




GI 


152 1.R1084 




Score 


308 




Exons 


1. .178 










GI Descrip. 


1 1321661/dbj | BAA08264 | 


l.Oe- 


144 (D45423) ascorbate peroxide 



[Oryza sativa] 1 

Seq. No. 51874 

Gene No. 109769 

Start 1 

Name OJ991106_35 . 0419 . C12 . ol . np 



Seq. ID OJ991106_35.0419.C12 

Strand + 

End 2770 

Method AAT/NAP 



53135 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ■ Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
5852093 Score 
1..88, 1045. .1154, 2712. .2770 
(AL117264) zwhl6.1 [Oryza sativa] 



2770 
59 



51874 

109770 

1532 

OJ991106_35.0419.C12.o2.gs 

1532 

none 

1532.. 1982, 2268.. 2341 



Seq. ID OJ991106_35.0419.C12 
Strand 

End 2341 

Method GENSCAN 

End 2341 

Score . 7 



Seq. ID OJ991106_35.0419.C13 
Strand 

691 

AAT/GAP 
691 
108 



51875 
109771 
593 

OJ991106_35.0419.C13.ol.gp 

593 

LIB3477-003-P1-K1-E9 
593. .691 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



51876 

109772 

282 

OJ991106_35.0419.C14.ol.gs 

282 

none 

282. .344 



Seq. ID OJ991106_35.0419.C14 
Strand 

End 344 

Method GENSCAN 

End 344 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991106_35.0419.C15 
Strand + 

193 

AAT/NAP 
193 
91 



51877 
109773 
1 

OJ991106_35.0419.C15.ol.np 
1 

7363274 
1. .193 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



End 

Method 

End 

Score 



51877 
109774 
383 

OJ991106_35.0419.C15.ol.gs 
383 
none 

383. .684, 791. .980, 2160. .2231 

51877 
109775 
2854 

OJ991106_35.0419.C15.o2.gs 
2854 
none 

2854.. 2982, 3086.. 3253 



Seq. ID OJ991106_35.0419.C15 
Strand 

End 2231 

Method GENSCAN 

End 2231 

Score .78 



Seq. ID OJ991106_35.0419.C15 
Strand 

End 8043 

Method GENSCAN 

End 3253 

Score . 7 



53136 




Seq. No. 


51877 




Seq. ID 


OJ991106_35.0419.C15 




109775 




Strand 




Start 


2854 




End 


8043 


Name 


OJ991106 35 


.0419.C15.o2, 


. np Method 


AAT/NAP 


Start 


3104 




End 


7690 


GI 


4510398 




Score 


413 


Exons 


3104. .3219, 


4900. .4969, 


7065. .7271, 7367. .7549, 7580. .7690 


GI Descrip. 


(AC006587) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


51877 




Seq. ID 


OJ991106_35.0419.C15 


Gene No. 


109775 




Strand 




Start 


2854 




End 


8043 


Name 


OJ991106 35 


.0419.C15.o4. 


. gs Method 


GENSCAN 


Start 


6879 




End 


8043 


GI 


none 




Score 


.91 


Exons 


6879. .7706, 


8029. .8043 









Seq. No. 


51877 








Seq. ID 


OJ991106_35.0419.C15 




Gene No. 


109776 








Strand 






Start 


9900 








End 


10238 




Name 


OJ991106 35. 


0419. 


C15.ol. 


ts 


Method ' 


TBLASTX : Soybean 




Start 


7026 








End 


7462 





GI 


none 








Score 


94 




Exons 


7026. .7277, 


7159. 


.7272, 


7367. 


.7459, 7367. .7462, 7371. .7460 




Seq. No. 


51877 








Seq. ID 


OJ991106_35. 0419. CIS 




Gene No. 


109776 








Strand 






Start 


9900 








End 


10238 




Name 


OJ991106 35. 


0419. 


CIS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7122 








End 


7508 




GI 


none 








Score 


88 




Exons 


7122. .7277, 


7159. 


.7281, 


7367. 


.7507, 7377.. 7508 


a 


Seq. No. 


51877 








Seq. ID 


OJ991106_35. 0419. CIS 




Gene No. 


109776 








Strand 






Start 


9900 








End 


10238 




Name 


OJ991106 35. 


0419. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


; ~3 


Start 


7179 








End 


7508 




GI 


none 








Score 


86 


r — 


Exons 


7179. .7277, 


7180. 


.7272, 


7185. 


.7286, 7365. .7508, 7367. .7507 




Seq. No. 


51877 








Seq. ID 


OJ991106_35. 0419. CIS 




Gene No. 


109776 








Strand 






Start 


9900 








End 


10238 




Name 


OJ991106 35. 


0419. 


C15.o5. 


gs 


Method 


GENSCAN 




Start 


9900 






End 


10238 




GI 


none 








Score 


.92 




Exons 


9900. .10238 













Seq. No. 51878 Seq. ID 

Gene No. 109777 Strand 

Start 288 End 

Name OJ991106_35 . 04 19 . C16 . ol . gs Method 

Start 288 End 

GI none Score 

Exons 288.. 389, 1039.. 1041 



OJ991106_35.0419.C16 

1041 
GENSCAN 
1041 
.82 



53137 




Seq. No. 


51879 


Seq. ID 


OJ991106_35 . 


0419 


. C18 


Gene No. 


109778 


Strand 


+ 






Start 


1 


End 


2056 






Name 


ojyyiiuo . U4 iy . cicf . oi . np 


Method 


AAT/NAP 






Start 


1 


End 


375 






GI 




Score 


ICO 

152 






Exons 


1. .oj, zl6..o/o 










GI Descrip. 


(ACUUy4UU) unknown protein 


[Arabidopsis 


; thaliana] 






beq. wo. 


CI Q7Q 


beq. ID 


ATQQ1 1 AC QC 


U4 1 y 


pi Q 


Gene No. 


109778 


Strand 


+ 






Start 


1 


End 


2056 






Name 


OJ991106 35.0419.C18.ol.gs 


Method 


GENSCAN 






Start 


232 


End 


2056 






GI 


none 


Score 


.54 






Exons 


232. .339, 1242. .1402, 1696. 


.1725, 1939. 


.2056 







Seq. No. 51879 Seq. ID OJ991106_35 . 04 19 . C18 

Gene No. 109779 Strand 

Start 224 End 800 

Name OJ991106_35 . 0419. C18 . ol . gp Method AAT/GAP 

Start 224 End 800 

GI 2977_1.R1084 Score 1090 

Exons 224.. 800 

GI Descrip. 1 6056T96/gb | AAF02813. 1 | AC009400_9 8.0e-47 (AC009400) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 51879 Seq. ID 

Gene No. 109779 Strand 

Start 224 End 

Name OJ991106_35 . 0419 . C18 . ol . tc Method 

Start 225 End 

GI none Score 

Exons 225.. 374, 229.. 375 



OJ991106_35.0419.C18 
800 

TBLASTX: Cress 

375 

220 



Seq. No. 51879 Seq. ID 

Gene No. 109779 Strand 

Start 224 End 

Name OJ991106_35 . 0419 . C18 . ol . tm Method 

Start 229 End 

GI none Score 
Exons 



OJ991106_35.0419.C18 
800 

TBLASTX: Maize 

7 62 

218 



229. .372, 231. .374, 231. .374, 248. .376, 340. .405, 368. .406, 

369. .416, 410. .493, 413. .493, 485. .532, 503. .538, 504. .539, 

545. .571, 546. .572, 550. .615, 556. .612, 615. .671, 615. .668, 

715. .762, 724. .759 



Seq. No. 51879 

Gene No. 109779 

Start 224 

Name OJ991106_35 . 0419 . C18 . ol . ts 

Start 229 

GI none 

Exons 229..37S, 231.. 374, 241.. 375 



Seq. ID OJ991106_35.0419.C18 
Strand 

End 800 

Method TBLASTX : Soybean 

End 375 

Score 218 



Seq. No. 
Gene No. 



51879 
109779 



Seq. ID OJ991106_35.0419.C18 
Strand 



53138 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



224 End 

OJ991106_35 . 0419 . C18 . ol . tw Method 

340 End 

none Score 



800 

TBLASTX: Wheat 

671 

183 



340. .495, 342..494, 344. .517, 516. .551, 521. .550, 527. .670, 
548. .661, 552. .671, 553. .669 



51880 

109780 

380 

OJ991106_35.0419.C20.ol.gs 

380 

none 

380. .438, 734. .1255 



Seq. ID OJ991106_35.0419.C20 

Strand + 

End 1262 

Method GENSCAN 

End 1255 

Score .48 



Seq. ID OJ991106_35.0419.C20 

Strand + 

End 1262 

Method AAT/NAP 

End 12 62 

Score 281 



51880 
109780 
380 

OJ991106_35.0419.C20.ol.np 
915 

6539567 
915. .1262 

(AP000836) EST C72938 (E2506) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



51880 

109780 

380 

OJ991106_35.0419.C20.ol.tm 

962 

none 



Seq. ID OJ991106_35.0419.C20 

Strand + 

End 1262 

Method TBLASTX : Mai ze 

End 1260 

Score 73 



962. .1078, 981. .1040, 985. .1146, 986. .1147, 1144. .1236, 
1151. .1243, 1231. .1260, 1237. .1260 



51881 
109781 
1 

OJ991106_35.0419.C22.ol.gp 
1 

none 

1..537, 670. .765, 867. .897 

51881 
109781 
1 

OJ991106_35.0419.C22.ol.gs 
137 
none 

137. .300, 357. .537, 670. .817, 910. .1066 



Seq. ID OJ991106_35.0419.C22 
Strand 

End 1243 

Method AAT/GAP 

End 897 

Score 1276 



Seq. ID OJ991106_35.0419.C22 
Strand 

End 1243 

Method GENSCAN 

End 1066 

Score .43 



51881 
109781 

1 ' 

OJ991106_35.0419.C22.ol.np 
165 



Seq. ID OJ991106_35.0419.C22 
Strand 

End 1243 

Method AAT/NAP 

End 1243 



53139 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4056488 Score 397 

165. .519, 670. .765, 867. .1054, 1203. .1243 
(AC005896) . unknown protein [Arabidopsis thaliana] 



51881 
109781 
1 

OJ991106_35.0419.C22.ol.tm 
194 
none 

194. .268, 220. .240, 256.-294, 272. .334, 279.. 
318. .365, 318. .356, 371. .421, 436. .486, 452.. 
479. .520, 499. .528, 731. .781, 732. .782, 866.. 
880. .1056, 937. .1056, 1200. .1241, 1201. .1242 



Seq. ID OJ991106_35.0419.C22 
Strand 

1243 

TBLASTX: Maize 
1242 



End 

Method 
End 
Score 



42 



.335, 284, 
.487, 452, 



,334, 
.496, 



1048, 867. .1049, 



51881 Seq. ID 

109781 Strand 

1 End 
OJ991106_35.0419.C22.ol.ts Method 

8 67 End 

none Score 

867. .1079, 869. .1078 



OJ991106_35.0419.C22 
1243 

TBLASTX: Soybean 

1079 

238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51881 

109781 

1 

OJ991106_35.0419.C22.ol.tc 

876 

none 

876. .1133, 878. .1102 



Seq. ID OJ991106_35.0419.C22 
Strand 

End 1243 

Method TBLASTX : Cress 

End 1133 

Score 244 



51882 
109782 
1 

OJ991106_35.0419.C23.ol.gp 
1 

3851_3.R1084 
1..65, 757. .866 

•4056488 2.0e-20 (AC005896) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991106_35.0419.C23 
Strand 

1080 
AAT/GAP 
866 
322 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51882 

109782 

1 

OJ991106_35.0419.C23.ol.gs 
25 

none 

25.-65, 757. .848, 1033. .1080 



51883 
109783 
1 

OJ991106_35.0419.C28.ol.ts 
1 

none 



Seq. ID OJ991106_35.0419.C23 
Strand 

End 1080 

Method GENSCAN 

End 1080 

Score .71 



Seq. ID OJ991106__35.0419.C28 
Strand 

560 

TBLASTX: Soybean 
560 
68 



End 

Method 
End 
Score 

1..39, 2. .37, 168. .233,. 168. .317, 250. .303, 415. .549, 417. .560, 
462. .551 



53140 



Seq. No. 51883 
Gene No. . 109783 

Start 1 

Name OJ991106_35 . 04 19 . C28 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ991106_35.0419.C28 



Strand 
End 

Method 

End 

Score 



560 

TBLASTX: Wheat 

560 

47 



1..39, 2. .52, 168. .233, 168. .317, 250. .306, 400. .492, 417. .560, 
421. .549 



Seq. No. 


51883 


Seq. ID 


OJ991106_35.0419.C28 


Gene No. 


109783 


Strand 




Start 


1 


End 


560 


Name 


OJ991106 


35 . 0419 . C28 . ol . tm Method 


TBLASTX: Maize 


Start 


1 


End 


560 


GI 


none 


Score 


71 


Exons 


1..39, 2. 


.37, 2. .52, 3. .59, 164. .220, 


168. .236, 168. .317, 




169. .306, 


415. .549, 417. .560, 462. .551 




Seq. No. 


51883 


Seq. ID 


OJ991106_35.0419.C28 


Gene No. 


109783 


Strand 




Start 


1 


End 


560 


Name 


OJ991106 


35.0419.C28.ol.tc Method 


TBLASTX: Cress 


Start 


1 


End 


560 


GI 


none 


Score 


53 


Exons 


1..39, 2. 


.37, 37. .78, 168. .317, 169. .192, 250. .306, 417.. 561 



421. .549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51883 Seq. ID OJ991106_35 . 0419 . C28 

109783 Strand 

1 End 560 

OJ991106_35.0419.C28.ol.gp Method AAT/GAP 

1 End 54 9 

69366_1.R1084 Score 545 

1..36, 168. .305, 420. .549 

1 1362151/pir | | S56638 1.0e-77 mitogen-activated protein kinase 

homolog (clone Aspk9) - oat >gi_871984_emr_CAA56314_ (X79993) 
MAP KINASE [Avena sativa] ' 



Seq. No. 51883 Seq. ID 

Gene No. 109783 Strand 

Start 1 End 

Name OJ991106_35 .0419.C28.ol.np Method 

Start 1 End 

GI 1362151 Score 

Exons 1..36, 168.. 305, 420.. 549 

GI Descrip. mitogen-activated protein kinase 1 
gil 871984 | emb | CAA56314 . 1 | (X7 9993) 



OJ991106_35.0419.C28 
560 

AAT/NAP 

549 

418 



homolog (clone Aspk9) - oat 
MAP KINASE [Avena sativa] 



Seq. No. 51883 Seq. ID 

Gene No. 109783 Strand 

Start 1 End 

Name OJ991106_35 . 0419 . C28 . ofTgs Method 

Start 168 End 

GI none Score 

Exons 168.. 305, 420.. 549 



OJ991106_35.0419.C28 
560 

GENSCAN 

549 

.67 



53141 





Seq. No. 


51884 




Seq. ID 


OJ991106 




fipnP NO 


109784 




Strand 


+ 




Start 


336 




End 


711 




Name 


OJ991106 35.0419.C29. 


ol . gs 


Method 


GENS CAN 




Start 


336 




End 


711 




GI 


none 




Score 


.84 




Exons 


336. .711 










Seq. No. 


51885 




Seq. ID 


OJ991106 




Gpnp Mo . 


109785 




Strand 


+ 




Start 


1181 




End 


2438 




Name 


OJ991106 35.0419.C30. 


ol . gs 


Method 


GENSCAN 




Start 


1181 




End 


2438 




GI 


none 




Score 


.78 




Exons 


1181. .1241, 2144. .2261, 2292.. 


2438 






Seq. No. 


51885 




Seq. ID 


OJ991106 




Gpne No 


109786 




Strand 






Start 






End 


387 




Name 




ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


387 




GI 


none 




Score 


742 




Exons 


1. .387 








J- 

1 


Seq. No. 


51886 




Seq. ID 


OJ991106_ 




Gene No. 


109787 




Strand 


+ 




Start 


478 




End 


1230 


jj 


Name 


OJ991106 35.0419.C31. 


ol.gp 


Method 


AAT/GAP 


J 


Start 


478 




End 


1012 


ii 


GI 


40982 1.R1084 




Score 


990 




Exons 


478. .1012 










GI Descrip. 


'6056196/gb|AAF02813. 


1IAC009400 9 5.0e 


-27 (AC00 






protein [Arabidopsis 


thaliana] 






J 


Seq. No. 


51886 




Seq. ID 


OJ991106_ 




Gene No. 


109787 




Strand 


+ 




Start 


478 




End 


1230 




Name 


OJ991106 35.0419.C31. 


ol .np 


Method 


AAT/NAP 




Start 


565 




End 


1153 




GI 


6056196 




Score 


537 




Exons 


565. .1153 









GI Descrip. (AC009400) unknown protein [Arabidopsis thaliana] 



Seq. No. 51886 

Gene No. 109787 

Start 478 

Name OJ991106_35 . 04 19 . C31 . ol .gs 

Start 668 

GI none 

Exons 668.. 1153, 1204.. 1230 

Seq. No. 51886 

Gene No. 109787 

Start 478 

Name OJ991106_35 . 04 19 . C31 . ol . tm 

Start 727 

GI none 



Seq. ID OJ991106_35.0419.C31 

Strand + 

End 1230 

Method GENSCAN 

End 1230 

Score . 95 



Seq. ID OJ991106_35.0419.C31 

Strand + 

End 1230 

Method TBLASTX : Mai ze 

End 1153 

Score 709 



53142 



Exons 



727. .1152, 728. .1153 



Seq. No. 


51886 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109787 


Strand 


+ 


Start 


478 


End 


1230 


Name 


OJ991106 35.0419.C31.ol.ts 


Method 


TBLASTX: Soybean 


Start 


727 


End 


1153 


GI 


none 


Score 


627 


Exons 


727. .1026, 728. .1153 






Seq. No. 


51886 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109787 


Strand 


+ 


Start 


478 


End 


1230 


Name 


OJ991106 35.0419.C31.ol.tc 


Method 


TBLASTX: Cress 


Start 


734 


End 


1024 


GI 


none 


Score 


376 


Exons 


734. .1024, 760. .1023 






oeq . jno . 


JlOO / 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109788 


Strand 


+ 


Start 


1 


End 


671 


Name 


OJ991106 35.0419.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


671 


GI 


6056196 


Score 


313 


Exons 


1..130, 300. .671 






GI Descrip. 


(AC009400) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


51887 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109788 


Strand 


+ 


Start 


1 


End 


671 


Name 


OJ991106 35.0419.C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


26 


End 


585 


GI 


none 


Score 


173 


Exons 


26. .130, 27. .131, 284. .469, 


286. .582, 


300. .548, 301. .58, 


Seq. No. 


51887 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109788 


Strand 


+ 


Start 


1 


End 


671 


Name 


OJ991106 35.0419.C32.ol.ts 


Method 


TBLASTX : Soybean 


Start 


47 


End 


528 


GI 


none 


Score 


121 


Exons 


47. .130, 48. .131, 301. .495, 


301. .495, 


490. .528 


Seq. No. 


51887 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109788 


Strand 


+ 


Start 


1 


End 


671 


Name 


OJ991106 35.0419.C32.ol.gs 


Method 


GEN SCAN 


Start 


60 


End 


528 


GI 


none 


Score 


.95 


Exons 


60. .130, 300. .528 






Seq. No. 


51887 


Seq. ID 


OJ991106_35.0419 


Gene No. 


109788 


Strand 


+ 


Start 


1 


End 


671 


Name 


OJ991106 35.0419.C32.ol.gp 


Method 


AAT/GAP 


Start 


83 


End 


530 


GI 


2977 1.R1084 


Score 


494 



53143 



Exons 83.. 130, 300.. 530 

GI Descrip. ' 6056196/gb | AAF02813 . 1 | AC009400_9 8.0e-47 (AC009400) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 


C 1 O O ^ 

OlOO / 


Seq. ID 


OJyyiiOb Jo.U4iy. 


C 3Z 


Gene No . 


t rt an o o 

±uy / oo 


Strand 


+ 




Start 


1 


Ena 


0 / 1 




Name 


/^Trtrtllrt/T "DC rt /| 1 n OTO _ 1 a.-. 

ojyyiiUo Jo . 0419 . . oi . tc 


Method 


TBLASTX : Cress 




Start 


o c o 

Job 


End 


0 Jl 




GI 


none 


Score 


196 




Exons 


358. .531, 358. .441, 363. .467 








Seq. No. 




Seq. ID 


/"\Trtrtiin/- oc nyiio. 

OJ99110o_Jo .0419. 


C 34 


Gene No . 


1 rt m O rt 

109789 


Strand 






Start 


one 

255 


End 


rt O ~7 




Name 


ujyyiiub jo . U4 iy . l J4 . oi . gs 


Method 






Start 


o c c 

255 


End 


rt o n 




GI 


none 


Score 


.4 




Exons 


255. .363, 977. .987 








Seq. No. 


c i o o n 

oibo y 


Seq. ID 


/"\Trtrt11rt/"" OC rt VI "I rt 

OJ99110D Jo. 0419. 


C Jo 


Gene No. 


109790 


Strand 


+ 




Start 


559 


End 


681 




Name 


OJ991106 35 . 0419 . C35 . ol . gs 


Method 


GENS CAN 




Start 


559 


End 


681 




GI 


none 


Score 


.88 




Exons 


559. .681 








Seq. No. 


c i O rt rt 

51890 


Seq. ID 


OJ991106_35.0419. 


CJ6 


Gene No. 


109791 


Strand 


+ 




Start 


1 


End 


1689 




Name 


OJ991106 Jo . 04 19 . CJd . Ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1689 




GI 


/" rt rt /" o /" c 

6996265 


Score 


884 




Exons 


1..144, 665. .808, 890. .1571, 


1664. .1689 




GI Descrip. 


(AL138657) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


51890 


Seq. ID 


OJ991106_35.0419. 


C36 


Gene No . 


109791 


Strand 


+ 




Start 


1 


End 


1689 




Name 


OJ991106 35.0419.C36.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1528 




GI 


none 


Score 


120 




Exons 


1..147, 21. .146, 662. .808, 664. .807, £ 


90. . 949, 955. . 1116 






959.. 1129, 1129.. 1236, 1130. 


.1246, 1276.. 1527, 1277.. 1528 


Seq. No. 


51890 


Seq. ID 


OJ991106_35.0419. 


C36 


Gene No. 


109791 


Strand 


+ 




Start 


1 


End 


1689 




Name 


OJ991106 35.0419.C36.ol.gs 


Method 


GEN SCAN 




Start 


4 


End 


1564 




GI 


none 


Score 


.91 




Exons 


4. .144, 665. .757, 890. .1403, 


1482. .1564 




Seq. No. 


51890 


Seq. ID 


OJ991106_35.0419. 


C36 


Gene No. 


109791 


Strand 


+ 




Start 


1 


End 


1689 





53144 



Name 

Start 

GI 

Exons 



OJ991106_35 . 0419 . C36 . ol . ts Method TBLASTX : Soybean 
755 End 1237 

none Score 68 

755. .805, 887. .931, 952. .1107, 959. .1123, 966. .1106, 967. .1122, 
1127. .1237, 1129. .1236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51890 

109791 

1 



Seq. ID OJ991106_35.0419.C36 
Strand + 
End 1689 



OJ991106 35.0419.C36.ol.tw Method TBLASTX : Wheat 



1187 
none 



End 1518 
Score .72 



1187. .1246, 1219. .1518, 1277. .1516 



Seq. No. 51890 

Gene No. 109791 

Start 1 

Name OJ991106_35. 0419.C36.o2. ts 

Start 1272 

GI none 
Exons 



Seq. ID OJ991106_35.0419.C36 

Strand + 

End 1689 

Method TBLASTX : Soybean 

End 1447 

Score 56 



1272. .1409, 1276. .1443, 1277. .1447, 1277. .1447 



Seq. ID OJ991106 35.0419.C38 



Seq. No. 51891 
Gene No. 109792 Strand + 

Start 1 End 610 

Name OJ991106_35.. 0419 .C38 . ol .np Method AAT/NAP 

Start 1 End 610 

GI 6069646 Score 95 

Exons 1..47, 195.. 610 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 51892 Seq. ID 

Gene No. 109793 Strand 

Start 4319 End 

Name OJ991106_37 . 0419.C2.ol .gp Method 

Start 4319 End 

GI 5003503 Score 

Exons 4319.. 4508, 5946.. 6517 



OJ991106_37.0419.C2 
+ 

8524 
AAT/GAP 
6517 
1454 



Seq. No. 51892 

Gene No. 109793 

Start 4319 

Name OJ991106_37 . 0419 .C2 . o3 . np 

Start 5950 

GI 7487029 

Exons 5950.. 6504, 6562.. 7170, 7726. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7853, 



OJ991106_ 
+ 

8524 
AAT/NAP 
8524 
986 
8131. .8524 



37. 0419. C2 



hypothetical protein T15F16.10 - Arabidopsis thaliana 
gi|3377810|gb|AAC28183.1| (AF076275) contains similarity to 
glutaredoxins [Arabidopsis thaliana] gi I 72674 97 | emb | CAB77980 . 1 1 
(AL161512) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



51892 
109793 



Seq. ID OJ991106_37.0419.C2 
Strand + 



53145 






4319 


End 


8524 




Name 


OJ991106 37.0419.C2.o2.gp 


Method 


AAT/GAP 




Start 


8349 


End 


8425 




C T 
bl 


5003502 


Score 


113 




Exons 


8349. .8425 








b± uescnp . 


3377810 4.0e-26 (AF076275) contains similarity to glutared< 




[Arabidopsis thaliana] 








C /-r M ^ 

064 . wo . 


51892 


Seq. ID 


OJ991106_37.0419 


. Cz 


bene wo . 


109794 


Strand 






Start 


1 


End 


4209 




Name 


OJ991106 37.0419.C2.ol.np 


Method 


AAT/NAP 






1 


End 


1558 




bl 


5902376 


Score 


110 




Exons 


1..24, 1406. .1558 








bi uescnp. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 




beq. wo . 


51892 


Seq. ID 


OJ991106_37.0419 


. CZ 


bene wo . 


109794 


Strand 






Start 


1 


End 


4209 




Name 


OJ991106 37.0419.C2.o2.np 


Method 


AAT/NAP 




ouairu 


752 


End 


4209 




bl 


6721512 


Score 


109 




T*^ C 


752. .838, 2280. .2415, 2442.. 


2560, 4099 


. .4209 




bi uescnp . 


(AP001072) hypothetical protein [Oryza 


sativa] 




oeq • wo . 


51892 


Seq. ID 


OJ991106_37.0419 




Gene No. 


109795 


Strand 






Start 


6637 


End 


7128 




Name 


OJ991106 37.0419.C2.ol.ts 


Method 


TBLASTX : Soybean 






6637 


End 


7116 






none 


Score 


426 




T* 1 v /"\ (™» 


6637.. 7116, 6642.. 7115, 7009 


. .7116 






oeq ■ wo . 


51892 


Seq. ID 


OJ991106_37.0419 


• Cz 


Gene No. 


109795 


' Strand 






Start 


6637 


End 


7128 




Name 


OJ991106 37.0419.C2.ol.tm 


Method 


TBLASTX: Maize 




0 tar u 


6856 


End 


7128 




C T 
bl 


none 


Score 


339 




Exons 


6856. .7128, 6856. .6948, 6857 


. .7126, 7009. .7128 




oeq • wo . 


51892 


Seq. ID 


OJ991106_37.0419 


. C2 


Gene No. 


109796 


Strand 






Start 


7614 


End 


8215 




Name 


OJ991106 37.0419.C2.o2.ts 


Method 


TBLASTX : Soybean 




0 uar u 


7614 


End 


8215 




bl 


none 


Score 


292 




Exons 


7614. .7853, 7618. .7854, 8129 


. .8215 






oeq. NO. 


51892 


Seq. ID 


OJ991106_37.0419 


.C2 




109797 


Strand 






Start 


8252 


End 


8433 




Name 


OJ991106 37.0419.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


8252 


End 


8433 




GI 


none 


Score 


303 




Exons 


8252.. 8425, 8256.. 8423, 8257 


..8433, 8257. .8424 





53146 



Seq. No. 51893 Seq. ID 

Gene No. 109798 Strand 

Start 718 End 

Name OJ991106_37 . 04 19 . C3 . ol . gs Method 

Start 718 End 

GI none Score 

Exons 718.. 914 



OJ991106_37.0419.C3 
+ 

915 

GEN SCAN 

914 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

„ Start 

*f Name 

\3 Start 

EH GI 

fy Exons 

?i GI Descrip. 

: . 3 

t y 

%2 Seq. No. 

fy Gene No. 

~ Start 

f ^ z Name 

H Start 

;J gi 

H Exons 

%J GI Descrip. 



51893 Seq. ID OJ991106_37 . 04 19 . C3 

109798 Strand + 

718 End 915 

OJ991106_37 . 04 19 . C3 . ol . np Method AAT/NAP 

718 End 915 

7487029 Score 225 

718. .915 

hypothetical protein T15F16.10 - Arabidopsis thaliana 
gi|3377810|gb|AAC28183.1| (AF076275) contains similarity to 
glutaredoxins [Arabidopsis thaliana] gi | 7267497 | emb | CAB77980 . 1 | 
(AL161512) hypothetical protein [Arabidopsis thaliana] 



51893 
109799 
716 

OJ991106_37.0419.C3.ol.gp 
716 

5003502 
716. .923 

3377810 4.0e-26 (AF076275) contains similarity to glutaredoxins 
[Arabidopsis thaliana] 



Seq. ID OJ991106_37.0419.C3 
Strand 

End 923 

Method AAT/GAP 

End 923 

Score 360 



51894 
109800 
1 

OJ991106_37.0419.C4.ol.gp 
1 

5003502 
1..31, 286.. 759 

3377810 4.0e-26 (AF076275) contains similarity to glutaredoxins 
[Arabidopsis thaliana] 



Seq. ID OJ991106_37.0419.C4 

Strand + 

End 759 

Method AAT/GAP 

End 759 

Score 848 



Seq. No. 


51895 




Seq. ID 


OJ991106_37 


.0419 


.C8 


Gene No. 


109801 




Strand 








Start 


1 




End 


402 






Name 


OJ9S1106 37 


.0419.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


402 






GI 


6598689 




Score 


505 






Exons 


1. .402 












GI Descrip. 


(AC007168) 


unknown protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


51895 




Seq. ID 


OJ991106_37 


.0419 


.C8 


Gene No. 


109802 




Strand 








Start 


6005 




End 


9613 






Name 


OJ991106 37 


.0419.C8.o2.gs 


Method 


GENSCAN 






Start 


6005 




End 


9613 






GI 


none 




Score 


.58 






Exons 


6005. .6127, 


6372.. 6567, 7180.. 7280, 9539.. 9613 







53147 




Q orr No 


51896 


Seq. ID 




^7 


04 1 Q 


. C9 


Gene No. 


109803 


Strand 










Start 


345 


End 


1474 








Name 


OJ991106 37.0419.C9.ol.gs 


Method 


GENSCAN 








Start 


345 


End 


1474 








GI 


none 


Score 


.92 








Exons 


345. .449, 1370. . 1474 












l_> W VwJ a Ll W • 


51897 


Seq. ID 


OJ991106_ 


_37 


.0419 


.C10 


Gene No. 


109804 


Strand 


+ 








Start 


1020 


End 


3832 








Name 


OJ991106 37.0419.C10.ol.gs 


Method 


GENSCAN 








Start 


1020 


End 


3832 








GI 


none 


Score 


.57 








Exons 


1020. .1063, 1749. .1836, 1864. 


.1919, 3367.. 3471, 


3556. .3832 




51897 


Seq. ID 




^7 


041 Q 


PI 0 


Gene No. 


109805 


Strand 


+ 








Start 


11864 


End 


13853 








Name 


OJ991106 37.0419.C10.o3.gs 


Method 


GENSCAN 








Start 


11864 


End 


13702 








GI 


none 


Score 


.65 








Exons 


11864. .12027, 13254. .13702 












Seq. No. 


51897 


Seq. ID 


OJ991106_ 


_37 


.0419 


.C10 


Gene No . 


109805 


Strand 


+ 








Start 


11864 


End 


13853 








Name 


OJ991106 37.0419.C10.o3.np 


Method 


AAT/NAP 








Start 


13573 


End 


13853 








GI 


4097587 


Score 


85 








Exons 


13573. .13853 












GI Descrip. 


(U64926) NTGP5 [Nicotiana tabacum] 










Seq. No. 


51897 


Seq. ID 


OJ991106_ 


_37 


.0419 


CIO 


Gene No . 


109806 


Strand 










Start 


8562 


End 


10011 








Name 


OJ991106 37.0419.C10.o2.np 


Method 


AAT/NAP 








Start 


5446 


End 


10011 








GI 


5042463 


Score 


197 








Exons 


5446. .5474, 7207. .7311, 7358. 


.7512, 8184. .8364, 


9938. .10011 


GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 








Qprj M n 

kJ C VJ . \S . 


51897 


Seq. ID 


OJ991106_ 


_37 


.0419 


C10 


Gene No. 


109806 


Strand 










Start 


8562 


End 


10011 








Name 


OJ991106 37.0419.C10.o2.gs 


Method 


GENSCAN 








Start 


8562 


End 


9267 








GI 


none 


Score 


.67 








Exons 


8562..8699, 8944. .9064, 9239. 


.9267 










Seq. No. 


51898 


Seq. ID 


OJ991106_ 


31 


.0419. 


Cll 


Gene No. 


109807 


Strand 


+ 








Start 


660 


End 


795 








Name 


OJ991106 37.0419.Cll.ol.gs 


Method 


GENSCAN 








Start 


660 


End 


795 








GI 


none 


Score 


.78 









53148 



Exons 



660. .795 



Seq. No. 51899 

Gene No. 109808 

Start 1 

Name OJ991106_37 . 0419 . C13 . ol . gp 

Start 1 

GI none 

Exons 1..280 



Seq. ID OJ991106_37.0419.C13 
Strand 

End 280 

Method AAT/GAP 

End 280 

Score 517 



Seq. No. 51900 Seq. ID 

Gene No. 109809 Strand 

Start 266 End 

Name OJ991106_37 . 0419 . C14 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266.. 375 



OJ991106_37.0419.C14 
+ 

375 

GENSCAN 

375 

.76 



Seq. No. 51900 Seq. ID 

Gene No. 109810 Strand 

Start 4982 End 

Name OJ991106_37 . 0419.C14 .ol .np Method 

Start 4426 End 

GI 4417286 Score 

Exons 4426.. 4445, 6021.. 6081, 6200 

'7057..7135, 7277. .7374 

GI Descrip. (AC007019) putative shikimate kinase precursor [Arabidopsis 

thaliana] 



OJ991106_37.0419.C14 
+ 

7567 
AAT/NAP 
7374 
460 



.6365, 6532. .6609, 6703. .6832, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51900 

109810 

4982 

OJ991106_37.0419.C14 .o3.gs 

4982 

none 

4982. .5180, 5857. .5903, 6527. 
7277. .7341, 7463. .7567 



Seq. ID OJ991106_37.0419.C14 

Strand + 

End 7567 

Method GENSCAN 

End 7567 

Score .89 

.6609, 6703. .6775, 7057. .7135, 



51900 

109810 

4982 

OJ991106_37.0419.C14.ol.gp 
6024 

LIB3432-031-P1-K1-F1 
6024.. 6081, 6200.. 6360, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

, — , 6527.. 6609, 6703.. 6782 

'2224911 3.0e-25 (U93048) somatic embryogenesis receptor-like 
kinase [Daucus carota] 1 



OJ991106_37.0419.C14 
+ 

7567 
AAT/GAP 
6782 
664 



Seq. No. 51900 

Gene No. 109811 

Start 14646 

Name OJ991106_37 . 0419 . C14 . 06 . gs 

Start 14646 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C14 



Strand 
End 

Method 

End 

Score 



+ 

18370 
GENSCAN 
18370 
.56 



14646. .14724, 14847 .. 14 97 9, 15064 15135, 15518 .. 15615, 
16464. .16601, 16679. .16943, 17339 .. 1754 6, 18044. .18370 



53149 



Seq. No. 


51900 




Seq. ID 


OJ991106 


Gene No. 


109811 




Strand 


+ 


Start 


14646 




End 


18370 


Name 


OJ991106 37.0419.C14 


.o2 .np 


Method 


AAT/NAP 


Start 


14766 




End 


18367 


GI 


5091623 




Score 


1440 


Exons 


14766. .14979, 15064. 


.15135, 


15518. .15661, 15794 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



iy Seq. No. 

= Gene No. 

□ Start 
II Name 
%s Start 

h : gi 

□ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



16679. .17019, 17152. 



,15865, 
,17546, 



15937. .16119, 16468. .16601, 
18044. .18367 

(AC007454) Similar to gb|U93048 somatic embryogenesis 
receptor-like kinase from Daucus carota, contains 4 PF 100560 
Leucine Rich Repeat domains and a PF| 00069 Eukaryotic protein 
kinase domain. [Arabidopsis thaliana] 



51900 Seq. ID 

109812 Strand 

627 End 

OJ991106_37 . 04 19 . C14 . o2 . gs Method 

627 End 

none Score 



OJ991106_37.0419.C14 

2752 
GENS CAN 
2752 
.63 



627. .646, 782. .832, 1257. .1294, 2682. .2752 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106 37.0419.C14 



51900 
109813 
17086 

OJ991106_37.0419.C14.o2.gp 
17086 
2317436 
17086. .17387 

2224911 3.0e-25 (093048) somatic embryogenesis receptor-like 
kinase [Daucus carota] 



17387 
AAT/GAP 
17387 
546 



51900 

109814 

19172 

OJ991106_37.0419.C14.o3.tm 

5855 

none 

5855. .5908, 5856. .5903, 6020. 
6195. .6371, 6524. .6610, 6525. 
6706. .6825, 7055. .7135, 7056. 
7272. .7340, 7274. .7345, 7276. 
7509. .7607, 7514. .7603 



Seq. ID OJ991106_37.0419.C14 
Strand 

End 21419 
Method TBLASTX: Maize 
End 7607 
Score 75 

.6082, 6021. .6083, 6187. .6372, 
.6611, 6526. .6609, 6704. .6826, 
.7139, 7057. .7134, 7058. .7135, 
.7350, 7451. .7510, 7471. .7509, 



51900 Seq. ID 

109814 Strand 

19172 End 

OJ991106__37.0419.C14.ol.tm Method 

16474 End 

none Score 



OJ991106_37.0419.C14 
21419 

TBLASTX: Maize 

18340 

81 



16474. .16593, 16523 .. 16597 , 16681 .. 16959, 16690 .. 16956, 

16776. .16982, 16818 .. 16958 , 16962 .. 17018 , 16966 1704 3, 

17151. .17561, 17171. .17548, 17175 .. 17561, 18017 .. 18112 , 

18137. .18229, 18168 .. 18242, 18230.. 18340 



51900 
109814 



Seq. ID 
Strand 



OJ991106 37.0419.C14 



53150 



Start 
Name 
Start 
GI 

Exons 



19172 End 

OJ991106_37.0419.C14.ol.ts Method 

16474 End 

none Score 

16474. .16593, 16523 16597 , 16681 .. 16959, 16688 

16690. .16956, 16776 .. 16982, 16818 16958 , 16962 

16966. .17043, 17151 .. 17528 , 17171 .. 17 536, 17180 



21419 

TBLASTX : Soybean 
17536 
81 

,16918, 
,17018, 
,17530 



Seq. No. 51900 

Gene No. 109814 

Start 19172 

Name OJ991106_37 . 04 19 . C14 . ol . tc 

Start 16538 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C14 
Strand 

End 21419 

Method TBLASTX: Cress 

End 17474 

Score 52 



16538. . 16597, 16657 16956, 16693 . . 16956, 16962 .. 17018 , 
17128. .17454, 17175 17474 , 17177.. 17473 



Seq. No. 51900 Seq. ID 

Gene No. 109814 Strand 

Start 19172 End 

Name 0 J9 9 1 1 0 6_3 7.0419.C14.o2.tw Method 

Start 16702 End 

GI none Score 

Exons 16702. . 16950 



OJ991106_37.0419.C14 
21419 

TBLASTX: Wheat 

16950 

181 



U Seq. No. 51900 Seq. ID 

ffl Gene No. 109814 Strand 

?!i Start 19172 End 

I- Name OJ991106_37 . 0419.C14 .ol . tw Method 

Start 17174 End 

iw- GI none Score 

%J Exons 17174. .17524, 17175.. 17492 



OJ991106_37.0419.C14 
21419 

TBLASTX: Wheat 

17524 

297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51900 Seq. ID 

109814 Strand 

19172 End 
OJ991106__37.0419.C14 .o3.np Method 

18654 End 

7486686 Score 

18654. .18703, 19227 .. 19643, 



OJ991106_37.0419.C14 

21419 
AAT/NAP 
21419 
110 



21397. .21419 

hypothetical protein F8K4.20 - Arabidopsis thaliana 
gil 3367531 | gb | AAC28516 . 1| (AC004392) Strong similarity to 
gi 1 2160138 F19K23.6 gene product from A. thaliana BAC 
gb|AC000375. [Arabidopsis thaliana] 



51900 Seq. ID 

109814 Strand 

19172 End 
OJ991106_37.0419.C14 .o7.gs Method 

19172 End 

none Score 
19172. .20353 



OJ991106_37.0419.C14 

21419 

GENSCAN 

20353 



Seq. No. 51900 Seq. ID 

Gene No. 109814 Strand 

Start 19172 End 

Name OJ991106 37 . 0419 . C14 .o4 . tm Method 



OJ991106_37.0419.C14 
21419 

TBLASTX: Maize 



53151 







1 Q1 QC 

i y i yo 


End 


19695 






(jl 


none 


Score 


64 






Exons 


1 Qi qc TQOQ*3 1QOfl*3 1Q0QQ 


19208. .19468, 1 9208 19348 , 








i y J4 4 . . i y 4 dj, iy4uu . . lyobi, 


19588. .19695 






beq. wo. 


c t on n 

oiyuu 


Seq. ID 


OJ991106_37.0419 


. C14 




Gene No. 


109814 


Strand 








Start 


19172 


End 


21419 






Name 


^tqqi i H/11Q pi /I >^*3 +- t T 

ujyyiiuo j / . u4iy.Li4 .oj. tw 


Method 


TBLASTX: Wheat 






btart 


1 Q A o yi 
iy4z4 


End 


19807 






bl 


none 


Score 


61 






Exons 


i y4z4 . . lyoDo , i yobo . . iy /«cu , 


19596. .19721, 19751. .19807 






beq. no. 


oi yuu 


Seq. ID 


OJ991106_37.0419 


. C14 




Gene No. 


109814 


Strand 








Start 


19172 


End 


21419 






Name 


ujyyiiuo j / .U4iy.ti4 .o^.tm 


Method 


TBLASTX: Maize 






otart 


iy /4 b 


End 


20368 






bl 


none 


Score 


240 






Exons 


x y / 4 b . » z u z l o , iy / d4 . . zvzzq , 


20303. .20368, 20309.. 20350 






beq. no. 




Seq. ID 


OJ991106_37.0419 


pi / 
. C14 




Gene No . 


X(jyoX4 


Strand 








Of -1 yf 

btart 


x y i / z 


End 


21419 






Name 


OJ991106 37.0419.C14.o4.np 


Method 


AAT/NAP 






Start 


19904 


End 


20502 




\.i I 


H T 
(jl 


o / o4 / u y 


Score 


178 




• 57 


Exons 


xyyu4 . . zuouz 








r ~ 


bi uescrip. 


(ACUUoU/o) Contains Pr (UUUby 


Eukaryotic protein kinase domain 






[Arabidopsis thaliana] 








y 


Seq. No. 


oi yuu 


Seq. ID 


OJ991106_37.0419 


-C14 




Gene No. 


109814 


Strand 






s 


Start 


19172 


End 


21419 




r **s 

h ST 


Name 


ujyyxxub o / . U4iy .ci4 . oj . gp 


Method 


AAT/GAP 






otart 


zUUUo 


End 


20367 




t - 


bl 


none 


Score 


635 




I ~~ 


Exons 


zUUUo . . zU Jb / 








5-, 


beq. no. 


c -1 on -1 

oiyux 


Seq. ID 


OJ991106_37.0419 


.C15 




Gene No. 


109815 


Strand 








Start 


1431 


End 


2607 






Name 


ujyyxxub j / . U4xy .cxd . ox . tw 


Method 


TBLASTX: Wheat 






CM i -v. 4- 

btart 


X X-5 


End 


503 








none 


Score 


414 






Exons 


IXo..oy/, 114. .duo, lzl..oUl 


, 123.. 503 








beq. no. 


oiyui 


Seq. ID 


OJ991106_37.0419 


.C15 




Gene No. 


109815 


Strand 








Start 


1431 


End 


2607 






Name 


ujyyiiub j / .U4iy.cio.oi* tm 


Method 


TBLASTX: Maize 






Start 


13z 


End 


725 






GI 


none 


Score 


44 






Exons 


132. .179, 192. .725, 197. .391 


, 384. .704, 


458. .724 






Seq. No. 


51901 


Seq. ID 


OJ991106_37.0419 


C15 




Gene No. 


109815 


Strand 







53152 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419 


.C15.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


372 








End 


713 


GI 


none 








Score 


185 


Exons 


372. .713 












Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No. 










Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419 


.CIS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1425 








End 


1754 


GI 


none 








Score 


98 


Exons 


1425. .1709, 


1432 


. .1515, 


1533. 


.1754 




Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No. 


109815 








Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419 


.CIS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1428 








End 


1709 


GI 


none 








Score 


103 


Exons 


1428. .1709, 


1432 


. .1515, 


1582. 


.1650 




Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No . 


109815 








Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419 


.C15.o2. 


gs 


Method 


GENSCAN 


Start 


1431 








End 


1751 


GI 


none 








Score 


1 


Exons 


1431. .1751 












Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No . 


109815 








Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419 


C15.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1431 








End 


1754 


GI 


none 








Score 


138 


Exons 


1431. .1709, 


1434 


.1754 








Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No. 


1 a n o i c 

109815 








Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419, 


C15.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1432 








End 


1765 


GI 


none 








Score 


116 


Exons 


1432. .1623, 


1434. 


.1754, 


1434. 


.1709, 1667.. 1753, 1682.. 1765 


Seq. No. 


51901 








Seq. ID 


OJ991106_37.0419.C15 


Gene No. 


109815 








Strand 




Start 


1431 








End 


2607 


Name 


OJ991106 37 


.0419. 


C15.o2. 


np 


Method 


AAT/NAP 


Start 


1434 






End 


2607 


GI 


5922611 








Score 


410 


Exons 


1434. .1751, 


2546. 


.2607 








GI Descrip. 


(AP000492) ESTs AU078117 


(E1380) ,C72293 (E1380) correspond to 



region of the predicted gene.; similar to SARl/GTP-binding 
secretory factor. (AF001308) [Oryza sativa] 



53153 



Seq. No. 51901 

Gene No. 109815 

Start 1431 

Name OJ991106_37 . 0419.C15 .ol.gp 

Start 1735 

GI none 

Exons 1735.. 2113 



Seq. ID OJ991106_37 .0419.C15 
Strand 

End 2607 

Method AAT/GAP 

End 2113 

Score 738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991106_37.0419.C16 
Strand 

End 2239 

Method AAT/NAP 

End 2200 

Score 340 



51902 
109816 
1 

OJ991106_37.0419.C16.ol.np 
1 

3334323 

1..122, 1534. .1669, 2072. .2200 

GTP-BINDING PROTEIN SARI A gi | 74384 60 | pir | | T01509 GTP-binding 
protein T10M13.9 - Arabidopsis thaliana 

gi|1314860|gb|AAA99827.1| (U56929) Sari homolog [Arabidopsis 
thaliana] gi | 2104532 | gb IAAC78700 . 1 | (AF001308) SARI /GTP-binding 
secretory factor [Arabidopsis thaliana] 

gi 12104550 | gb|AAB57799. 1| (AF001535) AGAA. 4 [Arabidopsis 
thaliana] gi | 7268592 | emb | CAB80701 . 1 | (AL1614 



51902 

109816 

1 

OJ991106_37.0419.C16.ol.tc 

1535 

none 



Seq. ID OJ991106_37.0419.C16 
Strand 

End 2239 

Method TBLASTX: Cress 

End 2198 

Score 139 



1535. .1672, 1536. .1658, 2072. .2197, 2082. .2198 



Seq. No. 51902 

Gene No. 109816 

Start 1 

Name OJ991106_37 . 0419 ,C16 .ol . tw 

Start 1535 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C16 
Strand 

End 2239 

Method TBLASTX : Wheat 

End 2207 

Score 187 



1535. .1672, 1536. .1658, 2072. .2197, 2082. .2207, 2139. .2198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



51902 

109816 

1 

OJ991106_37.0419.C16.o2.tm 

1535 

none 



Seq. ID OJ991106_37.0419.C16 
Strand 

End 2239 

Method TBLASTX : Mai ze 

End 2239 

Score 187 



1535. .1672, 1536. .1658, 2072. .2239, 2082. .2198 



51902 

109816 

1 

OJ991106_37.0419.C16.ol.ts 

1535 

none 



Seq. ID OJ991106_37.0419.C16 
Strand 

End 2239 

Method TBLASTX : Soybean 

End 2219 

Score 14 9 



1535. .1672, 1536. .1658, 2072. .2197, 2082. .2219 



51902 
109817 



Seq. ID OJ991106_37.0419.C16 
Strand 



53154 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q 

i3 

In Seq. No. 

f[j Gene No. 

s f i Start 

^ Name 

^ Start 

^3 GI 

fy Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3930 End 

OJ991106_37.0419.C16.ol.tm Method 

3930 End 

none Score 



4491 

TBLASTX: Maize 

4491 

447 



3930. .4409, 3937. .4428, 4126. .4410, 4384. .4491, 4388. .4486 



Seq. ID OJ991106_37.0419.C17 

Strand + 

End 966 

Method AAT/GAP 

End 966 

Score 713 



51903 
109818 
597 

OJ991106_37.0419.C17.ol.gp 
597 

LIB3434-003-P1-K1-H6 
597. .966 

'2062705/gb|U90552|HSU90552 8.0e-15 Human butyrophilin (BTF5) 
mRNA, complete cds 1 



51903 

109819 

1330 

OJ991106_37.0419.C17.ol.gs 

1330 

none 



Seq. ID OJ991106_37.0419.C17 

Strand + 

End 5326 

Method GEN SCAN 

End 4244 

Score .86 



1330. .1381, 2694. .2764, 2949. .3092, 3152. .3325, 3382. .3506, 
3522. .4244 



51903 

109819 

1330 

OJ991106_37.0419.C17.ol.np 

2445 

3023947 



Seq. ID OJ991106_37.0419.C17 

Strand + 

End 5326 

Method AAT/NAP 

End 5326 

Score 131 



2445. .2486, 3538. .3701, 5253. .5326 

PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 1 2665840 
(AF035815) putative histone deacetylase RPD3 [Zea mays] 



51903 

109820 

5936 

OJ991106_37.0419.C17.o3.np 

5936 

7486686 



Seq. ID OJ991106_37.0419.C17 

Strand + 

End 8808 

Method AAT/NAP 

End 8808 

Score 114 



5936. .5974, 8112.. 8489, 8757. .8808 

hypothetical protein F8K4.20 - Arabidopsis thaliana 
gi | 3367531 | gb | AAC28516 . 1 | (AC004392) Strong similarity to 
gi 1 2160138 F19K23.6 gene product from A. thaliana BAC 
gb|AC000375. [Arabidopsis thaliana] 



Seq. No. 


51903 






Seq. ID 


OJ991106 


Gene No. 


109820 






Strand 


+ 


Start 


5936 






End 


8808 


Name 


OJ991106 37 


.0419 


C17.o3.gp 


Method 


AAT/GAP 


Start 


6136 






End 


6918 


GI 


2800115 






Score 


761 


Exons 


6136. .6410, 


6761 


.6918 






Seq. No. 


51903 






Seq. ID 


OJ991106 


Gene No. 


109820 






Strand 


+ 



53155 



Start 
Name 
Start 
GI 

Exons 



5936 End 8808 

OJ991106_37 .0419. C17 . o4 . gp Method AAT/GAP 

7347 End 7702 

287117 Score 671 
7347. .7702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51903 

109821 

9719 

OJ991106_37.0419.C17.o2.tm 
6 

none 



Seq. ID OJ991106__37.0419.C17 
Strand 

End 9784 

Method TBLASTX : Mai ze 

End 8510 

Score 62 



6. .134, 1243. .1317, 1332. .1370, 5365. .5718, 5397. .5714, 
5455. .5718, 8157. .8504, 8159. .8500, 8229. .8510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51903 

109821 

9719 

OJ991106_37.0419.C17.ol.tc 

3462 

none 



Seq. ID OJ991106_37.0419.C17 
Strand 

End 9784 

Method TBLASTX : Cress 

End 3677 

Score 62 

3462.. 3518, 3521.. 3559, 3560.. 3664, 3561.. 3665, 3653.. 3676, 
3654. .3677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51903 

109821 

9719 

OJ991106_37 . 04 19 . C17 . o2 . ts 

3521 
none 



Seq. ID OJ991106_37.0419.C17 
Strand 

End 9784 

Method TBLASTX : Soybean 

End 3677 

Score 69 



3521. .3559, 3561. .3665, 3563. .3664, 3654.. 3677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51903 

109821 

9719 

OJ991106_37.0419.C17.ol.tm 

4612 

none 



Seq. ID OJ991106_37.0419.C17 
Strand 

End 9784 

Method TBLASTX : Mai ze 

End 7970 

Score 198 



4612. .4845, 4674. .4853, 4858. .5175, 4998. .5171, 5041. .5175, 
7380. .7970, 7415. .7855, 7845. .7967 



Seq. No. 51903 

Gene No. 109821 

Start 9719 

Name OJ991106_37 . 04 19 . C17 . ol . ts 

Start 5341 

GI none 

Exons 5341.. 5703, 8136.. 8510 



Seq. ID OJ991106_37.0419.C17 
Strand 

End 9784 

Method TBLASTX : Soybean 

End 8510 

Score 199 



Seq. No. 51903 

Gene No. 109821 

Start 9719 

Name OJ991106_37 . 0419 . C17 . o5 . gp 

Start 9719 

GI 2311279 

Exons 9719. . 9784 



Seq. ID OJ991106_37.0419.C17 
Strand 

End 9784 

Method AAT/GAP 

End 9784 

Score 77 



53156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51904 Seq. ID 

109822 Strand 

7991 End 

OJ991106_37 . 0419 .C18 . ol . tm Method 

3 End 

none Score 



OJ991106_37.-0419.C18 
+ 

9169 

TBLASTX: Maize 

8584 

140 



3. .206, 8. .202, 158. .343, 206. .346, 2928. .3317, 2929. .3336, 
8125.. 8571, 8126.. 8584 



Seq. No. 51904 Seq. ID 

Gene No. 109822 Strand 

Start 7991 End 

Name OJ991106_37 . 0419 . C18 . o2 . tw Method 

Start 108 End 

GI none Score 

Exons 108. .158, 206. .349, 209. .349, 374.. 514 
8348.-8398, 8414. .8584 



OJ991106_37.0419.C18 
+ 

9169 

TBLASTX : Wheat ' 

8584 

48 

, 374. .514, 3169. .3219, 



Seq. No. 51904 

Gene No. 109822 

Start 7991 

Name OJ991106_37 . 0419 . C18 . ol 

Start 539 

r~ s GI none 

*t Exons 539.-679, 577.. 786, 749 

Z* 8774.. 9013, 8863.. 9000, 

fLj Seq. No. 51904 

□ Gene No. 109822 

§7§ Start 7991 

Name OJ991106_37 . 0419 . C18 . o2 

lf s Start 578 

lU GI none 

= Exons 578.. 676, 597.. 827, 598. 

fi 3492.. 3776, 3544.. 3777, 

Ci 8840.. 9118 

' f t Seq. No. 51904 

w Gene No. 109822 

13 Start 7991 

f3 Name OJ991106_37 . 0419.C18 .ol . 

Start 743 

GI none 

Exons 743.. 880, 3414.. 3764, 87 



Seq. ID OJ991106_37.0419.C18 

Strand + 

End 9169 

.tw Method TBLASTX: Wheat 

End 9088 

Score 93 
..787, 3402. .3680, 3521. .3697, 
9041. .9088 

Seq. ID OJ991106_37.0419.C18 
Strand + 
End 9169 
.tm Method TBLASTX: Maize 
End 9118 
Score 81 
.882, 746.-886, 3470. .3775, 3471. .3776, 
3691. .3777, 8812. .8997, 8813. .9118, 



Seq. ID OJ991106_37 .0419.C18 

Strand + 

End 9169 

ts Method TBLASTX : Soybean 

End 9106 

Score 63 
49. .9057, 8771. .9106 



Seq. No. 51904 

Gene No. 109822 

Start 7991 

Name OJ991106_37 . 0419 . C18 . o2 . gs 

Start 7991 

GI none 

Exons 7991.. 9169 



Seq. ID OJ991106_37.0419.C18 

Strand + 

End 9169 

Method GENSCAN 

End 9169 

Score .52 



Seq. No. 51905 

Gene No. 109823 

Start 1 

Name OJ991106 37 . 0419 . C19 . ol . np 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method AAT/NAP 



53157 



Start 1 End 1721 

GI 6056413 Score 583 

Exons 1..59, 150. .261, 373. .429, 541. .679, 766. ,950, 1072. .1155, 

1581. .1721 

GI Descrip. (AC009525) Unknown protein [Arabidopsis thaliana] 



Seq. No. 51905 

Gene No. 109823 

Start 1 

Name OJ991106_37 . 0419.C19 .ol . tc 

Start 4 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method TBLASTX: Cress 

End 1146 

Score 82 



4. .66, 535. .681, 542. .673, 765.-953, 772. .951, 783. .965, 
1066. .1146, 1070. .1129 



Seq. No. 51905 

Gene No. 109823 

Start 1 

Name OJ991106_37 . 0419 . C19 . ol . gs 

Start 154 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method GENSCAN 

End 1155 

Score .94 



154. .225, 373. .429, 541. .679, 766. .950, 1072. .1155 



*-3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51905 

109823 

1 

OJ991106_37.0419.C19.ol.gp 
196 

LIB3434-027-P1-K1-B10 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method AAT/GAP 

End 920 

Score 671 
196. .227, 374. .429, 541. .679, 766. .920 

, 6056413/gb|AAF02877.1|AC009525_ll 7.0e-41 (AC009525) Unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 51905 

Gene No. 109823 

Start 1 

Name OJ991106_37 . 04 19 . C19 . ol . tw 

Start 373 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method TBLASTX : Wheat 

End 915 

Score 53 



373. .435, 374. .436, 535. .681, 542. .673, 733. .915, 765. .914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51905 

109823 

1 

OJ991106_37.0419.C19.o2.ts 

373 

none 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method TBLASTX : Soybean 

End 681 

Score 43 



373. .435, 373. .435, 518. .673, 535. .681 



Seq. No. 51905 

Gene No. 109823 

Start 1 

Name OJ991106_37 . 0419 . C19 . ol . tm 

Start 604 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C19 
Strand 

End 1721 

Method TBLASTX : Maize 

End 1713 

Score 109 



604. .681, 605. .679, 765. .953, 766. .951, 1066. .1140, 1066. .1146, 
1070. .1147, 1138. .1167, 1139. .1159, 1585. .1713, 1585. .1704 



53158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51905 
109823 
1 

OJ991106_37.0419.C19.ol.ts 
759 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991106 37.0419.C19 



1721 

TBLASTX : Soybean 
1717 
159 

759. .950, 765. .953, 769. .951, 1066. .1167, 1070. .1168, 
1566. .1703, 1582. .1704, 1582. .1704, 1583. .1717- 

51906 Seq. ID OJ991106_37 . 04 19 . C20 

109824 Strand 

1 End 4759 

OJ991106_37 . 04 19 . C20 . ol . np Method AAT/NAP 

1 End 1222 

7487016 Score 143 

1..24, 732. .974, 1167. .1222 

hypothetical protein T14P8.7 - Arabidopsis thaliana 
gi|3193292|gbiAAC19276.1| (AF069298) similar to ATPases 
associated with various cellular activites (Pfam: AAA.hmm, 
score: 230.91) [Arabidopsis thaliana] gi | 7269007 | emb | CAB80740 . 1 | 
(AL161494) coded for by A. thaliana cDNA T88606, coded for by A. 
thaliana cDNA T75804; strong similarity to similar to ATPases 
associated with v 



Seq. No. 

in « 

;. c Gene No. 

Start 

i J Name 

hi Start 

•A GI 

^ Exons 

= w Seq. No. 

Q Gene No. 

*j Start 

l2 Name 

: ^ Start 

'It GI 

*3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51906 

109824 

1 

OJ991106_37.0419.C20.o2.tm 
1 

none 

1..228, 1..210 

51906 

109824 

1 

OJ991106_37.0419.C20.ol.tm 

702 

none 

702. .914, 709. .906, 711. .929, 
1167. .1262, 1169. .1261, 1712. 

51906 

109824 

1 

OJ991106_37.0419.C20.ol.ts 

726 

none 

726. .908, 727. .894, 741. .911 

51906 

109824 

1 

OJ991106_37.0419.C20.ol.tw 

726 

none 

726. .908, 741. .944 



Seq. ID OJ991106_37.0419.C20 
Strand 

End 4759 

Method TBLASTX: Maize 

End 228 

Score 24 5 



Seq. ID OJ991106_37.0419.C20 
Strand 

End 4759 

Method TBLASTX : Mai ze 

End 1789 

Score 205 
1014. .1091, 1018. .1098, 
.1789, 1712.. 1786 

Seq. ID OJ991106_37.0419.C20 
Strand 

End 4759 

Method TBLASTX : Soybean 

End 911 

Score 100 



Seq. ID OJ991106_37.0419.C20 
Strand 

End 4759 

Method TBLASTX : Wheat 

End 94 4 

Score 100 



53159 



Seq. No. 


51906 








Seq. ID 


OJ991106 


Gene No. 


109824 








Strand 




Start 


1 








End 


4759 


Name 


OJ991106 37 


.0419 


-C20.ol 


.gs 


Method 


GEN SCAN 


Start 


732 








End 


4749 


GI 


none 








Score 


.87 


Exons 


732. .908, 2234.. 


2341, 3400.. 


3441, 3539 


..3730, 3 




4081. .4235, 


4684 


. . 4749 








Seq. No. 


51906 








Seq. ID 


OJ991106 


Gene No. 


109824 








Strand 




Start 


1 








End 


4759 


Name 


OJ991106 37 


.0419 


.C20.ol 


.tc 


Method 


TBLASTX: 


Start 


732 








End 


1276 


GI 


none 








Score 


87 


Exons 


732. .908, 742. .894, 1169. .1276 




Seq. No. 


51906 








Seq. ID 


OJ991106 


Gene No. 


109824 








Strand 




Start 


1 








End 


4759 


Name 


OJ991106 37 


.0419 


.C20.O3 


. tm 


Method 


TBLASTX: 


Start 


3572 








End 


4759 


GI 


none 








Score 


137 


Exons 


3572. .3733, 


3572 


. .3730, 


3580 


..3732, 3908. .3994, 




4082. .4240, 


4152 


. .4229, 


4163 


..4237, 4170. .4244, 




4684. .4755, 


4688 


. .4759 








Seq. No. 


51907 








Seq. ID 


OJ991106 


Gene No. 


109825 








Strand 


+ 


Start 


2549 








End 


8942 


Name 


OJ991106 37 


.0419 


.C21.o2 


. gs 


Method 


GENSCAN 


Start 


2549 








End 


8942 


GI 


none 








Score 


.53 


Exons 


2549. .2661, 


3845 


. .3895, 


3985 


..4120, 4597. .5133, 




5546. .5976, 


6242 


. .6403, 


6494 


. .6761, .6893. .7018, 


Seq. No. 


51907 








Seq. ID 


OJ991106 


Gene No. 


109825 








Strand 


+ 


Start 


2549 








End 


8942 


Name 


OJ991106 37 


.0419 


.C21.o2 


.np 


Method 


AAT/NAP 


Start 


3726 








End 


6011 


GI 


6967112 








Score 


427 


Exons 


3726. .3776, 


4787 


. .4861, 


4959 


..5133, 5231. .5456, 


GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thalia] 


Seq. No. 


51907 








Seq. ID 


OJ991106_ 


Gene No. 


109825 








Strand 


+ 


Start 


2549 








End 


8942 


Name 


OJ991106 37 


.0419 


■C21.o2 


• gp 


Method 


AAT/GAP 


Start 


5983 








End 


6687 


GI 


none 








Score 


1158 


Exons 


5983. .6403, 


6494 


. .6687 








Seq. No. 


51907 








Seq. ID 


OJ991106_ 


Gene No. 


109825 








Strand 


+ 


Start 


2549 








End 


8942 



,3994, 



,5456, 



53160 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



0 J991 10 6_37 . 0 4 1 9 . C2 1 . o3 . gp Method AAT/GAP 
7209 End 7401 

LIB3432-017-P1-K1-G8 Score 347 

7209. .7401 

, 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)' 



51907 
109826 
10575 

OJ991106_37.0419.C21.o5.gp 
10218 

60750_1.R1084 
10218. .10257, 10572.. 10775 

•3377810 4.0e-26 (AF076275) contains similarity to glutaredoxins 
[Arabidopsis thaliana] * 



Seq. ID OJ991106_37.0419.C21 

Strand + 

End 10775 

Method AAT/GAP 

End 10775 

Score 445 





Seq. No. 


51907 


Seq. ID 


OJ991106_37 


.0419. 




Gene No. 


109826 


Strand 


+ 






Start 


10575 


End 


10775 






Name 


OJ991106 37.0419.C21.o3.gs 


Method 


GENSCAN 






Start 


10575 


End 


10775 






GI 


none 


Score 


.68 




ess. 


Exons 


10575. .10775 








- ™ 


Seq. No. 


51907 


Seq. ID 


OJ991106_37 


.0419. 




Gene No. 


109827 


Strand 








Start 


185 


End 


4212 




f ^ 


Name 


OJ991106 37.0419.C21.ol.np 


Method 


AAT/NAP 






Start 


185 


End 


4212 






GI 


5734783 


Score 


391 




- ~s 


Exons 


185. .234, 890. .1011, 1309.. 


1508, 1587.. 


1681, 1775. 


.1899, 


n I 




2000. .2184, 4148. .4212 










GI Descrip. 


(AC007980) 96541 [Arabidopsis thaliana] 






ij 

s. ?• 


Seq. No. 


51907 


Seq. ID 


OJ991106_37 


.0419. 




Gene No. 


109827 


Strand 








Start 


185 


End 


4212 






Name 


OJ991106 37.0419.C21.ol.gs 


Method 


GENSCAN 






Start 


890 


End 


2430 






GI 


none 


Score 


.66 






Exons 


890. .980, 1311. .1508, 1587. 


.1681, 1805. 


.1899, 2000 


. .2430 




Seq. No. 


51907 


Seq. ID 


OJ991106_37 


.0419.1 




Gene No. 


109827 


Strand 








Start 


185 


End 


4212 






Name 


OJ991106 37.0419.C21.ol.gp 


Method 


AAT/GAP 






Start 


2144 


End 


2664 






GI 


none 


Score 


1022 






Exons 


2144. .2664 










Seq. No. 


51907 


Seq. ID 


OJ991106_37 


.0419 J 




Gene No. 


109828 


Strand 








Start 


9333 


End 


9760 






Name 


OJ991106 37.0419.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


1585 


End 


1892 






GI 


none 


Score 


112 





53161 



Exons 



1585. .1683, 1587. .1682, 1768. .1857, 1769. .1885, 1770. .1877, 
1773. .1892 



Seq. No. 51907 

Gene No. 109828 

Start 9333 

Name OJ991106_37 . 04 19 . C21 . o3 . tm 

Start 4816 

GI none 

Exons 4816.. 5097, 4866.. 5027 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 9760 

Method TBLASTX: Maize 

End 5097 

Score 225 



Seq. No. 51907 

Gene No. 109828 

Start 9333 

Name OJ991106_37 . 04 19 . C21 . ol . ts 

Start 5104 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 97 60 

Method TBLASTX : Soybean 

End 5 694 

Score 36 



5104. .5133, 5215. .5394, 5217. .5393, 5234. .5425, 5236. .5424, 
5544. .5645, 5545.-5649, 5650. .5694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51907 

109828 

9333 

OJ991106_37.0419.C21.ol.tm 

5217 

none 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 97 60 

Method TBLASTX : Mai ze 

End 6559 

Score 141 



5217. .5429, 5218. .5430, 5233. .5457, 5234. .5458, 5542. .5745, 
5544. .5720, 5545. .5745, 5553. .5750, 5558. .5764, 6338. .6406, 
6484. .6555, 6488. .6556, 6488. .6559, 6489. .6557 



Seq. No. 51907 

Gene No. 109828 

Start 9333 

Name OJ991106_37 . 04 19 . C21 . ol . tw 

Start 5272 

GI none 
Exons 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 97 60 

Method TBLASTX : Wheat 

End 5781 

Score 130 



5272. .5394, 5273. .5428, 5541. .5630, 5545. .5649, 5644. .5781, 
5650. .5751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51907 
109828 
9333 

OJ991106_37.0419.C21.o4.gp 
9333 
286806 
9333.-9372, 9608.. 9760 

5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 9760 

Method AAT/GAP 

End 97 60 

Score 235 



51907 

109829 

10551 

OJ991106_37.0419.C21.o4.tm 

10551 

none 



Seq. ID OJ991106_37.0419.C21 
Strand 

End 10777 

Method TBLASTX : Mai ze 

End 10777 

Score 189 



10551. .10760, 10569. .10757, 10586 .. 10777 , 10586. .10759 



53162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51908 

109830 

1 

OJ991106_38.0419.Cl.ol.np 
1 

421960 



Seq. ID OJ991106_38.0419.C1 

Strand + 

End 3489 

Method AAT/NAP 

End 3344 

Score 594 



1..209, 911. .1004, 2172. .2257, 3072. .3344 
small nuclear ribonucleoprotein U2B ! 1 - potato 

gi|169589|gb|AAA33847.1| (M72892) spliceosomal protein [Solanum 
tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51908 

109830 

1 

OJ991106_38.0419.Cl.ol.gs 
18 

none 



Seq. ID OJ991106_38.0419.C1 

Strand + 

End 3489 

Method GENSCAN 

End 3347 

Score .87 



18. .209, 911. .1004, 2169. .2242, 3138. .3347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51908 

109830 

1 

OJ991106_38 . 04 19 . CI . ol . tc 
32 

none 



Seq. ID OJ991106_38.0419.C1 

Strand + 

End 3489 

Method TBLASTX : Cress 

End 3305 

Score 147 

32. .214, 36. .215, 911. .1006, 916. .1005, 3098. .3304, 3099. .3305, 
3111. .3305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51908 

109830 

1 

OJ991106_38.0419.Cl.o2.ts 
32 

none 



Seq. ID OJ991106_38.0419.C1 

Strand + 

End 3489 

Method TBLASTX : Soybean 

End 1003 

Score 228 



32. .214, 36. .215, 38. .220, 911. .1003, 922. .1002 



51908 

109830 

1 

OJ991106_38.0419.Cl.ol.tw 
32 

none 



Seq. ID OJ991106_38.0419.C1 

Strand + 

End 3489 

Method TBLASTX : Wheat 

End 984 

Score 259 



32. .208, 36. .209, 42. .209, 880. .984, 911. .982 



51908 

109830 

1 

OJ991106_38.0419.Cl.ol.gp 
35 

383 2.R1084 



Seq. ID OJ991106_38.0419.C1 
Strand + 
End 3489 
Method AAT/GAP 
End 3489 
Score 1353 
35. .209, 911. .1004, 2169. .2242, 3063. .3489 

'421960/pir | | S34448 9.0e-63 small nuclear ribonucleoprotein 
U2B ,,,f - potato >gi_169589 (M72892) spliceosomal protein 
[Solanum tuberosum] 1 



51908 
109830 



Seq. ID OJ991106_38.0419.C1 
Strand + 



53163 




Start 


1 


End 


3489 


Name 


OJ991106 38.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


68 


End 


3374 


GI 


none 


Score 


214 


Exons 


68. .208, 69. .209, 69. .209, 


71. .214, 878. .1003, 880. .1002, 




909.. 1004, 912.. 1007, 2166. 


.2225, 2176 


..2226, 2218. .2241, 




2220.. 2243, 3062.. 3373, 3063.. 3374 




Seq. No. 


51908 

«J x j yj 0 


Qpn TD 


OJ991106_38.0419.C1 




109830 


Strand 


+ 


Start 


1 


End 


3489 


Name 


OJ991106 38 0419 CI ol ts 


Mp +" hoH 


TBLASTX : Soybean 


Start 


3098 ~~ 


End 


3353 


GI 


nnn o 




340 


Exons 


3098 3349 3099 3353 

*.) \j y \j • . ~j j *i z* , -~) \j .J Z/ • • *j ~j 






Seq. No. 


Jl JU^ 


C^pr T n 

UC^ . X u 


OJ991106_38.0419.C2 


ocllc INtJ . 


1 098 31 

X U .7 U J X 


O L. X d I L\J. 


+ 


Start 


464 


End 


2750 


Name 


OJ991106 38.0419.C2.ol.gs 


Method 


GENSCAN 


Start 


4 64 


End 


2446 


GI 


none 


Score 


.84 


Exons 


464 61 R 1 6?1 17fi1 1Q17 

4 D4 i . UIO / XU^.X..X/QX, 1^1 f • 


.2040, 2146 


..2275, 2375. .2446 


Seq. No. 


51 Q09 


Seq. ID 


OJ991106_38.0419.C2 


Gene No. 


1 OQfi ^1 


Strand 


+ 


Start 


464 


End 


2750 


Name 


OJ991106 38.0419.C2.ol.np 


Method 


AAT/NAP 


Start 


464 


End 


2750 


GI 


7327832 


Score 


374 


Exons 


464. .696, 1621. .1781, 1914. 


.2040, 2146 


..2260, 2724. .2750 


GI Descrip. 


(AL161946) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


51910 


Seq. ID 


OJ991106_38.0419.C3 


Gene No. 


109832 


Strand 


+ 


Start 


1 


End 


2522 


Name 


OJ991106 38.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2522 


GI 


7487165 


Score 


66 


Exons 


1..167, 1598. .1662, 1750. .1833, 1916.. 


2026, 2470.. 2522 


GI Descrip. 


hypothetical protein T19C21 


.7 - Arabidopsis thaliana 




gi|3395428|gb|AAC28760.1| (AC004683) unknown protein 




[Arabidopsis thaliana] 






Seq. No. 


51910 


Seq. ID 


OJ991106_38.0419.C3 




109832 


Strand 


+ 


Start 


1 


End 


2522 


Name 


OJ991106 38.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


125 


End 


2023 


GI 


none 


Score 


.59 


Exons 


125.. 1662, 1750.. 1833, 1916 


. .2023 




Seq. No. 


51910 


Seq. ID 


OJ991106_38.0419.C3 


Gene No. 


109832 


Strand 


+ 


Start 


1 


End 


2522 


Name 


OJ991106 38.0419.C3.ol.gp 


Method 


AAT/GAP 


Start 


392 


End 


814 




53164 





GI 


3768365 




Score 


773 




Exons 


392. .814 










Seq. No. 


51910 . 




Seq. ID 


OJ991106_38.0419. 


C3 


Gene No. 


109832 




Strand 


+ 




Start 


1 




End 


2522 




Name 


OJ991106 38.0419.C3.ol.tm 




Method 


TBLASTX: Maize 




Start 


1755 




End 


2188 




GI 


none 




Score 


71 




Exons 

X-J ** V*/X X h-/ 


1755. .1829, 1761. .1829, 1762. 


.1830, . 1915. .2022, 1916. .2023, 




2114. .2188, 2130. .2183, 2131. 


.2184 






Seq. No. 


51910 




Seq. ID 


OJ991106 38.0419. 


C3 


Gene No. 


109832 




Strand 


+ 




Start 


1 




End 


2522 




Name 


OJ991106 38.0419.C3.o2.gp 




Method 


AAT/GAP 




Start 


1943 




End 


2522 




GI 


none 




Score 


888 




Exons 


1943. .2023, 2133. .2522 










Seq. No. 


51911 




Seq. ID 


OJ991106__38.0419. 


C4 


Gene No. 


109833 




Strand 


+ 




Start 


65 




End 


1316 




Name 


OJ991106 38.0419.C4.ol.gs 




Method 


GENSCAN 




Start 


65 




End 


1316 




GI 


none 




Score 


.72 




Exon s 

X-J Awl 1 


65 145 943 1012 1246 


1316 






Sea No 


51912 




Seq. ID 


OJ991106_38.0419. 


C8 


Gene No. 


109834 




Strand 


+ 




Start 


1 




End 


719 




Name 


OJ991106 38.0419.C8.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


716 




GI 


6016696 




Score 


290 




Exons 


1..88, 219. .557, 597. .716 










GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


51912 




Seq. ID 


OJ991106_38.0419. 


C8 


Gene No. 


109834 




Strand 


+ 




Start 


1 




End 


719 




Name 


OJ991106 38.0419.C8.ol.gs 




Method 


GENSCAN 




Start 


134 




End 


719 




GI 


none 




Score 


.68 




Exon s 


134. .250, 386. .719 










Seq. No. 


51912 




Seq. ID 


OJ991106_38.0419. 


C8 


Gene No. 


109835 




Strand 






Start 


1 




End 


1143 




Name 


OJ991106 38.0419.C8.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


1143 




GI 


4171 1.R1084 




Score 


2195 





Exons 1..1143 

GI Descrip. ' 6016696/gb | AAF01523 . 1 | AC009991_19 2.0e-31 (AC009991) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



51912 
109835 



Seq. ID OJ991106_38.0419.C8 
Strand 



53165 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991106_38.0419.C8.ol.tm 

181 

none 



End 

Method 

End 

Score 



1143 

TBLASTX: Maize 

749 

86 



181. .267, 210. .269, 275. .355, 302. .355, 387. .545, 392. .544, 
648. .749, 650. .715 



51912 

109835 

1 

OJ991106_38.0419.C8.ol.ts 

230 

none 



Seq. ID OJ991106_38.0419.C8 
Strand 

End 1143 

Method TBLASTX : Soybean 

End 719 

Score 40 



230. .292, 231. .266, 304. .354, 305. .355, 378. .488, 389. .487, 
488. .547, 494. .550, 495. .563, 651. .719, 677. .715 



51912 

109835 

1 

OJ991106_38.0419.C8.ol.tc 

237 

none 



Seq. ID OJ991106_38.0419.C8 
Strand 

End 1143 

Method TBLASTX: Cress 

End 734 

Score 35 



237. .263, 301. .354, 302. .355, 371. .487, 372. .488, 495. .554, 
497. .550, 654. .734, 656. .715 



51913 
109836 
159 

OJ991106_38.0419.C9.ol.gs 
159 
none 

159. .317, 340. .421, 1366. .1523, 2147. .2167, 3029. .3180, 
5143.. 5334, 5597.. 5732 



Seq. ID OJ991106_38.0419.C9 
Strand 

End 5732 

Method GEN SCAN 

End 5732 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51914 

109837 

135 

OJ991106_38. 0419. C10. ol.gs 

135 

none 



Seq. ID OJ991106_38. 0419. C10 

Strand + 

End 1873 

Method GENSCAN 

End 1873 

Score ..74 



135. .325, 693. .793, 912. .1063, 1679. .1873 



51915 
109838 
1 

OJ991106_38.0419.C13.ol.np 
1 

6016696 
1..27, 363. .432, 469. .1296 

(AC009991) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991106_38.0419.C13 
Strand 

End 1824 

Method AAT/NAP 

End 1296 

Score 368 



51915 

109838 

1 

OJ991106_38.0419.C13.ol.tw 
4 

none 



Seq. ID OJ991106_38.0419.C13 
Strand 

End 1824 

Method TBLASTX : Wheat 

End 333 

Score 179 



53166 



Exons 


4. .42, 5. .313, 97. .333 










Seq. No. 


51915 




Seq. ID 


OJ991106_38.0419. 


C13 


Gene No. 


109838 




Strand 






Start 


1 




End 


1824 




Name 


OJ991106 38.0419.C13.ol 


. gs 


Method 


GEN SCAN 




Start 


17 




End 


1824 




GI 


none 




Score 


.54 




Exons 


17. .1392, 1804. .1824 










Seq. No. 


51915 




Seq. ID 


OJ991106_38.0419. 


C13 


Gene No. 


109838 




Strand 






Start 


1 




End 


1824 




Name 


OJ991106 38.0419.C13.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


136 




End 


531 




GI 


none 




Score 


136 




Exons 


136. .327, 137. .313, 436 


. .531 








Seq. No. 


51915 




Seq. ID 


OJ991106_38.0419. 


C13 


Gene No. 


109838 




Strand 






Start 


1 




End 


1824 




Name 


OJ991106 38.0419.C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


430 




End 


832 




GI 


none 




Score 


96 




Exons 


430. .636, 464. .727, 670 


. .831, 


671. .832 






Seq. No. 


51915 




Seq. ID 


OJ991106_38.0419. 


C13 


Gene No. 


109838 




Strand 






Start 


1 




End 


1824 




Name 


OJ991106 38.0419.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1099 




End 


1353 




GI 


none 




Score 


141 




Exons 


1099. .1353, 1100. . 1210, 


1195. 


.1260, 1226. .1282, 1234. .12 


:87 


Seq. No. 


51916 




Seq. ID 


OJ991106_38.0419. 


C15 


Gene No. 


109839 




Strand 


+ 




Start 


676 




End- 


1585 




Name 


OJ991106 38.0419.C15.ol 


.np 


Method 


AAT/NAP 




Start 


676 




End 


1585 




GI 


7340881 




Score 


315 




Exons 


676. .762, 909. .1032, 1122. .1207, 1275., 


.1585 




GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


51916 




Seq. ID 


OJ991106_38.0419. 


C15 


Gene No. 


109839 




Strand 


+ 




Start 


676 




End 


1585 




Name 


OJ991106 38.0419.C15.ol 


. gs 


Method 


GENS CAN 




Start 


909 




End 


1570 




GI 


none 




Score 


.87 




Exons 


909.. 1032, 1122.. 1214, : 


1258. . 


1570 






Seq. No. 


51917 




Seq. ID 


OJ991106_38.0419. 


C16 


Gene No. 


109840 




Strand 






Start 


495 




End 


1069 




Name 


OJ991106 38.0419.C16.ol 


.gs 


Method 


GENSCAN 




Start 


495 




End 


1069 




GI 


none 




Score 


.55 





53167 



Exons 495.. 655, 1012.. 1069 

Seq. No. 51918 

Gene No. 109841 

Start 121 

Name OJ991106_38 . 0419.C17 .ol .gs 

Start 121 

GI none 

Exons 121.. 411 



Seq. ID OJ991106_38:0419.C17 

Strand + 

End 411 

Method GENSCAN 

End 411 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
.„ Start 
Q GI 
sj Exons 
[ff GI Descrip. 

ry 

C3 

Seq. No. 

%'i Gene No. 

ry Start 

\ ~ Name 

L Start 

u GI 

- = 

^'4 Exons 

%1 Seq. No. 

Gene No. 
;i Start 
^ Name 

Start 

GI 

Exons 



51918 

109842 

932 

OJ991106_38 .0419.C17.o2.gs 

932 

none 



932. .1781, 1885. .2044, 2173. .2385, 2714 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 

Method GENSCAN 

End 2810 

Score .72 

2810 



51918 
109842 
932 

OJ991106_38.0419.C17.ol.np 
935 

1717794 
935. .1781, 1885. .2036 

SEX DETERMINATION PROTEIN TASSELSEED 2 gi | 539065 | pir || A4 7542 
short-chain alcohol dehydrogenase (EC 1.1.1.-) - maize gi 1393184 
(L20621) alcohol dehydrogenase [Zea mays] 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 

Method AAT/NAP 

End 2036 

Score 1262 



51918 

109842 

932 

OJ991106_38.0419.C17.ol.ts 

944 

none 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 

Method TBLASTX : Soybean 

End 1783 

Score 112 



944. .1114, 945. .1100, 1187. .1516, 1203. .1493, 1511. .1783 



51918 

109842 

932 

OJ991106_38.0419.C17.ol.tm 

947 

none 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 
Method TBLASTX: Maize 
End 1783 
Score 94 

947. .1123, 960. .1091, 1184. .1489, 1185. .1553, 1487. .1621, 
1508. .1624, 1676. .1783, 1685. .1780, 1692. .1781 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



51918 

109842 

932 

OJ991106_38.0419.C17.ol.tc 

965 

none 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 

Method TBLASTX : Cress 

End 1361 

Score 67 



965. .1120, 966. .1112, 1209. .1361, 1214. .1330 



51918 

109842 

932 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 



53168 



Name OJ991106_38 . 04 19 . C17 . ol . gp Method AAT/GAP 

Start 1375 End 2057 

GI 13220_1.R1084 Score 1078 

Exons 1375.. 1781, 1885.. 2057 

GI Descrip. '1877480 8.0e-50 (U89270) short-chain alcohol dehydrogenase 
[Tripsacum dactyloides] 1 



Seq. No. 51918 

Gene No. 109842 

Start 932 

Name OJ991106_38 . 04 19 .C17 . o2 . tc 

Start 1388 

GI none 
Exons 



Seq. ID OJ991106_38.0419.C17 
Strand 

End 2810 

Method TBLASTX : Cress 

End 1796 

Score 64 



1388. .1492, 1398. .1493, 1517. .1618, 1679. .1783, 1686. .1796 



Seq. No. 51919 

Gene No. 109843 

Start 439 

Name OJ991106_38 . 0419.C18 .ol .gs 

Start 439 

GI none 

Exons 439.. 519, 1119.. 1247 



Seq. ID OJ991106_38.0419.C18 

Strand + 

End 1247 

Method GENSCAN 

End 1247 

Score . 6 



Seq. No. 51919 

Gene No. 109844 

Start 3075 

Name OJ991106_38 . 04 19 .C18 . o2 . gs 

Start 3075 

GI none 

Exons 3075.. 3201, 3482.. 3504 



Seq. ID OJ991106_38.0419.C18 

Strand + 

End 3504 

Method GENSCAN 

End 3504 

Score .69 



?;s Seq. No. 

: ^ Gene No . 

Start 

[3 Name 

-J Start 

U GI 

" =% Exons 

" Seq. No. 
[3 Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51920 

109845 

1082 

OJ991106_38 .0419.C20.o2.gs 

1082 

none 



Seq. ID OJ991106_38.0419.C20 

Strand + 

End 2506 

Method GENSCAN 

End 2261 

Score .83 



1082. .1362, 1513. .1557, 1972. .2261 



51920 
109845 
1082 

OJ991106_38.0419.C20.o2.gp 
2135 

383_2.R1084 
2135.. 2262, 2484.. 2506 

'421960/pir | IS34448 9.0e-63 small nuclear ribonucleoprotein 
U2B ,,fl - potato >gi_169589 (M72892) spliceosomal protein 
[Solanum tuberosum] 1 



Seq. ID OJ991106_38.0419.C20 

Strand + 

End 2506 

Method AAT/GAP 

End 2506 

Score 232 



51920 

109845 

1082 

OJ991106_38.0419.C20.ol.np 

2186 

421960 

2186. .2261, 2482. .2506 



Seq. ID OJ991106_38.0419.C20 

Strand + 

End 2506 

Method AAT/NAP 

End 2506 

Score 78 



53169 



GI Descrip. small nuclear ribonucleoprotein U2B 1 1 - potato 

gi|169589|gb|AAA33847.1| (M72892) spliceosomal protein [Solanum 
tuberosum] 



Seq. No. 51920 

Gene No. 109846 

Start 109 

Name OJ991106_38 . 0419 .C20 . ol . gp 

Start 109 

GI none 

Exons 109.. 599 



Seq. ID OJ991106_38.0419.C20 
Strand 

End 599 

Method AAT/GAP 

End 599 

Score 934 



Seq. No. 51921 

Gene No. 109847 

Start 346 

Name OJ991106_38 . 0419 . C21 . ol . gs 

Start 346 

GI none 
Exons 



Seq. ID OJ991106_38.0419.C21 



Strand 
End 

Method 

End 

Score 



3418 
GENS CAN 
3418 
.47 



346. .482, 1297. .1390, 1735. .1902, 3341. .3418 



Seq. No. 

Gene No. 

Start 
O Name 
J"3 Start 

H\ Exons 

*Jf GI Descrip. 

Lj Seq. No. 
it Gene No. 
fT~ Start 
; ~ Name 
s Start 
□ GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51921 Seq. ID 

109847 Strand 

34 6 End 
0 J9 9 1 1 0 6_3 8 . 0 4 1 9 . C2 1 . o 1 . np Method 

390 End 

7363271 Score 
390. .546 

(AP001552) hypothetical protein [Oryza sativa] 



OJ991106_38.0419.C21 

3418 
AAT/NAP 
546 
129 



51922 Seq. ID 

109848 Strand 

522 End 

OJ991106_38.0419.C22.ol.np Method 

522 End 

7447845 Score 



OJ991106_38.0419.C22 
+ 

4573 
AAT/NAP 
3766 
1586 



522. .578, 1301. .1368, 1479. .1595, 1894. .1956, 2364. .2468, 
2546. .2596, 2771. .3090, 3191. .3397, 3476. .3766 
hypothetical protein T16L1.170 - Arabidopsis thaliana 
gi I 3549670 | emb | CAA20581.il (AL031394) putative protein 
[Arabidopsis thaliana] gi | 7270317 | emb | CAB80085 . 1 1 (AL161584) 
putative protein [Arabidopsis thaliana] 



51922 Seq. ID 

109848 Strand 

522 End 
OJ991106_38.0419.C22.ol.gs Method 

782 End 

none Score 

782. .861, 958. .1018, 1086. .1264, 1266. 



1894. .1956, 2364. .2468, 2546.-2596, 2788 
3476. .3694, 4427. .4573 



OJ991106_38.0419.C22 
+ 

4573 
GENSCAN 
4573 
.75 

1368, 1479.. 1595, 
3090, 3191.. 3397, 



Seq. No. 51922 Seq. ID 

Gene No. 109848 Strand 

Start 522 End 

Name OJ991106_38 . 0419 .C22 . ol . gp Method 

Start 1301 End 



OJ991106_38.0419.C22 
+ 

4573 

AAT/GAP 

1520 



53170 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



uC-osroM202018hl2bl 
1301. .1368, 1479. .1520 
' 354 9670/emb ICAA20581. 1 
[Arabidopsis thaliana] 1 

51922 

109848 

522 

OJ991106_38.0419.C22.o2. 
1301 - 

uC-osroM202018hl2bl 
1301. .1368, 1479. .1579 
' 3549670/emb | CAA20581 . 1 | 
[Arabidopsis thaliana] 1 

51922 

109848 

522 

OJ991106_38.0419.C22.o3. 

2412 

2427873 

2412. .2468, 2546. .2596, 
3549670/emb | CAA20581 . 1 1 
[Arabidopsis thaliana] 



Score 203 
I 1.0e-35 (AL031394) putative protein 



Seq. ID OJ991106_38.0419.C22 

Strand + 

End 4573 

gp Method AAT/GAP 

End 1579 

Score 282 

1.0e-35 (AL031394) putative protein 



Seq. ID OJ991106_38.0419.C22 

Strand + 

End 4573 

gp Method AAT/GAP 

End 3043 

Score 548 
2771. .3043 

1.0e-35 (AL031394) putative protein 



Seq. ID OJ991106_38.0419.C22 
Strand + 

4573 



51922 
109848 
522 

OJ991106_38 . 0419.C22 .o4 . 
3051 

13733_1.R1084 
3051. .3090, 3191. .3397, 
, 3549670/emb|CAA20581.1| 3.0e-66 (AL031394) putative protein 
[Arabidopsis thaliana] 1 



End 

.gp Method AAT/GAP 
End 4027 
Score 
3476. .4027 



1378 



51922 

109849 

5522 

OJ991106_38.0419.C22.o2. 

5522 

none 

5522. .6868 



gs 



Seq. ID OJ991106_38.0419.C22 
Strand 

End 68 68 

Method GENSCAN 

End 6868 

Score .99 



OJ991106 38.0419.C22 



51922 Seq. ID 

109849 Strand 
5522 End 6868 

OJ991106_38 . 0419 . C22 . o2 . np Method AAT/NAP 
5525 End 6862 

7486854 Score 1805 

5525. .6862 

hypothetical protein T10P11.20 - Arabidopsis thaliana 
gi|3892054|gb|AAC78266.1|AAC78266 (AC002330) putative 
glycosyltransf erase [Arabidopsis thaliana] 
gi|7269010|emb|CAB80743.1| (AL161494) putative 
glycosyltransf erase [Arabidopsis thaliana] 



Seq. No. 



51922 



Seq. ID OJ991106 38.0419.C22 



53171 



Gene No. 109850 Strand 

Start 6885 End 7168 

Name . OJ991106_38 . 0419 . C22 . o5 . gp Method AAT/GAP 

Start 6885 End 7168 

GI none Score 4 53 

Exons 6885.. 7168 



Seq. No. 51922 

Gene No. 109851 

Start 8024 

Name OJ991106_38 . 0419 . C22 . ol . ts 

Start 1300 

GI none 

Exons 1300.. 1371, 1476.. 1595, 1476. 



OJ991106_38.0419.C22 
9102 

TBLASTX: Soybean 

3770 

94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1589, 1478. .1594, 1891. .1956, 



2367. .2474, 2394. .2471, 2534. .2596, 2551. .2595, 2743. .2811, 
2771.. 2821, 2797.. 3093, 2820.. 3092, 2822.. 3109, 3190.. 3393, 
3191. .3397, 3470. .3769, 3473. .3769, 3567. .3770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51922 

109851 

8024 

OJ991106_38.0419.C22.o4.tm 

1300 

none 



Seq. ID OJ991106_38.0419.C22 
Strand 

End 9102 

Method TBLASTX: Maize 

End 2417 

Score 114 



1300. .1371, 1302. .1367, 1476. .1595, 1477. .1596, 1478. .1612, 
1478. .1591, 1891. .1956, 1892. .1960, 2361. .2417, 2361. .2414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51922 

109851 

8024 

OJ991106_38. 

1303 

none 

1303. .1371, 
1512. .1610 



0419.C22.o4.tc 



1306. .1371, 1476. 



Seq. ID OJ991106_38.0419.C22 
Strand 

End 9102 

Method TBLASTX : Cress 

End 1610 

Score 101 

.1595, 1478. .1603, 1478. .1594, 



Seq. No. 51922 
Gene No. 109851 
Start 8024 

Name OJ991106_38 . 0419 .C22 . ol . tm 

Start 2419 
GI none 

Exons 2419. .2469, 2421. .2474, 2426. 

2723. .2821, 2771. .2821, 2820. 
3189. .3350, 3190. .3351, 3191. 
3364. .3399, 3470. .3787, 3473. 



Seq. ID OJ991106_38.0419.C22 
Strand 

End 9102 

Method TBLASTX: Maize 

End 3789 

Score 90 

.2473, 2534. .2596, 2539. .2613, 
.3092, 2820. .3092, 2821. .3093, 
.3358, 3361. .3396, 3362. .3397, 
.3772, 3697. .3789, 3703. .3789 



Seq. No. 51922 

Gene No. 109851 

Start 8024 

Name OJ991106_38 . 04 1 9 . C22 . o3 . tc 

Start 2818 

GI none 

Exons 2818.. 3090, 2820.. 3092, 2821. 

Seq. No. 51922 

Gene No. 109851 



Seq. ID OJ991106_38.0419.C22 
Strand 

End 9102 

Method TBLASTX: Cress 

End 3104 

Score 417 
.3093, 2823. .3104 

Seq. ID OJ991106_38.0419.C22 
Strand 



53172 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


5518 








End 


5992 


GI 


none 








Score 


405 


Exons 


5518. .5973, 


5519. 


.5980, 


5519. 


.5992, 5616. .5987 


Seq. No. 


51922 








oeq. ±u 


HTQQ1 1 Hfi A41 Q P99 

ujyyiiuo jo . u h x. y . £ 


Gene No . 










c f- r3n H 

O L ITanu. 




Start - 


8024 








Lnci 




Name 


OJ991106 38 


.0419. 


C22.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


5564 








End 


5914 


GI 


none 








Score 


242 


Exons 


5564. .5914, 


5613. 


.5909 








Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No . 


i n QQ C 1 








Strand 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5564 








End 


6374 


GI 


none 








Score 


343 


Exons 


5564. .6181, 


5585. 


.6169, 


5631. 


.6182, 6170.. 6373, 6171.. 6374 


Seq- No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No. 










Strand 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5678 








End 


6045 


GI 


none 








Score 


376 


Exons 


5678. .6040, 


5679. 


.6041, 


5683. 


.6045 




Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No . 


1 ft QQ R 1 








Strand 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5916 








End 


6415 


GI 


none 








Score 


200 


Exons 


5916. .6125, 


5931. 


.6230, 


5933. 


.6415, 5942. .6241, 6285. .6407 


Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No . 


luyooi 








Strand 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


5993 








End 


6148 


GI 


none 








Score 


121 


Exons 


5993. .6148, 


5994. 


.6110 








Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


bene no. 










Strand 




Start 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6149 








End 


6550 


GI 


none 








Score 


164 


Exons 


6149. .6202, 


6209. 


.6475, 


6210. 


.6491, 6467. .6544, 6476. .6550 


Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No. 


109851 








Strand 




Start 


8024 








End 


9102 



53173 



Name 


OJ991106 38 


.0419 


C22.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6410 








End 


6859 


GI 


none 








Score 


95 


Exons 


6410. .6478, 


6410, 


.6487, 


6417. 


.6533, 6473. .6550, 6479. .6544, 




6647. .6859, 


6648. 


.6743, 


6686. 


. 6805 




Seq. No. 


51922 








Seq. ID 


OJ991106_38.0419.C22 


Gene No. 


109851 








Strand 




Start ■ 


8024 








End 


9102 


Name 


OJ991106 38 


.0419. 


C22.o3. 


gs 


Method 


GENSCAN 


Start 


8024 








End 


9102 


GI 


none 








Score 


.71 


Exons 


8024. .8153, 


8431. 


.8687, 


8720. 


.8864, 9026. .9102 


Seq. No. 


51923 








Seq. ID 


OJ991106_38 . 0419.C23 


Gene No. 


109852 








Strand 


+ 


Start 


1 








End 


247 


Name 


OJ991106 38 


.0419.C23.ol. 


9P 


Method 


AAT/GAP 


Start 


1 








End 


247 


GI 


none 








Score 


494 


Exons 


1. .247 












Seq. No. 


51923 








Seq. ID 


OJ991106_38.0419.C23 


Gene No. 


109853 








Strand 


+ 


Start 


307 








End 


501 


Name 


OJ991106 38 


.0419. 


C23.ol. 


gs 


Method 


GENSCAN 


Start 


307 








End 


501 


GI 


none 








Score 


.79 


Exons 


307. .501 












Seq. No. 


51923 








Seq. ID 


OJ991106_38.0419.C23 


Gene No. 


109854 








Strand 




Start 


1067 








End 


3458 


Name 


OJ991106 38 


.0419. 


C23.ol. 


np 


Method 


AAT/NAP 


Start 


1067 








End 


3458 


GI 


7488433 








Score 


610 


Exons 


1067. .1222, 


1804. 


.1918, 


2104. 


.2174, 2265. .2438, 2494. .2592, 




2680. .2768, 


3324. 


.3458 









GI Descrip. zinc finger protein homolog T10M13.22 - Arabidopsis thaliana 
gi | 3377805 | gb | AAC28178 . 1 1 (AF075597) contains similarity to 
several apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
gi I 3912928 | gb | AAC78712.il (AF001308) putative zinc finger 
protein [Arabidopsis thaliana] gi I 7268982 I emb I CAB80715 . 1 1 
(AL161494) putati 



Seq. No. 51923 
Gene No. 109854 
Start 1067 

Name OJ991106_38 . 0419 . C23 . ol . tm 

Start 1133 
GI none 

Exons 1133.. 1234, 1134.. 1220, 1135. 

1802. .1924, 1802.. 1924, 2095. 
2265.. 2423, 2266.-2424, 2500. 
2675. .2770, 2676.-2759, 2680. 
3315.. 3416, 3324.. 3413, 3326. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991106 38.0419.C23 



3458 

TBLASTX: Maize 
3424 
74 

.1263, 1139. .1231, 1801. .1920, 
.2175, 2103. .2180, 2103. .2174, 
.2595, 2501. .2596, 2501. .2617, 
.2769, 2729. .2770, 3301. .3414, 
.3424 



53174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51923 

10985 

1067 

OJ991 

2247 

LIB34 

2247. 

'3377 

apopt 

apopt 

>gi_3 

prote 



106 38.0419.C23.o2.gp 



31-021-P1 
.2422, 24 
805 l.Oe- 
osis or p 
osis prot 
912928_gb 
in [Arabi 



-K1-B10 

99.. 2592, 2680 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991106_38.0419.C23 

3458 
AAT/GAP 
3434 
787 



2768, 3324.. 3434 
39 (AF075597) contains similarity to several 
rogrammed cell death proteins such as rat 
ein RP-8 (GB:M80601) [Arabidopsis thaliana] 

AAC78712.1_ (AF001308) putative zinc finger 
dopsis thaliana] 1 



51924 Seq. ID 

109855 Strand 

441 End 

OJ991106_38.0419.C24.ol.tm Method 

260 End 

none Score 



OJ991106_38.0419.C24 
+ 

800 

TBLASTX: Maize 

800 

129 



260. .346, 274. .339, 435. .500, 438. .488, 440. .499, 540. .590, 
540. .578, 551. .589, 666. .722, 677. .724, 722. .793, 722. .799, 
724 . .795, 738. .800 



51924 s Seq. ID 

109855 ' Strand 

441 End 
OJ991106_38 .0419.C24.ol.ts Method 

260 End 

none Score 

260. .346, 274. .339, 435. .488, 438. .488, 540 
666. .800 



OJ991106_38.0419.C24 
+ 

800 

TBLASTX : Soybean 
800 
102 

590, 665.. 799, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51924 Seq. ID 

109855 Strand 
441 End 
OJ991106_38.0419.C24 .ol.gs Method 
441 End 
none Score 
441. .590, 678. .793 

51925 Seq. ID 

109856 Strand 
322 End 
OJ991106_38.0419.C25.ol.gs Method 
322 End 
none Score 
322. .430, 1446. .1520, 1616. .1777 

51926 Seq. ID 

109857 Strand 
1 End 
OJ991106_38 .0419.C26.ol.np Method 
1 End 
7442203 Score 
11.93, 153. .444 



OJ991106_38.0419.C24 
+ 

800 

GENSCAN 

793 

.93 



OJ991106_38.0419.C25 
+ 

1777 
GENSCAN 
1777 
.8 



OJ991106_38.0419.C2( 
+ 

706 

AAT/NAP 

444 

366 



- - — i — — — • • 

pathogenesis-related protein - sorghum gi | 1408222 | gb I AAC12661 . 1 | 



53175 



(U60764) pathogenesis-related protein [Sorghum bicolor] 



Seq. No. 


51926 




Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109857 




Strand 


+ 


Start 


1 




End 


706 


Name 


OJ991106 38.0419.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


149 




End 


706 


GI 


22910 1.R1084 




Score 


1075 


Exons 


149. .706 








GI Descrip. 


1 1408222/gb | AAC12661 . 1 1 


6.0e- 


49. (U60764) pathogenesis-relat 




protein [Sorghum" bicolor] 1 






Seq. No. 


51926 




Seq. ID 


OJ991106 38.0419.C26 


Gene No. 


109857 




Strand 


+ 


Start 


1 




End 


706 


Name 


OJ991106_38 .0419.C2 6.ol 


.gs 


Method 


GENSCAN 


Start 


153 




End 


447 


GI 


none 




Score 


. 96 


Exons 


153. .447 








Seq. No. 


51926 




Seq. ID 


OJ991106 38.0419.C26 


Gene No. 


109858 




Strand 




Start 


1193 




End 


3734 


Name 


OJ991106 38.0419.C26.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


146 




End 


452 


GI 


none 




Score 


147 


Exons 


146. .244, 151. .249, 154 


. .243, 


249. .449 


, 250. .447, 255. .452 


Seq. No. 


51926 




Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 




Strand 




Start 


1193 




End 


3734 


Name 


OJ991106 38.0419.C26.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


246 




End 


452 


GI 


none 




Score 


299 


Exons 


246. .443, 250. .447, 321 


.452 






Seq. No. 


51926 




Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 




Strand 




Start 


1193 




End 


3734 


Name 


OJ991106 38.0419.C26.o2 


np 


Method 


AAT/NAP 


Start 


1193 


End 


3734 


GI 


6714449 




Score 


1020 


Exons 


1193. .1241, 2463. .3734 








GI Descrip. 


(AC011620) putative pectinesterase [Arabidopsis thaliana] 


Seq. No. 


51926 




Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 




Strand 




Start 


1193 




End 


3734 


Name 


OJ991106 38.0419.C26.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2451 




End 


2822 


GI 


none 




Score 


319 


Exons 


2451. .2822, 2479. .2802 








Seq. No. 


51926 




Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 




Strand 




Start 


1193 




End 


3734 


Name 


OJ991106 38.0419.C26.o2. 


gs 


Method 


GENSCAN 



53176 



C4-a r f 
uldlL 


24 69 

£. *i U J 








PnH 


3637 

JUJ/ 


(IT 
VjX 










JL/Ui c 


4 6 

. *i U 


Pyrin c? 


2469 3095 


3104 . 


. 3637 








c o rr Mn 


51 926 








Seq. ID 


OJ991106_38 .0419.C26 


Gene No. 


109858 








Strand 




Start 


1193 








End 


3734 




OJ99110 6 38 


.0419. 


C26 . ol 


. tc 


Method 


TBLASTX: Cress 


Of arf 
O Lai U 


2502 ~ 








End 


3730 




n on o 
lHJllt- 








Score 


300 




2502 3059 


2503 

£, J U J . 


. 3006, 


3071 

J U f X . 


.3442, 3078. .3437, 3461. .3523, 




3638 3730 

J U J U . . -J / JU 














51 92 6 








Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 








Strand 




Start 


1193 








End 


3734 


IN CUllC 


OJ991106 38 


.0419. 


C26 . ol 


. tm 


Method 


TBLASTX: Maize 


Of art- 


2505 ~~ 
j u j 








End 


3587 




none 








Score 


328 




2505 2573 


2598 
J ^ o * 


. 3065, 


261 1 

£. U X X • 


.3057, 3060.. 3182, 3068.. 3442, 




31 1 0 3256 


3240 
j *± u * 


3440 

• J *± *1 U , 


3461 

J 1 \) x . 


.3505, 3528.. 3587 


Cart Mn 


51 Q26 








Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 








Strand 




Start 


1193 








End 


3734 


IN OlUC 


O.T991 1 06 38 

vU J ^ X X U U JO 


0419 

U *i X ^ • 


P26 r»1 

<C U • VJ X 


i to 


Method 


TBLASTX: Soybean 




2 550 _ 








End 


3730 




injiic 








Score 


275 


von q 


2550 3062 

t JJU . ■ J U U , 


2611 


3057 


3060 


.3176, 3071.. 3442, 3240.. 3443, 




3470 3535 


3638 


37 30 

• J / Jv 








Seq. No. 


51926 








Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 








Strand 




Qf art 

O Lai L. 


1193 








End 


3734 


LN CUllC 


O.TQQ1 106 3ft 


04 1 Q 


P26 o4 


• LW 


Method 


TBLASTX: Wheat 


JLal I. 


2827 ~ 








End 


3033 


GI 


none 








Score 


■178 




2827 3033 


282Q 
o _? . 


3032 


2836 

JU . 


.3033 




Seq. No. 


51926 








Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 








Strand 




O L.GI L. 


1193 








End 


3734 


Name 


O.TQ91 1 06 38 

UU -/ -7 X X U U JO 


04 1 Q 


P2 6 n1 




Method 


TBLASTX: Wheat 


Cf arf 
O Lai U 


3036 ~~ 
ju j u 








End 


3485 


ox 


n on o 








Score 


379 


P 1 von q 


3036 3065 


-5 n 7 1 

J U / X . 


^4 ft 4 

• J*i O *± , 


JU / 1 • 


.3485 




Seq. No. 


51926 








Seq. ID 


OJ991106_38.0419.C26 


Gene No. 


109858 








Strand 




O LQJ. L. 


1193 








End 


3734 


Name 


JO. 




0 . O j 


. TZIll 


Method 


TBLASTX: Maize 


Start 


3587 








End 


3734 


GI 


none 








Score 


157 


Exons 


3587. .3733, 


3588. 


.3734 








Seq. No. 


51927 








Seq. ID 


OJ991106_38.0419.C27 


Gene No. 


109859 








Strand 


+ 



53177 



Start 


294 


End 


828 


Name 


OJ991106 38.0419.C27.ol.gs 


Method 


GENSCAN 


Start 


294 


End 


828 


GI 


none 


Score 


.5 


Exons 


294. .390, 537. .645, 747. .828 






Seq. No. 


51927 


Seq. ID 


OJ991106_38.0419.C27 


Gene No. 


109860 


Strand 




Start 


3241 


End 


4612 


Name 


OJ991106 38.0419.C27.o2.gs 


Method 


GENSCAN 


Start 


3241 


End 


4612 


GI 


none 


Score 


.44 


Exons 


3241. .3309, 3357. .3377, 4268. 


.4612 




Seq. No. 


51928 


Seq. ID 


OJ991106_38.0419.C28 


Gene No. 


109861 


Strand 




Start 


1 


End 


2782 


Name 


OJ991106 38.0419.C28.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


801 


GI 


5354 1.R1084 


Score 


844 


Exons 


1..27, 169. .239, 325. .403, 523. .801 




GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


151 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


51928 


Seq. ID 


OJ991106 38.0419.C28 


Gene No. 


109861 


Strand 




Start 


1 


End 


2782 


Name 


OJ991106 38.0419.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


168 


End 


603 


GI 


none 


Score 


118 


Exons 


168. .278, 169. .276, 208. .279, 


284. .370 


, 312. .377, 313. .378, 




315. .377, 319. .420, 338. .409, 


339. .413 


, 340. .414, 523. .603, 




523. .588 






Seq. No. 


51928 


Seq. ID 


OJ991106_38.0419.C28 


Gene No. 


109861 


Strand 




Start 


1 


End 


2782 


Name 


OJ991106 38.0419.C28.ol.gs 


Method ■ 


GENSCAN 


Start 


169 


End 


2782 


GI 


none 


Score 


.63 


Exons 


169. .239, 325. .403, 523. .786, 


2136.. 2203, 2626.. 2782 


Seq. No. 


51928 


Seq. ID 


OJ991106_38.0419.C28 


Gene No. 


109861 


Strand 




Start 


1 


End 


2782 


Name 


OJ991106 38.0419.C28.ol.np 


Method 


AAT/NAP 


Start 


372 


End 


1128 


GI 


6523547 


Score 


119 


Exons 


372. .1128 






GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 






Seq. No. 


51929 


Seq. ID 


OJ991106_38.0419.C29 


Gene No. 


109862 


Strand 




Start 


47 


End 


2921 


Name 


OJ991106 38.0419.C29.ol.gs 


Method 


GENSCAN 


Start 


47 


End. 


1087 



53178 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

47. .808, 992. .1087 

51929 

109862 

47 

OJ991106_38.0419.C29.o3.np 
641 

6907088 



Score 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



.99 



OJ991106 38.0419.C29 



2921 
AAT/NAP 
2762 
541 



641. .743, 2212. .2449, 2625. .2762 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 51929 Seq. ID OJ991106_38 . 0419 . C29 

Gene No. 109862 Strand 

Start 47 End 2921 

Name OJ991106__38 . 04 19 . C29 . ol . gp Method AAT/GAP 

Start 1794 End 1952 

GI 5667165 Score 260 

Exons 1794.. 1952 

GI Descrip. 5 67 0155 /gb | AF1 61269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 51929 Seq. ID 

Gene No. 109862 .Strand 

Start 47 End 

Name OJ991106_38 . 0419.C29.o2 .np Method 

Start 1953 End 

GI 6069659 Score 

Exons 1953.. 2077, 2871.. 2921 

GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



OJ991106_38.0419.C29 

2921 
AAT/NAP 
2921 
98 



Seq. No. 51930 Seq. ID 

Gene No. 109863 Strand 

Start 34 9 End 

Name OJ991206_10 . 0419. CI . ol . gs Method 

Start 34 9 End 

GI none Score 

Exons 349.-453, 573.. 575 



OJ991206_10.0419.C1 
575 

GENSCAN 

575 

.66 



Seq. No. 


51931 


Seq. ID 


OJ991206_10.0419.C3 


Gene No. 


109864 


Strand 


+ 


Start 


2425 


End 


3515 


Name 


OJ991206 10.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


2425 


End 


3515 


GI 


none 


Score 


.82 


Exons 


2425.. 2607, 3017.. 3136, 3366 


..3478, 3507. .3515 


Seq. No. 


51931 


Seq. ID 


OJ991206_10.0419.C3 


Gene No. 


109865 


Strand 


+ 


Start 


4473 


End 


5770 


Name 


OJ991206 10.0419.C3.ol.gp 


Method 


AAT/GAP 


Start 


4325 


End 


5239 


GI 


33839 1.R1084 


Score 


1002 


Exons 


4325.. 4711, 4977.. 5062, 5184 


. .5239 




GI Descrip. 


•4220472 5.0e-48 (AC006069) 


similar to 


yeast cccl protein 




[Arabidopsis thaliana] 1 







53179 




Seq. No. 


51931 








Seq. ID 


OJ991206_10.0419.C3 


Gene No. 


109865 








Strand 


+ 


Start 


4473 








End 


5770 


Name 


OJ991206 10 


.0419. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


4452 








End 


5764 


GI 


4220472 








Score 


801 


Exons 


4452. .4711, 


4977. 


.5062, 


5184. 


.5298, 5470.. 5764 


GI Descrip. 


(AC006069) 


putative membrane 


protein 


[Arabidopsis thaliana] 


Seq. No. 


' 51931 








Seq. ID 


OJ991206_10.0419.C3 


uCllC LN \J . 


X \J J O \J ,J 








Strand 


+ 


Start 


4473 








End 


5770 


Name 


OJ991206 10 


. U ft 1 -7 . 


. OZ . 


gs 


Method 


GEN SCAN 


Start 


4473 








End 


5770 


GI 


none 








Score 


.97 


Exons 


4473. .4711, 


A Qll 
ft y / / . 




CI p/1 

010 4. 


.5298, 5470.. 5770 


Seq. No. 


51931 








Seq. ID 


OJ991206_10.0419.C3 




1 HQfi66 

1U JUDO 








Strand 




Start 


5652 








End 


6084 


Name 


OJ991206 10 


CXA 1 Q 

. U4 i y . 


Lj . oz . 




Method 


AAT/GAP 


Start 


5652 








End 


6084 


GI 


none 








Score 


822 


Exons 


5652. .6084 












Seq. No. 


51931 








Seq. ID 


OJ991206__10.0419.C3 




1 OQft 67 








Strand 




Start 


7632 








End 


8078 


Name 


OJ991206 10 


. U4 ± y . 


Lj . Ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4479 








End 


5058 


GI 


none 








Score 


349 


Exons 


4479. .4712, 


A^AI 

4 34 i • 


All A 
.4 / 1 4 , 


4 y O 4 . 


.5058 




Seq. No. 


51931 








Seq. ID 


OJ991206_10.0419.C3 




i OQft 67 








Strand 




Start 


7632 








End 


8078 


Name 


OJ991206 10 


O A 1 Q 

. U4 i y . 


Lj . Ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4497 








End 


5296 


GI 


none 








Score 


297 


Exons 


4497. .4712, 


A A 1 


/Til 

.4 /II/ 


A Q Q /I 

4 y o 4 . 


.5061, 5182.. 5295, 5183.. 5296 


Seq. No. 


51931 








Seq. ID 


OJ991206_10.0419.C3 


ucnc LN <w> • 










Strand 




Start 


7632 








End 


8078 


Name 


OJ991206 10 


.0419. 


C3.o2. 


tm 


Method 


TBLASTX : Maize 


Start- 


5172 








End 


5704 


GI 


none 








Score 


194 


Exons 


5172. .5300, 


5182. 


.5307, 


5183. 


.5299, 5468. .5704, 5470. .5694 


Seq. No. 


51931 








Seq. ID 


OJ991206_10.0419.C3 


Gene No. 


109867 








Strand 




Start 


7632 








End 


8078 


Name 


OJ991206 10 


.0419. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


7080 






End 


7689 


GI 


6721559 








Score 


275 


Exons 


7080. .7215, 


7242. 


.7689 









GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 



53180 



gil 6815084 I dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 51931 

Gene No. 109867 

Start 7632 

Name OJ991206__10 . 0419 ,C3 .o3 . gs 

Start 7632 

GI none 

Exons 7632.. 8078 



Seq. ID OJ991206_10.0419.C3 
Strand 

End 8078 

Method GENSCAN 

End 8078 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51932 

109868 

882 

OJ991206_10.0419.C4.ol.gs 

882 

none 



Seq. ID OJ991206__10.0419.C4 

Strand + 

End 8 679 

Method GENSCAN 

End 6784 

Score .49 



882. .946, 1614. .1737, 2366.-2557, 2600. .2833, 3548. .3780, 
4057. .4502, 4572. .4736, 4974. .5209, 5300. .5831, 5880. .6784 



51932 
109868 
882 

OJ991206_10.0419.C4.ol.np 
3548 
4680179 
3548. .6767, 8628. .8679 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991206_10.0419.C4 

Strand + 

End 8 679 

Method AAT/NAP 

End 8 67 9 

Score 4887 



Seq. ID OJ991206_10.0419.C4 

Strand + 

End 8 67 9 

Method AAT/GAP 

End 6992 

Score 435 



51932 
109868 
882 

OJ991206_10.0419.C4 .ol.gp 
6685 

61605_3.R1084 
6685. .6992 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



51932 

109869 

7360 

OJ991206_10.0419.C4.o4.tw 

3812 

none 

3812. .4168, 3934. .4167 



Seq. ID OJ991206_10.0419.C4 
Strand 

End 8 67 9 

Method TBLASTX : Wheat 

End 4168 

Score 271 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



5193*2 

109869 

7360 

OJ991206_10.0419.C4 .o4.tm 

4049 

none 



51932 
109869 



Seq. ID OJ991206_10. 0419.C4 
Strand 

End 8 679 

Method TBLASTX : Maize 

End 4345 

Score 208 



4049. .4345, 4049. .4333, 4066. .4236 



Seq. ID OJ991206_10.0419.C4 
Strand 



53181 




Start 


7360 








End 


8679 


Name 


OJ991206 10 


.0419 


.C4 ,o5 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


4720. 








End 


5101 


GI 


none 








Score 


130 


Exons 


4720 . . 4833, 


4721 


. .4894, 


4919. 


..5101, 4945. .5100 


Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206 10 


.0419 


.C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5264 








End 


5746 


GI 


none 








Score 


517 


Exons 


5264 . . 5746, 


5368 


. . 5703 








Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206 10 


. 0419 


. C4 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5291 








End 


5614 


GI 


none 








Score 


182 


Exons 


5291 . . 5614 












Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206_10 


. 0419 


.C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5333 








End 


5767 


GI 


none 








Score 


343 


Exons 


5333 . .5767 












Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206_10 


. 0419 


,C4 .ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


5687 








End 


6058 


GI 


none 








Score 


57 


Exons 


5687 . . 5719, 


5723 


. . 5767, 


5724 . 


.5768, 5807. .6058, 5815. .6057 


Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206_10 . 


. 0419, 


,C4 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5784 








End 


6073 


GI 


none 








Score 


54 


Exons 


5784 . . 5852, 


5808 , 


. . 5852, 


5810. 


.6073, 5812.. 6072 


Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 


Name 


OJ991206_10 . 


. 0419, 


,C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5807 








End 


6145 


GI 


none 








Score 


303 


Exons 


5807. .6145, 


5860. 


. .6144 








Seq. No. 


51932 








Seq. ID 


OJ991206_10.0419.C4 


Gene No. 


109869 








Strand 




Start 


7360 








End 


8679 



53182 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991206_10.0419.C4 .ol.tw Method TBLASTX : Wheat 

6074 End 6583 

none Score 572 

6074. .6583, 6106. .6417, 6152. .6484, 6460. .6492 



51932 

109869 

7360 

OJ991206_10.0419.C4.ol.tm 

6146 

none 



Seq. ID OJ991206_10.0419.C4 
Strand 

End 8 679 

Method TBLASTX : Maize 

End 6504 

Score 444 



6146. .6496, 6148. .6414, 6199. .6504, 6454. .6492 



51932 

109869 

7360 

OJ991206_10.0419.C4.o2.np 

7360 

6063554 



Seq. ID OJ991206_10.0419.C4 
Strand 

End 8679 

Method AAT/NAP 

End 8 67 9 

Score 262 



7360. .7534, 8174. .8210, 8516. .8679 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51933 
109870 
1 

OJ991206_10.0419.C5.ol.np 
1 

4680179 
1..46, 922. .2281 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991206_10.0419.C5 

Strand + 

End 2284 

Method AAT/NAP 

End 2281 

Score 2204 



51933 

109870 

1 

OJ991206_10.0419.C5.ol.gs 

1083 

none 



Seq. ID OJ991206_10.0419.C5 

Strand + 

End 2284 

Method GENSCAN 

End 2284 

Score .6 



1083. .1333, 1378. .1744, 1790. .2284 



Seq. No. 51933 

Gene No. 109871 

Start 2592 

Name OJ991206_10 . 04 19 . C5 . o2 . gs 

Start 2592 

GI none 
Exons 



Seq. ID OJ991206_10.0419.C5 

Strand + 

End 10180 

Method GENSCAN 

End 10180 

Score .57 



2592. .2697, 4507. .4718, 5170. .5460, 7725. .7939, 9288. .9443, 
9476.. 9578, 9999.. 10180 



Seq. No. 51933 

Gene No. 109872 

Start 2547 

Name OJ991206JL0 . 04 19 . C5 . o2 . tw 

Start 906 

GI none 
Exons 



Seq. ID OJ991206_10.0419.C5 
Strand 

End 3179 

Method TBLASTX : Wheat 

End 1271 

Score 421 



906.. 1271, 921.. 1238, 1160.. 1270 



53183 





beq. no. 


CI QOO 

D 1 2 JO 








beq. iu 


tjjyyi^uo iu.uftiy.u3 




Gene No. 


109872 








Strand 






Start 


2547 








End 


3179 




Name 


OJ991206 10. 


0419 


.CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1059 








End 


1319 




GI 


none 








Score 


271 




Exons 


1059. .1319, 


1125 


. .1223, 


1181. 


.1318 






beq. wo. 


R1 Q*k T. 
0 1 5JJ 








beq . i u 


P.TQQ190£ 1H HA1Q PR 

uuyyi^uo iu.uftiy.uo 




Gene No. 


109872 








Strand 






Start 


2547 








End 


3179 




Name 


OJ991206 10. 


0419 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1119 








End 


1405 




GI 


none 








Score 


352 




Exons 


1119. .1391, 


1119 


. .1388, 


1160. 


.1405 






Seq. No. 


51933 








Seq. . ID 


OJ991206_10.0419.C5 




Gene No. 


1 n QQ"7 9 

iu yo / £ 








Strand 






Start 


2547 








End 


3179 




Name 


OJ991206 10. 


0419 


-CS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1278 








End 


1903 




GI 


none 








Score 


122 


ii 


Exons 


1278. .1409, 


1280 


. .1414, 


1393. 


.1683, 1394. .1903, 1421. .1714 






1774. .1902 














beq. no. 


o i y j j 








Seq. ID 


OJ991206_10.0419.C5 


ry 


Gene No. 


109872 








Strand 






Start 


2547 








End 


3179 


1. Li 


Name 


OJ991206 10. 


0419 


.CS.ol. 


tm 


Method 


TBLASTX: Maize 


. s* 


Start 


1457 








End 


2056 


ril 


GI 


none 








Score 


212 




Exons 


1457. .1618, 


1459 


. .1611, 


1616. 


.2056, 1618.. 1677, 1783.. 2043 




beq. no. 


CI QOO 

oi y o j 








Seq. ID 


OJ991206_10.0419.C5 




Gene No. 


109872 








Strand 






Start 


2547 








End 


3179 


i ^ 


Name 


OJ991206 10. 


0419 


.C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1904 








End 


2271 




GI 


none 








Score 


290 


I J 


Exons 


1904. .2170, 


1931 


. .2011, 


1996. 


.2118, 2218. .2271 




Seq. No. 


51933 








Seq. ID 


OJ991206_10.0419.C5 




Gene No. 


109872 








Strand 






Start 


2547 








End 


3179 




Name 


OJ991206 10. 


0419 


.C5.o2. 


np 


Method 


AAT/NAP 




Start 


2547 






End 


3179 




GI 


6721559 








Score 


218 




Exons 


2547. .2682, 


2709 


. .3179 









GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 51934 

Gene No. 109873 

Start 1432 

Name OJ991206_10 . 0419.C6.ol .gs 



Seq. ID OJ991206_10.0419.C6 

Strand + 

End 1645 

Method GENSCAN 



53184 



Start 


1432 










GI 


none 










Exons 


1432. .1645 










Seq. No. 


51935 










Gene No . 












Start 


92 










Name 


OJ991206 10. 


0419, 


.C7. 


.ol 


.gs 


Start 


92 










GI 


none 










Exons 


92. .156 










Seq. No. 


51935 










Gene No. 


1U90 / D 










Start 


1817 










Name 


OJ991206 10. 


0419, 


.C7, 


.o2 


.gs 


Start 


1817 










GI 


none 










Exons 


1817. .1914 










Seq. No. 


51936 










Gene No. 


109876 










Start 


384 











f 3 Name 
Start 

?a GI 
Exons 

i e? 

C3 Seq. No. 
§ji Gene No. 
*5 Start 
Jf; Name 

Start 
H GI 
fl Exons 



: I Seq. No. 
^ Gene No. 

□ Start 

□ Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



End 
Score 



1645 
.94 



Seq. ID OJ991206_10.0419.C7 

Strand + 

End 156 

Method GEN SCAN 

End 156 



Score 



.82 



Seq. ID OJ991206_10.0419.C7 
Strand 

End 1914 

Method GENSCAN 

End 1914 



Score 



,87 



OJ991206_10.0419.C8.ol.gs 

384 

none 

384. .409, 1084. .1141 



Seq. ID OJ991206_10.0419.C8 

Strand + 

End 1141 

Method GENSCAN 

End 1141 



Score 



.89 



51937 
109877 
378 

OJ991206_10.0419.C10.ol.gs 
378 

none Score 
378. .497, 574.. 698, 777. .965, 1040. .1171, 2196. .2303, 
3518. .3659, 5054. .5163 



Seq. ID OJ991206_10. 0419. C10 
Strand + 
End 5163 
Method GENSCAN 
End 5163 
.84 



51938 

109878 

1909 

OJ991206_10.0419.Cll.o2.gs 

1909 

none 

1909. .1917, 2038. .2112 

51939 

109879 

83 

OJ991206_10.0419.C12.ol.gs 
83 

none 



Seq. ID OJ991206_10.0419.C11 
Strand 

End 2112 

Method GENSCAN 

End 2112 



Score 



.81 



Seq. ID OJ991206_10.0419.C12 
Strand + 
End 3548 
Method GENSCAN 
End 3548 
.58 



Score 

83. .267, 417. .475, 515. .634, 1392. .1648, 1800. .2030, 2499. .2552, 
2719. .2904, 3312. .3548 



51939 

109879 

83 



Seq. ID OJ991206_10.0419.C12 
Strand + 
End 3548 



53185 



Name 


OJ991206 10 


. 0419 . 


C12 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1340 








End 


3041 




GI 


none 








Score 


38 




Exons 


1340. .1372, 


1369. 


.1647, 


1372. 


.1647, 1373. .1684, 


1794. .1904, 




1799. .1900, 


1979. 


.2029, 


1980. 


.2030, 2716. .2946, 


2718. .2936, 




3021. .3041 














Seq. No. 


51939 








Seq. ID 


OJ991206 


_10.0419.C12 


Gene No. 


109o / 9 








Strand 


+ 




Start 


83 








End 


3548 




Name 


OJ991206 10 


.0419. 


C12.o2, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1381 








End 


1627 




GI 


none 








Score 


282 




Exons 


1381. .1596, 


1382. 


.1627 










Seq. No. 


51939 








Seq. ID 


OJ991206 


_10.0419.C12 


Gene No. 


109879 








Strand 


+ 




Start 










End 


3548 




Name 


OJ991206 10 


.0419. 


C12.ol. 


.np 


Method 


AAT/NAP 




Start 


1382 








End 


2955 . 




GI 


6730656 








Score 


406 




Exons 


1382. .1648, 


1845. 


.1971, 


2152. 


.2350, 2391.. 2955 




GI Descrip. 


(AC007945) 


F28C11 


.6 [Arabidopsis thaliana] 




Seq. No. 


51939 








Seq. ID 


OJ991206 


_10.0419.C12 


Gene No. 


109879 








Strand 


+ 




Start 


83 








End 


3548 




Name 


OJ991206 10 


. 0419 . 


C12.ol. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1409 








End 


2951 




GI 


none 








Score 


259 




Exons 


1409. .1651, 


1415. 


.1570, 


1417. 


.1626, 1727. .1765, 


1764. .1904, 




1805. .1900, 


1980. 


.2030, 


1988. 


.2029, 2716. .2946, 


2716. .2931, 




2718. .2948, 


2718. 


.2951 










Seq. No. 


51939 








Seq. ID 


OJ991206 


_10.0419.C12 


Gene No. 


109879 








Strand 


+ 




Start 


83 








End 


3548 




Name 


OJ991206 10 


.0419. 


C12.ol, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1788 








End 


2960 




GI 


none 








Score 


64 




Exons 


1788. .1835, 


1805. 


.1906, 


1833. 


.1907, 1977. .2030, 


2716. .2958, 




2717. .2926, 


2718. 


.2960 











Seq. No. 51939 Seq. ID 

Gene No. 109879 Strand 

Start 83 End 

Name OJ991206_10 . 0419.C12 .ol .gp Method 

Start 1804 End 

GI 11503_1.R1084 Score 

Exons 1804.. 1904, 1983.. 2030, 2719. 
GI Descrip. ' 6093660/sp | 073944 | PCP_PYRFU 



OJ991206_10.0419.C12 
+ 

3548 
AAT/GAP 
3140 
859 



,3140 

1.0e-09 PYRROLI DON E-CARBOXY LATE 
PEPTIDASE (5-OXOPROLYL-PEPTIDASE) ( PYROGLUTAMYL- PEPTIDASE I) 
(PGP-I) (PYRASE) >gi_3551425_dbj_BAA32989_ (AB015291) 
pyrrolidone carboxyl peptidase [Pyrococcus . furiosus] 1 



Seq. No. 
Gene No. 



51940 
109880 



Seq. ID OJ991206_10.0419.C17 
Strand + 



53186 





Start 


426 


End 


656 




Name 


OJ991206 10.0419.C17.ol.qs 


Method 


GENSCAN 




Start 


426 


End 


656 




GI 


none 


Score 


.45 




Exons 


426. .538, 571. .656 








Seq. No. 


51940 


Seq. ID 


OJ991206_10 . 0419.C17 




Gene No. 


109881 


Strand 






Start 


1304 


End 


1666 




Name 


OJ991206 10.0419.C17.o2.gs 


Method 


GENSCAN 




Start 


1304 


End 


1666 




GI 


none 


Score 


. 67 




Exons 


1304 . .1666 








Seq. No. 


51941 


Seq. ID 


OJ991206_10 .0419. CI 9 




Gene No. 


109882 


Strand 


+ 




Start 


4322 


End 


4846 




Name 


OJ991206 10.0419.C19.ol.gp 


Method 


AAT/GAP 




Start 


4322 


End 


4846 




GI 


none 


Score 


909 




Exons 


4322. .4846 








Seq. No. 


51941 


Seq. ID 


OJ991206_10.0419.C19 




Gene No. 


109883 


Strand 


+ 




Start 


4991 


End 


7976 


\ ~x 


Name 


OJ991206 10.0419.C19.ol.np 


Method 


AAT/NAP 


t. : 3 


Start 


4991 


End 


7844 


fli 


GI 


6553894 


Score 


3207 


f i 


Exons 


4991. .5154, 5195. .7048, 7190. 


.7463, 7560. .7844 




GI Descrip. 


(AC012563) putative trehalose 


-6-phosphate synthase [Arabidopsis 






thaliana] 






^ y 


Seq. No. 


51941 


Seq. ID 


OJ991206_10.0419.C19 


s 


Gene No. 


109883 


Strand 


+ 




Start 


4991 


End 


7976 




Name 


OJ991206 10.0419.C19.o2.gp 


Method 


AAT/GAP 




Start 


7574 


End 


7976 


r ~ 


GI 


LIB3431-016-P1-K1-D9 


Score 


785 


W 


Exons 


7574. .7976 






f ^ 


GI Descrip. 


, 2245136/emb|CAB10557.1| 6.0e- 


-26 (Z97344) trehalose-6-phosphate 






synthase like protein [Arabidopsis thaliana] ' 




Seq. No. 


51941 


Seq. ID 


OJ991206_10.0419.C19 




Gene No. 


109884 


Strand 






Start 


10231 


End 


16496 




Name 


OJ991206 10.0419.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


5205 


End 


7394 




GI 


none 


Score 


53 




Exons 


5205.. 5288, 5355.. 5537, 5652. 


.5894, 5660. .5890, 5922. .6068, 






6057. .6434, 6071.. 6199, 6307. 


.6426, 6525. .6722, 6527. .6649, 






7242. .7394 








Seq. No. 


51941 


Seq. ID 


OJ991206_10.0419.C19 




Gene No. 


109884 


Strand 






Start 


10231 


End 


16496 




Name 


OJ991206 10.0419.C19.o3.tm 


Method 


TBLASTX: Maize 




Start 


5250 


End 


5795 



53187 



GI 


none 


Exons 


5250. .5297, 


Seq. No. 


51941 


Gene No. 


109884 


Start 


1 A O *3 1 


Name 


OJ991206 10 


Start 


5501 


GI 


none 


Exons 


5501. .5545, 




5663. .6100, 


Seq. No. 


51941 


Gene No. 


109884 


Start 


10231 


Name 


OJ99120o 10 


Start 


5796 


GI 


none 


Exons 


5796. .7049, 




7208. .7462, 




7620. .7691 


Seq. No. 


51941 


Gene No . 


i r\ o o o a 

109884 


Start 


10231 


Name 


OJ991206 10 


Start 


6398 


GI 


none 


Exons 


6398. .6445, 


Seq. No. 


51941 


Gene No. 


109884 


Start 


10231 


Name 


OJ991206 10 


Start 


6438 


GI 


none 


Exons 


6438. .6524, 


Seq. No. 


51941 


Gene No. 


109884 


Start 


10231 


Name 


OJ991206 10 


Start 


6501 


GI 


none 


Exons 


6501. .7049, 




7208. .7459, 


Seq. No. 


51941 


Gene No . 


109884 


Start 


10231 


Name 


OJ991206 10, 


Start 


6972 


GI 


none 


Exons 


6972. .7046, 


Seq. No. 


51941 


Gene No. 


109884 



5352.. 5549, 5372, 



,0419.C19.ol.ts 



5502.. 5558, 5552. 
6054.. 6500, 6066. 



.0419.C19.ol.tm 



5813.. 7048, 6820. 
7555.. 7599, 7556. 



0419.C19.ol.tw 



6399. .6446, 6449. 



0419.C19.o4.tc 



Score 38 

.5548, 5561.. 5794, 5562. .5795 

Seq. ID OJ991206_10.0419.C19 
Strand 

End 16496 

Method TBLASTX : Soybean 

End 6500 

Score 88 

.5617, 5553.. 5624, 5625. .6068, 
,6494, 6068. .6499 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 10.0419.C19 



16496 

TBLASTX: Maize 
7691 
2007 

.7050, 7188. .7463, 7190. .7468, 
.7609, 7557. .7610, 7619. .7681, 



OJ991206_10.0419.C19 
16496 

TBLASTX: Wheat 
6740 
58 

6739,. 6459. .6740 

OJ991206 10.0419.C19 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



16496 

TBLASTX: Cress 

6965 

88 



6479. .6523, 6722. .6964, 6723. .6965 



0419.C19.o2.ts 



6501.. 6869, 6503. 
7274. .7465, 7557. 



0419.C19.o2.tw 



7200. .7463, 7206. 



Seq. ID OJ991206_10.0419.C19 
Strand 

End 16496 

Method TBLASTX : Soybean 

End 7661 

Score 717 

.7048, 7176. .7421, 7188. .7463, 
.7661, 7559.. 7645 

Seq. ID OJ991206_10.0419.C19 
Strand 

End 16496 

Method TBLASTX : Wheat 

End 74 63 

Score 67 
.7442, 7208. .7459 

Seq. ID OJ991206_10.0419.C19 
Strand 



53188 



Start 
Name 
Start 
GI 

Exons 



10231 End 

OJ991206_10.0419.C19.o2.tc Method 

7394 End 

none Score 



16496 

TBLASTX: Cress 

7874. 

98 



7394.-7462, 7395. .7463, 7556. .7744, 7557. .7751, 7715. .7873, 
7743.-7874 



Seq. No. 51941 Seq. ID 

Gene No. 109884 Strand 

Start 10231 End 
Name OJ991206_10 . 04 19 . CI 9 . o2 . gs Method 

Start 10231 End 

GI none Score 
Exons 10231, 

11711. 

14671. 



OJ991206 10.0419.C19 



,10883, 10923. .11020, 11144. 
,11770, 12689. .12842, 13925. 
,14900, 14939. .15279, 15412. 



16496 
GEN SCAN 
15546 
.72 

11339, 11551. 
14013, 14484. 
15546 



,11610, 
.14651, 



Seq. No. 51941 

Gene No. 109884 

Start 10231 

Name OJ991206_10.0419.C19.o5.tc 

Start 10231 

GI none 

Exons 10231. .10305, 10233 10310, 
10318... 10404 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_10.0419.C19 
16496 

TBLASTX : Cress 

10404 

95 



10241. . 10306, 10318. .10398, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51941 

109884 

10231 

OJ991206_10.0419.C19.o2.np 

10234 

7485435 



Seq. ID OJ991206_10.0419.C19 
Strand 

End 16496 

Method AAT/NAP 

End 12801 

Score 985 



10234. .10491, 10519. .11065, 1114 4 .. 11339, 12749. .12801 
hypothetical protein F13M22.22 - Arabidopsis thaliana 
gi|3236254|gb|AAC23642.1| (AC004684) unknown protein 
[Arabidopsis thaliana] 



OJ991206 10.0419.C19 



Seq. No. 51941 Seq. ID 

Gene No. 109884 Strand 

Start 10231 End 

Name OJ991206_10 . 04 19 . CI 9 . o2 . tm Method 

Start 10294 End 

GI none Score 

Exons 10294. .10320, 10295 .. 10318 , 10324 .. 10644 , 10325 

10642. .10752, 10644 .. 10745, 10645.. 10752 



16496 

TBLASTX: Maize 
10752 
37 

10645, 



Seq. No. 51941 . Seq. ID 

Gene No. 109884 Strand 

Start 10231 End 

Name OJ991206_10. 04 19. CI 9. o3 .tc Method 

Start 10429 End 

GI none Score 

Exons 10429. .10743, 10430.. 10666 



OJ991206_10.0419.C19 
16496 

TBLASTX: Cress 

10743 

167 



Seq. No. 
Gene No. 
Start 



51941 

109884 

10231 



Seq. ID 

Strand 

End 



OJ991206_10.0419.C19 
16496 



53189 



Name 

Start 

GI 

Exons 



OJ991206_10 . 04 19 . C19 . o3 . ts Method TBLASTX : Soybean 

10723 End 10965 

none Score 163 

10723. .10965, 10733 .. 10957 , 10825.. 10965 



Seq. No. 51941 

Gene No. 109884 

Start 10231 

Name OJ991206_10 . 0419 . C19 . o4 

Start 10753 

GI none 
Exons 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_10.0419.C19 
16496 

TBLASTX: Maize 

11184 

251 



10753. .11067, 10754. .11038, 11143.. 11184 



Seq. No. 51941 Seq. ID 

Gene No. 109884 Strand 

Start 10231 End 

Name OJ991206_10 . 04 19 . C19 . o5 . tm Method 

Start 11191 End 

GI none Score 

Exons 11191. .11340, 11192.. 11326 



OJ991206_10.0419.C19 
16496 

TBLASTX: Maize 

11340 

107 



fy 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51941 

109884 

10231 

OJ991206_10.0419.C19.o3.np 

13756 

7106508 



Seq. ID OJ991206_10.0419.C19 
Strand 

End 16496 

Method AAT/NAP 

End 16496 

Score 88 



13756. .13845, 154 48 15552, 15685 .. 16064 , 16467. .16496 
(AP001278) hypothetical protein [Oryza sativa] 



~~Z Seq. No. 51942 

li Gene No. 109885 

ril Start 317 

s Name OJ991206_10 . 0419 . C20 . ol . gs 

p Start 317 

lj GI none 

~ Exons 



Seq. ID OJ991206_10.0419.C20 

Strand + 

End 11308 

Method GENSCAN 

End 11192 

Score .56 



317. .456, 892. .1241, 1835. .2208, 2303. .2416, 3044. .3154, 
4048. .4206, 4214. .4482, 4587. .4659, 4701. .4736, 5093. .5213, 
5254. .5281, 5504. .5662, 6194. .6257, 6625. .6690, 6993. .7062, 
7138. .7242, 7772. .7913, 8275. .8371, 8871. .9342, 9877. .9954, 
10906. .11192 



Seq. No. 


51942 








Seq. ID 


OJ991206 


Gene No. 


109885 








Strand 


+ 


Start 


317 








End 


11308 


Name 


OJ991206 10 


0419. 


C20.ol 


■ gp 


Method 


AAT/GAP 


Start 


1177 








End 


1472 


GI 


2442185 








Score 


568 


Exons 


1177. .1472 












Seq. No. 


51942 








Seq. ID 


OJ991206 


Gene No. 


109885 








Strand 


+ 


Start 


317 








End 


11308 


Name 


OJ991206 10 


0419. 


C20.ol 


np 


Method 


AAT/NAP 


Start 


4189 






End 


11308 


GI 


4220489 








Score 


1473 


Exons 


4189. .4213, 


4296. 


.4482, 


4587. 


.4659, 5096. .5213, 



53190 




5526. .5662, 6194. .6257, 6625. .6690, 6993. .7062, 7138. .7242, 
7772. .7913, 8275. .8371, 8871. .9114, 9147. .9346, 11262. .11308 
GI Descrip. (AC006069) putative cleavage and polyacienylation specifity 
factor [Arabidopsis thaliana] 



f !i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i% Seq. No. 

^ Gene No. 

U Start 

fy Name 

s Start 

Exons 

Seq. No. 
^3 Gene No. 
□ Start 
?^ Name 

Start 

GI 

Exons 



51942 

109886 

2178 

OJ991206_10. 

1999 

none 

1999. .2325, 

51942 

109886 

2178 

OJ991206_10, 

2098 

none 

2098. .2325, 

51942 

109886 

2178 

OJ991206_10. 

2140 

none 

2140. .2325, 

51942 

109886 

2178 

OJ991206_10. 
2178 
568582 
2178. .2375, 

51942 

109887 

2939 

OJ991206_10. 

2939 

none 

2939. .3043, 
4588. .4644 



0419.C20.ol.ts 
2003. .2326 

0419.C20.o3.tm 
2099. .2329 

0419.C20.ol.tc 
2150. .2314 

0419.C20.o2.gp 
2437. .2459 

0419.C20.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_10.0419.C20 
2459 

TBLASTX : Soybean 

2326 

303 



OJ991206__10.0419.C20 
2459 

TBLASTX: Maize 

2329 

254 



OJ991206_10.0419.C20 
2459 

TBLASTX: Cress 

2325 

75 



OJ991206_10.0419.C20 

2459 
AAT/GAP 
2459 
348 



OJ991206_10.0419.C20 
4644 

TBLASTX : Soybean 

4644 

117 



2949. .3056, 4295. .4336, 4328. .4423, 4442. .4480, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51942 

109888 

5102 

OJ991206 
5102 
none 
5102 
5329 
6186 



10.0419.C20.ol.tm 



5212, 
5406, 
6257, 



6966. .7064, 
7770. .7853, 



5104. 
5330. 
6194. 
7130. 
7771. 



.5211, 
.5407, 
.6250, 
.7237, 
.7860 



5105. 
5525. 
6615. 
7137. 



Seq. ID OJ991206_10.0419.C20 
Strand 

End 7860 

Method TBLASTX: Maize - 

End 7 8 60 

Score 39 

.5212, 5328. .5405, 5329. .5406, 
.5662, 5526.-5663, 5531. .5665, 
.6695, 6625.-6696, 6960.. 7073, 
.7256, 7137. .7232, 7142. .7255, 



53191 



Seq. No. 51942 
Gene No. 109889 
Start 7866 

Name OJ991206_10. 0419.C20.o2 . 

Start 7866 
GI none 

Exons 7866.. 7892, 7867.. 7890, 

8275. .8334, 8276. .8341, 
8868. .9152 



Seq. ID OJ991206_10.0419.C20 
Strand 

End 9152 
tm Method ' TBLASTX : Maize 

End 9152 

Score 47 
7891. .7917, 7893. .7919, 8274. .8333, 
8339. .8374, 8342.-8389, 8868. .9152, 



Seq. No. 51943 Seq. ID 

Gene No. 109890 Strand 

Start 2838 End 

Name OJ991206_10 . 0419 .C21 . o2 . gs Method 

Start 2838 End 

GI none Score 

Exons 2838.. 2994, 3062.. 3294 



OJ991206_10.0419.C21 
+ 

3294 
GENSCAN 
3294 
.93 



Seq. No. 

Gene No. 

Start 

Name 
f« Start 
1* GI 

Exons 

y = 

fU Seq. No. 
f 1 Gene No. 
H Start 
"I Name 
^ Start 

fy gi 

e Exons 

12 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_10.0419.C21 

2282 
GENSCAN 
2282 
.59 



Seq. ID OJ991206_10.0419.C21 



51943 
109891 
9 

OJ991206_10.0419.C21.ol.gs 
9 

none 

9. .138, 2259. .2282 
51943 

109892 Strand 
2774 End 3475 

OJ991206_10. 0419.C21.ol.np Method AAT/NAP 
2774 End 3475 

6069646 Score 787 

2774.. 2863, 2893.-3475 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana . chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



51943 Seq. ID 

109892 Strand 

2774 End 
OJ991206_10.0419.C21.ol.tm Method 

2863 End 

none Score 

2863..2973, 3055.. 3375, 3056.. 3256 



OJ991206_10.0419.C21 
3475 

TBLASTX: Maize 

3375 

61 



Seq. No. 51943 

Gene No. 109892 

Start 2774 

Name OJ991206_10 . 0419. C21 . ol . tw 

Start 2929 

GI none 

Exons 2929.-2964, 3085.. 3264 



Seq. ID OJ991206_10.0419.C21 
Strand 

End 3475 

Method TBLASTX : Wheat 

End 3264 

Score 169 



Seq. No. 



51944 



Seq. ID OJ991206_10.0419.C22 



53192 



Gene No. 109893 Strand + 

Start 101 End 768 

Name OJ991206_10.0419.C22.ol.gs Method GENSCAN 

Start 101 End 768 

GI none Score .71 

Exons 101.. 270, 618.. 768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51944 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 10.0419.C22 



432 

AAT/NAP 

432 

131 



109894 
1 

OJ991206_10.0419.C22.ol.np 
1 

6069646 
1..28, 242. .432 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 51944 

Gene No. 109895 

Start 1599 

Name OJ991206_10 . 0419.C22 .o2 .gs 

Start 1599 

GI none 
Exons 



Seq. ID OJ991206_10.0419.C22 
Strand 

End 4 64 4 

Method GENSCAN 

End 4 64 4 

Score .59 



1599. .1743, 1981. .2201, 4399. .4644 





Seq. No. 


51945 


Seq. ID 


OJ991206 


; , a- 


Gene No. 


109896 


Strand 


+ 


. ~: 


Start 


1 


End 


1903 




Name 


OJ991206 10.0419.C23.o3.np 


Method 


AAT/NAP 


\ y 


Start 


1 


End 


1903 




GI 


6006372 


Score 


112 




Exons 


1..167, 255.-472, 1779. .1903 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


51945 


Seq. ID 


OJ991206_ 




Gene No. 


109896 


Strand 


+ 




Start 


1 


End 


1903 




Name 


OJ991206 10.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


246 


End 


1718 




GI 


none 


Score 


.72 




Exons 


246. .1045, 1186. .1250, 1274.. 


1473, 1572. .1718 




Seq. No. 


51945 


Seq. ID 


OJ991206_ 




Gene No. 


109896 


Strand 


+ 




Start 


1 


End 


1903 




Name 


OJ991206 10.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


552 


End 


1698 




GI 


3928543 


Score 


492 




Exons 


552. .1019, 1182. .1698 







GI Descrip. (AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



51945 
109896 



Seq. ID OJ991206_10.0419.C23 
Strand + 



53193 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1903 
AAT/GAP 
1403 
653 



OJ991206_10.0419.C23.ol.gp 
853 

uC-osroM202038c04bl 
853.. 1021, 1184.. 1403 

, 3928543/dbj |BAA34687| 2.0e-33 (AB016819) UDP-glucose 
glucosyltransf erase [Arabidopsis thaliana] ' 



Seq. No. 


51945 




Seq. ID 


OJ991206 


_10.0419 


.C23 


Gene No. 


109897 




Strand 








Start 


1905 




End 


3642 






Name 


atqqi one in n/i 1 q 00*3 ^ 1 

ujyyi^uo iu.u4iy.uzo.oi 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


558 




End 


3642 




GI 


none 




Score 


145 






Exons 


558. .698, 560. .700, 831 


. .1019, 


. 1179.. 


1373, 1184 


. .1369, 






1372. .1449, 1489. .1581, 


1498. . 


,1584, 1587. .1637, 


3589. .3642 


Seq. No. 


51945 




beq. id 


rs tq Qi one 

uj y y izu 0 


in n a 1 q 
1U . U4 1 y 


poo 


Gene No. 


109897 




btrana 








Start 


1905 




End 


3642 






Name 


OJ991206 10.0419.C23.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


570 




End 


1637 






GI' 


none 




Score 


122 






Exons 


570. .695, 578. .700, 855 


. .1019, 


1185.. 


1373, 1372 


. .1449, 






1498. .1587, 1587. .1637 












Seq. No. 


51945 




Seq. ID 


OJ991206 


_10.0419 


.C23 


Gene No. 


109897 




Strand 








C4- -i „ 4- 

btart 


1905 




End 


3642 






Name 


OJ991206 10.0419.C23.o4 


.np 


Method 


AAT/NAP 






Start 


1905 




End 


2623 






GI 


5777617 




Score 


78 






Exons 


1905. .2131, 2540. .2623 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 






Seq. No. 


51946 




Seq. ID 


OJ991206 


JL0.0419 


.C24 


Gene No. 


109898 




Strand 








Start 


2018 




End 


4458 






Name 


OJ991206 10.0419.C24.ol 


.gs 


Method 


GENSCAN 






Start 


2018 




End 


4458 






GI 


none 




Score 


.68 






Exons 


2018. .2129, 2860. .3019, 


3050. . 


3176, 4059. .4189, 


4326. .4458 


Seq. No. 


51947 




Seq. ID 


OJ991206 


_10.0419 


.C25 


Gene No. 


109899 




Strand 


+ 






Start 


6688 




End 


6882 






Name 


OJ991206 10.0419.C25.o2 


.gs 


Method 


GENSCAN 






Start 


6688 


End 


6882 






GI 


none 




Score 


.44 






Exons 


6688. .6882 












Seq. No. 


51947 




Seq. ID 


OJ991206_ 


_10.0419, 


.C25 


Gene No. 


109900 




Strand 


+ 






Start 


8827 




End 


10810 






Name 


OJ991206 10.0419.C25.o3, 


.gs 


Method 


GENSCAN 






Start 


8827 




End 


10810 






GI 


none 




Score 


.49 







53194 




Exons 


8827.. 9041, 9747.. 9839, 10693 


. .10810 










Seq. No. 


51948 


Seq. ID 


OJ991206_ 


10. 


0419. 


C26 


fjpnp No. 


109901 


Strand 










Start 


81 


End 


222 








Name 


OJ991206 10-0419. C26.ol.gs 


Method 


GENSCAN 








Start 


81 


End 


222 








GI 


none 


Score 


. 94 








Exons 


81. .222 












Seq. No, 


51949 


Seq. ID 


OJ991206_ 


10. 


0419. 


C27 


fipne No 


109902 


Strand 










Start 


293 


End 


660 








Name 


OJ991206 10.0419.C27.ol.gs 


Method 


GENSCAN 








Start 


293 


End 


660 








GI 


none 


Score 


.78 








Exons 


293. .508, 514. .660 












Seq. No. 


51950 


Seq. ID 


OJ991206_ 


10. 


0419. 


C33 


Gene No . 


109903 


Strand 










Start 


179 


End 


764 








Name 


OJ991206 10.0419.C33.ol.gs 


Method 


GENSCAN 








Start 


179 


End 


764 








GI 


none 


Score 


.74 








Exons 


179. .275, 514. .585, 641. .764 












Seq. No. 


51951 


Seq. ID 


OJ991206_ 


10. 


0419. 


C35 


f^ne No 


109904 


Strand 










Start 


841 


End 


1638 








Name 


OJ991206 10.0419.C35.ol.gs 


Method 


GENSCAN 








Start 


841 


End 


1638 








GI 


none 


Score 


.54 








Exons 


841. .936, 1039. .1209, 1603. .1638 










Seq. No. 


51952 


Seq. ID 


OJ991116_ 


10. 


0419. 


CI 


Gene No . 


109905 


Strand 










Start 


268 


End 


902 








Name 


OJ991116 10-0419. CI. ol.gs 


Method 


GENSCAN 








Start 


268 


End 


902 








GI 


none 


Score 


.6 








Exons 


268.. 353, 440.. 510, 736.. 902 












Seq. No. 


51953 


Seq. ID 


OJ991116_ 


10. 


0419. 


C2 




109906 


Strand 










Start 


445 


End 


1503 








Name 


OJ991116 10. 0419. C2. ol.gs 


Method 


GENSCAN 








Start 


445 


End 


1503 








GI 


none 


Score 


.87 








Exons 


445. .572, 798.-894, 1010. .1232, 1360.. 


1503 








Seq. No. 


51954 


Seq. ID 


OJ991116_ 


10. 


0419. 


C3 


Gene No. 


109907 


Strand 










Start 


1 


End 


2367 








Name 


OJ991116 10.0419.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2367 








GI 


7106515 


Score 


1796 








Exons 


1..1624, 1706. .2048, 2318. .2367 











53195 



GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 51954 

Gene No. 109907 

Start 1 

Name OJ991116_10 . 04 19 .C3 - ol . gs 

Start 101 

GI none 

Exons 101.. 1366 



Seq. ID OJ991116_10.0419.C3 
Strand 

End . 2367 

Method GENSCAN 

End 1366 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51954 

109907 

1 

OJ991116_10.0419.C3.o2.tm 

209 

none 



Seq. ID OJ991116_10.0419.C3 
Strand 

End 2367 

Method TBLASTX : Mai ze 

End 529 

Score 37 



209. .283, 210. .284, 302. .529, 303. .527 



Seq. No. 

Gene No. 
?*! Start 
*Z Name 
;f Start 

Til Exons 



51954 

109907 

1 

OJ991116_10.0419.C3.ol.tm 

746 

none 



Seq. ID OJ991116_10.0419.C3 
Strand 

End 2367 

Method TBLASTX: Maize 

End 1198 

Score 162 



746. .802, 836. .1072, 948. .1178, 1106. .1198 



Seq. No. 51955 

Gene No. 109908 

Start 638 

Name OJ991116_10 . 04 19 . C6 . ol . gp 

Start 638 

GI 70939_1.R1084 

Exons 638.. 8 98 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 2.0e-27 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. ID OJ991116_10.0419.C6 
Strand 

End 8 98 

Method AAT/GAP 

End 8 98 

Score 476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51956 
109909 
1 

OJ991116_10.0419.C7.ol.np 
1 

7487695 
1..183, 520. .814 

hypothetical protein T5I7.4 - Arabidopsis thaliana 

gi I 2642156 | gb IAAB87123.il (AC003000) hypothetical protein 

[Arabidopsis thaliana] 



Seq. ID OJ991116_10.0419.C7 
Strand 

End 814 

Method AAT/NAP 

End 814 

Score 203 



51956 

109909 

1 

OJ991116_10.0419.C7.ol.tm 
8 

none 

8. .169, 11. .172, 519. .593 



Seq. ID OJ991116_10.0419.C7 
Strand 

End 814 

Method TBLASTX: Maize 

End 593 

Score 197 



53196 




Seq. No. 


51956 


Seq. ID 


OJ991116_10.0419 


.C7 




109909 


Strand 






Start 


1 


End 


814 




Name 


OJ991116 10.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


22 


End 


681 




GI 


none 


Score 


.65 




Exons 


22. .183, 520. .681 








Seq. No. 


51957 


Seq. ID 


OJ991116 10.0419 


.09 


Gene No. 


109910 


Strand 


+ 




Start 


1 


End 


896 




Name 


OJ991116 10.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


896 




GI 


7106515 


Score 


776 




Exons 


1. .896 








GI Descrip. 


(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21 genomic sequence, putative helicase. (AC006067) 


[Oryz< 




sativa] 








Seq. No. 




oeq. ±u 


flTQQI 1 1 c in H/MQ 


.C9 




109910 


Strand 


+ ~~ 




Start 


1 


End 


896 




Name 


OJ991116 10.0419.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


7 


End 


744 




GI 


none 


Score 


321 




Exons 


7. .465, 393. .461, 502. .744 








Seq. No. 


CI OCT 


oeq. iu 


fiTQQI 1 1 C Ifi nyn Q 


.C9 


(Zenp No 


109910 


Strand 


+ ~~ 




Start 


1 


End 


896 




Name 


OJ991116 10.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


145 


End 


747 




GI 


none 


Score 


.65 




Exons 


145. .364, 398. .580, 626. .747 








Seq. No. 


51957 


Seq. ID 


OJ991116_10.0419 


.C9 


Gpne No 


109910 


Strand 


+ 




Start 


1 


End 


896 




Name 


OJ991116 10.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


586 


End 


890 




GI 


none 


Score 


96 




Exons 


586. .744, 741. .881, 746. .880, 


870. .890 






Seq. No. 


51957 


Seq. ID 


OJ991116_10.0419 


-C9 


Gene No 


109910 


Strand 


+ 




Start 


1 


End 


896 




Name 


OJ991116 10.0419.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


747 


End 


893 




GI 


none 


Score 


196 




Exons 


747. .893, 764. .886 








Seq. No. 


51958 


Seq. ID 


OJ991116_10.0419 


.C10 


Gene No. 


109911 


Strand 






Start 


1 


End 


991 




Name 


OJ991116 10.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


991 




GI 


7487755 


Score 


731 





53197 




Exons 1..991 

GI Descrip. hypothetical protein T6H20.180 - Arabidopsis thaliana 
gi|5541680|emb|CAB51186.1| (AL096859) putative protein 
[Arabidopsis thaliana] 





Seq. No. 


51958 




Seq. ID 


OJ991116_10. 0419. C10 




Gene No. 


109911 




Strand 






Start 


1 




End 


991 




Name 


OJ991116 10. 0419. CIO. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


15 




End 


692 




GI 


none 




Score 


65 . 




Exons 


10..1D1, lo.-lOU, lOO.. 


220, 162.. 332, 


165. .356, 166. .357, 






180.. 368, 222.. 359, 223 


. .357, 


357. .437, 360. .560, 375. .569, 






582.. 665, 633.. 692 










Seq. No. 


51958 




Seq. ID 


OJ991116_10. 0419. C10 




Gene No. 


109911 




Strand 






Start 


1 




End 


991 




Name 


OJ991116_10.0419.C10.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 






End 


438 




GI 


none 




Score 


73 




Exons 


33. .161, 34. .150, 166.. 


438, 168. .419 




5. -J 


Seq. No. 


51958 




Seq. ID 


OJ991116_10. 0419. C10 




Gene No. 


109911 




Strand 


- 




Start 


1 




End 


991 


= !3 


Name 


OJ991116 10. 0419. C10. ol 


.gs 


Method 


GENSCAN 


~ S3, 


Start 


123 




bna 


680 




GI 


none 




Score 


.41 


s : ; 
i ^ 


Exons 


123. .680 










Seq. No. 


51958 




Seq. ID 


OJ991116JL0. 0419. C10 




Gene No. 


109911 




Strand 


- 




Start 


1 




End 


991 


§. -J 


Name 


OJ991116 10. 0419. C10. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


132 




End 


701 




GI 


none 




Score 


82 




Exons 


1 "in 1 d A 1 £Q ~i. AH 1 OC 

U<£..lo4, lDCf..J4/, lob 


. .305, 


190. .345 


, 358. .570, 375. .560, 






585. .701 










Seq. No. 


51958 




Seq. ID 


OJ991116_10. 0419. C10 




Gene No. 


109911 




Strand 






Start 


1 




End 


991 




Name 


OJ991116 10. 0419. C10. ol 


.tc 


Method 


TBLASTX: Cress 




Start 


165 




End 


708 




GI 


none 




Score 


44 




Exons 


165. .269, 186. .359, 267 


. .359, 


274. .321 


, 351. .548, 369. .572, 






406. .576, 571. .702, 573 


. .701, 


613. .708 






Seq. No. 


51959 




Seq. ID 


OJ991116_10.0419.C11 




Gene No. 


109912 




Strand 


+ 




Start 


1 




End 


2929 




Name 


OJ991116 10.0419.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1478 




GI 


7228438 




Score 


156 




Exons 


1..217, 1451. .1478 









GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

53198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



51959 

109912 

1 

OJ991116_10.0419.Cll.o2.np 
1 

5852180 



Seq. ID OJ991116_10.0419.C11 

Strand + 

End 2 92 9 

Method AAT/NAP 

End 2575 

Score 328 



1..32, 1118. .1195, 2206. .2575 
(AL117265) zhbOOOlO.l [Oryza sativa] 



51959 

109912 

1 

OJ991116_10.0419.Cll.ol.gs 
83 

none 



Seq. ID OJ991116_10.0419.C11 

Strand + 

End 2929 

Method GEN SCAN 

End 2929 

Score .84 



83. .217, 303. .444, 1349. .1508, 2325. .2637, 2666. .2929 



Seq. ID OJ991116_10.0419.C11 

Strand + 

End 2929 

Method AAT/GAP 

End 836 

Score 4 48 



51959 
109912 
1 

OJ991116_10.0419.Cll.ol.gp 
580 

61605_3.R1084 
580. .836 

1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51959 Seq. ID OJ991116_10 . 0419 . Cll 

109913 Strand 

1364 End 1793 

OJ991116_10.0419.Cll.o2.gp Method AAT/GAP 
1364 End 1793 

2428185 Score 801 

1364. .1793 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone:tl7804 

51959 Seq. ID OJ991116_10 . 0419 . Cll 

109914 Strand 

1811 End 2545 

OJ991116_10.0419.Cll.o3.gp Method AAT/GAP 

1811 End 2545 

101153_1.R1084 Score 57 6 
1811.. 2039, 2356.. 2545 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



51960 

109915 

440 

OJ991116_10.0419.C12.ol.tm 

435 

none 



Seq. ID OJ991116_10.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

1260 

TBLASTX: Maize 

1258 

86 



435. .557, 440. .559, 442. .558, 525. .617, 545. .646, 550. .609, 



53199 



611. .646, 634.-945, 774. .947, 776. .946, 1176. .1256, 1178. .1258, 
1178. .1258 



Seq. No. 


51960 


Seq. ID 


OJ991116_10.0419.C12 


Gene No. 


109915 


Strand 


+ 


Start 


440 


End 


1260 


Name 


OJ991116 10.0419.C12.ol.gs 


Method 


GENSCAN 


Start 


440 


End 


1255 


GI 


none 


Score 


.64 


Rxr>n<5 


440. .663, 728. .943, 1181. .1255 




Seq. No. 


51960 


Seq. ID 


OJ991116_10.0419.C12 


Gene No. 


109915 


Strand 


+ 


Start 


440 


End 


1260 


Name 


OJ991116 10.0419.C12.ol.ts 


Mpfhod 

L Jw Ullw^i 


TBLASTX : Soybean 


Start 


775 ~~ 


End 


972 


GI 


none 


Score 


75 


Exons 


775. .945, 775.-849, 776. .955, 


889. . 972 




Seq. No. 


51960 


Seq. ID 


OJ991116_10.0419.C12 


Gene No. 


109915 


Strand 


+ 


Start 


440 


End 


1260 


Name 


OJ991116 10.0419.C12 ol tw 


Method 


TBLASTX: Wheat 


Start 


792 ~ 


End 


1258 


GI 


none 


Score 


195 


Exons 


792. .944, 793 .945, 794 946. 


797. .946, 


1158. .1256, 1178. .1258 




1178 1258 






Seq. No. 


51960 


Seq. ID 


OJ991116_10.0419.C12 


Gene No. 


109915 


Strand 


+ 


Start 


440 


End 


1260 


Name 


OJ991116 10.0419-C12.ol.gp 


Method 


AAT/GAP 


Start 


879 


End 


1260 


GI 


uC-osflcyp021g03bl 


Score 


235 


Exons 


879. .943, 1181. .1260 






GI Descrip. 


, 2239179/emb|CAB10099.1| 2 . Oe 


-24 (Z97208) hypothetical protein 




[Schizosaccharomyces pombe] ' 






Seq. No. 


51961 


Seq. ID 


OJ991116_10.0419.C16 


Gene No. 


109916 


Strand 




Start 


1 


End 


750 


Name 


OJ991116 10.0419.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


674 


GI 


7076801 


Score 


135 


Exons 


1..60, 582. .674 






GI Descrip. 


(AL132975) Regulator of chromosome condensation-like protein 




[Arabidopsis thaliana] 






Seq. No. 


51961 


Seq. ID 


OJ991116_10. 0419.C16 


Gene No. 


109916 


Strand 




Start 


1 


End 


750 


Name 


OJ991116 10.0419.C16.ol.gs 


Method 


GENSCAN 


Start 


17 


End 


750 


GI 


none 


Score 


.8 


Exons 


17. .60, 582. .672, 715. .750 






Seq. No. 


51962 


Seq. ID 


OJ991116_10.0419.C18 



53200 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



109917 
78 

OJ.991116_10.0419.C18.o2..tm 
77 

none 



51962 
109917 
78 

OJ991116_10.0419.C18.ol.np 
78 

1352681 

78. .407, 533.-638, 732. .882 
PROTEIN PHOSPHATASE 2C (PP2C) gi | 107 6391 | pir | | S554 57 
phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi | 633028 | dbj | BAA07287 | (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 1 AC008153_7 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



Strand 


+ 


End 


1080 


Method 


TBLASTX: 


End 


342 


Score 


75 


140. .292, 


292. .342, 


Seq. ID 


OJ991116 


Strand 


+ 


End 


1080 


Method 


AAT/NAP 


End 


1080 


Score 


552 


966. .1080 





OJ991116_10.0419.C18 
+ 

1080 
AAT/GAP 
374 
547 



51962 Seq. ID 

109917 Strand 
78 End 
OJ991116_10.0419.C18.ol.gp Method 
78 End 
uC-osrocyp034f 02al ' Score 

78. .374 

, 1352681/sp|P49598|P2C4_ARATH 4.0e-17 PROTEIN PHOSPHATASE 2C 

(PP2C) >gi_1076391_pir S55457 phosphoprotein phosphatase (EC 

3.1.3.16) 2C - Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
(D38109) protein phosphatase 2C [Arabidopsis thaliana] 
>gi_6006880_gb_AAF00655.1_AC008153_7 (AC008153) protein 
phosphatase 2C (PP2C) [Arabidopsis thaliana] ' 



Seq. No. 51962 Seq. ID 

Gene No. 109917 Strand 

Start 78 End 

Name OJ991116_10 . 0419 . C18 . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102.. 407, 473.. 638, 732.. 1044 

Seq. No. 51962 

Gene No. 109917 Strand 

Start 78 End 

Name OJ991116_10.0419.C18 .ol .tc Method 

Start 159 End 

GI none Score 
Exons 



OJ991116_10.0419.C18 
+ 

1080 
GENSCAN 
1044 
.85 



Seq. ID OJ991116_10.0419.C18 
+ 

1080 

TBLASTX: Cress 
1080 
54 



159. .215, 279. .407, 344. .400, 530. .643, 568. .642, 730. .882, 
731. .895, 995. .1078, 1009. .1080 



Seq. No. 51962 Seq. ID 

Gene No. 109917 Strand 

Start 78 End 

Name OJ991116_10 . 0419.C18 .ol . ts Method 

Start 288 End 

GI none Score 



OJ991116_10.0419.C18 
+ 

1080 

TBLASTX : Soybean 

1080 

70 



53201 



Exons 



288. .407, 530. .643, 571. .642, 730. .882, 731. .901, 994. .1080, 
995. .1078 



Seq. No. 51962 Seq. ID 

Gene No. 109917 Strand 

Start 78 End 

Name OJ991116_10 . 04 19 . C18 . ol . tm Method 

Start 344 End 

GI none Score 
Exons 



OJ991116_10.0419.C18 
+ 

1080 

TBLASTX: Maize 

928 

91 



344. .406, 345. .407, 530. .643, 530. .691, 730. .882, 731. .928, 
804. .890 



Seq. No. 51962 

Gene No. 109917 

Start 78 

Name OJ991116_10 .0419.C18.ol.tw 

Start 344 

GI none 
Exons 



Seq. ID OJ991116_10.0419.C18 

Strand + 

End 1080 

Method TBLASTX : Wheat 

End 890 

Score 100 



344. .406, 345. .407, 507. .635, 530. .643, 530. .634, 565. .642, 
730. .882, 731. .889, 731. .883, 804. .890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51962 

109917 

78 

OJ991116_10.04 
581 

76129_1.R1084 
581. .638, 732. 
'1352681/sp|P4 
(PP2C) >gi_107 
3.1.3.16) 2C - 
(D38109) prote 
>gi_6006880_gb 
phosphatase 2C 



19.C18.o2.gp 



Seq. ID OJ991116_10.0419.C18 

Strand + 

End 1080 

Method AAT/GAP 

End 1080 

Score 777 



.1080 

95981 P2C4_ARATH 2.0e-28 PROTEIN PHOSPHATASE 2C 
6391_pir S55457 phosphoprotein phosphatase (EC 

Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
in phosphatase 2C [Arabidopsis thaliana] 

AAF00655.1_AC008153_7 (AC008153) protein 

(PP2C) [Arabidopsis thaliana] » 



51963 

109918 

1 

OJ991116_10.0419.C23.ol.np 
1 

7446487 

1..40, 389. .518, 869. .1022, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1245. .1441 

proline rich protein homolog WCOR518 - wheat (fragment) 

gi| 1657851 | gb | AAB18205 . 1 | (U73214) cold acclimation protein 

WCOR518 [Triticum aestivum] 



OJ991116_ 
+ 

1441 
AAT/NAP 
1441 
81 



10.0419.C23 



Seq. No. 


51963 


Seq. ID 


OJ991116 


Gene No. 


109918 


Strand 


+ 


Start 


1 


End 


1441 


Name 


OJ991116 10-0419. C23.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


180 


GI 


none 


Score 


.99 


Exons 


37. .180 






Seq. No. 


51963 


Seq. ID 


OJ991116_ 


Gene No. 


109918 


Strand 


+ 


Start 


1 


End 


1441 



53202 



Name 

Start 

GI 

Exons 



OJ991116_10.0419.C23.o2.gs Method GENSCAN 
391 End 1336 

none Score .89 

391. .581, 761. .864, 902. .1065, 1137. .1336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51963 
109918 
1 

OJ991116_10.0419.C23.ol.gp 
1055 

7319_2.R1084 
1055. .1371 

■2081612/dbj |BAA19916| 2.0e-32 (D49714) 

deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] 1 



Seq. ID OJ991116__10.0419.C23 

Strand + 

End 1441 • 

Method AAT/GAP 

End 1371 

Score 521 



51963 

109918 

1 

OJ991116_10.0419.C23.ol.tc 

1178 

none 

1178. .1294, 1203. .1334 



Seq. ID OJ991116_10.0419.C23 

Strand + 

End 1441 

Method TBLASTX: Cress 

End 1334 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51963 

109918 

1 

OJ991116_10.0419.C23.ol.tm 

1178 

none 



51963 

109918 

1 

OJ991116_10.0419.C23.ol.ts 

1178 

none 



Seq. ID OJ991116_10.0419.C23 

Strand + 

End 1441 

Method TBLASTX : Mai ze 

End 1338 

Score 228 



1178.. 1300, 1203.. 1334, 1300.. 1338 



Seq. ID OJ991116_10.0419.C23 

Strand + 

End 1441 

Method TBLASTX : Soybean 

End 1338 

Score 214 



1178.. 1300, 1203.. 1334, 1300.. 1338 



51963 
109918 
1 

OJ991116_10.0419.C23.o2.np 
1179 
7340678 
1179. .1441 

(AL162508) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991116_10.0419.C23 

Strand + 

End 1441 

Method AAT/NAP 

End 14 41 

Score 208 



51964 

109919 

1 

OJ991116_10.0419.C24.ol.np 
1 

7340678 



Seq. ID OJ991116_10.0419.C24 

Strand + 

End 1113 

Method AAT/NAP 

End 64 8 

Score 338 



1..106, 200. .288, 404. .474, 547. .648 

(AL162508) putative protein [Arabidopsis thaliana] 



53203 



Seq. No. 51964 

Gene No. 109919 

Start 1 

Name OJ991116_10 . 0419 .C24 . ol . gs 

Start 90 

GI none 

Exons 90.. 106, 158.. 288, 848.. 921 



Seq. ID OJ991116_10.0419.C24 

Strand + 

End 1113 

Method GEN SCAN 

End 921 

Score .51 



Seq. No. 51964 

Gene No. 109919 

Start 1 

Name OJ991116_10 . 0419 . C24 . ol . gp 

Start 603 

GI none 

Exons 603.. 673, 750.. 1113 



Seq. ID OJ991116_10.0419.C24 

Strand + 

End 1113 

Method AAT/GAP 

End 1113 

Score 830 



vi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51964 
109920 
1186 

OJ991116_10.0419.C24.o2.tm 
4 

none 



Seq. ID OJ991116_10.0419.C24 
Strand 

2548 

TBLASTX: Maize 
661 
80 



End 

Method 
End 
Score 

4. .90, 5. .100, 18. .104, 161. .283, 201. .284, 201. .284, 202. .324, 
385. .465, 396. .458, 535. .651, 540. .650, 548. .661 



51964 

109920 

1186 

OJ991116_10.0419.C24.o2.ts 
8 

none 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method TBLASTX : Soybean 

End 651 

Score 136 



8. .106, 18. .104, 161. .283, 201. .284, 201. .284, 400. .465, 
405. .455, 529. .651, 540. .647 



51964 

109920 

1186 

OJ991116_10.0419.C24.ol.tc 

1180 

none 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method TBLASTX : Cress 

End 1977 

Score 93 



1180. .1224, 1512. .1691, 1517. .1708, 1517. .1702, 1837. .1977, 
1838. .1975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51964 

109920 

1186 

OJ991116_10.0419.C24 .o2.gs 

1186 

none 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method GEN SCAN 

End 2500 

Score .72 



1186. .1269, 1607. .1747, 1837. .2091, 2203. .2290, 2424. .2500 



Seq. No. 51964 

Gene No. 109920 

Start 1186 

Name OJ991116_10 . 04 19 . C24 . o2 . np 

Start 1189 

GI 4895205 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method AAT/NAP 

End 2548 

Score 707 



53204 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1189. .1320, 1458. .1747, 1837. .2109, 2203. .2290, 2424. .2548 
(AC007 661) putative alcohol dehydrogenase [Arabidopsis thaliana] 



51964 

109920 

1186 

OJ991116_10.0419.C24.ol.ts 

1503 

none 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method TBLASTX : Soybean 

End 2536 

Score 54 



1503. .1583, 1513. .1644, 1517. .1660, 1517. .1741, 1629. .1703, 
1828. .2073, 1837. .2073, 1838. .2074, 2203. .2292, 2242. .2289, 
2415. .2501, 2420. .2536 



Seq. No. 51964 
Gene No. 109920 
Start 1186 

Name OJ991116_10 . 0419 . C24 . ol . tm 

Start 1595 
GI none 

Exons 1595.. 1732, 1595.. 1747, 1629. 

1971. .2111, 2200. .2241, 2208. 
2424. .2501, 2424. .2492, 2429. 



Seq. ID OJ991116_10.0419.C24 
Strand 

End 2548 

Method TBLASTX : Mai ze 

End 2501 

Score 132 

.1754, 1837. .2109, 1838. .2104, 
.2234, 2248. .2292, 2252. .2293, 
,2500 



-a Seq. No. 

Gene No. 
^3 . Start 
U\ Name 
fli Start 

f3 GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51964 

109920 

1186 

OJ991116_10.0419.C24.o2.gp 
2030 

44355_1.R1084 

2030.. 2109, 2203.. 2290, 2424 



OJ991116 10.0419.C24 



Seq. ID _ 
Strand 

End 2548 
Method AAT/GAP 
End 2501 
Score 414 
2501 

•3236259 3.0e-31 (AC004684) putative alcohol dehydrogenase 
[Arabidopsis thaliana] >gi_4895207_gb_AAD32794 . 1_AC007661_31 
(AC007661) putative alcohol dehydrogenase [Arabidopsis 
thaliana] ' 



51965 

109921 

426 

OJ991116_10.0419.C25.ol.gs 

426 

none 

426. .573 



Seq. ID OJ991116_10.0419.C25 

Strand + 

End 573 

Method GENSCAN 

End 573 

Score .48 



Seq. No. 51966 Seq. ID 

Gene No. 109922 Strand 

Start 37 End 

Name OJ991116_10 . 0419 . C28 . ol . gs Method 

Start 37 End 

GI none Score 

Exons 37.. 93, 312.. 476 

Seq. No. 51966 Seq. ID 

Gene No. 109922 Strand 

Start 37 End 

Name OJ991116_10 . 0419 . C28 . ol .np Method 

Start 120 End 

GI 7340680 Score 



OJ991116_10.0419.C28 
+ 

1683 
GENSCAN 
476 
.66 



OJ991116_10.0419.C28 
+ 

1683 
AAT/NAP 
1683 
219 



53205 




Exons 


120. .249, 1371. .1503, 1661.. 


1683 




GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


51966 


Seq. ID 


OJ991116_10.0419.C28 


Gene No. 


109923 


Strand 


- 


Start 


909 


End 


1589 


Name 


OJ991116 10.0419.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


114 ~~ 


End 


1589 


GI 


none 


Score 


87 


Exons 


114. .203, 134. .199, 1365. .15 


89, 1366.. 


1506 


Seq. No. 


51966 


Seq. ID 


OJ991116__10.0419.C28 


Gene No. 


109923 


Strand 


- 


Start 


909 


End 


1589 


Name 


OJ991116 10.0419.C28.ol.ts 


Method 


TBLASTX : Soybean 


Start 


120 


End 


1508 


GI 


none 


Score 


78 


Exons 


120. .203, 224. .247, 1364. .1474, 1365.. 


1508 1366 1506 


Seq. No. 


51966 


Seq. ID 


OJ991116_10.0419.C28 


Gene No. 


109923 


Strand 


- 


Start 


909 


End 


1589 


Name 


OJ991116 10.0419.C28.o2.gs 


Method 


GENSCAN 


Start 


909 


End 


989 


GI 


none 


Score 


.67 


Exons 


909. .989 






Seq. No. 


51967 


Seq. ID 


OJ991116_10.0419.C29 


Gene No. 


109924 


Strand 




Start 


800 


End 


2564 


Name 


OJ991116 10.0419.C29.ol.gp 


Method 


AAT/GAP 


Start 


642 


End 


2553 


GI 


19519 1.R1084 


Score 


2144 


Exons 


642. .1471, 1547. .1786, 1877. 


.1939, 2427.. 2553 


GI Descrip. 


•4103324 1.0e-166 (AF022716) 


GDP-mannose pyrophosphorylase 




[Solanum tuberosum] f 






Seq. No. 


51967 


Seq. ID 


OJ991116_10.0419.C29 


Gene No. 


109924 


Strand 




Start 


800 


End 


2564 


Name 


OJ991116 10.0419.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


787 


End 


1094 


GI 


none 


Score 


265 


Exons 


787. .1032, 792. .1091, 800. .1093, 801.. 


1094 



Seq. No. 51967 Seq. ID OJ991116_10 . 04 19 . C29 

Gene No. 109924 Strand 

Start 800 End 2564 

Name OJ99111 6_10 . 04 19 . C2 9 . o2 . ts Method TBLASTX : Soybean 

Start 795 End 1060 

GI none Score 87 

Exons 795. .854, 798. .1058, 800. .925, 800. .1060, 802. .1059, 974. .1060 



Seq. No. 51967 

Gene No. 109924 

Start 800 

Name OJ991116 10. 0419.C29.ol.tc 



Seq. ID OJ991116_10.0419.C29 
Strand 

End 2564 

Method TBLASTX : Cress 



53206 



Start 
GI 

Exons 



799 End 2541 

none Score 138 

799. .1026, 800. .1471, 906. .1487, 1541. .1786, 1542. .1787, 

1609. .1788, 1874. .1942, 1875. .1940, 2423. .2536, 2424. .2537, 

2424. .2537, 2434. .2541 



Seq. No. 51967 Seq. ID 

Gene No. 109924 Strand 

Start 800 End 

Name 0 J99 1 1 1 6_1 0 . 0 4 1 9 . C2 9 . ol . gs Method 

Start 800 End 

GI none Score 
Exons 



OJ991116_10.0419.C29 

2564 
GENSCAN 
2537 
.99 



800. .1471, 1547. .1786, 1877. .1939, 2427. .2537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51967 

109924 

800 

OJ991116_10.0419.C29.ol.np 
803 

4103324 



Seq. ID OJ991116_10.0419.C29 
Strand 

End 2564 

Method AAT/NAP 

End 2537 

Score 1567 



803. .1471, 1547. .1786, 1877. .1939, 2427. .2537 

(AF022716) GDP-mannose pyrophosphorylase [Solanum tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51967 
109924 
800 

OJ991116 10.0419.C29.ol.ts 



1061 
none 

1061. .1471, 
1705. .1788, 



1062. .1520, 
1860. .1919, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1333.. 1473, 1541 
1874.. 1942, 1875 



OJ991116 10.0419.C29 



2564 

TBLASTX : Soybean 
2560 
412 

1786, 1542. .1787, 
1940, 2395. .2541, 



2423. .2560, 2424. .2540, 2428.-2559 



Seq. No. 51967 
Gene No. 109924 
Start 800 

Name OJ991116_10.0419.C29.ol. tm 

Start 1094 
GI none 

Exons 1094.. 1489, 1095.. 1493, 1519. 

1582. .1788, 1866. .1940, 1874. 
2431. .2541 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1593, 1541 
.1975, 1874 



OJ991116 10.0419.C29 



2564 

TBLASTX: Maize 
2564 
454 

1786, 1542. 
1942, 2424. 



.1787, 
.2564, 



Seq. No. 51967 

Gene No. 109924 

Start 800 

Name OJ991116_10 . 0419. C29 . ol . tw 

Start 1451 

GI none 

Exons 1451.. 1489, 1526.. 1750, 1541. 



OJ991116_10.0419.C29 
2564 

TBLASTX: Wheat 
1754 
135 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1747, 1542. .1754, 1546. .1749 



Seq. No. 51968 Seq. ID 

Gene No. 109925 Strand 

Start 129 End 

Name 0 J9 9111 6_10. 0419. C36.ol.np Method 

Start 129 End 

GI 7489687 Score 



OJ991116_10.0419.C36 
+ 

1551 
AAT/NAP 
1551 
540 



53207 



Exons 129.. 245, 543.. 618, 1062.. 1212, 1354.. 1421, 1515.. 1551 

GI Descrip. probable pyrroline-5-carboxylate synthetase (EC 1.5.1.- 
(fragment) gi | 2522193 | gb | AAB80946 . 1 | (AF022914) 



wheat 





pyrroline-5-carboxylate 


synthetase [Triticum aestivum] 


Seq. No. 


51968 




Seq. ID 


OJ991116_10 . 0419.C36 


Gene No. 


109925 




Strand 


+ 


Start 


129 




End 


1551 


Name 


OJ991116 10.0419.C36.ol. 


gs 


Method 


GEN SCAN 


Start 


142 




End 


1212 


GI 


none 




Score 


. 9 


Exons 


142. .245, 543. .618, 1062 


:. . 1212 




Seq. No. 


51968 




Seq. ID 


OJ991116_10.0419.C36 


Gene No. 


109926 




Strand 


+ 


Start 


1501 




End 


1571 


Name 


OJ991116 10.0419.C36.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


127 




End 


1569 


GI 


none 




Score 


132 


Exons 


127. .246, 141. .254, 141. 


.248, 


489. .626, 


541. .618, 542. .619, 




1047.. 1211, 1061.. 1210, 


1090. 


.1236, 1325.. 1369, 1368.. 1421, 




1369. .1419, 1495. .1566, 


1510. 


.1569, 1512.. 1568 


Seq. No. 


51968 




Seq. ID 


OJ991116_10.0419.C36 


Gene No. 


109926 




Strand 


+ 


Start 


1501 




End 


1571 


Name 


OJ991116 10.0419.C36.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


170 




End 


1569 


GI 


none 




Score 


111 


Exons 


170. .247, 171. .254, 177. 


.254, 


534. .620, 


542. .625, 1058. .1211 



1058. .1210, 1081. .1212, 1108. .1212, 1334. .1369, 1369. .1449, 
1382. .1420, 1510. .1569, 1512. .1568 



Seq. No. 51968 Seq. ID 

Gene No. 109926 Strand 

Start 1501 End 

Name OJ991116_10 . 0419 . C36 . ol . gp Method 

Start 1501 End 

GI 428854 Score 

Exons 1501.. 1571 

GI Descrip. 2081612/dbj | BAA19916 | 2.0e-32 (D49714) 

deltal-pyrroline-5-carboxylate synthetase [Oryza sativa] 



OJ991116_10.0419.C36 
+ 

1571 
AAT/GAP 
1571 
114 



Seq. No. 


51969 


Seq. ID 


OJ991116_10.0419.C40 


Gene No. 


109927 


Strand 


+ 


Start 


708 


End 


924 


Name 


OJ991116 10.0419.C40.ol.np 


Method 


AAT/NAP 


Start 


708 


End 


924 


GI 


4895205 


Score 


72 


Exons 


708. .784, 903. .924 






GI Descrip. 


(AC007661) putative alcohol 


dehydrogenase [Arabidopsis thai 


Seq. No. 


51969 


Seq. ID 


OJ991116_10.0419.C40 


Gene No. 


109927 


Strand 


+ 


Start 


708 


End 


924 


Name 


OJ991116 10.0419.C40.ol.gp 


Method 


AAT/GAP 


Start 


793 


End 


924 



53208 



' GI ■ 5-7518JL.R1084 Score 264 

Exons 793.-924 

GI Descrip. '3236259 8.0e-53 (AC004684) putative alcohol dehydrogenase 

[Arabidopsis thaliana] >gi_4895207_gb_AAD327 94 . 1_AC007 661_31 
(AC007661) putative alcohol dehydrogenase [Arabidopsis 
thaliana] ' 



Seq. No. 51970 

Gene No. 109928 

Start 148 

Name OJ991116_10.0419.C54 .ol.gs 

Start 148 

GI none 

Exons 148 . . 351 



Seq. ID OJ991116_10.0419.C54 

Strand + 

End 351 

Method GENSCAN 

End 351 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51971 
109929 
1 

OJ991116_10.0419.C61.ol.np 
1 

7485989 
1. .694 

hypothetical protein F22013.27 - Arabidopsis thaliana 
gi|3063465|gb|AAC14053.1| (AC003981) F22013.27 [Arabidopsis 
thaliana] 



Seq. ID OJ991116_10.0419.C61 
Strand 

704 

AAT/NAP 
694 
402 



End 

Method 

End 

Score 



51971 

109929 

1 

OJ991116_10.0419.C61.ol.gs 
47 

none 
47. .694 



Seq. ID OJ991116_10.0419.C61 

Strand 

End 704 

Method GENSCAN 

End 694 

Score .88 



□ Seq. No. 51971 

Gene No. 109929 

= : Start 1 

f Z Name OJ991116_10 . 0419.C61 . ol . tc 

Start 343 

[3 GI none 

E3 Exons 343.. 516, 416.. 697, 420.. 704 

Seq. No. 51971 

Gene No. 109929 

Start 1 

Name OJ'991116_10 . 0419.C61 .ol . ts 

Start 434 

GI none 

Exons 434.. 562, 435.. 557, 578.. 694 

Seq. No. 51971 

Gene No. 109929 

Start 1 

Name OJ9911 16_10 . 04 1 9 . C61 . ol . tm 

Start 515 

GI none 

Exons 515.. 694, 519.. 695 



Seq. ID OJ991116_10.0419.C61 
Strand 

End 704 

Method TBLASTX: Cress 

End 704 

Score 117 



Seq. ID OJ991116_10.0419.C61 
Strand 

End 704 

Method TBLASTX : Soybean 

End 694 

Score 68 



Seq. ID OJ991116_10.0419.C61 

Strand 

End 704 

Method TBLASTX: Maize 

End 695 

Score 85 



53209 



Seq. No. 51972 

Gene No. 109930 

Start 150 

Name OJ991116_10.0419.C63.ol.gs 

Start 150 

GI none 

Exons 150.. 215, 300.. 305 



Seq. ID OJ991116_10.0419.C63 

Strand 

End 305 

Method GEN SCAN 

End 305 

Score . 62 



Seq. No. 51973 

Gene No. 109931 

Start 882 

Name OJ991116_10 . 0419 . C67 . ol . gs 

Start 882 

GI none 

Exons 882.. 1100 



Seq. ID OJ991116_10.0419.C67 

Strand + 

End 1100 

Method GENSCAN 

End 1100 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method AAT/GAP 

End 1137 

Score 1124 



51973 
109932 
561 

OJ991116_10.0419.C67.ol.gp 
561 

28094_2.R1084 
561. .1137 

'3075394 5.0e-35 (AC004484) putative beta-ketoacyl-CoA synthase 
[Arabidopsis thaliana] >gi_3559a09_emb_CAA09311_ (AJ010713) 
fiddlehead protein [Arabidopsis thaliana] ' 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method AAT/NAP 

End 1137 

Score 300 



51973 
109932 
561 

OJ991116_10.0419.C67.ol.np 
830 

7484963 
830. .1137 

fatty acid elongase 1 - Arabidopsis thaliana 
gi|881615|gb|AAA70154.1| (U29142) fatty acid elongase 1 
[Arabidopsis thaliana] gi | 3096921 | emb | CAA18831 . 1 | (AL023094) 
fatty acid elongase 1 [Arabidopsis thaliana] 
gi|7270402|emb|CAB80169.1| (AL161585) fatty acid elongase 1 
[Arabidopsis thaliana] 



51973 

109932 

561 

OJ991116_10.0419.C67.ol.tm 

838 

none 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method TBLASTX : Mai ze 

End 1136 

Score 56 



838. .909, 872. .913, 873. .1136, 968. .1135 



Seq. No. 51973 

Gene No. 109932 

Start 561 

Name OJ991116_10.0419.C67.ol.ts 

Start 863 

GI none 

Exons 863.. 913, 968.. 1132, 975.. 1115 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method TBLASTX : Soybean 

End 1132 

Score 144 



53210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51973 

109932 

561 

OJ991116_10-0419.C67.ol.tc 

968 

none 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method TBLASTX : Cress 

End 1136 

Score 58 



968. .1135, 974. .1063, 975. .1136 



51973 

109932 

561 

OJ991116_10.0419.C67.ol.tw 

968 

none 



Seq. ID OJ991116_10.0419.C67 
Strand 

End 1137 

Method TBLASTX : Wheat 

End 1096 

Score 75 



968. .1096, 974. .1063, 975. .1091 



51974 

109933 

1 

OJ991116_10.0419.C68.o2.np 
1 

6630697 



Seq. ID OJ991116_10.0419.C68 

Strand + 

End 1124 

Method AAT/NAP 

End 1124 

Score 90 



1..42, 338. .437, 653. .783, 816. .877, 1002. .1124 
(AP000969) hypothetical protein [Oryza sativa] 



51974 

109933 

1 

OJ991116_10.0419.C68.ol.gs 

119 

none 

119. .486 



Seq. ID OJ991116_10.0419.C68 

Strand + 

End 1124 

Method GENSCAN 

End 486 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51974 
109934 
1 

OJ991116_10.0419.C68.ol.gp 
1 

28094_1.R1084 
1. .432 

'3075394 0.0e+00 (AC004484) putative beta-ketoacyl-CoA synthase 
[Arabidopsis thaliana] >gi_3559809_emb_CAA09311_ (AJ010713) 
fiddlehead protein [Arabidopsis thaliana] 1 



Seq. ID OJ991116_10.0419.C68 
Strand 

End 1845 

Method AAT/GAP 

End 432 

Score 827 



51974 
109934 
1 

OJ991116_10.0419.C68.ol.np 
1 

3075394 
1..432, 1824. .1845 

(AC004484) beta-ketoacyl-CoA synthase (FIDDLEHEAD) [Arabidopsis 
thaliana] gi | 3559809 | emb | CAA09311 | (AJ010713) fiddlehead protein 
[Arabidopsis thaliana] 



Seq. ID OJ991116_10.0419.C68 
Strand 

End 1845 

Method AAT/NAP 

End 1845 

Score 505 



Seq. No. 



51974 



Seq. ID OJ991116 10.0419.C68 



53211 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



109934 Strand 

1 End 

OJ991116_10.0419.C68.ol-tm Method 

1 End 

none Score 



1845 

TBLASTX: Maize 

448 

84 



1..438, 2. .58, 110. .433, 112. .444, 341. .44E 



51974 

109934 

1 

OJ991116_10.0419.C68.ol.tc 
16 

none 



Seq. ID OJ991116_10.0419.C68 
Strand 

End 1845 

Method TBLASTX : Cress 

End . 435 

Score 39 



16. .288, 26. .55, 110. .280, 304. .435, 326. .433 



51974 

109934 

1 

OJ991116_10.0419.C68.ol.ts 
16 

none 

16. .447, 110. .448 



Seq. ID OJ991116_10.0419.C68 
Strand 

End 1845 

Method TBLASTX : Soybean 

End 448 

Score 253 



51974 
109934 
1 

OJ991116_10.0419.C68.o2.gp 
853 

4878571 
853. .1155 

5679837/embl AJ243961. 1 IOSA243961 1.0e-19 Oryza sativa chromosome 
4 BAC 11332 genomic sequences 



Seq. ID OJ991116_10.0419.C68 
Strand 

End 1845 

Method AAT/GAP 

End 1155 

Score 574 



51975 

109935 

106 

OJ991116_10.0419.C70.ol.gs 

106 

none 

106. .216 



Seq. ID OJ991116_10.0419.C70 
Strand 

End 216 

Method GENSCAN 

End 216 

Score .6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51975 
109935 
106 

OJ991116_10.0419.C70.ol.np 
110 

1800223 
110. .189 

(U65018) mannosyltransf erase [Dictyostelium discoideum] 



Seq. ID OJ991116_10.0419.C70 
Strand 

End 216 

Method AAT/NAP 

End 18 9 

Score 76 



51976 

109936 

292 

OJ991116_10.0419.C74.ol.gs 

292 

none 

292. .410 



Seq. ID OJ991116_10.0419.C74 

Strand + 

End 410 

Method GENSCAN 

End 410 

Score . 67 



53212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51977 Seq. ID 

109937 Strand 

1 End 

OJ991116_10.0419.C75.ol.np Method 

1 End 

4539545 Score 
1..23, 376. .477, 593. .651, 770. .883 
(Y16644) PRCI [Nicotiana tabacum] 

51977 Seq. ID 

109937 Strand 

1 End 

OJ991116_10.0419.C75.ol.tm Method 

350 End 

none Score 

350. .499, 379.-456, 381. .467, 404. .475, 593. .649, 593. .649, 

594. .650, 601. .651, 768. .851, 769. .852 



OJ991116_10.0419.C75 
+ 

883 

AAT/NAP 

883 

261 



OJ991116_10.0419.C75 
+ 

883 

TBLASTX: Maize 

852 

77 



Seq. No. 

Gene No. 

Start 

Name 
O Start 
t3 GI 
H Exons 



51977 

109937 Strand 
1 End 
OJ991116_10.0419.C75.ol.tw Method 
350 End 
none Score 

350. .481, 379. .456, 381. .467, 404. .475, 589. .645, 591, 

594. .650, 768. .851, 769. .852, 769. .852, 771. .854 



Seq. ID OJ991116_10.0419.C75 
+ 

883 

TBLASTX : Wheat 
854 
83 

,647, 



==J Seq. No. 

I J Gene No. 

J§ Start 

?il Name 

' * Start 

l J Exons 

GI Descrip. 



51977 Seq. ID 

109937 Strand 
1 End 
OJ991116_10.0419.C75.ol.gp Method 
379 End 
4819_1.R1084 Score 
379. .477, 593. .651, 770. .883 

1 4539545/emb|CAB39975.1| 1.0e-120 (Y16644) PRCI [Nicotiana 
tabacum] 1 



OJ991116_10.0419.C75 
+ 

883 

AAT/GAP 
883 
380 



:Z Seq. No. 51977 Seq. ID 

^ Gene No. 109937 Strand 

C3 Start 1 End 

Name OJ991116_10 . 0419. C75 . ol . gs Method 

Start 4 40 End 

GI none Score 

Exons 440.. 477, 593.. 651, 770.. 852 



OJ991116_10.0419.C75 
+ 

883 

GEN SCAN 

852 

.75 



Seq. No. 51978 Seq. ID 

Gene No. 109938 Strand 

Start 40 End 

Name OJ991116_10 . 04 19 . C83 . ol . gp Method 

Start 40 End 

GI 38782_1.R1084 Score 

Exons 40.. 542 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ991116_10.0419.C83 
+ 

542 

AAT/GAP 

542 

818 



Seq. No. 



51978 



Seq. ID OJ991116_10.0419.C83 



53213 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



109938 
40 

OJ991116 
175 
none 
175. .248 



_10.0419.C83.ol.gs 



Strand 
End 

Method 

End 

Score 



542 

GENSCAN 

248 

.95 



Seq. No. 51979 

Gene No. 109939 

Start 1178 

Name OJ991116_10 . 0419 . C85 . ol . gs 

Start 1178 

GI none 

Exons 1178.. 1240 



Seq. ID OJ991116_10.0419.C85 

Strand + 

End 1240 

Method GENSCAN 

End 1240 

Score . 65 



Seq. No. 51980 Seq. ID 

Gene No. 109940 Strand 

Start 114 End 

Name O J9 9111 6_1 0 . 0419. C8 6 . ol . gs Method 

Start 114 End 

GI none Score 

Exons 114.. 433 



OJ991116_10.0419.C86 
433 

GENSCAN 

433 

.86 



Seq. No. 51981 

Gene No.. 109941 

Start 3422 

Name OJ991116_17 . 0421 .C3 . o2 . gs 

Start 3422 

GI none 

Exons 3422.. 3476, 4074.. 4387 

Seq. No. 51981 

Gene No. 109942 

Start 1585 

Name OJ991116_17 . 0421 . C3 . ol . gs 

Start 1585 

GI none 

Exons 1585.. 1923 



Seq. ID OJ991116_17.0421.C3 

Strand + 

End 4387 

Method GENSCAN 

End 4387 

Score .92 



Seq. ID OJ991116_17.0421.C3 
Strand 

End 1923 

Method GENSCAN 

End 1923 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51981 Seq. ID 

109943 Strand 
4 904 End 
OJ991116_17 . 0421 . C3 . o3 . gs Method 
4904 End 
none Score 
4904. .4924, 4955. .5066, 5213. .5306 

51982 Seq. ID 

109944 Strand 
13239 End 
OJ991116_17 .0421.C4 .o4.gs Method 
13239 End 
none Score 
13239. .13724 



OJ991116_17.0421.C3 

5306 
GENSCAN 
5306 
.6 



OJ991116_17.0421.C4 
+ 

13724 
GENSCAN 
13724 
.77 



Seq. No. 
Gene No. 



51982 
109945 



Seq. ID 
Strand 



OJ991116 17. 0421. C4 



53214 



Start 
Name 
Start 
GI 

Exons 



30 End 3973 

OJ991116_17 . 0421 . C4 . ol . gs Method GENSCAN 

30 End 3973 

none Score . 45 

30. .206, 406. .485, 1515. .1755, 2040. .2233, 2323. .2479, 

3939..3973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



r ~ Seq. No. 
U Gene No. 
□ Start 
r3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



51982 

109946 

5928 

OJ991116_17 . 0421 .C4 . o2 . gs 

5928 

none 



Seq. ID OJ991116_17.0421.C4 
Strand 

End 15563 

Method GENSCAN 

End 10382 

Score .62 



5928. .6217, 8916. .9196, 9363. .9533, 9616. .10382 



51982 
109946 
5928 

OJ991116_17.0421.C4.ol.gp 
8741 

LIB3431-001-P1-N1-B5 
8741. .8919, 9025. .9207 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ991116_17.0421.C4 
Strand 

End 15563 

Method AAT/GAP 

End 9207 

Score 584 



51982 

109946 

5928 

OJ991116_17.0421.C4.ol.np 

10128 

1076211 



Seq. ID OJ991116_17.0421.C4 
Strand 

End 15563 

Method AAT/NAP 

End 15563 

Score 121 



10128. .10150, 10554. .10665, 13235 13738 , 15451. .15563 
hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 
(L29029) amino acid feature: Rod protein domain, aa 266 .. 468; 
amino acid feature: globular protein domain, aa 32 . . 265 
[Chlamydomonas reinhardtii] 



51982 

109946 

5928 

OJ991116_17.0421.C4.o3.gs 

10845 

none 



Seq. ID OJ991116_17.0421.C4 
Strand 

End 15563 

Method GENSCAN 

End 12024 

Score .95 



10845. .10994, 11073 .. 11806, 11895.. 12024 



51982 
109946 
5928 

OJ991116_17.0421.C4.o2.gp 
14054 
5002953 
14054. .14235, 14715. .14831 

4680203/gb|AAD27566.1 |AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq. ID OJ991116_17.0421.C4 
Strand 

End 15563 

Method AAT/GAP 

End 14831 

Score 478 



51982 
109946 



Seq. ID OJ991116_17.0421.C4 
Strand 



53215 



Start 


5928 




T-l J 

End 


15563 






Name 


OJ991116 17. 0421. C4. 


o2 .np 


Method 


AAT/NAP 






Start 


14168 




End 


15563 






GI 


4680203 




Score 


676 






Exons 


14168. .15106, 15381. 


.15563 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


51982 




Seq. ID 


OJ991116 


_17.0421 


.C4 


Gene No. 


109946 




Strand 








Start 


5928 




End 


15563 - 






Name 


OJ991116 17. 0421. C4. 


o5 . gs 


Method 


GENSCAN 






Start 


14192 




End 


15129 






GI 


none 




Score 


.61 






Exons 


14192. .14509, 14578. 


.14659, 


14703. .15129 






Seq. No. 


51982 




Seq. ID 


OJ991116 


_17.0421 


.C4 


Gene No. 


109946 




Strand 








Start 


5928 




End 


15563 






Name 


OJ991116_17.0421.C4. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


14279 




End 


15497 






GI 


none 




Score 


67 






Exons 


14279. .14371, 14372. 


.14476, 


14400. .14477, 14501 


. .14539, 






14546. .14593, 14582. 


.14773, 


14598. .14753, 14777 


. .14938, 






14781. .14921, 14957. 


.15106, 


15009. .15110, 15097 


. .15255, 






15098. .15262, 15252. 


.15497, 


15328. .15453 






Seq. No. 


51982 




Seq. ID 


OJ991116 


JL7.0421 


.C4 


Gene No. 


109946 




Strand 








Start 


5928 




End 


15563 






Name 


OJ991116 17. 0421. C4 . 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


14786 




End 


15211 






GI 


none 




Score 


73 






Exons 


14786. .14938, 14799. 


.14921, 


14957. .15106, 15009 


. .15110, 






15097. .15207, 15098. 


.15211 










Seq. No. 


51982 




Seq. ID 


OJ991116 


_17.0421 


.C4 


Gene No. 


109946 




Strand 








Start 


5928 




End 


15563 






Name 


OJ991116 17. 0421. C4 . 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


15109 




End 


15561 






GI 


none 




Score 


84 






Exons 


15109. .15255, 15116. 


.15253, 


15252. .15536, 15400 


. .15561 




Seq. No. 


51983 




Seq. ID 


OJ991116 


_17.0421 


.C6 


Gene No. 


109947 




Strand 








Start 


1 




End 


856 






Name 


OJ991116 17. 0421. C6. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


856 






GI 


4680203 




Score 


187 






Exons 


1..574, 825. .856 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


51983 




Seq. ID 


OJ991116 


_17.0421 


.C6 


Gene No. 


109947 




Strand 








Start 


1 




End 


856 






Name 


OJ991116 17. 0421. C6. 


ol . gs 


Method 


GENSCAN 






Start 


36 




End 


574 







53216 



GI 

Exons 



# 



none 
36. .574 



Score 



.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51984 Seq. ID 

109948 Strand 

1617 End 

OJ991116_17.0421.C7.ol.np Method 

1617 End 

6721547 Score 
1617. .1728, 4811. .4852 

(AP001073) Similar to Oryza sativa gene for Pib 



OJ991116_17.0421.C7 
+ 

4852 
AAT/NAP 
4852 
93 



(AB0134481 



51984 Seq. ID 

109949 Strand 

4545 End 

0 J99111 6_17 . 04 21 . C7 . o2 . gs Method 

4545 End 

none Score 
4545. .4612 



OJ991116_17.0421.C7 

4612 
GEN SCAN 
4612 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



No. 
No. 



^ Gene 
fU Start 
s Name 

Start 
l"l GI 
. ^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51985 Seq. ID OJ991116 17. 0421. C8 

109950 Strand 
7583 End 
OJ991116_17.0421.C8.ol.gp Method 
6926 End 
34587_1.R1084 Score 
6926.. 7403, 7553.. 7783, 7916.. 8032 

, 5881784/emb|CAB55758.1| 2.0e-26 (AJ249442) putative AUXl-like 
permease [Arabidopsis thaliana] ' 



OJ991116_17.0421. 
+ 

13038 
AAT/GAP 
8032 
1544 



51985 

109950 

7583 

OJ991116_17.0421.C8.o2.gs 

7583 

none 



Seq. ID OJ991116_17.0421.C8 



Strand 
End 

Method 

End 

Score 



+ 

13038 
GENSCAN 
12052 
.81 



7583. .7783, 7916. .8101, 8522. .8634, 8811. .8994, 9106. .9203, 
10870. .11335, 11548. .11832, 11912.. 12052 



OJ991116_17.0421.C8 
+ 

13038 
AAT/NAP 
12685 
1992 



51985 Seq. ID 

109950 Strand 
7583 End 
OJ991116_17 . 0421 . C8 . ol . np Method 
7592 End 
7485590 Score 
7592. .7783, 7916. .8101, 8522. .8634, 8811. .8994, 9106. .9203, 
10870. .11335, 12452.. 12685 

hypothetical protein F16M14.5 - Arabidopsis thaliana 
gi 1 1531758 | emb | CAA67308.il (X98772) AUX1 [Arabidopsis thaliana] 
gi|3335360|gb|AAC27161.1| (AC003028) unknown protein 
[Arabidopsis thaliana] 



51985 Seq. ID 

109950 Strand 

7583 End 

OJ991116_17 . 0421 . C8 . o2 . gp Method 

10861 End 



OJ991116_17.0421.C8 
+ 

13038 

AAT/GAP 

13038 



53217 



GI 37382_1.R1084 Score 1935 

Exons 10861. .11335, 12452.. 13038 

GI Descrip. ' 1531758/emb | CAA67308 | 3.0e-93 (X98772) AUX1 [Arabidopsis 

thaliana] >gi_3335360 (AC003028) unknown protein [Arabidopsis 
thaliana] ■ 



Seq. No. 51985 

Gene No. 109951 

Start 12431 

Name OJ991116_17 . 0421 .C8 . o3 . gs 

Start 12431 

GI none 
Exons 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 19924 

Method GENSCAN 

End 19924 

Score . 6 



12431. .12846, 12861 .. 12982, 14 652 .. 14 755 , 15554 .. 15652, 
15723. .15810, 16671. .16774, 18424 .. 18501 , 19556 19678, 
19817. .19924 



Seq. No. 


51985 








Seq. ID 


OJ991116 


17. 0421. C8 


Gene No. 


109952 








Strand 






Start 


20519 








End 


20836 




Name 


OJ991116 17. 


0421 


. C8 . o4 . 


gs 


Method 


GENSCAN 




Start 


20519 








End 


20836 




GI 


none 








Score 


.82 




Exons 


20519. .20836 












Seq. No. 


51985 








Seq. ID 


OJ991116 


17. 0421. C8 


Gene No. 


109953 








Strand 






Start 


20830 








End 


21018 




Name 


OJ 991116 17 . 


0421 


.C8 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


7574 








End 


8016 




GI 


none 








Score 


107 




Exons 


7574. .7663, 


7708 


. .7785, 


7709. 


.7801, 7727. .7786, 


7913. .8014, 




7915. .8016 














Seq. No. 


51985 








Seq. ID 


OJ991116 


_17.0421.C8 


Gene No. 


109953 








Strand 






Start 


20830 








End 


21018 




Name 


OJ991116 17. 


0421 


.C8.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


7708 








End 


8563 




GI 


none 








Score 


142 




Exons 


7708. .7785, 


7712 


. .7801, 


7913. 


.8101, 7915. .8091, 


8519. .8563, 




8521. .8562 














Seq. No. 


51985 








Seq. ID 


OJ991116 


_17.0421.C8 


Gene No. 


109953 








Strand 






Start 


20830 








End 


21018 




Name 


OJ991116 17. 


0421 


. C8 . o3 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


7709 








End 


8104 




GI 


none 








Score 


120 




Exons 


7709. .7801, 


7726 


. .7800, 


7913. 


.8104, 7915. .8091 




Seq. No. 


51985 








Seq. ID 


OJ991116 


_17.0421.C8 


Gene No. 


109953 








Strand 






Start 


20830 








End 


21018 




Name 


OJ991116 17. 


0421 


.C8.o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


8514 








End 


8921 




GI 


none 








Score 


207 




Exons 


8514. .8567, 


8519 


. .8632, 


8521. 


.8634, 8542. .8646, 


8801. .8836, 



53218 



8809. .8919, 8847. .8921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51985 

109953 

20830 

OJ991116_17.0421.C8.ol.tc 

8821 

none 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Cress 

End 9215 

Score 308 



8821. .8994, 8847. .8990, 8872. .8994, 9103. .9204, 9105. .9215 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



51985 

109953 

20830 

OJ991116_17.0421.C8 .o2.ts 

8830 

none 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Soybean 

End 11010 

Score 291 



8830. .8994, 8847. .9005, 9103. .9204, 9105. .9215, 10870 .. 11010, 
10871. .11008 



Seq. No. 51985 

Gene No. 109953 

Start 20830 

Name OJ991116_17 . 0421 .C8 .ol .tm 

Start 8922 

GI none 
Exons 



Seq. ID OJ991116_17.0421.C8 
Strand 

21018 

TBLASTX: Maize 
11172 
103 



End 

Method 
End 
Score 

8922.. 8993, 8923.. 8994, 8923.. 8994, 8937.. 9008, 9103.. 9204, 
9103. .9144, 9105. .9215, 9323. .9379, 10870 .. 11172, 10871. .11170 



Seq. No. 51985 

Gene No. 109953 

Start 20830 

Name OJ991116_17 . 0421.C8 .o4 .tc 

Start 10870 

GI none 

Exons 10870. .10995, 10871.. 10996 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Cress ■ 

End 10996 

Score 195 



: ; Seq. No. 51985 

^ Gene No. 109953 

\2 Start 20830 

□ Name OJ991116_17 . 0421 . C8 . o2 . tc 

p Start 10996 

GI none 

Exons 10996. .11238, 11000.. 11242 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Cress 

End 11242 

Score 371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51985 

109953 

20830 

OJ991116_17.0421.C8.ol.ts 

11011 

none 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Soybean 

End 12643 

Score 505 



11011. .11328, 11012. .11332, 1244 6 .. 12520, 124 4 8 .. 12627 , 
12563. .12643 



Seq. No. 51985 

Gene No. 109953 

Start 20830 

Name OJ991116 17 . 0421 .C8 . o3 . tm 



Seq. ID OJ991116_17.0421.C8 
Strand 

End 21018 

Method TBLASTX : Mai ze 



53219 



Start 


11173 








End 12637 




GI 


none 








Score 270 




Exons 


11173. 


.11334, 


11174, 


. .11335, 


12445. . 12504, 12446 


. . 12520, 




12451. 


.12636, 


12563 


. .12637 






Seq. No. 


51985 








Seq. ID OJ991116 


_17.0421.C8 




109953 








ocrana 




Start 


20830 








End 21018 




Name 


OJ991116 17. 0421. C8 , 


. o5 . tc 


Method TBLASTX : 


Cress 


Start 


12446 








End 12652 




GI 


none 








Score 107 




Exons 


12446. 


.12520, 


12451. 


. .12627, 


12563. .12652 




Seq. No. 


51985 








Seq. ID OJ991116 


_17.0421.C8 


Gene No. 


109953 








Strand 




Start 


20830 








End 21018 




Name 


OJ991116 17. 0421. C8. 


. o4 . tm 


" Method TBLASTX : 1 


Maize 


Start 


14838 








End 20668 




GI 


none 








Score 118 




Exons 


14838. 


.14894, 


14937, 


. .15035, 


14941. .15036, 14941 


. .15030, 




15529. 


. 15612, 


15539. 


. .15655, 


15551. .15655, 15717 


. .15803, 




15721. 


.15795, 


15723. 




10/^:4. . 1DOU / / lODDO 


. .id/ 10, 




16669. 


.16782, 


16670. 


. .16783, 


16670. .16111, 18408 


. .18503, 




18421. 


.18522, 


18421. 


. .18504, 


18423. .18518, 19556 


. .19678, 




19557. 


.19679, 


19811. 


, .19894, 


19817. .19891, 19821 


. .19895, 




19821. 


.19895, 


20003. 


.20053, 


20004. .20033, 20005 


. .20091, 




20048. 


.20086, 


20534. 


, .20641, 


20597.. 20668 ' 




Seq. No. 


51985 








Seq. ID OJ991116 


_17.0421.C8 


Gene No. 


109953 








Strand 




Start 


20830 








End 21018 




Name 


OJ991116 17. 0421. C8. 


o4 . ts 


Method TBLASTX:; 


Soybean 


Start 


14838 








End 20668 


GI 


none 








Score 118 




Exons 


14838. 


.14894, 


14937. 


. 15035, 


14941. .15036, 14941 


. .15030, 




15529. 


.15612, 


15539. 


.15655, 


15551. .15655, 15717 


. .15803, 




15721. 


.15795, 


15723. 


.15809, 


15724. . 15807, 16668 


. .16775, 




16669. 


.16782, 


16670. 


.16783, 


16670. .16777, 18408 


. .18503, 




18421. 


.18522, 


18421. 


.18504, 


18423. .18518, 19556 


. .19678, 




19557. 


.19679, 


19811. 


.19894, 


19817. .19891, 19821 


. .19895, 




19821. 


.19895, 


20003. 


.20053, 


20004. .20033, 20005 


. .20091, 




20048. 


.20086, 


20534. 


.20641, 


20597. .20668 





Seq. No. 51985 Seq. ID OJ991116_17 . 0421 . C8 

Gene No. 109953 Strand 

Start 20830 End 21018 

Name OJ991116_17 . 0421 . C8 . o4 . gp Method AAT/GAP 

Start 20830 End 21018 

GI uC-osflcypl25f05bl Score 363 

Exons 20830. .21018 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 51986 

Gene No. 109954 

Start 12 

Name OJ991116_17 . 0421 . C9 . ol . gs 



Seq. ID OJ991116_17.0421.C9 

Strand + 

End 1455 

Method GENSCAN 



53220 



Start 
GI 

Exons 



12 End 1455 

none Score .64 

12. .98, 914. .1069, 1267. .1455 



Seq. No. 51986 Seq. ID 

Gene No. 109955 Strand 

Start 2150 End 

Name OJ991116_17 . 0421 . C9 . o2 . gs Method 

Start 2150 End 

GI . none Score 

Exons 2150.. 2202 



OJ991116_17.0421.C9 

2202 
GENSCAN 
2202 
.59 



Seq. No. 51987 
Gene No. 109956 
Start 757 

Name OJ991116_17 . 0421 . C10 . ol . gs 

Start 757 
GI none 

Exons 757.. 894, 1081.. 1295, 3913.. 

5480.. 5623, 5703.. 5863, 5942 
7603. .7708 



Seq. ID OJ991116_17. 0421. C10 

Strand + 

End 7854 

Method GENSCAN 

End 7708 

Score .55 
4094, 4306. .4388, 5181. .5295, 
..6295, 6653. .6773, 6868. .7078, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51987 
109956 
757 

OJ991116JL7. 0421. C10. ol.np 
826 

3582339 
826. .1263 

(AC005496) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991116_17. 0421. C10 

Strand + 

End 7854 

Method AAT/NAP 

End 12 63 

Score 504 



51987 

109956 

757 

OJ991116JL7. 0421. C10. o3.np 

4363 

6759449 



Seq. ID OJ991116_17. 0421. C10 
Strand + 
End 7854 
Method AAT/NAP 
End 7854 
Score 180 
4363. .4430, 5703. .5863, 5942. .6215, 7753. .7854 
(AL137189) putative protein [Arabidopsis thaliana] 



51987 

109957 

3645 

OJ991116_17. 0421. C10. o2.np 
3645 
133999 
3645. .3829, 
CHLOROPLAST 



.4039, 4417, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4567 



OJ991116_17. 0421. C10 

4567 
AAT/NAP 
4567 
274 



3904, 

30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 
ribosomal protein S7 - rice chloroplast gi | 12037 | emb | CAA33942 | 
(X15901) ribosomal protein S7 [Oryza sativa] 

gi|12065|emb|CAA33919| (X15901) ribosomal protein S7 [Oryza 
sativa] gi | 226657 | prf | | 1603356CH ribosomal protein S7 [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



51987 

109958 

8087 



Seq. ID OJ991116_17. 0421. C10 
Strand 

End 15121 



53221 



Name 

Start 

GI 

Exons 



OJ991116_17 . 0421 . CIO . ol . tw Method TBLASTX : Wheat 
789 End 1050 

none Score 69 

789.-866, 790. .867, 862. .1050, 873. .1046 



Seq. No. 51987 

Gene No. 109958 

Start 8087 

Name OJ991116_17 . 0421 . C10 . ol . ts 

Start 829 

GI none 

Exons 829.. 882, 891.. 1256, 892.. 1257 



Seq. ID OJ991116_17. 0421. C10 
Strand 

End 15121 

Method TBLASTX : Soybean 

End 1257 

Score 44 



Seq. No. 51987 Seq. ID 

Gene No. 109958 Strand 

Start 8087 End 

Name OJ991116_17 . 0421 . C10 . ol . tm Method 

Start 852 End 

GI none Score 

Exons 852.. 1256, 853.. 1257 



OJ991116_17. 0421. C10 
15121 

TBLASTX: Maize 

1257 

619 



Seq. No. 51987 

Gene No. 109958 

Start 8087 

Name OJ991116_17 . 0421 .C10 . ol . tc 

Start 891 

GI none 
Exons 



Seq. ID OJ991116_17. 0421. C10 



Strand 
End 

Method 

End 

Score 



15121 

TBLASTX: Cress 

1263 

211 



891. .1013, 892. .1014, 1023. .1253, 1027.. 1263 



U 



Seq. No. 51987 
Gene No. 109958 
Start 8087 

Name OJ991116_17 . 0421 . C10 . o2 . tm 

Start 3433 
GI none 

Exons 3433.. 3615, 3455.. 3622, 3459. 

3599.. 3685, 3612.. 3722, 3619. 
3697.. 3846, 3698.. 3859, 3705. 
3846.-3875, 3871. .3903, 3874. 
3945.. 3986, 3947.. 4000 

Seq. No. 51987 

Gene No. 109958 

Start 8087 

Name OJ991116_17 .0421 . C10 . o2 . ts 

Start 3455 

GI none 
Exons 



Seq. ID OJ991116_17. 0421. C10 
Strand 

End 15121 
Method TBLASTX : Mai ze 
End 4 000 

Score 168 

.3626, 3459. .3617, 3461. .3619, 
.3684, 3620. .3721, 3697.. 3846, 
.3878, 3811. .3894, 3827. .3892, 
.3903, 3919.. 3981, 3921.. 3950, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_17. 0421. C10 
15121 

TBLASTX : Soybean 

4000 

38 



3455. .3484, 3497. .3619, 3511. .3546, 3522. .3626, 3621. .3686, 
3626. .3718, 3699. .3845, 3705. .3845, 3706. .3852, 3706. .3846, 
3883. .3903, 3919. .3945, 3956. .4000, 3957. .3986 



Seq. No. 51987 Seq. ID 

Gene No. 109958 Strand 

Start 8087 End 

Name OJ991116_17 . 0421 . C10 . o2 . tc Method 

Start 3517 End 

GI none Score 



OJ991116_17. 0421. C10 
15121 

TBLASTX: Cress 

4000 

43 



53222 



Exons 



3517. .3546, 3531. .3626, 3551. .3619, 3611. .3685, 3621. .3722, 

3625. .3684, 3627. .3686, 3641. .3721, 3668.-3847, 3699. .3845, 

3706. .3846, 3811. .3876, 3880. .3903, 3919. .3945, 3953. .4000, 
3954. .3986 



Seq. No. 51987 Seq. ID OJ991116_17 . 0421 . CIO 

Gene No. 109958 Strand 

Start 8087 End 15121 

Name OJ991116_17 . 0421 . CIO . o2 . gs Method GENS CAN 

Start 8087 End 15121 

GI none Score .87 

Exons 8087. .8113, 8171. .8239, 9531. .9596, 9946. .10026, 10138. .103^ 

10499. .10595, 11000 .. 11130 , 11756 .. 1178 6, 11853 .. 11942, 

12019. .12124, 12218. .12288, 12366 12523, 13080 .. 13290, 
14001. .14471, 14789.. 15121 



Seq. No. 51987 Seq. ID 

Gene No. 109958 Strand 

Start 8087 End 

Name OJ991116_17 . 0421 . C10 . o4 . np Method 

Start 10183 End 

GI 6759450 Score 

Exons 10183. .10346, 10499. . 10595, 108 64 .. 10917 , 

11173. .11594, 11747. .11942, 12019 .. 12124 , 



OJ991116_17. 0421. C10 

15121 
AAT/NAP 
15065 
1283 

11000. .11098, 
12218. .12288, 



12363. .12523, 13080 .. 13290, 14001 .. 14471, 14789. .15065 
GI Descrip. (AL137189) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 51987 Seq. ID 

Gene No. 109958 Strand 

Start 8087 End 

Name OJ991116_17 . 0421 . C10 . o3 . tm Method 

Start 12084 End 

GI none Score 
Exons 



OJ991116_17. 0421. C10 
15121 

TBLASTX : Maize 

12523 

44 



12084. .12125, 12085. .12126, 12085 .. 12126, 12087 .. 12128 , 

12092. .12130, 12215. .12289, 12217 .. 12288 , 12219 .. 12314 , 

12220. .12315, 12228. .12365, 12351 .. 12518 , 12363 .. 12521, 
12371. .12523 



Seq. No. 51988 Seq. ID 

Gene No. 109959 Strand 

Start 1095 End 

Name OJ991116_17 . 0421 .Cll . ol . gp Method 

Start 1095 End 

GI none Score 

Exons 1095.. 1495 



OJ991116_17. 0421. Cll 
+ 

1495 
AAT/GAP 
1495 
798 



Seq. No. 51988 

Gene No. 109960 

Start 10740 

Name OJ991116_17 . 0421 .Cll . o2 . gp 

Start 10740 

GI 35111_1.R1084 

Exons 10740. .11307 

GI Descrip. ? 3021344 /emb | CAA0624 4 | l.Oe- 
[Cicer arietinum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_ 
+ 

11307 
AAT/GAP 
11307 
1060 



17. 0421. Cll 



12 (AJ004959) hypothetical protein 



Seq. No. 



51988 



Seq. ID OJ991116_17. 0421. Cll 



53223 



Gene No. 


109961 




Strand 




Start 


1603 




End 


2845 


Name 


OJ991116 17.0421.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


1603 




End 


2651 


GI 


none 




Score 


.87 


Exons 


1603.. 2056, 2337.. 2404, 


2487. 


.2651 




Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421.C11 


Gene No. 


109961 




Strand 




Start 


1603 




End 


2845 


Name 


OJ991116 17.0421.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1609 




End 


2845 


GI 


7447521 




Score 


517 


Exons 


1609.. 2093, 2371.. 2404, 


2487. 


.2845 




GI Descrip. 


hypothetical protein F26B6.6 


- Arabidopsis thaliana 




gi | 3242704 | gb | AAC23756 . 


1| (AC003040) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421.C11 


Gene No. 


109962 




Strand 




Start 


4642 




End 


10458 


Name 


OJ991116 17.0421.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


4642 




End 


10410 


GI 


none 




Score 


.54 


Exons 


4642. .4728, 4828. .4963, 


5409. 


.5592, 7011. .7203, 7543. .7613, 




7932. .8022, 8347. .8444, 


8688. 


.8825, 8965. .9043, 9405. .9527, 




9956. .9998, 10097. .10410 






Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421.C11 


Gene No. 


109962 




Strand 




Start 


4642 




End 


10458 


Name 


OJ991116 17.0421.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


7017 




End 


10458 


GI 


7340662 




Score 


811 


Exons 


7017.. 7203, 7543.. 7606, 


7696. 


.7822, 7932. .8022, 8347. .8435, 




8688. .8804, 8965. .9031, 


9119. 


.9238, 9405.. 9529, 9922.. 9998, 




10097. .10458 








GI Descrip. 


(AL162506) 3-deoxy-D-manno-octulosonic 


acid transf erase-lik< 




protein [Arabidopsis thaliana] 




Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421.C11 


Gene No. 


109963 




Strand 




Start 


10897 




End 


14400 


Name 


OJ991116 17.0421.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1575 




End 


2711 


GI 


none 




Score 


144 


Exons 


1575. .1688, 1606. .1806, 


1607. 


.1732, 1609. .1815, 1798. .2058, 




1810. .1992, 1874. .2047, 


2485. 


.2559, 2487. .2711, 2488. .2565, 




2614.. 2688 








Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421.C11 


Gene No. 


109963 




Strand 




Start 


10897 




End 


14400 


Name 


OJ991116 17.0421.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1604 




End 


2055 


GI 


none 




Score 


71 


Exons 


1604. .1795, 1612. .1824, 


1789. 


.2019, 1877.. 2020, 2017.. 2055 
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Seq. No. 51988 

Gene No. 109963 

Start 10897 

Name OJ991116JL7 . 0421 .Cll . o3 . ts 

Start 2361 

GI none 

Exons 2361.. 2405, 2363.. 2407, 2372. 
248S..2685 



OJ991116_17. 0421. Cll 
14400 

TBLASTX: Soybean 

2702 

53 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2407, 2481. .2579, 2484. .2702, 



Seq. No. 51988 

Gene No. 109963 

Start 10897 

Name OJ991116JL7 . 0421 . Cll . o4 . tc 

Start 2484 

GI none 

Exons 2484.. 2711, 



2500. .2559, 2614, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2682 



OJ991116_17. 0421. Cll 
14400 

TBLASTX: Cress 

2711 

'51 



Seq. No. 51988 

Gene No. 109963 

Start 10897 

Name OJ991116_17 . 0421. Cll .o2 .tm 

Start 7558 

GI none 

Exons 7558.. 7623, 7559.. 7615, 7693. 

7739. .7852, 7897. .8019, 7931, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991116 17. 0421. Cll 



14400 

TBLASTX: Maize 
8026 
60 

7842, 7701. .7844, 7702. .7839, 
8026, 7932..7997, 7937.. 8017 



Seq. No. 51988 Seq. ID 

Gene No. 109963 Strand 

Start 108 97 End 

Name OJ991116_17 . 0421 . Cll . o2 . ts Method 

Start 10882 End 

GI none Score 

Exons 10882. .11289, 10898.. 11287 



OJ991116_17. 0421. Cll 
14400 

TBLASTX : Soybean 

11289 

242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51988 Seq. ID 

109963 Strand 

10897 End 

OJ991116_17 . 0421 . Cll . o3 . gs Method 

10897 End 

none Score 



OJ991116_17. 0421. Cll 

14400 
GENSCAN 
14400 
.56 



10897. .11645, 11819. 
14145. .14400 



,12145, 13071. .13166, 13502 .. 13609, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51988 Seq. ID 

109963 Strand 

10897 End 

OJ991116_17. 0421. Cll. o3.np Method 

10900 End 

6579208 Score 



OJ991116_17. 0421. Cll 

14400 
AAT/NAP 
14371 
1230 



10900. .11630, 11734. .11935, 12048 1214 5 , 14145. 
(AC011438) T23G18.9 [Arabidopsis thaliana] 



,14371 



Seq. No. 51988 Seq. ID 

Gene No. 109963 Strand 

Start 10897 End 

Name OJ991116 17 . 0421 . Cll . o2 . tc Method 



OJ991116_17. 0421. Cll 
14400 

TBLASTX: Cress 



53225 



# • 





Start 


10903 




End 


11256 






GI 


none 




Score 


108 






Exons 


10903. .11256, 11030.. 


11194 










Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421 


.Cll 




Gene No. 


109963 




Strand 








Start 


10897 




End 


14400 






Name 


OJ991116 17.0421.C11. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


11053 




End 


11631 






GI 


none 




Score 


168 






Exons 


11053. .11340, 11368.. 


11631 










Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421 


.Cll 




Gene No. 


109963 




Strand 








Start 


10897 




End 


14400 






Name 


OJ991116 17.0421.C11. 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


11338 




End 


14397 






GI 


none 




Score 


210 






Exons 


11338. .11589, 11348. . 


11587, 


11362. .11589, 11602. .11646, 








11747. .11941, 11748. . 


11936, 


12025. .12147, 12048. .12146, 








14143. .14397, 14144.. 


14386 










Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421 


.Cll 


i, -i 


Gene No. 


109963 




Strand 








Start 


10897 




End 


14400 




■= w 


Name 


OJ991116 17.0421.C11. 


o3 . tc 


Method 


TBLASTX: Cress 




in 


Start 


11540 




End 


12143 




FLJ 


GI 


none 




Score 


49 




■a sr 


Exons 


11540. .11584, 11542.. 


11586, 


11600. .11632, 11602. .11646, 




E. L§ 




11724. .11936, 11729.. 


11941, 


12024. .12143 




:. 


Seq. No. 


51988 




Seq. ID 


OJ991116_17.0421 


.Cll 


fy 


Gene No. 


109963 




Strand 






5 


Start 


10897 




End 


14400 




o 


Name 


OJ991116 17.0421.C11. 


ol.tc 


Method 


TBLASTX .-Cress 






Start 


14146 




End 


14397 






GI 


none 




Score 


247 




'si 


Exons 


14146. .14397, 14159.. 


14386 








t 


Seq. No. 


51989 




Seq. ID 


OJ991116_17.0421 


.C12 


t, _3 


Gene No. 


109964 




Strand 








Start 


1 




End 


182 






Name 


OJ991116 17.0421.C12. 


ol . gp 


Method 


AAT/GAP 






Start 


1 




End 


182 






GI 


60013 1.R1084 




Score 


360 






Exons 


1. .182 












GI Descrip. 


•5734616/dbj IAP000391 


.1IAP000391 8.0e- 


61 Oryza sativa genomic 






DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


51989 




Seq. ID 


OJ991116_17 .0421 


.C12 




Gene No. 


109965 




Strand 








Start 


1685 




End 


3199 






Name 


OJ991116 17.0421.C12. 


o2 . gs 


Method 


GENSCAN 






Start 


1685 




End 


3199 






GI 


none 




Score 


.58 






Exons 


1685.. 1778, 3072.. 3199 
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fi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



jf Seq. No. 
J Gene No. 
y Start 
Name 
Start 
GI 

Exons 



*5 Seq. No. 
fi Gene No. 
^ Start 
= ^ Name 

Start 

GI 

Exons 



51990 

109966 

6486 

OJ991116_17.0421.C13.o2.gs 

6486 

none 



Seq. ID OJ991116_17.0421.C13 

Strand + 

End 9595 

Method GENSCAN 

End 9577 

Score .84 



6486. .6939, 7023. .7120, 7507. .7607, 8418. .8553, 8645. .8695, 
8801. .9088, 9386. .9577 



51990 

109966 

6486 

OJ991116_17.0421.C13.o2.np 

6489 

3860251 



Seq. ID OJ991116_17.0421.C13 

Strand + 

End 9595 

Method AAT/NAP 

End 9595 

Score 1330 



6489. .7120, 7208. .7378, 7504. .7607, 8418. .8553, 8645. .8695, 
8801. .9088, 9386. .9595 

(AC005824) putative membrane transporter [Arabidopsis thaliana] 



51990 
109967 
646 

OJ991116_17.0421.C13.ol.np 
646 

6630699 
646.-726 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ991116_17.0421.C13 
Strand 

End 726 

Method AAT/NAP 

End 726 

Score 95 



51990 

109968 

7022 

OJ991116_17.0421.C13.o2.ts 

7022 

none 



Seq. ID OJ991116_17.0421.C13 
Strand 

End 7330 

Method TBLASTX : Soybean 

End 7330 

Score 125 



7022. .7138, 7039. .7113, 7211. .7330, 7222. .7329 



51990 

109969 

7232 

OJ991116_17.0421.C13.ol.tm 

7232 

none 



Seq. ID OJ991116_17.0421.C13 
Strand 

End 9592 

Method TBLASTX: Maize 

End 9055 

Score 35 



7232. .7258, 7258. .7359, 7259.-7378, 7489. .7608, 7512. .7610, 
8407. .8553, 8412. .8513, 8639. .8704, 8645. .8719, 8800. .9045, 
8819. .9055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



51990 

109969 

7232 

OJ991116_17.0421.C13.ol.ts 

8645 

none 



Seq. ID OJ991116_17.0421.C13 
Strand 

End 9592 

Method TBLASTX: Soybean 

End 9592 

Score 81 



8645. .8716, 8800. .9099, 8819. .9058, 9361. .9591, 9386. .9592 
51990 Seq. ID OJ991116_17 . 0421 . C13 



53227 



Gene No. 109969 Strand 

Start 7232 End 

Name OJ991116_17.0421.C13.o2.tm Method 

Start 9386 End 

GI none Score 

Exons 9386.. 9592, 9395.. 9574 



9592 

TBLASTX: Maize 

9592 

230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51991 
109970 
1 

OJ991116_17.0421.C14.ol.np 
1 

3860251 
1..202, 947. .1197 

(AC005824) putative membrane transporter [Arabidopsis thaliana] 



Seq. ID OJ991116_17.0421.C14 

Strand + 

End 2259 

Method AAT/NAP 

End 1197 

Score 4 95 



51991 

109970 

1 

OJ991116_17.0421.C14.ol.gs 

1015 

none 

1015.. 1175, 2133.. 2259 



Seq. ID OJ991116_17.0421.C14 

Strand + 

End 2259 

Method GENSCAN 

End 2259 

Score . 7 



?: 2 



Seq. No. 51991 

Gene No. 109971 

Start 1130 

Name OJ991116JL7 . 0421 . C14 . ol . tm 

Start 21 

GI none 
Exons 



Seq. ID OJ991116_17.0421.C14 
Strand 

End 1597 

Method TBLASTX: Maize 

End 1200 

Score 60 



21. .107, 34. .108, 35. .124, 116. .205, 973. .1161, 978. .1088, 
1170. .1193, 1171.. 1200 



Seq. No. 51991 

Gene No. 109971 

Start 1130 

Name OJ991116_17 . 0421 . C14 . ol . gp 

Start 1130 

GI uC-osflcypl32f03al 

Exons 1130.. 1597 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 2.0e-27 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ991116_17.0421.C14 
Strand 

End 1597 

Method AAT/GAP 

End 1597 

Score 908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51992 

109972 

6052 

OJ991116_17 .0421.C15.o2.gs 

6052 

none 



Seq. ID OJ991116_17.0421.C15 

Strand + 

End 13827 

Method GENSCAN 

End 13761 

Score .71 



6052. .6170, 6243. .6357, 7420. .7574, 10827 .. 11091, 11252 .. 11509, 
11624. .11783, 12428. .12497, 13683. .13761 



Seq. No. 51992 

Gene No. 109972 

Start 6052 

Name OJ991116_17 . 0421 . CIS . o2 . np 

Start 10942 



Seq. ID OJ991116_17.0421.C15 

Strand + 

End 13827 

Method AAT/NAP 

End 13827 



53228 



GI 7493532 Score 247 

Exons 10942. .11091, 11252 .. 11509, 11624 .. 11787, 11876 .. 11992, 

12562. .12665, 12797 .. 12859, 13782.. 13827 
GI Descrip. Trp-Asp repeat protein - fission yeast {Schizosaccharomyces 

pombe) gi| 5830509 | emb | CAB54817.il (AL110506) WD repeat protein 

[Schizosaccharomyces pombe] 



Seq- No. 


51992 


Seq. ID 


OJ991116_17.0421.C15 


Gene No. 


109972 


Strand 


+ 


Start 


6052 


End 


13827 


Name 


OJ991116 17.0421.C15 


. o3.np Method 


AAT/NAP 


Start 


12575 


End 


13482 


GI 


6693030 


Score 


382 


Exons 


12575. .12665, 12797. 


.13117, 13200. .13273, 13443. .13482 


GI Descrip. 


(AC012375) T22C5.29 


[Arabidopsis thaliana] 


Seq. No. 


51992 


Seq. ID 


OJ991116_17.0421.C15 


Gene No. 


109973 


Strand 




Start 


309 


End 


6166 


Name 


OJ991116 17.0421.C15 


. ol.gp Method 


AAT/GAP 


Start 


309 


End 


642 


GI 


701114 


Score 


653 


Exons 


309. .642 






GI Descrip. 


5852170/emb|AL117265 


.1IOST17804 2.0e-27 


Oryza sativa 




indica (GLA4 ) genomic 


DNA, chromosome 4, 


BAC clone :tl7804 



[fl Seq. No. 51992 Seq. ID OJ991116_17 . 0421 . C15 

fjj Gene No. 109973 Strand 

fjt Start 309 End 6166 

M Name OJ991116_17 . 0421 . C15 . ol . gs Method GENSCAN 

^ Start 371 End 5415 

GI none Score . 61 

ry Exons 371.. 1526, 1925.. 2204, 2290.. 2723, 2809.. 2996, 2998.. 3148, 

s 4008. .4112, 5055. .5242, 5322. .5415 

l'z Seq. No. 51992 Seq. ID OJ991116_17 . 0421 . C15 

Gene No. 109973 Strand 

Start 309 End 6166 

%J Name OJ991116_17 . 0421 . C15 . ol .np Method AAT/NAP 

O Start 551 End 5415 

R GI 5852181 Score 3450 

%a5 Exons 551. .1526, 1925. .2144, 2290. .2342, 2421. .2723, 2809. .2972, 
2998. .3148, 4008. .4112, 5055. .5242, 5322. .5415 
GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51992 

109973 

309 

OJ991116_17.0421.C15.o3.tm 

633 

none 



Seq. ID OJ991116_17.0421.C15 
Strand 

End 6166 

Method TBLASTX : Maize 

End 1180 

Score 126 



633. .761, 864. .1034, 918. .1034, 922. .1035, 923. .1036, 925. .1077, 
1042.. 1125, 1044.. 1166, 1132.. 1161, 1133.. 1180 



Seq. No. 
Gene No. 
Start 



51992 

109973 

309 



Seq. ID OJ991116_17.0421.C15 
Strand 

End 6166 



53229 





Name 


OJ991116 17, 


.0421.C15.o2. 


■ 9P 


Method 


AAT/GAP 




Start 


3705 




End 


6166 




GI 


102 6.R1084 






Score 


1663 




Exons 


3705. .4112, 


5055. .5242, 


5322. 


.5459, 6021. .6166 




GI Descrip. 


•2911068/emb ICAA17530.il 


1 l.Oe 


-78 (AL021960) GlO-like protein 






[Arabidopsis thaliana] 1 










Seq. No. 








Seq. ID 


OJ991116_17.0421.C15 




Gene No. 








Strand 






0 Lai. i_ 








End 


6166 




Name 


VJUyyillO It . 


U4 L 1 . UIO . Ol . 


. tw 


Method 


TBLASTX: Wheat 




Start 


3884 






End 


5223 




GI 


none 






Score 


39 




Exons 


0004 "5Q9Q 

0 ft . .J 0 , 


"3 Q 9 /|i 00 
J? . . 4 L&.£ f 


3956. 


.4123, 3957. .4115, 3964. .4122, 






crtoi C. O O O 


en c e cool 
OUO 0 . . DZZ J 










Seq. No. 


CI QQO 






Seq. ID 


OJ991116_17.0421.C15 




Gene No. 


1 Pi QQ7 *5 






Strand 








ouy 






End 


6166 




Name 


P. TQ Q1 1 1 C 17 

uuy y ± 1 id 1 / . 


n/ioi pip /-\i 


ts 


Method 


TBLASTX : Soybean 




Start 








End 


5419 




GI 


none 






Score 


221 




Exons 


3955. .4122, 


3957. .4115, 


5031. 


.5243, 5049. .5237, 5056. .5247, 






CnCC CO A A 
JUDO . . D/. HH. , 


CQ1 Q C./I1/1 

ooiy . . 04 14 , 


5320. 


.5415, 5323. .5415, 5324. .5419 




Seq. No. 


CI QQO 

oiyyz 






Seq. ID 


OJ991116_17.0421.C15 




Gene No. 


1 O.QQ7 *a 

luy y / 0 






Strand 




ru 


Start 


*5fiQ 






End 


6166 






P TQQl 11C 17 

ujyyiiib 1 1 . 


Hyi Ol PIC — 1 

U4Z 1 . UlO . Ol . 


4- r> 

L C 


Method 


TBLASTX: Cress 


! : jj 


Start 


*^QR7 

jyo / 






End 


5421 




GI 


none 






Score 


169 


w 


Exons 


3957. .4109, 


3961. .4110, 


3973. 


.4110, 5031. .5141, 5056. .5139, 


i if 




5057. .5146, 


5142. .5228, 


5143. 


.5247, 5145. .5243, 5314. .5421, 


a 




jJIj . . 04 iy , 


coon c / 01 
O jzU . . 04Z1 








? 1 


Seq. No. 


CI QQO 

0 iyyz 






Seq. ID 


OJ991116_17.0421.C15 




Gene No. 


1 HQQ7 *3 

iuy y / 0 






Strand 




f ™ 


Start 


juy 






End 


6166 




Mama 


P TQ Q1 11C IT 


n / 01 01c — 1 
U4z 1 . Clo . Ol . 


-f-m 

tlu 


Method 


TBLASTX: Maize 




Start 


3957 






End 


5430 




GI 


none 






Score 


171 




Exons 


3957. .4115, 


3958. .4122, 


3960. 


.4115, 3961. .4122, 5031,. 5243, 






5049. .5240, 


5056. .5247, 


5056. 


.5244, 5311. .5430, 5319. .5429, 






5323. .5430 












Seq. No. 


51992 






Seq. ID 


OJ991116_17.0421.C15 




Gene No. 


109974 






Strand 






0 tdi L 


11662 






End 


13099 




Name 


OJ991116 17. 


0421.C15.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


11662 






End 


11978 




GI 


none 






Score 


156 




Exons 


11662. .11781, 11663. .11797, 11666 11782, 11667 .. 11801 , 






11856. .11978, 11870.. 11977 








Seq. No. 


51992 






Seq. ID 


OJ991116_17.0421.C15 




Gene No. 


109974 






Strand 






Start 


11662 






End 


13099 



53230 



Name 

Start 

GI 

Exons 



OJ991116JL7. 0421. CIS. o2 . tm Method 
11840 End 
none Score 



TBLASTX: Maize 

12875 

172 



11840. .12004, 11843. .12025, 11871 .. 12023, 12472 .. 12 663, 
12473. .12664, 12474 .. 12665, 12484 .. 12669, 12773 .. 128 62, 
12781. .12873, 12786.. 12875 



Seq. No. 51992 

Gene No. 109974 

Start 11662 

Name OJ991116_17 . 0421 . C15 . o2 . ts 

Start 12587 

GI none 
Exons 



Seq. ID OJ991116_17.0421.C15 
Strand 

End 13099 

Method TBLASTX : Soybean 

End 13099 

Score 109 



12587. .12667, 12592 12672, 12595 .. 12669, 12781 .. 12951, 
12795. .12938, 12817 12939, 13015 .. 13095 , 13028. .13099 



Seq. No. 51993 

Gene No. 109975 

Start 2107 

Name OJ991116_16 . 0421 . CI . ol . gs 

Start 2107 

GI none 
Exons 



Seq. ID OJ991116_16.0421.C1 

Strand + 

End 8590 

Method GENSCAN 

End 8590 

Score .69 



2107. .2461, 3054. .3816, 3875. .3899, 4070. .4441, 4502. .8590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51993 
109975 
2107 

OJ991116_16.0421.Cl.ol.np 
4067 
4680179 
4067. .5152, 5186. .8587 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991116_16.0421.C1 

Strand + 

End 8590 

Method AAT/NAP 

End 8587 

Score 5414 



51993 
109976 
641 

OJ991116JL6. 0421.Cl.ol.gp' 
641 

uC-osflcyp033a04bl 
641. .1022 

, 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991116_16.0421.C1 
Strand 

End 1022 

Method AAT/GAP 

End 1022 

Score 667 



Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421 


.CI 


Gene No. 


109977 








Strand 






Start 


4316 








End 


4515 




Name 


OJ991116 16. 


0421 


.Cl.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4316 








End 


4515 




GI 


none 








Score 


203 




Exons 


4316. .4513, 


4318 


. .4515 










Seq. No. 


51993 








Seq. ID 


OJ991116JL6.0421 


.CI 


Gene No. 


109978 








Strand 






Start 


4549 








End 


4900 




Name 


OJ991116 16. 


0421 


.Cl.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4549 








End 


4900 




GI 


none 








Score 


291 





53231 




Exons 


4549. 4743. 


4550 


4900 








Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109978 








Strand 




Start 


4549 








End 


4900 


Name 


OJ991116 16 


0421 


.Cl.06. 


tm 


Mpt hod 


TBLASTX * Maize 


Start 


4550 ~~ 








End 


4855 


GI 


none 








Score 


230 


Exons 


4550 . .4855, 


4564 


. .4680 








Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109979 








Strand 




Start 


5177 








End 


5581 


Name 


OJ991116 16 


0421 


.CI .o7 . 


tm 


Method 


TBLASTX • Maize 


Start 


5177 ~ 








End 


5530 


GI 


none 








Score 


189 


Exons 


5177 . . 5530 












Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109979 








Strand 




Start 


5177 








End 


5581 


Name 


OJ991116 16 

\J\J -/ X -L. X. XV. 


0421 


. CI . 08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5213 ~ 








End 


5581 


GI 


none 








Score 


165 


Exon s 

I_J *». V*/l X w 


5213 5422 


5269 


5361, 


54 68 . 


.5581, 5476.. 5580 


Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109980 








Strand 




Start 


5746 








End 


6619 


Name 


OJ991116 16 


0421 


. CI . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5746 ~ 








End 


6232 


GI 


none 








Score 


52 


Exons 


5746 6189. 


5750 


5800 


5855 . 


.6232, 5864.. 6229 


Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109980 








Strand 




Start 


5746 








End 


6619 


Name 


OJ991116 16 


0421 


. CI . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


5761 _ 








End 


6051 


GI 


none 








Score 


276 


Exons 


5761 6051. 


5762 


6049 








Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109980 








Strand 




Start 


5746 








End 


6619 


Name 


OJ991116 16 


0421 


CI o2 




Method 


TBLASTX: Cress 


Start 


5879 ~~ 








End 


6196 


GI 


none 








Score 


180 


Exons 


5879 6196 












Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421.C1 


Gene No. 


109980 








Strand 




Start 


5746 








End 


6619 


Name 


OJ991116 16. 


0421 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6119 








End 


6619 


GI 


none 








Score 


171 


Exons 


6119. .6298, 


6127 


. . 6246, 


6305. 


.6619, 6445.. 6498, 6526.. 6576 



53232 



OcCj. ViO . 










Seq. ID 


OJ991116_16.0421. 


CI 


Gene No. 


109980 








Strand 






Start 


5746 








End 


6619 




Name 


OJ991116 16. 


0421. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6173 








End 


6568 




GI 


none 








Score 


57 




Exons 


6173. .6205, 


6175. 


.6204, 


6209. 


.6568, 6210. .6242, 6292. .6567 


064. NO. 


CI QQO 








Seq. ID 


OJ991116_16.0421. 


CI 


Gene No. 


109980 








Strand 






Start 


5746 








£jna 






Name 


OJ991116 16. 


0421. 


Cl.o5. 


tw 


TUT 4— V"\ f \ ^"J 

Meinou 


1 tiij/\o 1 a : wnea t 




Start 


6281 








tiTLO. 


£ CO 0 




GI 


none 








Score 


JO Z 




Exons 


6281. .6583, 


6292. 


.6567 










oeq. JNO . 


CI QQO 

d 1 y y j 








Seq. ID 


OJ991116_16.0421. 


CI 


Gene No. 


109981 








Strand 






Start 


6584 








tjna 


/ u 1 0 




Name 


OJ991116 16. 


0421. 


Cl.o3. 


tw 


Method 


1 BLAb 1 a : wneat 




Start 


6584 










/UU j 




GI 


none 








Score 


d y 0 




Exons 


6584. .7009, 


6598. 


.7005, 


6632. 


. / uu y 






064. 1NO . 


CI QQO 








Seq. ID 


OJ991116_16.0421. 


CI 


Gene No. 


109981 








Strand 






Start 


6584 








CjLICL 


/uio 




Name 


OJ991116 16. 


0421. 


Cl.o3. 


ts 


Method 


•POT ACTV • G t rk <-\ -i t-> 

i d1j/io 1 a : ooyoean 




Start 


6590 








bna 


DO JJ 




GI 


none 








Score 


0 n q 
z u y 




Exons 


6590. .6835, 


6592. 


.6834 










oeq. lno . 


CI QQO 








Seq. ID 


OJ991116JL6.0421. 


CI 


Gene No. 


109981 








Strand 






Start 


6584 










/ U 1 0 




Name 


OJ991116 16. 


0421. 


Cl.o2. 


tm 


Method 


i dLAo i a : Ma 1 ze 




Start 


6655 








bna 


/Uio 




GI 


none 








Score 


4 0 4 




Exons 


6655. .7005, 


6656. 


.7009, 


6659. 


. / U X 0 






oeq . ino . 










otsq • l u 


O TQQ1 1 1 Ifi fid 9 1 


PI 


Gene No. 


109982 








Strand 






Start 


7018 








End 


8542 




Name 


OJ991116 16. 


0421. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7018 








End 


7576 




GI 


none 








Score 


630 




Exons 


7018. .7575, 


7085. 


.7576 










Seq. No. 


51993 








Seq. ID 


OJ991116_16.0421. 


CI 


Gene No. 


109982 








Strand 






Start 


7018 








End 


8542 




Name 


OJ991116 16. 


0421. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7283 








End 


7600 




GI 


none 








Score 


90 




Exons 


7283. .7456, 


7457. 


.7600, 


7459. 


.7599 







53233 





Seq. No. 


51993 




Seq. ID 


OJ991116_16.0421 


.CI 




Gene No. 


1 H Q QQ O 

±uy yo^ 




Strand 








Start 


70.18 




End 


8542 






Name 


OJ991116 16. 0421. CI. o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


7364 




End 


7625 






GI 


none 




Score 


296 






Exons 


7364. .7624, 7369. .7623, 


7443. 


.7625 








Seq. No. 


51993 




Seq. ID 


OJ991116_16.0421 


.CI 




Gene No . 






St rand 








Start 


7018 




End 


8542 






Name 


OJ991116 16. 0421. CI. o4. 


tm 


Method 


TBLASTX: Maize 






Start 


7422 




End 


7714 






GI 


none 




Score 


96 






Exons 


7422. .7610, 7423. .7710, 


7424. 


.7714 








Seq. No. 


51993 




Seq. ID 


OJ991116_16.0421 


.CI 




Gene No . 


iuy yyz 




otrana 








Start 


7018 




End 


8542 






Name 


OJ991116 16. 0421. CI. ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


7583 




End 


8209 






GI 


none 




Score 


688 






. Exons. . 


7583. .8209, 7639. .8097, 


8084. 


.8206 






■= S3, 
i. -J 


Seq. No. 


51993 




Seq. ID 


OJ991116_16.0421 


.CI 




Gene No . 


i u y yoz 




Strand 






rS 


Start 


7018 




End 


8542 




£ ij 


Name 


OJ991116 16. 0421. CI. ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7763 




End 


8362 




M 


GI 


none 




Score 


232 




^ xr 


Exons 


7763. .7924, 7766. .7918, 


7922. 


.8362, 7924. .8346 




ru 


Seq. No. 


51993 




Seq. ID 


OJ991116_16.0421 


.CI 




Gene No . 


luyyoz 




Strand 






r "i 


Start 


7018 




End 


8542 






Name 


OJ991116 16. 0421. CI. 06. 


tw 


Method 


TBLASTX: Wheat 




""-4 


Start 


8209 




End 


8542 






GI 


none 




Score 


322 






Exons 


8209. .8478, 8210. .8542 










?=~ 


Seq. No. 


51994 




Seq. ID 


OJ991116_16.0421 


.C2 




Gene No. 


109983 




Strand 


+ 






Start 


4084 




End 


4468 






Name 


OJ991116 16.0421.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


4084 




End 


4468 






GI 


uC-osflcyp033a04bl 




Score 


638 






Exons 


4084. .4468 












GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


51994 




Seq. ID 


OJ991116_16.0421 


.C2 




Gene No. 


109984 




Strand 


+ 






Start 


6599 




End 


8806 






Name 


OJ991116 16.0421.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


6495 




End 


6878 






GI 


uC-osflcyp033a04bl 




Score 


669 






Exons 


6495. .6878 











53234 



GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


51994 


Seq. ID 


OJ991116 


__16 . 0421 . C2 


Gene No. 


109984 


Strand 


+ 




Start 


6599 


End 


8806 




Name 


OJ991116 16.0421.C2.o2.gs 


Method 


GENSCAN 




Start 


6599 


End 


8806 




GI 


none 


Score 


. 75 




Exons 


6599. .6664, 8280. .8603, 8657. 


.8806 






Seq. No. 


51994 


Seq. ID 


OJ991116 


_16. 0421 . C2 


Gene No. 


109985 


Strand 


+ 




Cf a v~j- 


9252 


End 






Name 


OJ991116 16.0421.C2.o3.gp 


Method 


AAT/GAP 




Start 


9252 


End 


9502 




GI 


101153 1.R1084 


Score 


397 




Exons 


9252. .9502 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza 


sativa 



indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 51994 

Gene No. 109986 

Start 9518 

Name OJ991116_16 . 0421 . C2 . o4 . gp 

Start 9518 

GI 2428185 

Exons 9518.. 9945 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4 f BAC clone :t 17804 



Seq. ID OJ991116_16.0421.C2 

Strand + 

End 9945 

Method AAT/GAP 

End 9945 

Score 745 



Seq. No. 51994 

Gene No. 109987 

Start 10468 

Name OJ991116_16 . 0421 . C2 . o5 . gp 

Start 10468 

GI 61605_3.R1084 

Exons 10468. .10754 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ991116_16.0421.C2 

Strand + 

End 10754 

Method AAT/GAP 

End 10754 

Score. 335 



Seq. No. 51994 
Gene No. 109988 
Start 17868 

Name OJ991116_16 . 0421 . C2 . o5 . np 

Start 17868 
GI 6630699 
Exons 17868. .17905, 19136.. 19212 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991116_16.0421.C2 

Strand + 

End 19212 

Method AAT/NAP 

End 19212 

Score 8 6 



Seq. No. 51994 

Gene No. 109989 

Start 20797 

Name OJ991116_16 . 0421 . C2 . o5 . gs 

Start 20797 



Seq. ID OJ991116_16.0421.C2 

Strand + 

End 22518 

Method GENSCAN 

End 22518 



53235 






GI 


none 




Score 


.93 










Exons 


20797. .20839, 21695. 


.21853, 


21944. .225 


18 










Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




Gene No . 






Strand 


+ 










Start 


28799 




End 


30323 










Name 


OJ991116 16. 0421. C2. 


08 . gs 


Method 


GEN SCAN 










Start 


28799 




End 


30323 










GI 


none 




Score 


.58 










Exons 


28799. .29169, 29394. 


.29505, 


29538. .30323 










Seq. No. 


51994 




oeq. id 


HTQQ1 1 1 

uu y y ± i x d 


16. 


0421 


.C2 




Gene No . 


i n QQQ1 

±u y y y i 




btrana 


1 

T 










Start 


30940 




bna 


3 1 DO U 










Name 


OJ991116 16. 0421. C2. 


o9.gs 


Method 












Start 


30940 
















GI 


none 




Score 


Q "7 










Exons 


30940. .31085, 31245. 


.31650 














Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




Gene No . 






Strand 


+ 










Start 


33579 




End 


34563 










Name 


OJ991116 16. 0421. C2. 


olO . gs 


Method 


GENSCAN 










Start 


33579 




End 


34563 








3 


GI 


none 




Score 


1 










Exons 


33579. .34306, 34336. 


.34419, 


34512. .345 


63 








is 


Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




Gene No. 


109993 




Strand 












Start 


1 




End 


39032 










Name 


OJ991116 16. 0421. C2 . 


ol .np 


Method 


AAT/NAP 










Start 


1 




End 


14952 










GI 


5852180 




Score 


844 










Exons 


1..30, 1971. .2038, 2747. .3162, 3214. .3331, 6727. 


.6796, 








12372. .12484, 14933. 


.14952 














GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 












Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




Gene No. 


109993 




Strand 










J 




1 




End 


39032 










Name 


OJ991116 16. 0421. C2. 


o2 . np 


Method 


AAT/NAP 










Start 


6862 




End 


9857 










GI 


5852179 




Score 


297 










Exons 


6862. .6889, 8246. .8554, 8629 


..8850, 98 


37. . 9857 










GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 












Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




/-'___. XT a 

Gene No. 


109993 




Strand 












Start 


1 




End 


39032 










Name 


OJ991116 16. 0421. C2. 


o3. gs 


Method 


GENSCAN 










Start 


12062 




End 


14215 










GI 


none 




Score 


.51 










Exons 


12062. .14215 
















Seq. No. 


51994 




Seq. ID 


OJ991116_ 


16. 


0421 


.C2 




Gene No. 


109993 




Strand 












Start 


1 




End 


39032 









53236 



Name 

Start 

GI 

Exons 



OJ991116_16 . 0421 . C2 . 06 . tm Method TBLASTX : Maize 

12148 End 12523 

none Score 72 

12148. .12387, 1214 9 .. 12385, 12231 12389, 12386 .. 12460, 

12387. .12458, 12452.. 12523 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
U Start 
\1 Name 
m Start 

1~ Exons 



51994 

109993 

1 

OJ991116_16.0421.C2.o3.tm 

12655 

none 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Mai ze 

End ' 13348 

Score 36 



12655. .12756, 12722 13225, 1284 9 13019, 13316. .13348 



51994 
109993 
1 

OJ991116_16.0421.C2.o7 .tm 
13739 
none 

13739. .14017, 13740.. 14006 

51994 
109993 
1 

OJ991116_16.0421.C2.ol.ts 
13854 
none 

13854. .14009, 13856 14017 , 16370 16462, 16472 .. 16765, 
16472. .16834, 16479. .16832 



Seq. ID OJ991116_16.0421 . C2 
Strand 

End 39032 

Method TBLASTX: Maize 

End 14017 

Score 92 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Soybean 

End 16834 

Score 77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51994 

109993 

1 

OJ991116_16.0421.C2.o3.np 

13858 

7489454 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method AAT/NAP 

End 22382 

Score 772 



13858. .14526, 16377 .. 17622 , 22173.. 22382 

bacterial blight-resistance protein Xal - rice 

gi I 2943742 I dbj IBAA25068.il (AB002266) XA1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



51994 
109993 
1 

OJ991116_16.0421.C2.o4.np 
16314 
7489397 
16314. .17519 

NBS-LRR type resistance protein - barley (fragment) 

gi I 2792210 I gb I AAB96980.il (AF032683) NBS-LRR type resistance 

protein [Hordeum vulgare] 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method AAT/NAP 

End 17519 

Score 595 



51994 

109993 

1 

OJ991116_16.0421.C2.o5.tm 
16403 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Mai ze 

End 16858 



53237 



GI none Score 36 

Exons 16403. .16447, 16404 164 66, 16550 16858, 16554.. 16856 



Seq. No. 51994 

Gene No. 109993 

Start 1 

Name OJ991116_16 . 0421 .C2 . o2 . ts 

Start 16868 

GI none 

Exons 16868. .17017, 17075 17161, 
17288. .17344 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_16.0421.C2 
39032 

TBLASTX : Soybean 

17344 

65 



17186. .17299, 17208. .17300, 



Seq. No. 


51994 




Seq. ID 


OJ991116_16.0421 


.C2 


Gene No. 


109993 




Strand 






Start 


1 




End 


39032 




Name 


OJ991116 16. 0421. C2 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


16982 




End 


17356 




GI 


none 




Score 


235 




Exons 


16982. .17350, 16982 


. .17356, 


16983. .173 


54 




Seq. No. 


51994 




Seq. ID 


OJ991116_16.0421 


.C2 


Gene No. 


109993 




Strand 






Start 


1 




End 


39032 




Name • 


OJ991116 16. 0421. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17513 




End 


17941 




GI 


none 




Score 


71 




Exons 


17513. .17617, 17516 


. .17614, 


17523. .176 


18, 17626. .17733, 






17660. .17941, 17775 


. .17897 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



51994 
109993 
1 

OJ991116_16.0421.C2.o6.np 
21196 
5295955 

21196. .21758, 21798 .. 218 69, 
23242. .23353, 23891 .. 23961, 
38713. .38765 

(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
21948. .22137, 
31378. .31613, 



OJ991116 16. 0421. C2 



39032 
AAT/NAP 
38765 
704 

22186. 
34007. 



.22402, 
.34429, 



(EBV) genome. (V01555) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51994 

109993 

1 

OJ991116_16.0421.C2.o6.gs 

22965 

none 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method GENSCAN 

End 25728 

Score .41 



22965. .23044, 23230 .. 23289, 23891 .. 23960, 2424 4 24437 , 
24764. .25062, 25459 .. 25560, 25712.. 25728 



Seq. No. 51994 

Gene No. 109993 

Start 1 

Name OJ991116_16 . 0421 .C2 . ol . tw 

Start 29513 

GI none 
Exons 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Wheat 

End 29876 

Score 133 



29513. .29647, 29514 .. 29648 , 29651 .. 29875 , 29652. .29876 



53238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



51994 

109993 

1 

OJ991116_16.0421.C2.ol.tm 

29741 

none 

29741. .30070, 29760.. 30071 

51994 

109993 

1 

OJ991116_16.0421.C2.ol.tc 

29753 

none 

29753. .29953, 29760.. 29996 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Mai ze 

End 30071 

Score 4 68 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method TBLASTX : Cress 

End 29996 

Score 197 



51994 
109993 
1 

OJ991116_16.0421.C2.o6.gp 
32819 

uC-osflm202104a07bl 
32819. .32978 

, 5852170/emb|AL117265.1 IOST17804 1.0e-50 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method AAT/GAP 

End 32978 

Score 143 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method AAT/GAP 

End 33118 

Score 86 



51994 
109993 
1 

OJ991116_16.0421.C2.o7.gp 
33065 

uC-osflcyplllc03al 
33065. .33118 

, 6069643/dbj | AP000616 . 1 | AP000616 4.0e-ll Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



51994 

109993 

1 

OJ991116_16. 0421. C2. oil. gs 

35300 
none 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method GEN SCAN 

End 39032 

Score .52 



35300. .35421, 35703 .. 36596, 36645 .. 36780, 37351 .. 37436, 
38816. .38910, 38915.. 39032 



51994 

109993 

1 

OJ991116_16.0421.C2.o7.np 

35303 

6815052 



Seq. ID OJ991116_16.0421.C2 
Strand 

End 39032 

Method AAT/NAP 

End 39032 

Score 2167 



35303. .35421, 35703 .. 35777 , 35859 36596, 36645 .. 36780, 
37563. .37655, 38518 .. 38617 , 38915.. 39032 
(AP001080) hypothetical protein [Oryza sativa] 

51994 Seq. ID OJ991116 16. 0421. C2 



53239 



Gene No. 


109993 


Strand 




Start 


1 


End 


39032 


Name 


OJ991116 16.0421.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


36835 


End 


37329 


GI 


none 


Score 


66 


Exons 


36835. .37329, 36935 .. 37093, 


37039. .37305 


Seq. No. 


51995 


Seq. ID 


OJ991116_16 . 0421 . C3 


Gene No. 


109994 


Strand 




Start 


1 


End 


1737 


Name 


OJ991116 16.0421.C3.ol.np 


Method 


7\ Tit m / MTV t™\ 

AAT/NAP 


Start 


1 


End 


1737 


GI 


6815052 


Score 


261 


Exons 


1..283, 1373. .1737 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


51996 


Seq. ID 


OJ991116_16.0421.C5 


Gene No. 


109995 


Strand 


+ 


Start 


2372 


End 


4289 


Name 


OJ991116 16.0421.C5.o2.np 


Method 


AAT/NAP 


Start 


2372 


End 


4289 


GI 


6907087 


Score 


1239 


Exons 


2372.. 2749, 2947.. 3637, 4188 


. . 4289 




GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


51996 


Seq. ID 


OJ991116_16.0421.C5 


Gene No. 


109996 


Strand 


+ 


Start 


4751 


End 


5134 


Name 


OJ991116 16.0421.C5.ol.gp 


Method 


AAT/GAP 


Start 


4751 


End 


5134 


GI 


uC-osflcyp033a04bl 


Score 


685 


Exons 


4751. .5134 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



51996 
109997 
1 

OJ991116_16.0421.C5.ol.np 
1 

6983860 
1..705, 1140. .1193 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ991116_16.0421.C5 
Strand 

End 3958 

Method AAT/NAP 

End 1193 

Score 575 



Seq. No. 51996 

Gene No. 109997 

Start 1 

Name OJ991116_16 . 0421 . C5 . ol . gs 

Start 42 

GI none 
Exons 



Seq. ID OJ991116_16. 0421.C5 
Strand 

End 3958 

Method GEN SCAN 

End 3958 

Score .58 



42. .627, 750. .1637, 2112. .2301, 2633. .3623, 3719. .3907, 
3916. .3958 



Seq. No. 



51996 



Seq. ID OJ991116_16.0421.C5 



53240 






1 HQQQP 




otrana 






Start 


4182 




End 


6131 




Name 


OJ991116 16.0421.C5.ol.tm 




Method 


TBLASTX: Maize 




Start 


28 




End 


327 




GI 


none 




Score 


78 




Exons 


28. .327, 224. .316 










Seq. No. 


51996 




Seq. ID 


OJ991116_16.0421 


.C5 


bene ino . 


1 OQQQft 




ocrana 






Start 


. 4182 




End 


6131 




Name 


OJ991116 16.0421.C5.ol.tw 




Method 


TBLASTX : Wheat 




Start 


208 




End 


567 




GI 


none 




Score 


137 




Exons 


208. .567, 272. .565 










Seq. No. 


51996 




Seq. ID 


OJ991116_16.0421 


.C5 


taene ino. 


xu j o 




otrana 






Start 


4182 




End 


6131 




Name 


OJ991116 16.0421.C5.o2.gs 




Method 


GENSCAN 




Start 


4182 




End 


5951 




GI 


none 




Score 


.68 




Exons 


4182. .4288, 5891. .5951 










Seq. No. 


51996 




Seq. ID 


OJ991116JL6.0421 


.C5 


Gene No. 


109998 




Strand 






O Lai L. 


A 1 ft 9 




End 


DUX 




Name 


OJ991116 16.0421.C5.o3.np 




Method 


AAT/NAP 




Start 


4680 




End 


6131 




GI 


4680186 




Score 


229 




Exons 


4680. .4884, 6062. .6131 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


indica] 




Seq. No. 


51997 




Seq. ID 


OJ991116_16.0421 


.C6 


Gene No. 


109999 




Strand 


+ 




Start 


9739 




End 


15301 




Name 


OJ991116 16.0421.C6.o2.np 




Method 






Start 


9739 




End 


15301 




GI 


5852180 




Score 


676 




Exons 


9739. .9791, , 10871. .10987, 


11039. .11452, 


12163. .12236, 






15272. .15301 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


51997 




Seq. ID 


OJ991116_16.0421 


.C6 


Gene No. 


110000 




Strand 






Start 


1 




End 


3289 




Name 


OJ991116 16.0421.C6.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


3289 




GI 


6983860 




Score 


340 




Exons 


1..24, 2483. .2618, 2826. .3289 








GI Descrip. 


(AP001168) Similar to 22 JcDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 










Seq. No. 


51997 




Seq. ID 


OJ991116JL6.0421 


.C6 


Gene No. 


110001 




Strand 






Start 


14232 




End 


15301 




Name 


OJ991116 16.0421.C6.ol.tm 




Method 


TBLASTX: Maize 




Start 


2961 




End 


3260 





53241 



GI 


none 


Score 


78 


Exons 


2961. .3260, 3157. .3249 






Seq. No. 


51997 


Seq. ID 


OJ991116 


Gene No. 


110001 


Strand 




Start 


14232 


End 


15301 


Name 


OJ991116 16.0421.C6.ol.tw 


Method 


TBLASTX: 


Start 


2964 


End 


3260 


GI 


none 


Score 


85 


Exons 


2964.. 3260, 3079.. 3249, 3132.. 3260 




Seq. No. 


J X _/ -7 / 


Seq. ID 


OJ991116 


Gene No. 


110001 


Strand 




Start 


14232 


End 


15301 


Name 


OJ991116 16.0421.C6.o3.gs 


Method 


GENS CAN 


Start 


14232 


End 


15116 


GI 


none 


Score 


.93 


Exons 


14232. .14387, 14496. .15116 






Seq. No. 


51997 


Seq. ID 


OJ991116 


Gene No. 


110001 


Strand 




Start 


14232 


End 


15301 


Name 


OJ991116 16.0421.C6.o3.np 


Method 


AAT/NAP 


O 4- -» — 4- 

btart 


14525 


End 


15301 


GI 


7494472 


Score 


81 


Exons 


14525. .14645, 14 913 .. 14997 , 


15143. .15218, 15252 


GI Descrip. 


cnjB protein - Tetrahymena 


thermophila 


gi| 16175 




(L03710) cnjB [Tetrahymena 


thermophila; 


gi 17374 




cnjB gene [Tetrahymena thermophila] 




Seq. No. 


51998 


Seq. ID 


OJ991116 


Gene No. 


110002 


Strand 




b tar t 


1 


End 


370 


Name 


OJ991116 16.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


370 


GI 


5852180 


Score 


325 


Exons 


1. .202, 253. .370 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 




Seq. No. 


51999 


Seq. ID 


OJ991116 


Gene No. 


110003 


Strand 


+ 


o tart 


89 


End 


1298 


Name 


OJ991116 16.0421.C10.ol.np 


Method 


AAT/NAP 


Start 


89 


End 


523 


GI 


4680185 


Score 


496 


Exons 


89. .523 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


51999 


Seq. ID 


OJ991116_ 


Gene No . 


110003 


Strand 


+ 


Start 


89 


End 


1298 


Name 


OJ991116 16.0421.C10.ol.gs 


Method 


GENSCAN 


Start 


128 


End 


1298 


GI 


none 


Score 


.49 


Exons 


128. .538, 1251. .1298 






Seq. No. 


52000 


Seq. ID 


OJ991116 



53242 



Gene No. 110004 Strand + 

Start 1 End 1706 

Name OJ991116_16.0421.C24 .ol.np Method AAT/NAP 

Start 1 End 1706 

GI 7522209 Score 120 
Exons 1..590, 1622.. 1706 

GI Descrip. hypothetical protein T24C20.70 - Arabidopsis thaliana 

gi|5541725|emb|CAB51066.1| (AL096856) putative protein 
[Arabidopsis thaliana] 



Seq. No. 52000 

Gene No. 110004 

Start 1 

Name OJ991116_16 . 0421 . C24 . ol . gs 

Start 36 

GI none 

Exons 36 . . 551 



Seq. ID OJ991116_16.0421.C24 

Strand + 

End 1706 

Method GEN SCAN 

End 551 

Score .42 



Seq. No. 52001 Seq. ID 

Gene No. 110005 Strand" 

Start 299 End 

Name OJ991116_16 . 0421 . C25 . ol . gs Method 

Start 299 End 

GI none Score 

Exons 299.. 421 



OJ991116_16.0421.C25 
+ 

421 

GENSCAN 

421 

.5 



Seq. No. 52002 Seq. ID 

Gene No. 110006 Strand 

Start 279 End 

Name OJ991116_16 . 0421 . C30 . ol . gs Method 

Start 279 End 

GI none Score 

Exons 279.. 353, 438.. 560 



OJ991116_16.0421.C30 
+ 

560 

GENSCAN 

560 

.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52003 Seq. ID 

110007 Strand 

569 End 

OJ991116_16.0421.C45.ol.gs Method 

569 End 

none Score 



OJ991116_16.0421.C45 
+ 

1852 
GENSCAN 
1681 
.91 



569. .720, 818. .1019, 1103. .1150, 1239. .1322, 1637. .1681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52003 Seq. ID 

110007 Strand 

569 End 

OJ991116_16.0421.C45.ol.np Method 

569 End 

7522209 Score 



OJ991116_16.0421.C45 
+ 

1852 
AAT/NAP 
1852 
355 



569. .720, 818. .1019, 1239. .1409, 1765. .1852 
hypothetical protein T24C20.70 - Arabidopsis thaliana 
gi|5541725|emb|CAB51066.1| (AL096856) putative protein 
[Arabidopsis thaliana] 



Seq. No. 52003 Seq. ID 

Gene No. 110007 Strand 

Start 569 End 

Name OJ991116 16. 0421.C45 . ol . ts Method 



OJ991116_16.0421.C45 
+ 

1852 

TBLASTX : Soybean 



53243 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



tfl Seq. No. 

f\\ Gene No. 

f5 Start 

^ Name 

^ Start 

y gi 

fyj Exons 

f ~ z Seq. No. 

:~. Gene No. 

"J Start 

? & Name 

U Start 

ii gi 

Exons 

~~ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



590 End 938 

none Score 138 

590. .718, 610. .768, 816. .938 



Seq. ID OJ991116_16.0421.C46 
Strand + 

1272 
AAT/GAP 
1178 
894 



End 

Method 

End 

Score 



52004 
110008 
604 

OJ991116_16.0421.C46.ol.gp 
604 

14933_1.R1084 
604. .676, 763. .1178 

M769004/gb|AAD29715.1|AF140598_l 9.0e-52 (AF140598) ring-box 
protein 1 [Homo sapiens] >gi_4769006_gb_AAD29716 . 1_AF140599_1 
(AF140599) ring-box protein 1 [Mus musculus] 

>gi_4809216_gb_AAD30146.1_AF142059_l (AF142059) RING finger 
protein [Homo sapiens] 1 



52004 
110008 
604 

OJ991116_16.0421.C46.ol.np 
604 

7543891 
604. .683, 770. .797 

(AL138639) ring-box protein-like [Arabidopsis thaliana] 



Seq. ID OJ991116_16.0421.C46 

Strand + 

End 1272 

Method AAT/NAP 

End 7 97 

Score 138 



52004 

110008 

604 

OJ991116_16.0421.C4 6.ol.gs 

763 

none 

763. .925, 1211. .1272 



Seq. ID OJ991116_16.0421.C46 

Strand + 

End 1272 

Method GEN SCAN 

End 1272 

Score .8 



52004 
110009 
1387 

OJ991116_16.0421.C4 6.o2.gp 
1387 

3387_1.R1084 
1387. .1796 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 1796 

Method AAT/GAP 

End 17 96 

Score 766 



52004 

110010 

1737 

OJ991116_16.0421.C4 6.o2.tm 

603 

none 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 182 6 

Method TBLASTX : Maize 

End 1107 

Score 149 



603. .680, 604. .681, 760. .801, 762. .824, 835. .900, 863. .901, 
910. .981, 945.-974, 1065. .1088, 1075. .1107 



52004 

110010 

1737 

OJ991116 16.0421.C46.o2.ts 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 1826 

Method TBLASTX : Soybean 



53244 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



603 End 801 

none Score 14 9 

603. .680, 604. .681, 604. .681, 754. .801, 762. .800 



52004 

110010 

1737 

OJ991116_16.0421.C4 6.ol.tm 

1609 

none 

1609. .1758, 1626. .1826, 1628. 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 1826 

Method TBLASTX : Mai ze 

End 1826 

Score 212 
.1798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52004 
110010 
1737 

OJ991116_16.0421.C4 6.o2.np 
1631 
4886307 
1631. .1796 

{AJ242588 ) l-deoxy-d-xylulose-5-phosphate reductoisomerase 
[Arabidopsis thaliana] 



Seq. ID OJ991116_16.0421.C46 
Strand 

1826 
AAT/NAP 
1796 
200 



End 

Method 

End 

Score 



52004 

110010 

1737 

OJ991116_16.0421.C4 6.ol.ts 

1637 

none 

1637. .1798, 1641. .1826 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 1826 

Method TBLASTX : Soybean 

End 1826 

Score 119 



Seq. No. 52004 

Gene No. 110010 

Start 1737 

Name OJ991116_16 . 0421 . C4 6 . o2 . gs 

Start 1737 

GI none 

Exons 1737.. 1796 



Seq. ID OJ991116_16.0421.C46 
Strand 

End 1826 

Method GENSCAN 

End 1796 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52005 
110011 

1 

OJ991116_16.0421.C47.ol.gp 
1 

3387 1.R1084 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method AAT/GAP 

End 673 

Score 563 



1..54, 224. .329, 410. .522, 603. .673 

, 5852170/emb|AL117265.1 IOST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



52005 

110011 

1 

OJ991116_16.0421.C4 7.ol.np 
1 

4886307 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method AAT/NAP 

End 727 

Score 453 



1..55, 225. .329, 410. .522, 603. .727 

(AJ242588) l-deoxy-d-xylulose-5-phosphate reductoisomerase 
[Arabidopsis thaliana] 



53245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52005 

110011 

1 

OJ991116_16.0421.C47.ol.tm 
1 

none 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method TBLASTX : Maize 

End 723 

Score 64 



1..54, 2..S8, 2. .85, 219. .344, 221. .283, 225. .338, 399. .515, 
408. .512, 410. .514, 601. .687, 603. .671, 604. .684, 691. .723 



52005 

110011 

1 

OJ991116_16.0421.C47.ol.ts 
2 

none 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method TBLASTX : Soybean 

End 684 

Score 119 



2. .85, 219. .344, 229. .345, 399. .515, 408. .500, 410. .514, 
602. .667, 603. .668, 604. .684 



Seq. No. 
Gene No. 
Start 
Name 
Start 

;? Exons 



52005 
110011 

1 

OJ991116_16.0421.C47.ol.tc 

219 

none 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method TBLASTX : Cress 

End 671 

Score 81 



219. .344, 22S..338, 229. .345, 399. .515, 408. .479, 410. .514, 
602. .670, 603. .671 



p Seq. No. 

i : a Gene No. 

'*'Z Start 

lf m Name 

Start 

s GI 

□ Exons 

2 Seq. No. 
'Z Gene No. 
;3 Start 
13 Name 
;3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52005 

110011 

1 

OJ991116_16.0421.C47.ol.gs 

225 

none 

225. .329, 377. .454 



Seq. ID OJ991116_16.0421.C47 
Strand 

End 727 

Method GENSCAN 

End 4 54 

Score .73 



52006 
110012 
592 

OJ991116_16.0421.C52.ol.np 
592 

7522209 
592. .757, 847. .883 

hypothetical protein T24C20.70 - Arabidopsis thaliana 
gi I 5541725 | emb | CAB51066.il (AL096856) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ991116_16.0421.C52 
Strand 

End 883 

Method AAT/NAP 

End 883 

Score 151 



52006 

110012 

592 

OJ991116_16.0421.C52.ol.gs 

649 

none 

649. .757 



Seq. ID OJ991116_16.0421.C52 
Strand 

End 883 

Method GENSCAN 

End 757 

Score .54 



Seq. No. 
Gene No. 



52007 
110013 



Seq. ID OJ991006_18.0421.C8 
Strand + 



53246 



Start 320 End 661 

Name OJ991006_18 . 0421 . C8 . ol . gp Method AAT/GAP 

Start 320 End 602 

GI LIB3433-014-Q6-K1-A12 Score 489 

Exons 320.. 602 



GI Descrip. 1 4539424/emb | CAB38 957 . 1 | 1.0e-19 (AL049171) steroid 

sulfotransferase-like protein [Arabidopsis thaliana] 1 



Seq. No. 


52007 




Seq. ID 


OJ991006_18.0421 


.C8 


Gene No. 


110013 




Strand 


+ 




Start 


320 




End 


661 




Name 


OJ991006 18.0421.C8.ol.gs 




Method 


GENSCAN 




Start 


443 




End 


661 




GI 


none 




Score 


.72 




Exons 


443. .661 










Seq. No. 


52007 




Seq. ID 


OJ991006__18.0421 


.C8 


Gene No. 


110014 




Strand 






Start 


232 




End 


702 




Name 


OJ991006 18.0421.C8.ol.np 




Method 


AAT/NAP 




Start 


232 




End 


702 




GI 


7434975 




Score 


323 




Exons 


232. .702 










GI Descrip. 


hypothetical protein T25K17 


.90 - Arabidopsis thaliana 






gi | 4539424.1 emb|CAB38957 . 1 1 


(AL049171) 


steroid 






sulfotransferase-like protein 


[Arabidopsis thaliana] 






gi | 7269479 | emb | CAB79483.il 


(AL161564) 


steroid 






sulfotransferase-like protein 


[Arabidopsis thaliana] 




Seq. No. 


52007 




Seq. ID 


OJ991006_18.0421 


.C8 


Gene No. 


110014 




Strand 






Start 


232 




End 


702 




Name 


OJ991006 18.0421. C8.ol.tc 




Method 


TBLASTX: Cress 




Start 


244 




End 


645 




GI 


none 




Score 


74 




Exons 


244. .366, 245. .367, 465. .641, 


466. .645 






Seq. No. 


52008 




Seq. ID 


OJ991006_15.0421 


.C5 


Gene No. 


110015 




Strand 






Start 


1 




End 


705 




Name 


OJ991006 15.0421.C5.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


705 




GI 


99922 




Score 


466 




Exons 


1..25, 191. .705 










GI Descrip. 


hypothetical protein - soybean gi | 930025 | emb | CAA31883 | 


(XI 




ORF (334 AA) [Glycine max] 










Seq. No. 


52008 




Seq. ID 


OJ991006_15.0421 


.C5 


Gene No. 


110015 




Strand 






Start 


1 




End 


705 




Name 


OJ991006 15.0421.C5.ol.tw 




Method 


TBLASTX: Wheat 




Start 


243 




End 


548 




GI 


none 




Score 


154 




Exons 


243. .548, 250. .537 










Seq. No. 


52008 




Seq. ID 


OJ991006_15.0421 


.C5 


Gene No. 


110015 




Strand 







53247 




Start 


1 


End 


705 




Name 


OJ991006 15.0421.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


289 


End 


572 




GI 


none 


Score 


119 




Exons 


289. .561, 291. .572 








Seq. No. 


52008 


Seq. ID 


OJ991006_15.0421 


.C5 


Gene No . 


11UU10 


Of -v n r-» /-^ 

o urano 






Start 


1 


End 


705 




Name 


OJ991006 15.0421.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


336 


End 


687 




GI 


none 


Score 


63 




Exons 


336. .683, 337. .411, 436. .687 








Seq. No. 


52008 


Seq. ID 


OJ991006JL5.0421 


.C5 


Gene No . 


11UUI j 


Strand 






Start 


1 


End 


705 




Name 


OJ991006 15.0421.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


414 


End 


684 




GI 


none 


Score 


123 




Exons 


414. .680, 418. .684 








Seq. No. 


52009 


Seq. ID 


OJ991116_18.0421 


.CI 


oene wo. 


llUUlo 


Strand 


+ 




Start 


2742 


End 


3176 




Name 


OJ991116 18.0421.Cl.ol.gs 


Method 


GENSCAN 




Start 


2742 


End 


3176 




GI 


none 


Score 


.86 




Exons 


2742.. 2832, 3097.. 3176 








Seq. No. 


52009 


Seq. ID 


OJ991116_18.0421 


.CI 


Gene No. 


110017 


Strand 






Start 


654 


End 


4937 




Name 


OJ991116 18.0421.Cl.ol.np 


Method 


AAT/NAP 




Start 


654 


End 


4904 




GI 


3153821 


Score 


41 




Exons 


.654. .704, 4118. .4278, 4786. .4904 






GI Descrip. 


(AF062655) plenty-of -prolines 


-101; POP101; SH3-philo-prote 




[Mus musculus] 








Seq. No. 


52009 


Seq. ID 


OJ991116_18.0421 


.CI 


Gene No. 


110017 


Strand 






Start 


654 


End 


4937 




Name 


OJ991116 18.0421.Cl.ol.gp 


Method 


AAT/GAP 




Start 


2594 


End 


2715 




GI 


none 


Score 


214 




Exons 


2594. .2715 








Seq. No. 


52009 


Seq. ID 


OJ991116_18.0421 


.CI 


Gene No . 


110017 


Strand 






Start 


654 


End 


4937 




Name 


OJ991116 18.0421.Cl.o2.gp 


Method 


AAT/GAP 




Start 


2978 


End 


3555 




GI 


none 


Score 


1055 




Exons 


2978.. 3555 








Seq. No. 


52009 


Seq. ID 


OJ991116__18.0421 


.CI 



53248 



Gene No. 


110017 


Strand 




Start 


654 


End 


4937 


Name 


OJ991116_18 . 0421 .CI .o2 . gs 


Method 


GENSCAN 


Start 


4006 


End 


4937 


GI 


none 


Score 


. 96 


Exons 


4006. .4433, 4448. .4 937 






Seq. No. 


52009 


Seq. ID 


OJ991116_18 . 


Gene No. 


110017 


Strand 




Start 


654 


End 


4937 


Name 


OJ991116 18.0421.Cl.o3.gp 


Method 


AAT/GAP 


Start 


4324 


End 


4780 


GI 


3761357 


Score 


870 


Exons 


4324 . .4780 






Seq. No. 


52010 


Seq. ID 


OJ991116_18 . 


Gene No . 


110018 


Strand 


+ 


Start 


594 


End 


3770 


Name 


OJ991116_18 .04 21.C2 .ol . gs 


Method 


GENSCAN 


Start 


594 


End 


1126 


GI 


none 


Score 


. 91 


Exons 


594. . 666, 701. . 1126 






Seq. No. 


52010 


Seq. ID 


OJ991116_18. 


Gene No. 


110018 


Strand 


+ 


Start 


594 


End 


3770 


Name 


OJ991116 18.0421.C2.ol.np 


Method 


AAT/NAP 


Start 


594 


End 


3770 


GI 


4680341 


Score 


634 


Exons 


594. .678, 737. .1102, 1359. .1407, 3728. 


.3770 


GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp 


Seq. No. 


52010 


Seq. ID 


OJ991116_18.i 


Gene No . 


110018 


Strand 


+ 


Start 


594 


End 


3770 


Name 


OJ991116 18.0421.C2.o2.gs 


Method 


GENSCAN 


Start 


2235 


End 


3246 


GI 


none 


Score 


.76 


Exons 


2235. .2352, 2448. .2857, 2971 


. .3112, 3221. .3246 


Seq. No. 


52010 


Seq. ID 


OJ991116_18.i 


Gene No. 


110019 


Strand 


+ 


Start 


7928 


End 


9447 


Name 


OJ991116 18.0421.C2.o4.gs 


Method 


GENSCAN 


Start 


7928 


End 


9447 


GI 


none 


Score 


.52 


Exons 


7928.. 7975, 8073.. 8225, 8691 


. .8871, 9239. . 9447 


Seq. No. 


52010 


Seq. ID 


OJ991116_18.l 


Gene No. 


110020 


Strand 


+ 


Start 


15415 


End 


20912 


Name 


OJ991116 18.0421.C2.o3.np 


Method 


AAT/NAP 


Start 


15415 


End 


17325 


GI 


7288022 


Score 


95 


Exons 


15415. .15446, 16919 .. 17008 , 


17089. .17325 


GI Descrip. 


(AL138644) putative protein 


[Arabidopsis thaliana] 



53249 



?• a 



Seq. No. 


52010 


Seq. ID 


OJ991116_ 


_18.0421.C2 


Gene No. 


110020 


Strand 


+ 




Start 


15415 


End 


20912 




Name 


OJ991116_18.0421.C2.o4.gp 


Method 


AAT/GAP 




Start 


16431 


End 


17307 




GI 


none 


Score 


1123 




Exons 


16431. . 167 90, 16900. .17078, 


17195. .17307 




Seq. No. 


52010 


Seq. ID 


OJ991116_ 


_18 . 0421 .C2 


Gene No. 


110020 


Strand 


+ 




Start 


15415 


End 


20912 




Name 


OJ991116_18.0421.C2.o6.gs 


Method 


GEN SCAN 




Start 


16519 


End 


20912 




GI 


none 


Score 


.59 




Exons 


16519. . 16790, 16900. .17078, 


17195. . 17349, 18543. 


, . 18626, 




20802. .20912 








Seq. No. 


52010 


Seq. ID 


OJ991116_ 


_18.0421.C2 


Gene No. 


110021 


Strand 






Start 


3842 


End 


7428 




Name 


OJ991116 18.0421. C2.o2.np 


Method 


AAT/NAP 




Start 


3842 


End 


7422 




GI 


7300314 


Score 


418 




Exons 


3842. .3976, 4092. .4167, 4269 


. .4321, 4403. .4464, 


4533. .4643, 




4722. .4758, 4819. .4888, 4998 


..5150, 5314. .5392, 


5507. .5619, 




5699.. 5830, 6276.. 6392, 6475 


..6569, 7318. .7422 




GI Descrip. 


(AE003719) CG18012 gene product [Drosophila melanogaster] 


Seq. No. 


52010 


Seq. ID 


OJ991116_ 


18. 0421. C2 


Gene No. 


110021 


Strand 






Start 


3842 


End 


7428 




Name 


OJ991116 18.0421.C2.o2.gp 


Method 


AAT/GAP 




Start 


4126 


End 


5026 




GI 


uC-osroM202022c08bl 


Score 


791 




Exons 


4126. .4167, 4269. .4321, 4403 


. .4464, 4533. .4643, 


4722. .4888, 



GI Descrip. 



4998. .5026 
'1800223 2.0e- 
discoideum] ' 



31 (U65018) mannosyltransf erase [Dictyostelium 



Seq. No. 52010 

Gene No. 110021 

Start 3842 

Name OJ991116_18 . 0421 . C2 . o3 . gs 

Start 4314 

GI none 

Exons 4314.. 4321, 4722.. 4888, 5507. 
7318. .7428 



OJ991116JL8.0421.C2 

V 7428 
GENSCAN 
7428 
.86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5596, 5682.. 5830, 6276.. 6410, 



Seq. No. 52010 Seq. ID 

Gene No. 110022 Strand 

Start 12095 End 

Name OJ991116_18 . 0421 .C2 .ol . tw Method 

Start 964 End 

GI none , Score 

Exons 964.. 1038, 979.. 1089, 980.. 1090, 1031. 



1136.. 1225, 1156. 
1313.. 1339, 1314. 



,1224, 1160.. 1225, 1161 
1349, 1333. .1371 



OJ991116 18. 0421. C2 



14489 

TBLASTX: Wheat 

1371 

60 

1090, 1038. .1091, 
1226, 1300.. 1335, 



53250 



Seq. No. 52010 . Seq. ID 

Gene No. 110022 Strand 

Start 12095 End 

Name OJ991116_18 . 0421 .C2 .ol . tc Method 

Start 3839 End 

GI none Score 
Exons 



OJ991116_18.0421.C2 
14489 

TBLASTX: Cress 

4621 

92 



3839.-3976, 3840. .3977, 4086. .4166, 4102. .4167, 4271. .4321, 
4272. .4322, 4392. .4466, 4400. .4474, 4531. .4620, 4532. .4621 



Seq. No. 52010 
Gene No. 110022 
Start 12095 

Name OJ991116_18 . 0421 .C2 . ol . tm 

Start 3844 
GI none 
Exons 3844. 

4089. 
4271. 
4535. 



.3975, 
.4121, 
.4321, 
.4645, 
4818. .4892, 



3845 
4093 
4392 



.3982, 
.4167, 
.4466, 
4536.-4655, 
4819. .4911, 



3846. 
4094. 
4400. 
4720. 
4997. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3977, 3847 
.4168, 4269 
.4474, 4531 
.4812, 4720 
.5041, 5021 



OJ991116 18. 0421. C2 



14489 

TBLASTX : Maize 
5041 
172 

3978, 4086. .4166, 
4322, 4270. .4323, 
4644, 4532. .4657, 
4812, 4816. .4887, 
5041 



Seq. No. 52010 

Gene No. 110022 

Start 12095 

Name OJ991116_18 . 0421 .C2 . ol . ts 

Start 4283 

GI none 

Exons 4283.. 4321, 
4532. .4645, 



4284. .4322, 4392. 
4714. .4887, 4720. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4466, 4400 
.4887, 4721 



OJ991116 18. 0421. C2 



14489 

TBLASTX: Soybean 
4888 
64 

4474, 4531. .4644, 
4888 



Seq. No. 

:r; Gene No. 

^ Start 

£ Name 

£3 Start 

H GI 

5 . Exons 



52010 

110022 

12095 

OJ991116_18.0421.C2.o3.tm 

5042 

none 

5042. .5110, 5192. .5254, 5193. 
5326. .5388, 5327. .5392, 5327. 



Seq. ID OJ991116_18.0421.C2 
Strand 

End 14489 

Method TBLASTX : Mai ze 

End 5401 

Score 8 9 

.5255, 5200. .5256, 5326. .5385, 
.5401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52010 Seq. ID 

110022 Strand 

12095 End 

OJ991116_18 . 0421 . C2 . o2 . tm Method 

5727 End 

none Score 



OJ991116_18.0421.C2 
14489 

TBLASTX: Maize 

7410 

104 



5727. .5831, 5734. .5832, 5735. .5833, 5775. .5834, 6276. .6410, 

6276. .6410, 6277. .6411, 6481. .6540, 6484. .6540, 6485. .6541, 

6696.-6734, 6697. .6735, 6698. .6733, 6699. .6740, 7310. .7402, 
7318. .7410 



Seq. No. 52010 Seq. ID 

Gene No. 110022 Strand 

Start 12095 End 

Name OJ991116_18 . 0421 . C2 . o3 . gp Method 

Start 11700 End 

GI none Score 



OJ991116JL8.0421.C2 

14489 
AAT/GAP 
12272 
1131 



53251 



Exons 11700. . 12272 



Seq. No. 


52010 




Seq. . ID 


OJ991116_ 


18 


.0421 


.C2 


Gene No. 


110022 




Strand 










Start 


12095 




End 


14489 








Name 


OJ991116 18 


.0421.C2.o5.gs 


Method 


GENSCAN 








Start 


12095 




End 


14489 








GI 


none 




Score 


.61 








Exons 


12095. .12643, 13392 .. 13423, 


13649. .13708, 14372. 


.14489 




Seq. No. 


52011 




Seq. ID 


OJ991116_ 


_18 


.0421 


.C3 


Gene No. 


110023 




Strand 










Start 


1842 




End 


4003 








Name 


OJ991116_18 


-0421.C3.ol.gs 


Method 


GENSCAN 








Start 


1842 




End 


2689 








GI 


none 




Score 


.64 








Exons 


1842. . 1865, 


1914.. 1958, 2414 


. .2689 










Seq. No. 


52011 




Seq. ID 


OJ991116_ 


18 


.0421 


.C3 


Gene No. 


110023 




Strand 










Start 


1842 




End 


4003 








Name 


OJ991116_18 


.0421.C3.ol.np 


Method 


AAT/NAP 








Start 


2082 




End 


4003 








GI 


6907086 




Score 


1596 








Exons 


2082. .2274, 


2379. .2544, 2667 


..2779, 3011. .3197, 


3255. .4003 


GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa ] 








Seq. No. 


52011 




Seq. ID 


OJ991116_ 


18 


.0421 


.C3 


Gene No. 


110023 




Strand 










Start 


1842 




End 


4003 








Name 


OJ991116_18 


.0421.C3.o2.gs 


Method 


GENSCAN 








Start 


3235 




End 


3855 








GI 


none 




Score 


1 








Exons 


3235. . 3855 














Seq. No. 


52011 




Seq. ID 


OJ991116_ 


18 


.0421 


.C3 


Gene No. 


110024 




Strand 










Start 


4709 




End 


6658 








Name 


OJ991116_18 


.0421.C3.o2.np 


Method 


AAT/NAP 








Start 


4709 




End 


6658 








GI 


4680186 




Score 


210 








Exons 


4709. .5127, 


5629.. 5703, 6626 


. .6658 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


52011 




Seq. ID 


OJ991116_ 


18 


.0421 


.C3 


Gene No. 


110024 




Strand 










Start 


4709 




End 


6658 








Name 


OJ991116 18 


.0421.C3.o3.gs 


Method 


GENSCAN 








Start 


5257 




End 


6317 








GI 


none 




Score 


.71 








Exons 


5257. .5427, 


5536.. 5606, 6245 


. .6317 










Seq. No. 


52012 




Seq. ID 


OJ991116_ 


18 


.0421 


.C5 


Gene No. 


110025 




Strand 


+ 








Start 


846 




End 


1663 








Name 


OJ991116. 18 


.0421.C5.ol.gs 


Method 


GENSCAN 








Start 


846 




End 


1663 









53252 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
846. .1114, 1311. .1355, 1438. .1663 



.42 



52012 

110026 

3359 

OJ991116_18.0421.C5.o2.gs 

3359 

none 

3359. .3375, 4562. .4628 



Seq. ID OJ991116_18.0421.C5 
Strand 

End 4 628 

Method GENSCAN 

End 4 628 

Score . 61 



Seq. ID OJ991116_18.0421.C7 
Strand + 

5211 
AAT/NAP 
2879 
89 



End 

Method 

End 

Score 



52013 
110027 
1535 

OJ991116_18.0421.C7.ol.np 
1535 
2130152 
1535. .1791, 2834. .2879 

hypothetical protein 173 - maize chloroplast 
gi|902272|emb|CAA60337| (X86563) ORF173 [Zea mays] 
gi|902300|emb|CAA60364| (X86563) ORF173 [Zea mays] 

Seq. ID OJ991116_18.0421.C7 

Strand + 

End 5211 

Method GENSCAN 

End 5211 

Score .75 



Seq. ID OJ991116_18.0421.C7 

Strand + 

End 11115 

Method GENSCAN 

End 11115 

Score .81 



Seq. ID OJ991116_18.0421.C7 
Strand 

End 11373 

Method AAT/NAP 

End 11373 

Score 884 



Seq. No. 


52013 


Gene No . 


110027 


Start 


1535 


Name 


OJ991116 18 0421 C7 ol 


Start 


2122 ~~ 


GI 


none 




2122 2693 2908 3148 


Seq. No. 


52013 


Gene No. 


110028 


Start 


10675 


Name 


OJ991116 18.0421.C7.o3. 


Start 


10675 


GI 


none 


Exons 


10675. .11115 


Seq. No. 


52013 


Gene No. 


110029 


Start 


9627 


Name 


OJ991116 18.0421.C7.o2. 


Start 


9627 


GI 


6721555 


Exons 


9627.. 9801, 9973.. 10251 




11318. .11373 


GI Descrip. 


(AP001073) hypothetical 




gi | 6815080 | dbj | BAA90366 




[Oryza sativa] 


Seq. No. 


52013 


Gene No. 


110029 


Start 


9627 


Name 


OJ991116 18.0421.C7.o3. 


Start 


11268 


GI 


5777617 


Exons 


11268. .11367 



Seq. ID OJ991116_18.0421.C7 
Strand 

End 11373 

Method AAT/NAP 

End 11367 

Score 91 



53253 




GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


.C7 












OLI ail lu 






Start 


11740 








Hiilw 


1 T37 9 




Name 


OJ991 1 1 6 1ft 


0491 


P7 n o j- n 




Mot" hoH 


TRT.A9TY •Prpc;<; 




Start 


2264 ~ 








End 


2567 




GI 


none 










258 




Exons 


9964 947Q 


996S 


9 Rfi7 










Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


.C7 




110030 








OLI CI L l\JL 






Start 


11740 








Hi 11 (J, 


1^7 9 




Name 


D.TQQ1 116 1ft 


04 91 


C7.o2.ts 






1 DJ_i.nO 1 A . ouyucaii 




Start 


9^9fi ~~ 

J £. O 








FnH 


9 fiR7 




GI 


nr>np 








Score 






Exons 


O^OQ 9^7R 


9^Q1 

-1 J Zt 1 ■ 


.2606, 2598. 


9fi c i7 






Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


.C7 




1 1 00^0 








Strand 






Start 


1 1 740 

1 1 / fi U 








End 


13372 




Name 


O.TQQ1 1 1 6 1ft 


04 91 


C7.o3.tc 




Method 


TBLASTX: Cress 




Start 


9 Q09 ~~ 








End 


4196 




GI 


none 








Score 


254 




Exons 


9 Q09 ^i ^ 


9Q1 fi 

Z .7 1 D . 


.3023, 2941. 


3117, 4092. .4196 




Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


-C7 




1 1 00^0 








Strand 






Start 


11740 

J. 1 / ?4 \J 








End 


13372 




Name 


O.TQQ1 1 1 1ft 

UU J JillO IO. 


04 91 

U4Z1 . 


C7.ol.tc 




Method 


TBLASTX: Cress 




Start 


4 ft ft 9 ~~ 








End 


5202 




GI 


nunc? 








Score 


331 




Exons 


4ftft9 R909 


4 ft ft 4 

4001 • 


.5180 










Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


.C7 




1 1 00^0 

J. J- U \J *j u 








Strand 






Start 


1 1 740 








End 


13372 




Name 


O.TQQ1 1 1 6 1ft 


04 91 


C7.ol.tm 




Method 


TBLASTX: Maize 




Start 


-7 ^ £. i 








End 


10091 




GI 


n on 








Score 


130 




Exons 


QQ91 1 00Q1 


QQ40 

-7 -7 4 u 


. .10080, 


9957. .10091 






Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


.C7 




1 1 00^0 








Strand 






Start 


11740 

11 / 4U 








End 


13372 . 




Name 


O.TQQ1 1 1 1ft 

UU-J3111D 10. 


04 91 


C7.ol.ts 




Method 


TBLASTX: Soybean 




Start 


J J £. 1 








End 


10221 




GI 


none 








Score 


150 




Exons 


QQ91 1 00Q1 


QQ99 


. .10083, 


10144. .10221 


, 10190.. 10210 




Seq. No. 


52013 








Seq. ID 


OJ991116_18.0421 


-C7 


Gene No. 


110030 








Strand 






Start 


11740 








End 


13372 




Name 


OJ991116 18. 


0421. 


C7.ol.tw 




Method 


TBLASTX: Wheat 




Start 


10628 








End 


10908 




GI 


none 








Score 


105 





Exons 10628. .10750, 10639 .. 10785, 10659 .. 10781 , 10663 .. 10800, 



53254 



10674. .10799, 10762 .. 10890, 10789 .. 10908 , 10797.. 10898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.52013 
110030 
11740 

OJ991116_18.0421.C7.o4.gs 

11740 

none 



Seq. ID OJ991116_18.0421.C7 
Strand 

End 13372 

Method GENSCAN 

End 13372 

Score .86 



11740. .11881, 12856. .13004, 13367. .13372 



Seq. No. 52014 

Gene No. 110031 

Start 250 

Name OJ991116_18 . 0421 . C8 .ol . gs 

Start 250 

GI none 
Exons 



Seq. ID OJ991116_18.0421.C8 



Strand 
End 

Method 

End 

Score 



+ 

4007 
GENSCAN 
4007 
.48 



250. .377, 1684. .1861, 2648. .2810, 3621. .3667, 3865. .4007 





Seq. No. 


52014 








Seq. ID 


OJ991116_ 


18 


.0421 


.C8 




Gene No. 


110032 








Strand 


4- 










Start 


7218 








End 


7631 










Name 


OJ991116 18.0421 


.C8 


.o2 


.gs 


Method 


GENSCAN 










Start 


7218 








End 


7631 










GI 


none 








Score 


.76 










Exons 


7218. .7631 


















if] 


Seq. No. 


52014 








Seq. ID 


OJ991116_ 


18 


0421 


.C8 


? i 3 


Gene No. 


110033 








Strand 


+ 








f 


Start 


7814 








End 


8186 










Name 


OJ991116 18.0421 


.C8 


.o2 


.gp 


Method 


AAT/GAP 










Start 


7814 








End 


8186 








w 


GI 


none 








Score 


587 








? : : 
: iji 


Exons 


7814. .8186 




















Seq. No. 


52014 








Seq. ID 


OJ991116_ 


18 


0421 


.C8 


£3 


Gene No. 


110034 








Strand 


+ 








i. 5 
t . 3 


Start 


11301 








End 


12330 










Name 


OJ991116 18.0421 


.C8 


.ol 


.np 


Method 


AAT/NAP 










Start 


11301 








End 


12330 










GI 


7485231 








Score 


349 










Exons 


11301. .12330 



















GI Descrip. hypothetical protein A_IG002N01 . 30 - Arabidopsis thaliana 
( fragment) gi | 2191151 | gb | AAB61038 . 1 | (AF007269) contains 
similarity to membrane associated salt-inducible protein 
[Arabidopsis thaliana] 



Seq. No. 52014 Seq. ID OJ991116_18 . 0421 . C8 

Gene No. 110035 Strand 

Start 6171 End 6254 

Name OJ991116_18 . 0421 . C8 .ol . gp Method AAT/GAP 

Start 6171 End 6254 

GI 5867_1.R1084 Score 117 

Exons 6171.. 6254 

GI Descrip. 1 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 



53255 




thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


.C8 


Gene No. 


110036 




Strand 






Start 


7812 




End 


8207 




Name 


OJ991116 18. 0421. C8 


.o3.gp 


Method 


AAT/GAP 




Start 


7812 


End 


8207 




GI 


none 




Score 


586 




Exons 


7812. .8207 










Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


.C8 


Gene No. 


110037 




Strand 


- 




Start 


8259 




End 


9711 




Name 


OJ991116 18. 0421. C8 


. o3 . gs 


Method 


GENSCAN 




Start 


8259 




End 


9711 




GI 


none 




Score 


.69 




Exons 


8259. .8712, 8812. .9018, 9659 


. .9711 






Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


.C8 


Gene No. 


110038 




Strand 






Start 


11275 




End 


11795 




Name 


OJ991116 18. 0421. C8 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


11275 ~ 




End 


11795 




GI 


none 




Score 


449 




Exons 


11275. .11379, 11284 


. .11793, 


11455. .11496, 11629. .11775, 






11640. .11795 










Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


.C8 


Gene No. 


110039 




Strand 






Start 


12010 




End 


12375 




Name 


OJ991116 18. 0421. C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12010 




End 


12375 




GI 


none 




Score 


252 




Exons 


12010. .12348, 12036 


. .12335, 


12055. .12375 




Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


.C8 


Gene No. 


110039 




Strand 






Start 


12010 




End 


12375 




Name 


OJ991116 18. 0421. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12067 




End 


12348 




GI 


none 




Score 


207 




Exons 


12067. .12348 










Seq. No. 


52014 




Seq. ID 


OJ991116_18.0421 


,C8 


Gene No. 


110039 




Strand 






brart 


12010 




End 


12375 




Name 


OJ991116 18. 0421. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12075 




End 


12348 




GI 


none 




Score 


204 




Exons 


12075. .12335, 12076 


. .12348 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


C9 


Gene No. 


110040 




Strand 


+ 




Start 


624 




End 


6364 




Name 


OJ991116 18. 0421. C9 


. ol .gs 


Method 


GENSCAN 





53256 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



624 End 6364 

none Score .82 

624. .638, 1817. .2254, 5147. .6364 



52015 Seq. ID 

110040 Strand 
624 End 
OJ991116JL8 . 0421 .C9 . ol . gp Method 
1794 • End 

28094_1.R1084 Score 
1794. .2254, 5147. .6263 

'3075394 0.0e+00 (AC004484) putative beta-ketoacyl-CoA synthase 
[Arabidopsis thaliana] >gi_3559809_emb_CAA09311_ (AJ010713) 
fiddlehead protein [Arabidopsis thaliana] 1 



OJ991116_18.0421.C9 
+ 

6364 
AAT/GAP 
6263 
2968 



52015 Seq. ID 

110040 Strand 
624 End 
OJ991116_18 . 0421 . C9 . ol . np Method 
1838 End 
3075394 Score 
1838. .2254, 5147. .6355 

(AC004484) beta-ketoacyl-CoA synthase (FIDDLEHEAD) [Arabidopsis 
thaliana] gi | 3559809 I emb | CAA09311 1 (AJ010713) fiddlehead protein 
[Arabidopsis thaliana] 



OJ991116_18.0421.C9 
+ 

6364 
AAT/NAP 
6355 
1927 



52015 

110041 

8178 

OJ991116_18.0421.C9.o2.gs 

8178 

none 



Seq. ID OJ991116_18.0421.C9 

Strand + 

End 20829 

Method GENSCAN 

End 12621 

Score .86 



8178. .8263, 9068. .9161, 9260. .11128, 11214 .. 11273, 117 92 .. 118 61, 
12464.. 12621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52015 
110041 
8178 

OJ991116 
9380 
4204793 
9380. .9532, 



i_18 .0421.C9.o2.np 



14896. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15138, 15316. .15491, 



OJ991116_18.0421.C9 
+ 

20829 
AAT/NAP 
20829 
2049 
15577. . 15741, 



15834. .16129, 16248 .. 16564 , 16661 .. 16884 , 16975 .. 18867 , 
19348. .19659, 20743. .20829 

(U52079) P-glycoprotein [Solanum tuberosum] 



52015 

110041 

8178 

OJ991116_18.0421.C9.o2.gp 

12103 

none 



Seq. ID OJ991116_18.0421.C9 



Strand 
End 

Method 

End 

Score 



+ 

20829 
AAT/GAP 
12889 
988 



12103. .12134, 12287. .12381, 12464. .12889 



52015 

110041 

8178 



Seq. ID OJ991116_18.0421.C9 
Strand + 
End 20829 



53257 



Name 

Start 

GI 

Exons 



OJ991116_18 . 0421 . C9 . o3 . gs Method GEN SCAN 

14111 End 19695 

none Score .93 

14111. .14464, 14485. .15078, 15172 .. 15226, 15316 .. 154 91, 

15577. .15741, 15834 .. 16201, 16248 .. 16884 , 16975 .. 188 67 , 

19348. .19695 



Seq. No. 52015 

Gene No. 110042 

Start 21805 

Name OJ991116_18 . 0421 . C9 . o4 . gs 

Start 21805 

GI none 
Exons 



Seq. ID OJ991116_18.0421.C9 

Strand + 

End 27766 

Method GENSCAN 

End 27766 

Score .58 



21805. .21976, 24027 .. 24 505, 24786 25163, 25376. 
25660. .26259, 27613.. 27766 



,25467, 



Seq. No. 52015 Seq. ID 

Gene No. 110042 Strand 

Start 21805 End 

Name OJ991116_18 . 0421 . C9 . o3 . np Method 

Start 23858 End 

GI 7485989 Score 

Exons 23858. .24392, 26990.. 27101 

GI Descrip. hypothetical protein F22013.27 - Arabidopsis thaliana 

gi | 30634 65 | gb I AAC14053 . 1 1 (AC003981 ) F22013 .27 [Arabidopsis 
thaliana] 



OJ991116__18.0421 .C9 
+ 

27766 
AAT/NAP 
27101 
413 



L| Seq. No. 

l Gene No. 

" Start 

Z Name 

J Start 

U GI 

Exons 

3 GI Descrip. 

^ Seq. No. 

* Gene No. 

3 Start 

3 Name 

^ Start 

9 GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



52015 

110042 

21805 

OJ991116_18.0421.C9.o3.gp 
25942 

uC-osflcypl22g03bl 
25942. .26443 

'3063465 2.0e-09 (AC003981) 



52015 

110043 

27950 

OJ991116_18.0421.C9.ol.tc 

1823 

none 



Seq. ID OJ991116_18.0421.C9 

Strand + 

End 27766 

Method AAT/GAP 

End 26443 

Score 988 

F22013.27 [Arabidopsis thaliana] 1 

OJ991116 18. 0421. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1823. .2113, 1870. .2112, 2180. .2257, 2183. .2257, 5144. .5275, 
5146. .5253, 5291. .5956, 5299. .5469, 5524. .5952, 6010. .6063, 
6014. .6268, 6151. .6261, 6323. .6346 



30380 

TBLASTX: Cress 

6346 

397 



52015 

110043 

27950 

OJ991116_18.0421.C9.ol.ts 

1841 

none 



Seq. ID OJ991116_18.0421.C9 
Strand 

End 30380 

Method TBLASTX : Soybean 

End 6373 

Score 501 



1841. .2257, 1873. .2226, 5131. .5469, 5132. .5959, 5524. .5922, 
6010. .6063, 6014. .6268, 6145. .6261, 6323.. 6373 



52015 
110043 



Seq. ID 
Strand 



OJ991116 18. 0421. C9 



53258 



Start 


O 1 f\ C A 

27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1853 




End 


6364 


GI 


none 




Score 


608 


Exons 


1853. .2257, 


1867.. 2226, 2183. 


.2257, 5131. .5238, 5135. .5467 




5141. .6268, 


5146.. 5469, 5521. 


.6063, 6145.. 6363, 6323.. 6364 


Seq. No. 


52015 




oeq. id 




Gene No . 


1 T A A A *3 

110U4 j 




Strand 




Start 


27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.o2. tw 


Method 


TBLASTX: Wheat 


Start 


6140 




End 


6268 


GI 


none 




Score 


210 


Exons 


6140. .6268, 


6145.. 6261, 6173. 


.6262 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421.C9 


Gene No. 


110043 




Strand 




Start 






End 


30380 


Name 


OJ991116 18. 


0421.C9.o8.tm 


Method 


TBLASTX: Maize 


Start 


9341 




End 


9739 


GI 


none 




Score 


106 


Exons 


9341. .9421, 


9437. .9592, 9454. 


.9567, 9508. .9669, 9508. .9642 




9509. .9739 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421.C9 


Gene No. 


110043 




Strand 


- 


Start 


27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.o7.tm 


Method 


TBLASTX: Maize 


Start 


9826 




End 


10099 


GI 


none 




Score 


275 


Exons 


9826. .10098, 


9830. .10099 






Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421.C9 


Gene No. 


1 1 A A A O 

11004 o 




Strand 




Start 


27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.o4.tc 


Method 


TBLASTX: Cress 


Start 


9860 




End 


10195 


GI 


none 




Score 


207 


Exons 


9860. .10195 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421.C9 


Gene No. 


110043 




Strand 




Start 


27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.o3.ts 


Method 


TBLASTX: Soybean 


Start 


9947 




End 


10645 


GI 


none 




Score 


254 


Exons 


9947. .10195, 


9949.. 10194, 10238.. 10507 


, 10565.. 10645 


Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421.C9 


Gene No. 


110043 




Strand 




Start 


27950 




End 


30380 


Name 


OJ991116 18. 


0421.C9.o4.tm 


Method 


TBLASTX: Maize 


Start 


10100 




End 


10536 


GI 


none 




Score 


114 


Exons 


10100. .10204 


, 10101. .10196, 10129. .10200, 10238 .. 10531, 




10240. .10332, 10396. .10536 







53259 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Ranp Mo „ 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10121 




End 


10552 




GI 


none 




Score 


77 




Exons 


10121. .10195, 10238 


. .10552 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No . 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


.05. tm 


Method 


TBLASTX: Maize 




Start 


10540 




End 


10983 




GI 


none 




Score 


407 




Exons 


10540. .10983, 10544 


. .10981 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


fjpnp NO 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


10685 




End 


11005 




GI 


none 




Score 


194 




Exons 


10685. .11005, 10801 


. .10995 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


15311 




End 


19629 




GI 


none 




Score 


171 




Exons 


15311. .15493, 15315 


. .15494, 


15315. .15446, 15836 .. 16087 , 






15837. .16127, 15837 


. .16073, 


16210. .16344, 16227. .16568, 






16273 16566, 16353 


16565, 


16354. .16569, 16617 .. 16793, 






16657. .16887, 16657 


. .16887, 


16975. .17262, 16975 17256, 






16977. .17021, 16977 


. .17240, 


17109. .17252, 17611. .18021, 






18064. .18435, 18472 


. .18543, 


18472. .18543, 18613 .. 18870, 






18613. .18870, 19344 


. .19604, 


19347. .19601, 19348. .19629, 






19348. .19626 










Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


15840 




End 


18543 




GI 


none 




Score 


140 




Exons 


15840. .16115, 16249 


. .16470, 


17704. .18021, 18063. .18389, 






18064. .18417, 18468 


. .18515, 


18469. .18543 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16299 




End 


19626 




GI 


none 




Score 


255 




Exons 


16299. .16568, 16300 


. .16569, 


16660. .168! 


37, 16975. .17253, 






16975. .17115, 17109 


. .17234, 


184 69. .18543, 18 613. .18870, 






19347. .19601, 19348 


. .19626 









53260 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


16480 




End 


19763 




GI 


none 




Score 


98 




Exons 


16480. .16566, 16482. 


.16601, 


16657. .16887, 16707. .16850, 






16975. .17055, 16977. 


.17018, 


17053. .17289, 18613. .18870, 






19347. .19418, 19348. 


.19428, 


19483. .19641, 19734. .19763 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


. C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16977 




End 


19593 




GI 


none 




Score 


272 




Exons 


16977. .17216, 16978. 


.17217, 


19350. .19589, 19351.. 19593 




Seq. No. 


52015 




Seq. ID 


0J991116_18 . 0421 


.C9 


Gene No. 


110043 




Strand 


— 




Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


17653 




End 


18417 




GI 


none 




Score 


148 




Exons 


17653. . 17967, 18064. 


.18417 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


. C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


o3 . tc 


Method 


TBLASTX : Cress 




Start 


23855 




End 


24136 




GI 


none 




Score 


326 




Exons 


23855. .24136, 23860. 


.24132 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


23858 




End 


24037 




GI 


none 




Score 


187 




Exons 


23858. .24037, 23860. 


.24033 








Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


23858 




End 


24118 




GI 


none 




Score 


111 




Exons 


23858. .23974, 23990. 


.24118, 


23995. .24117 




Seq. No. 


52015 




Seq. ID 


OJ991116_18.0421 


.C9 


Gene No. 


110043 




Strand 






Start 


27950 




End 


30380 




Name 


OJ991116 18. 0421. C9. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


24804 




End 


25474 




GI 


none 




Score 


156 





53261 



Exons 



24804. .24902, 24811 .. 24 975, 24815 .. 24 916, 24824 24982, 
25034. .25165, 25103 .. 25162 , 25373. .25474 





Seq. no. 




Seq. ID 


OJ991116_18.0421.C9 




Gene No. 


110043 


Strand 






Start 


27950 


End 


30380 




Name 


OJ991116 18.0421.C9.o5.gs 


Method 


GENSCAN 




Start 


27950 


End 


30380 




GI 


none 


Score 


.88 




Exons 


27950. .28021, 28343 .. 28450, 


28552..28927, 29009 29166, 






292S2..29372, 2944 9 .. 29667 , 


29759.-29858, 2994 6 .. 30156, 






30310. .30380 








Seq. No. 


52015 


Seq. ID 


OJ991116_18.0421.C9 




Gene No. 


110043 


Strand 






Start 


27950 


End 


30380 




Name 


OJ991116 18.0421.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


29451 


End 


30162 




GI 


none 


Score 


133 




Exons 


29451. .29648, 29454 .. 29666, 


29464 . .29694, 29758 29865, 






29947. .30162, 30004.. 30162 








Seq. No. 


52016 


Seq. ID 


OJ991116_18. 0421. C10 




Gene No . 


110044 


Strand 




— : 


Start 


1 


End 


703 




Name 


OJ991116 18.0421.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


703 


fU 


GI 


7106515 


Score 


588 


ri 

■= W 


Exons 


1. .703 






• , z 

i%f 


GI Descrip. 


(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 


. =% 




T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 


ry 




sativa] 








Seq. No. 


52016 


Seq. ID 


OJ991116_18. 0421. C10 


13 


Gene No. 


110044 


Strand 






Start 


1 


End 


703 




Name 


OJ991116 18.0421.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


12 


End 


158 


? ^ 


GI 


none 


Score 


109 


[I 


Exons 


12. .158, 22. .153 








Seq. No. 


52016 


Seq. ID 


OJ991116_18. 0421. C10 




Gene No. 


110044 


Strand 






Start 


1 


End 


703 




Name 


OJ991116 18.0421.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


39 


End 


335 




GI 


none 


Score 


149 




Exons 


39. .335, 40. .255, 48. .314 








Seq. No. 


52016 


Seq. ID 


OJ991116_18. 0421. C10 




Gene No. 


110044 


Strand 






Start 


1 


End 


703 




Name 


OJ991116 18.0421.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


159 


End 


702 




GI 


none 


Score 


175 




Exons 


159. .413, 160. .411, 456. .701 


, 473. .547, 


474. .548, 508. .549, 






604. .702 







53262 



Seq. No. 52016 Seq. ID 

Gene No. 110044 Strand 

Start 1 End 

Name OJ991116_18 . 0421 . CIO . ol . gs Method 

Start 209 End 

GI none Score 

Exons 209.. 336 



OJ991116_18. 0421. C10 
703 

GENSCAN 

336 

.45 



Seq. No. 52017 Seq. ID 

Gene No. 110045 Strand 

Start 421 End 

Name 0 J99 1 116_18.0421.C14.ol.gs Method 

Start 421 End 

GI none Score 

Exons 421.. 600 



OJ991116_18.0421.C14 
600 

GENSCAN 

600 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52018 Seq. ID 

110046 Strand 

140 End 

OJ991206_03 . 04 19 . CI . ol . gs Method 

140 End 

none Score 



OJ991206_03.0419.C1 
+ 

2434 
GENSCAN 
2434 
.77 



140. .615, 725.-898, 995. .1105, 1190. .1262, 1357. .1455, 
2246. .2434 



Seq. No. 52018 

Gene No. 110047 

Start 2501 

Name OJ991206_03 . 0419 . CI . ol . tw 

Start 542 

GI none 

Exons 542. .622, 711. .893, 761. .886, 993. .1064 



Seq. ID OJ991206_03.0419.C1 



Strand 
End 

Method 

End 

Score 



+ 

4658 

TBLASTX: Wheat 
1064 
60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52018 Seq. ID OJ991206_03 . 04 19 . CI 

110047 
2501 

OJ991206_03.0419.Cl.o2.np 
2501 
5922620 

2501. .2678, 3315. .3385, 3745. 

(AP000492) EST D15357 (C0514 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3913, 



OJ991206_ 
+ 

4658 
AAT/NAP 
4658 
160 
4594. .4658 



the 



52019 

110048 

143 

OJ991206_03 . 04 1 9 . C2 . ol . gs 

143 

none 

143. .242, 1215. .1337 



Seq. ID OJ991206_03.0419.C2 

Strand + 

End 1337 

Method GENSCAN 

End 1337 

Score .88 



Seq. No. 
Gene No. 



52019 
110049 



Seq. ID 
Strand 



OJ991206 03. 0419. C2 



53263 



Start 


137 


End 


215 


Name 


OJ991206 03.0419.C2.ol.np 


Method 


AAT/NAP 


Start 


137 


End 


215 


GI 


6630699 


Score 


85 


Exons 


137. .215 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypotheti 




[Oryza sativa] 






Seq- No. 


52019 


Seq. ID 


OJ991206 


Gene No. 


110050 


Strand 




Start 


964 


End 


14 4 6 


Name 


OJ991206 03.0419.C2.o2.np 


Method 


AAT/NAP 


Start 


964 


End 


1446 


GI 


5852093 


Score 


65 


Exons 


964. .1081, 1411. .1446 






GI Descrip. 


(AL117264) zwhlS.l [Oryza sativa] 




Seq. No. 


52020 


Seq. ID 


OJ991206 


Gene No. 


110051 


Strand 


+ 


Start 


4642 


End 


4864 


Name 


OJ991206 03.0419.C4.o2.np 


Method 


AAT/NAP 


Start 


4642 


End 


4864 


GI 


7340905 


Score 


118 


Exons 


4642. .4864 






GI Descrip, 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


52020 


Seq. ID 


OJ991206 


Gene No. 


110052 


Strand 




Start 


1110 


End 


1207 


Name 


OJ991206 03.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


1110 


End 


1207 


GI 


5852084 


Score 


69 


Exons 


1110. .1207 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


52020 


Seq. ID 


OJ991206 


Gene No. 


110053 


Strand 




Start 


4687 


End 


6186 


Name 


OJ991206 03.0419.C4.o2.gs 


Method 


GEN SCAN 


Start 


4687 


End 


6186 


GI 


none 


Score 


. 62 


Exons 


4687. .4719, 5439. .5561, 6178. .6186 




Seq. No. 


52021 


Seq. ID 


OJ991206_ 


Gene No. 


110054 


Strand 




Start 


366 


End 


1977 


Name 


OJ991206 03.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


1977 


GI 


none 


Score 


.59 


Exons 


366. .482, 748. .922, 954. .1065, 1296. .1418, 1891 


Seq. No. 


52022 


Seq. ID 


OJ991206_ 


Gene No. 


110055 


Strand 


+ 


Start 


1474 


End 


3721 


Name 


OJ991206 03.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


1474 


End 


3619 



53264 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



none Score .57 

1474. .1589, 2064. .2208, 3158. .3222, 3361. .3619 



52022 Seq. ID 

110055 Strand 
1474 End 
OJ991206_03.0419.C6.ol.np Method 
2861 End 
6907087 Score 
2861.. 3222, 3268.. 3721 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ991206_03.0419.C6 
+ 

3721 
AAT/NAP 
3721 
506 



OJ991206_03.0419.C7 
+ 

177 

AAT/NAP 

177 

126 



52023 Seq. ID 

110056 Strand 
1 End 
OJ991206_03.0419.C7.ol.np Method 
1 End 
6907087 Score 
1. .177 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 } correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

52023 Seq. ID OJ991206_03 . 04 19 . C7 

110057 Strand 

553 End 1193 

OJ991206J33 . 0419 . C7 . o2 . np Method AAT/NAP 

553 End 1193 

4680186 Score 109 

553. .761, 1159. .1193 

(AF111709) unknown [Oryza sativa subsp. indica] 



52024 Seq. ID 

110058 Strand 

1 End 

OJ991206_03.0419.C9.ol.np Method 

1 End 

7489805 Score 



OJ991206_03.0419.C9 
+ 

4734 
AAT/NAP 
4734 
1948 



1..23, 767. .1837, 3014. .3250, 3506. .4734 
polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



52024 Seq. ID 

110058 Strand 
1 End 
OJ991206_03.0419.C9.ol.gp Method 
1837 End 
LIB3475-004-P1-K2-A5 Score 
1837.. 2085 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



OJ991206_03.0419.C9 
+ 

4734 
AAT/GAP 
2085 
370 



52024 

110059 

5526 



Seq. ID OJ991206_03.0419.C9 
Strand + 
End 10282 



53265 






Name 


OJ991206 03 


.0419 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


755 






End 


1092 




GI 


none 






Score 


346 




Exons 


755. .961, 768. .986, 769. .1092 


, 1011.. 


1079 




Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 




Start 


5526 






End 


10282 




Name 


OJ991206 03 


. 0419 


.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


768 






End 


1185 




GI 


none 






Score 


414 




Exons 


768 . . 1079, 


769. . 


1185, 868.. 1167 






Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 




Start 


5526 






End 


10282 




Name 


OJ991206 03 


. 0419 


.C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


811 






End 


1278 




GI 


none 






Score 


292 




Exons 


811 . . 1278, 


861. . 


1004, 1119.. 1196 






Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 




Start 


5526 






End 


10282 


sf 


Name 


OJ991206_03 


. 0419 


.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1461 






End 


1833 




GI 


none 






Score 


302 




Exons 


1461. . 1679, 


1462 


..1833, 1717. 


.1737 




•J 


Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 


3 

: 3 


Start 


5526 






End 


10282 


ST 


Name 


OJ991206_03 


. 0419 


.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


1866 






End 


3000 


3 


GI 


none 






Score 


118 




Exons 


1866. . 1988, 


1866 


..1988, 1868. 


.1990, 1 


380. .1996, 1968. .2045, 






1981. .2067, 


1984 


..2067, 2467. 


.2589, 2468. .2587, 2468. .2596, 


- 




2469. .2699, 


2481 


..2597, 2569. 


.2706, 2582. .2707, 2585. .2710, 






2595. .2711, 


2756 


..2878, 2762. 


.2878, 2770. .2886, 2770. .2880, 






2858. .2995, 


2871 


..2996, 2874. 


.2999, 2 


384. .3000 


=? 


Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 




Start 


5526 






End 


10282 




Name 


OJ991206_03 


.0419 


■C9.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3496 






End 


3924 




GI 


none 






Score 


231 




Exons 


3496. .3924 












Seq. No. 


52024 






Seq. ID 


OJ991206_03.0419.C9 




Gene No. 


110059 






Strand 


+ 




Start 


5526 






End 


10282 




Name 


OJ991206 03 


.0419 


.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


3510 






End 


3780 




GI 


none 






Score 


208 




Exons 


3510. .3758, 


3511 


. .3780 
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Seq. No. 


52024 








Seq. ID 


OJ991206_03.0419 


.C9 




110059 








Strand 


+ 




Start 


5526 








End 


10282 




Name 


OJ991206 03. 


.0419. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3781 








End 


7711 




GI 


none 








Score 


334 




Exons 


3781. .4143, 


3873. 


.3932, 


3954. 


.4142, 7496. .7711, 7537. .7707 


Seq. No. 


52024 








Seq. ID 


OJ991206 0^ 0419 


C9 
. \^ z? 


\J "llC IN » 


110059 








Strand 






Start 


5526 








End 


10282 




Name 


OJ991206 03, 


,0419. 


C9.o3. 


ts 


Mpt hod 


TBLASTX • Sovhpan 




Start 


3784 








End 


4158 




GI 


none 








Score 


96 




Exons 


3784. .3924, 


3940. 


.4158 










Seq. No. 


52024 








Qpn TD 
wCV^i J. u 


OJ991206 0^ 0419 


C9 

■ z* 


UCUC LNU * 


1 10059 








Strand 


+ ~~ 




Start 


5526 








End 


10282 




Name 


OJ991206 03. 


,0419. 


C9.o5. 


tw 


Mpt*hoH 


TBLASTX *Whpfli- 




Start 


3949 








Fnri 






GI 


none 








Score 


114 




Exons 


3949. .4194, 


7514. 


.7780, 


7534 . 


. 7668 






Seq. No. 


52024 








Seq. ID 


OJ991206 03 0419 


C9 


UC11C LN W • 


110059 








Strand 


+ ' ~~ 




Start 


5526 








End 


10282 




Name 


OJ991206 03. 


0419. 


C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4174 








End 


4416 




GI 


none 








Score 


205 




Exons 


4174. .4416, 


4179. 


.4415 










Seq. No. 


52024 








Seq. ID 


OJ991206_03.0419 


-C9 


Gene No. 


110059 








Strand 


+ 




Start 


•J *J c u 








End 


10282 




Name 


OJ991206 03. 


0419. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4225 








End 


8260 




GI 


none 








Score 


67 




Exons 


4225.-4386, 


7772. 


.8161, 


7774 . 


.8028, 7775. .8071, 8170. .8229, 




8171. .8260 














Seq. No. 


52024 








Seq. ID 


OJ991206_03.0419, 


,C9 




110059 








Strand 


+ 




Start 


5526 








End 


10282 




Name 


OJ991206 03. 


0419. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4258 








End 


8164 




GI 


none 








Score 


66 




Exons 


4258. .4383, 


7784. 


.8164, 


7840. 


.8031, 8027. .8134 




Seq. No. 


52024 








Seq. ID 


OJ991206_03.0419, 


.C9 


Gene No. 


110059 








Strand 


+ 




Start 


5526 








End 


10282 




Name 


OJ991206 03. 


0419. 


C9.o2. 


gs 


Method 


GENSCAN 




Start 


5526 








End 


6574 




GI 


none 








Score 


.5 




Exons 


5526. .5550, 


5944. 


.6226, 


6280. 


.6574 







53267 



Seq. No. 


52024 




Seq. ID 


OJ991206_03.0419.C9 


Gene No. 


110059 




Strand 


+ 


Start 


5526 




End 


10282 


Name 


Uu Uj 


.0419.C9.o2.np 


Method 


AAT/NAP 


Start 


5628 




End 


10282 


GI 


6598522 




Score 


447 


Exons 


5628. .5655, 


7512. .8152, 10215 


. .10282 




GI Descrip. 


(AC006194) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


52024 




Seq. ID 


OJ991206_03.0419.C9 


Gene No. 


110059 




Strand 


+ 








End 


10282 


Name 


OJ991206 03 


. 0419.C9.o3.gs 


Method 


GEN SCAN 


Start 


7151 




End 


9557 


GI 


none 




Score 


.54 


Exons 


7151. .7233, 


7567.. 7694, 7932. 


.8131, 8154. .8269, 8705. .8979, 




9135. .9557 








Seq. No. 


52024 




Seq. ID 


OJ991206_03.0419.C9 


Gene No . 


i 1 nn c; q 
iiuuoy 




Strand 


+ 


Start 


5526 




End 


10282 


Name 


OJ991206 03 


.0419.C9.o4.ts 


Method 


TBLASTX : Soybean 


Start 


7514 




End 


7771 


GI 


none 




Score 


197 


Exons 


7514. .7771, 


7534. .7770 






Seq. No. 


52025 




Seq. ID 


OJ991206_03. 0419. C10 


Gene No. 


110060 




Strand 




Start 


1128 




End 


4560 


Name 


OJ991206 03 


.0419. C10. ol.np 


Method 


AAT/NAP 


Start 


1128 




End 


4147 


GI 


7267528 




Score 


1763 


Exons 


1128. .1408, 


1527.. 3629, 3774. 


4147 




GI Descrip. 


(AL161513) 


receptor protein kinase-like 


i protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] gi | 7321074 | emb | CAB82121 . 1 | (AL161813) 
kinase-like protein [Arabidopsis thaliana] 



receptor protein 



52025 

110060 

1128 

OJ991206_03.0419.C10.ol.tm 

1131 

none 



OJ991206 03. 0419. C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1131. .1268, 1302. .1409, 1315. .1410, 1528. .1692, 1529. .1681, 
1690. .1740, 1727. .1858, 1729. .1860 



4560 

TBLASTX: Maize 

1860 

84 



Seq. ID OJ991206JD3. 0419. C10 
Strand 

End 4560 

Method TBLASTX : Cress 

End 417 9 

Score 7 6 

.1692, 1592. .1690, 1768. .1911, 



52025 
110060 
1128 

OJ991206_03.0419.C10.ol.tc 
1314 
none 

1314. .1409, 1315. .1398, 1588. 
1948. .2049, 1955. .2050, 2338. .2541, 2341. .2535, 2344. .2529, 
2344. .2541, 2344. .2541, 2353 .. 2535, 2371 .. 2643, 2404. .2535, 
2536. .2970, 2542. .2796, 2545. .2847, 2560. .3123, 2560. .3057, 



53268 




2563. .3453, 
2629. .3144, 
2783. .2911, 
3145. .3195, 
3334. .3492, 
3433. .4068, 
3559. .3870, 
3697. .4179, 
3868. .4092, 
3940. .4056, 



2563. .3144, 
2639. .2887, 
3025. .3129, 
3208. .3510, 
3343. .3654, 
3445. .3633, 
3568. .3642, 
3697. .4017, 
3868. .3918, 
3994. .4059 



2575. .2682, 
2642. .2872, 
3076. .3732, 
3211. .3366, 
3415. .3564, 
3487. .4179, 
3578. .3712, 
3784. .4086, 
3883. .4068, 




2578. .2772, 
2695. .3126, 
3125. .3316, 
3271. .3582, 
3424. .3726, 
3487. .3798, 
3628. .3942, 
3793. .4170, 
3916. .4173, 



2627. .2800, 
2717. .2872, 
3142. .3708, 
3292. .3369, 
3424. .3483, 
3553. .3708, 
3670. .3864, 
3796. .3903, 
3938. .4171, 



Seq. No. 52025 
Gene No. 110060 
Start 1128 

Name OJ991206JD3 . 0419 . CIO . ol . ts 

Start 1356 
GI none 

Exons 1356.. 1409, 1528.. 1692, 1529. 

1735. .2100, 2266. .2316, 2344. 
2422. .2535, 2428. .2553, 2560. 
2698..2883, 3067. .3315, 3220. 
3697. .3888, 3775. .3960, 3904. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1690, 1690 
.2421, 2351 
.2739, 2644 
.3366, 3415 
.4092 



OJ991206 03. 0419. C10 



4560 

TBLASTX: Soybean 
4092 
127 

2109, 1712.. 1882, 
2410, 2362.. 2523, 
2712, 2647. .2811, 
3528, 3628.. 3816, 



Seq. No. 52025 Seq. ID 

Gene No. 110060 Strand 

Start 1128 End 

Name OJ991206_03 . 04 19 . C10 . ol . tW Method 

Start 1567 End 

GI none Score 

Exons 1567.. 1692, 1690.. 1902 



OJ991206_03. 0419. C10 
4560 

TBLASTX: Wheat 

1902 

160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52025 

110060 

1128 

OJ991206_03 
1797 
7434428 
1797. .3861, 



0419. C10. o2.np 



4327. .4466, 



4514 

protein kinase homolog F6H11 
gi 12827714 | emb | CAA16687 .1 1 (AL021684) 
like protein [Arabidopsis thaliana] 



Seq. ID 
Strand 

End 4560 
Method AAT/NAP 
End 4560 
Score 775 
.4560 

160 - Arabidopsis 
receptor 



OJ991206 03. 0419. C10 



thaliana 
protein kinase 



52025 

110060 

1128 

OJ991206_03.0419.C10.o2.tw 

2344 

none 

2344. .2535, 2429. .2521, 2542, 
2803. .3114, 2881. .3147, 2947, 
3232.. 3549, 3334.. 3630, 3454. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 03. 0419. C10 



4560 

TBLASTX: Wheat 
4179 
57 

2835, 2587.. 2919, 2659. 
3144, 3145.. 3366, 3160. 



.2973, 
.3474, 



,3732, 3520.. 3846, 3581. .3760, 



3808.. 4095, 3869.. 4030, 3886.. 4179 



Seq. No. 52025 Seq. ID 

Gene No. 110060 Strand 

Start 1128 End 

Name OJ991206 03 . 0419 . C10 . o2 . tm Method 



OJ991206JD3. 0419. C10 
4560 

TBLASTX: Maize 



53269 



Start 
GI 

Exons 



2353 
none 

2353.-2949, 2354, 

2762.-2872, 2992, 

3415. .3549, 3475, 

3910.. 4170, 3937. 



End 4173 

Score 111 
.2548, 2612. .2872, 2683. .3093, 2755. .3141, 
.3144, 3145. .3312, 3238. .3366, 3289. .3471, 
.3882, 3649. .3834, 3664. .4095, 3775. .4173, 
.4095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52026 

110061 

754 

OJ991206_03.0419.C12.ol.gs 

754 

none 



Seq. ID OJ991206_03.0419.C12 
Strand 

End 6710 

Method GEN SCAN 

End 6710 

Score . 5 



754. .912, 1356. .1499, 3869. .4278, 4509. .4743, 5667. .5743, 
5909. .5988, 6275. .6400, 6523. .6710 



52026 
110062 
8235 

OJ991206_03.0419.C12.ol.np 
8235 
5777617 
8235.-8372, 9501.. 9543 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ991206_03.0419.C12 
Strand 

End 9543 

Method AAT/NAP 

End 9543 

Score 78 



Seq. No. 52027 

Gene No. 110063 

Start 261 

Name OJ991206_03.0419.C13.o4 .tw 

Start 255 

GI none 

Exons 255.. 641, 266.. 640, 379.. 642 



Seq. ID OJ991206_03.0419.C13 

Strand + 

End 4165 

Method TBLASTX : Wheat 

End 642 

Score 354 



Seq. No. 

i Gene No. 

jj Start 

; Name 

Z Start 

3 GI 

3 Exons 

g GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52027 Seq. ID OJ991206JD3 . 04 19 . C13 

110063 Strand + 

261 End 4165 

OJ991206_03.0419.C13.ol.np Method AAT/NAP 

261 End 4165 

6539553 Score 6711 

261. .4165 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



52027 

110063 

261 

OJ991206_03.0419.C13.o2.tm 

390 

none 

390. .701, 398. .703, 400. .702 



Seq. ID OJ991206_03.0419.C13 



Strand 
End 

Method 

End 

Score 



+ 

4165 

TBLASTX : Maize 

703 

366 



Seq. No. 52027 Seq. ID 

Gene No. 110063 Strand 

Start 261 End 

Name OJ991206 03 . 0419.C13 .ol . tm Method 



OJ991206_03.0419.C13 
+ 

4165 

TBLASTX: Maize 



53270 




Start 


1202 








End 


1524 




GI 


none 








Score 


268 




Exons 


1202. .1456, 


1209 


. .1523, 


1229. 


.1522, 1357.. 1524 




Seq. No. 


52027 








oeq, ±u 


U J.. U4 1 j . 


C13 


bene lno . 










C f- ran ,J 

o cxrana 


4. 




Start 


261 










A 1 




Name 


OJ991206 03 


.0419 


.C13.o5. 


ts 


Mat Vi aH 


TOT ZiQTV • QnirKoan 

i Dijft.o i A . ouyjjcan 




Start 


1551 










J. Z?J / 




GI 


none 








Score 


88 




Exons 


1551. .1706, 


1689 


. .1937 










Seq. No. 


52027 








Seq. ID 


OJ991206J)3.0419. 


C13 


bene lno . 


lluUDJ 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1656 








End 


1994 




GI 


none 








Score 


278 




Exons 


1656. .1994, 


1727 


. .1867, 


1788. 


.1973, 1891. .1974 




Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419. 


C13 


bene lno . 


L lUUDj 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.o4. 


tm 


Method 


TBLASTX : Maize 




Start 


1851 








End 


2423 




GI 


none 








Score 


224 




Exons 


1851. .2159, 


1934 


. .2125, 


1980. 


.2135, 2178. .2423 




Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419. 


C13 


bene lno . 


llUUOj 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1947 








End 


2372 




GI 


none 








Score 


193 




Exons 


1947. .2171, 


1955 


. .2125, 


2172. 


.2372, 2180.. 2218 




Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419. 


C13 


bene lno . 


llUUuj 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1980 








End 


2372 




GI 


none 








Score 


116 




Exons 


1980. .2162, 


2175 


. .2372 










Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419. 


C13 


Gene No. 


110063 








Strand 


+ 




o car l 


£. 01 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1995 








End 


2750 




GI 


none 








Score 


624 




Exons 


1995. .2459, 


2003 


. .2482, 


2503. 


.2733, 2517.. 2750, 2533.. 2730, 




2591. .2749 














Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419. 


C13 


Gene No. 


110063 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 





53271 






Start 


2670 








End 


3134 




GI 


5509260 








Score 


382 




Exons 


2670. .3134, 


2771. 


.2839, 


2888. 


.2983, 3056. ,3115 




GI Descrip. 


- 














Seq. No. 


52027 








Seq. ID 


OJ991206 03.0419.C13 




bene no . 


IIUUdj 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419. 


C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2763 








End 


3023 




GI 


none 








Score 


286 




Exons 


2763. .3023, 


2765. 


.2842 










Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419.C13 




Gene No. 


1 lUUb 3 








Strand 


+ 




Start 


261 








End 


4165 




Name 


OJ991206 03 


.0419. 


C13.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2805 








End 


3269 




GI 


none 








Score 


355 




Exons 


2805. .3269, 


2940. 


.3122 










Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419.C13 




bene no. 


1 1UU DJ 








Strand 


+ 


_ - 


Start 


261 








End 


4165 




Name 


OJ991206 03 


0419. 


C13.o3 


.tw 


Method 


TBLASTX: Wheat 


sJ 


Start 


2805 








End 


3362 


r fs 


GI 


none 








Score 


319 


i 


Exons 


2805. .3149, 


2952. 


.3125, 


3144. 


.3362, 3218. .3340 


sM 


Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419.C13 




Gene No . 


11UU DJ 








Strand 


+ 


^ Ji 


Start 


261 








End 


4165 


s cr 


Name 


OJ991206 03 


0419. 


C13.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3201 








End 


3548 




GI 


none 








Score 


309 


- ^ 


Exons 


3201. .3449, 


3203. 


.3547, 


3204. 


.3548 






Seq. No. 


52027 








Seq. ID 


OJ991206_03.0419.C13 


i 3 


Gene No . 


IIUUDj 








Strand 


+ 


O 


Start 


261 








End 


4165 




Name 


OJ991206 03, 


0419. 


C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


3360 








End 


3698 




GI 


none 








Score 


290 




Exons 


3360. .3683, 


3366. 


.3698, 


3374. 


.3697 






Seq. No. 


52027 








Seq. ID 


OJ991206 03.0419.C13 




Gene No. 


110063 








Strand 


+ 




btart 


Zbl 








End 


4165 




Name 


OJ991206 03. 


0419. 


C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3554 








End 


4027 




GI 


none 








Score 


92 




Exons 


3554. .3625, 


3555. 


.3629, 


3556. 


.3627, 3644. .3700, 3645. .3701, 






3693. .3950, 


3697. 


.3996, 


3698. 


.3994, 3700. .4023, 3701. .4027 




Seq. No. 


52027 








Seq. ID 


OJ991206 03.0419.C13 




Gene No. 


110063 








Strand 


+ 




Start 


261 








End 


4165 



53272 



Name 


OJ991206 03 


.0419. 


C13.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


3576 








End 


3901 


GI 


none 








Score 


83 


Exons 


3576. .3674, 


3587. 


. 3667, 


3700. 


.3822, 3701.. 3901 


Seq. No. 


52028 








Seq. ID 


OJ991206 03.0419.C14 


Gene No. 


110064 








Strand 




Start 


1151 








End 


1484 


Name 


OJ991206_03 


.0419. 


C14 .ol 


.gs 


Method 


GENSCAN 


Start 


1151 








End 


1369 


GI 


none 








Score 


.67 


Exons 


1151. .1369 












Seq. No. 


52028 








Seq. ID 


OJ991206_03.0419.C14 


Gene No. 


110064 








Strand 




Start 


1151 








End 


1484 


Name 


OJ991206 03 


.0419. 


C14.ol 


. np 


Method 


AAT/NAP 


Start 


1151 








End 


1484 


GI 


4262228 








Score 


359 


Exons 


1151. .1484 












GI Descrip. 


(AC006200) ] 


putative receptor- 


like protein kinase [Arabidops 




thaliana] 












Seq. No. 


52028 








Seq. ID 


OJ991206_03.0419.C14 


Gene No. 


110064 








Strand 




Start 


1151 








End 


1484 


Name 


OJ991206 03 


.0419. 


C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1301 








End 


1483 


GI 


none 








Score 


111 


Exons 


1301. .1405, 


1301. 


.1405, 


1302. 


.1406, 1303. .1413, 1303. .1413, 




1305. .1421, 


1406. 


.1483, 


1407. 


.1448, 1408. .1482, 1412. .1483 



Seq. No. 


52029 


Seq. ID 


OJ991206 


Gene No. 


110065 


Strand 




Start 


41 


End 


2126 


Name 


OJ991206 03.0419.C17.o2 


. np Method 


AAT/NAP 


Start 


41 


End 


2126 


GI 


7523517 


Score 


162 


Exons 


41. .309, 1769. .1823, 1967. .2126 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52029 


Seq. ID 


OJ991206 


Gene No. 


110065 


Strand 




Start 


41 


End 


2126 


Name 


OJ991206 03.0419.C17.ol 


. np Method 


AAT/NAP 


Start 


308 


End 


418 


GI 


7340860 


Score 


81 


Exons 


308. .418 







GI Descrip. (AP001551) EST D24084 (R1183 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


52030 


Seq. ID 


OJ991206_03.0419.C1 


Gene No. 


110066 


Strand 




Start 


1338 


End 


3561 


Name 


OJ991206 03.0419.C18.ol.gs 


Method 


GENSCAN 


Start 


1338 


End 


3561 


GI 


none 


Score 


.77 



53273 



# 



1338. .1439, 2011. .2142, 3173. .3340, 3529. .3561 



Exons 

Seq. No. 52031 

Gene No. 110067 

Start 1 

Name OJ991206_03 . 0419.C19.ol .np 

Start 1 

GI 4262228 

Exons 1..709, 946.. 1003 

GI Descrip. (AC006200) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ991206_03.0419.C19 

Strand + 

End 1003 

Method AAT/NAP 

End 1003 

Score 595 



Seq. No. 52031 Seq. ID 

Gene No. 110067 Strand 

Start ■ 1 End 

Name OJ991206_03.0419.C19.o2.tc Method 

Start 3 End 

GI none Score 

Exons 3.. 68, 51.. 212 



OJ991206_03.0419.C19 
+ 

1003 

TBLASTX: Cress 

212 

91 





Seq. No. 


52031 






Seq. ID 


OJ991206_03.0419 


.C19 




Gene No. 


110067 






Strand 


+ 






Start 


1 






End 


1003 




f 1 


Name 


OJ991206 


03.0419.C19.ol 


.gs 


Method 


GENS CAN 




1 ^ 


Start 


57 






End 


657 




%** 


GI 


none 






Score 


.78 




f I jj 


Exons 


57. .657 












% 


Seq. No. 


52031 






Seq. ID 


OJ991206_03.0419 


.C19 




Gene No. 


110067 






Strand 


+ 






Start 


1 






End 


1003 




% -X 

? : 2 


Name 


OJ991206 


03.0419.C19.ol 


.tm 


Method 


TBLASTX: Maize 




: Li 


Start 


315 






End 


644 






GI 


none 






Score 


35 




t 


Exons 


315. .368, 


348. .500, 374 


. . 484, 


495. .644, 


509. .640 




% 3 


Seq. No. 


52031 






Seq. ID 


OJ991206_03.0419 


-C19 




Gene No. 


110067 






Strand 


+ 




\J 


Start 


1 






End 


1003 






Name 


OJ991206 


03.0419.C19.ol 


.tc 


Method 


TBLASTX: Cress 




L -J 


Start 


374 






End 


649 






GI 


none 






Score 


142 






Exons 


374. .484, 


378. .524, 504 


. .641, 


509. .649 








Seq. No. 


52031 






Seq. ID 


OJ991206_03.0419 


.C19 




Gene No. 


110067 






Strand 


+ 






Start 


1 






End 


1003 






Name 


OJ991206 


03.0419.C19.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


447 






End 


659 






GI 


none 






Score 


326 






Exons 


447. .659, 


449. .658 











Seq. No. 52032 Seq. ID 

Gene No. 110068 Strand 

Start 531 End 

Name OJ991206_03 . 04 19 . C20 . ol . gs Method 

Start 531 End 



OJ991206_03.0419.C20 
+ 

1651 
GEN SCAN 
1651 



53274 




GI 


none 


Score 


.83 


Exons 


531. .554, 1548. .1651 






Seq. No. 


52032 


Seq. ID 


OJ991206_03.0419.C20 


Gene No . 




Strand 




Start 


1 


End 


197 


Name 


OJ991206 03.0419.C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


197 


GI 


none 


Score 


382 


Exons 


1. .197 






Seq. No. 


52033 


Seq. ID 


OJ991206_03.0419.C22 


Gene No. 


i 1 nm n 
11UU / U 


Strand 


+ 


Start 


50 


End 


223 


Name 


OJ991206 03.0419.C22.ol.gs 


Method 


GENSCAN 


Start 


50 


End 


223 


GI 


none 


Score 


.83 


Exons 


50. .223 






Seq. No. 


52034 


Seq. ID 


OJ991206_03.0419.C24 


Gene No. 


110071 


Strand 




Start 


1 


End 


3241 


Name 


OJ991206 03.0419.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3241 


GI 


2811226 


Score 


838 


Exons 


1..51, 452. .666, 1111. .1227, 


1323. .1391, 1486. .1524, 2263. .2432, 




2544..274S, 2785. .2951, 3114. 


.3241 




GI Descrip. 


(AF042669) fimbrin 2 [Arabidopsis thaliana] 




gi I 2811232 |gb IAAB97847.il (AF042671) fimbrin 2 [Arabidopsis 




thaliana] 






Seq. No. 


52034 


Seq. ID 


OJ991206_03.0419.C24 


Gene No. 


110071 


Strand 




Start 


1 


End 


3241 


Name 


OJ991206 03.0419.C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


440 


End 


2336 


GI 


none 


Score 


311 


Exons 


440. .664, 449. .673, 451. .672, 


1109. .1222, 1111. .1233, 




1299.. 1394, 1323.. 1394, 1483. 


.1527, 1487.. 1540, 2271.. 2336, 




2272. .2334 






Seq. No. 


52034 


Seq. ID 


OJ991206_03.0419.C24 


Gene No. 


110071 


Strand 




Start 


1 


End 


3241 


Name 


OJ991206 03.0419.C24.ol.gp 


Method 


AAT/GAP 


Start 


443 


End 


1231 


GI 


23858 1.R1084 


Score 


596 


Exons 


443. .666, 1111. .1231 






GI Descrip. 


'2811226 1.0e-118 (AF042669) 


fimbrin 2 


[Arabidopsis thaliana] 




>gi_2811232 (AF042671) fimbrin 2 [Arabidopsis thaliana]' 


Seq. No. 


52034 


Seq. ID 


OJ991206_03.0419.C24 


Gene No. 


110071 


Strand 




Start 


1 


End 


3241 


Name 


OJ991206 03.0419.C24.ol.tc 


Method 


TBLASTX: Cress 


Start 


445 


End 


3238 


GI 


none 


Score 


126 



53275 



Exons 



445. .594, 449. .610, 451. .609, 617. .667, 622. .672, 1111. .1230, 
1118. .1228, 1311. .1394, 1354. .1392, 1483. .1521, 2274. .2387, 
2278. .2340, 2387. .2431, 2388. .2432, 2546. .2719, 2553.-2696, 
3173. .3238 



Seq. No. 52034 Seq. ID OJ991206_03 . 04 19 . C24 

Gene No. 110071 Strand 

Start 1 End 3241 

Name OJ991206JD3 . 04 19 . C24 . ol . ts Method TBLASTX : Soybean 

Start 451 End 2450 

GI none Score 103 

Exons 451. .573, 451. .609, 470. .613, 622. .672, 1111. .1230, 1118. .1228, 

1311. .1394, 1311. .1394, 1483. .1527, 2274. .2387, 2275.-2343, 
2390. .2431, 2391. .2450 

Seq. No. 52034 Seq. ID OJ991206JD3 . 04 19 . C24 

Gene No. 110071 Strand 

Start 1 End 3241 

Name OJ991206_03. 0419.C24 .ol . gs Method GEN SCAN 

Start 452 End 3152 

GI none Score . 52 

Exons 4S2..666, 1111. .1227, 1323. .1391, 2263. .2432, 2488. .3055, 

3057. .3152 



Seq. No. 52034 

Gene No. 110071 

Start 1 

Name OJ991206_03 . 0419.C24 .ol . tm 

Start 2339 

GI none 

Exons 2339.. 2380, 2340.. 2387, 2387. 

2544.. 2624, 2546.. 2719, 2680. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 03.0419.C24 



3241 

TBLASTX: Maize 
2917 
52 

2431, 2388. .2432, 2544. .2687, 
2706, 2796.. 2915, 2798.. 2917 



Seq. No. 52034 

Gene No. 110071 

Start 1 

Name OJ991206_03. 0419.C24 .ol . tw 

Start 2879 

GI none 

Exons 2879.. 2986, 2954.. 3058, 3170. 



Seq. ID OJ991206_03.0419.C24 
Strand 

End 3241 

Method TBLASTX : Wheat 

End 3241 

Score 80 

3241, 3170. .3241 



Seq. No. 52035 

Gene No. 110072 

Start 48 

Name OJ991206_03 . 04 19 . C25 . ol . gs 

Start 48 

GI none 

Exons 48.. 413 



Seq. ID OJ991206_03.0419.C25 

Strand + 

End 413 

Method GENSCAN 

End 413 

Score .79 



Seq. No. 52036 Seq. ID 

Gene No. 110073 Strand 

Start 104 End 

Name OJ991206_03 . 04 1 9 . C2 6 . ol . gs Method 

Start ,104 End 

GI none Score 

Exons 104.. 158 



OJ991206_03.0419.C26 
158 

GENSCAN 

158 

.82 



53276 




Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No. 


110074 


Strand 


+ 




Start 


4348 


End 


4787 




Name 


OJ991206 03.0419.C29.ol.gp 


Method 


AAT/GAP 




Start 


4348 


End 


4787 




GI 


none 


Score 


873 




Exons 


4348. .4787 








Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No. 


110075 


Strand 






Start 


1 


End 


4591 




Name 


OJ991206 03.0419.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4591 






7485695 


Score 


356 




Exons 


1..38, 102. .832, 1090. .1263, 


4561. .4591 




GI Descrip. 


hypothetical protein F18A5.40 


- Arabidopsis thaliana 






gi|4455294|emb|CAB36829.1| (AL035528) putative protein 






[Arabidopsis thaliana] gi | 7268069 i emb | CAB78407 . 1 | (AL161537! 




putative protein [Arabidopsis 


thaliana] 






Seq. No. 


52037 


Seq. ID 


OJ991206_03 .0419 


. C29 


Gene No. 


110075 


Strand 






Start 


1 


End 


4591 




Name 


OJ991206 03.0419.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


103 


End 


1264 




GI 


none 


Score 


81 




Exons 


103. .300, 343.-522, 359. .517, 


364. .576, 


447. .572, 538.. 


702, 




538. .774, 541. .846, 541. .702, 


542. .706, 


578.. 793, 1169. 


. 126- 


Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No . 


110075 


Strand 






Start 


1 


End 


4591 




Name 


OJ991206 03.0419.C29.o2.ts 


Method 


TBLASTX : Soybean 




Start 


334 


End 


636 




GI 


none 


Score 


92 




Exons 


334. .516, 344. .535, 541. .636, 


541. .636 






Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No . 


110075 


Strand 






Start 


1 


End 


4591 




Name 


OJ991206 03.0419.C29.ol.tc 


Method 


TBLASTX: Cress 




Start 


338 


End 


648 




GI 


none 


Score 


111 




Exons 


338. .523, 343. .522, 535. .648, 


578. .646 






Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No. 


110076 


Strand 






Start 


4654 


End 


5041 




Name 


OJ991206 03.0419.C29.o2.tc 


Method 


TBLASTX: Cress 




Start 


4654 


End 


4945 




GI 


none 


Score 


74 




Exons 


4654. .4731, 4786. .4938, 4786. 


.4944, 4796.-4945 




Seq. No. 


52037 


Seq. ID 


OJ991206_03.0419 


.C29 


Gene No. 


110076 


Strand 






Start 


4654 


End 


5041 




Name 


OJ991206 03.0419.C29.o2.tm 


Method 


TBLASTX: Maize 





53277 




Start 


4663 




End 


4923 


GI 


none 




Score 


70 


Exons 


4663. .4923, 4664. .4726, 


4677. 


.4919, 4777.. 4923 


Seq. No. 


52037 




Seq. ID 


OJyyl206 03.0419.C^y 


Gene No. 


110076 




Strand 




Start 


4654 




End 


5041 


Name 


OJ991206 03.0419.C29.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4781 




End 


5041 


GI 


none 




Score 


187 


Exons 


4781. .4873, 4786. .5034, 


4793. 


.5041 




Seq. No. 


52038 




Seq. ID 


OJ991206_03.0419.C30 


Gene No. 


110077 




Strand 




Start 


225 




End 


1461 


Name 


OJ991206 03.0419.C30.ol. 


gs 


Method 


GENSCAN 


Start 


225 




End 


1299 


GI 


none 




Score 


.94 


Exons 


225. .327, 636. .776, 895. 


.1000 


, 1098.. 1299 


Seq. No. 


52038 




Seq. ID 


OJ991206_03.0419.C30 


Gene No. 


110077 




Strand 




Start 


225 




End 


1461 


Name 


OJ991206 03.0419.C30.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


425 




End 


738 


GI 


none 




Score 


131 


Exons 


425. .559, 427. .561, 633. 


.737, 


636. .719, 


637. .738 


Seq. No. 


52038 




Seq. ID 


OJ991206_03.0419.C30 


Gene No. 


110077 




Strand 




Start 


225 




End 


1461 


Name 


OJ991206 03.0419.C30.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


472 




End 


1461 


GI 


none 




Score 


120 


Exons 


472. .561, 474. .563, 512. 


.562, 


633. .776, 


635. .781, 636. .782, 




888. .995, 893. .1009, 893 


. . 991 


, 937.. 999, 1089.. 1310, 1100.. 




1377. .1460, 1378. .1461 








Seq. No. 


52038 




Seq. ID 


OJ991206_03.0419.C30 


Gene No. 


110077 




Strand 




Start 


225 




End 


1461 


Name 


OJ991206 03.0419.C30.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


636 




End 


1297 


GI 


none 




Score 


87 


Exons 


636. .770, 636. .776, 637. 


.777, 


893.. 1000, 940.. 996, 1100.. 11. 




1175. .1297 








Seq. No. 


52039 




Seq. ID 


OJ991206_03.0419.C31 


Gene No. 


110078 




Strand 




Start 


134 




End 


6102 


Name 


OJ991206 03.0419.C31.ol. 


gs 


Method 


GENSCAN 


Start 


134 




End 


6102 


GI 


none 




Score 


.91 


Exons 


134. .357, 439. .591, 782. 


.991, 


1071. .1145, 1268. .1396, 



1642. .2097, 2255.-2425, 3235. .3342, 3901. .4064, 5146. .5304, 
5877. .6102 



53278 




Seq. No. 


52039 




Seq. ID 


OJ991206_03.0419.C31 


Gene No. 


110078 




Strand 




Start 


134 




End 


6102 


Name 


OJ991206 03.0419.C31.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


199 




End 


594 


GI 


none 




Score 


208 


Exons 


199. .426, 203. .364, 434. 


.592, 


434. .505, 439. .594, 439. .591, 




558. .593 








Seq. No. 


52039 




Seq. ID 


OJ991206_03.0419.C31 


Gene No. 


110078 




Strand 




Start 


134 




End 


6102 


Name 


OJ991206 03 . 04 19 . C31 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1834 




End 


2431 


GI 


none 




Score 


81 


Exons 


1834.. 2004, 1869.. 1997, 


1891. 


.2004, 1893. .2012, 2037. .2189, 




2037.. 2174, 2038. .2181, 


2042. 


.2191, 2232.-2426, 2252.. 2431, 




2256.. 2351, 2257.. 2403, 


2258. 


.2428 




Seq. No. 


52039 




Seq. ID 


OJ991206_03.0419.C31 


Gene No. 


110078 




Strand 




Start 


134 




End 


6102 


Name 


OJ991206 03.0419.C31.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2093 




End 


2431 


GI 


none 




Score 


105 


Exons 


2093.. 2194, 2095.. 2175, 


2102. 


.2182, 2246. .2431, 2253. .2351 


Seq. No. 


52039 




Seq. ID 


OJ991206_03.0419.C31 


Gene No. 


110078 




Strand 




Start 


134 




End 


6102 


Name 


OJ991206 03.0419.C31.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5152 




End 


6102 


GI 


none 




Score 


124 


Exons 


5152. .5304, 5152. .5304, 


5154. 


.5306, 5884.. 6102, 5888.. 6097 


Seq. No. 


52040 




Seq. ID 


OJ991206_03.0419.C32 


Gene No. 


110079 




Strand 


+ 


Start 


221 




End 


7177 


Name 


OJ991206 03.0419.C32.ol. 


gp 


Method 


AAT/GAP 


Start 


221 




End 


4599 


GI 


18859 2.R1084 




Score 


864 


Exons 


221. .265, 359.-496, 4107 


..4220, 4326.. 


4463, 4S44..4599 


GI Descrip. 


! 2344898 7.0e-52 (AC002388) 60S ribosomal protein L30 isolog 




[Arabidopsis thaliana] 1 








Seq. No. 


52040 




Seq. ID 


OJ991206_03.0419.C32 


Gene No. 


110079 




Strand 


+ 


Start 


221 




End 


7177 


Name 


OJ991206 03.0419.C32.ol. 


gs 


Method 


GENSCAN 


Start 


416 




End 


5453 


GI 


none 




Score 


.7 


Exons 


416. .496, 1802. .1949, 2016. .2208, 2811 


..3003, 4107. .4220, 




4326. .4462, 4544. .4702, 


5267. 


.5453 




Seq. No. 


52040 




Seq. ID 


OJ991206_03.0419.C32 


Gene No. 


110079 




Strand 


+ 


Start 


221 




End 


7177 



53279 



Name OJ991206_03 . 0419 .C32 . ol . np Method AAT/NAP 

Start 416 End 4688 

GI 7440779 Score 463 

Exons 416. .496, 4107. .4220, 4326. .4472, 4554. .4688 

GI Descrip. ribosomal protein L24 homolog T13E15.13 - Arabidopsis thaliana 
gi|2344898|gb|AAC31838.1| (AC002388) 60S ribosomal protein L30 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52040 

110079 

221 

OJ991206_03.0419.C32.o2.np 

5219 

4680183 



Seq. ID OJ991206_03.0419.C32 

Strand + 

End 7177 

Method AAT/NAP 

End 7177 

Score 64 



5219. .5484, 5723. .5858, 7143. .7177 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 52040 

Gene No. 110080 

Start 5813 

Name OJ991206_03 . 0419 . C32 . ol . tc 

Start 403 

GI none 
Exons 



Seq. ID OJ991206_03.0419.C32 
Strand 

End 6855 

Method TBLASTX : Cress 

End 4466 

Score 158 



403. .495, 416. .499, 4104. .4220, 4106. .4222, 4106. .4216, 
4323.-4466, 4325. .4465 



Seq. No. 52040 

Gene No. 110080 

Start 5813 

Name OJ991206_03 . 0419 . C32 . ol . ts 

Start 406 

GI none 
Exons 



Seq. ID OJ991206_03.0419.C32 
Strand 

End 6855 

Method TBLASTX : Soybean 

End 4466 

Score 158 



406. .501, 416. .499, 4104. .4220, 4106. .4231, 4106. .4216, 
4322. .4450, 4323. .4466 



Seq. No. 52040 

Gene No. 110080 

Start 5813 

Name OJ991206_03 . 0419.C32 .ol . tm 

Start 409 

GI none 
Exons 



Seq. ID OJ991206_03.0419.C32 
Strand 

End 6855 

Method TBLASTX: Maize 

End 4741 

Score 158 



409. .513, 416. .499, 4104. .4220, 4106. .4222, 4106. .4216, 
4323.-4463, 4325. .4453, 4539. .4622, 4540. .4620, 4643. .4738, 
4643. .4741 



Seq. No. 52040 

Gene No. 110080 

Start 5813 

Name OJ991206_03 .0419. C32 . o2 . gs 

Start 5813 

GI none 

Exons 5813.. 5930, 6499.. 6794 



Seq. ID OJ991206_03.0419.C32 
Strand 

End 6855 

Method GEN SCAN 

End 6794 

Score .77 



Seq. No. 52040 

Gene No. 110080 

Start 5813 

Name 0 J99120 6_03 .0419. C32 . o3 . np 



Seq. ID OJ991206_03.0419.C32 
Strand 

End 6855 

Method AAT/NAP 



53280 




Start 


6513 


End 


6837 




GI 


6714288 


Score 


385 




Exons 


6513. .6837 








GI Descrip. 


(AC013354) F15H18.12 [Arabidopsis thaliana] 




Seq. No. 


52040 


Seq. ID 


OJ991206 03 0419 


C32 


VjCilC • 


110080 

X 1 v u U U 


St rand 






Start 


5813 


End 


6855 




Name 


OJ991206 03 0419 C32 o2 tm 








Start 


6537 ~~ 


End 


6839 




GI 


none 


Score 


96 




Exons 


6537. .6839, 6577. .6783, 6585. 


.6839 






Seq. No. 


52040 


Seq. ID 


OJ991206_03.0419. 


C32 


Gene No. 


110080 


Strand 






Start 


5813 


End 


6855 




Name 


OJ991206 03 0419 C32 o2 on 


Method 


AAT/GAP 




Start 


6560 ~~ 


End 


6839 




GI 


" T.TFHd ^4 -04 0-P1 -Kl -A6 


Score 


540 




Exons 


6560. .6839 








GI Descrip. 


1 4539314 /emb|CAB38815. 1| 1 . Oe 


-33 (AL035679) kinesin like 


; protein 




r Brahi Hnn giq fh^ 1 i ana 1 1 

[nlaUlUUpolO L.llO.-L-LCtllCl J 








Seq. No. 




Seq. ID 


OJ991206_03.0419. 


C32 


Clarke* Mn 


1 1 00R0 


Strand 






Start 


JUlJ 


End 


6855 




Name 




Method 


TBLASTX: Soybean 




Start 




End 


6855 




GI 


none 


Score 


78 




Exons 


6576.. 6839, 6577.. 6855 








Seq. No. 


52041 


Seq. ID 


OJ991206JD3.0419. 


C40 


Gene No. 


110081 


Strand 






Start 


1 


End 


1005 




Name 


OJ991206 03.0419.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1005 




GI 


6714288 


Score 


605 




Exons 


1. .1005 








GI Descrip. 


(AC013354) F15H18.12 [Arabidopsis thaliana] 




Seq. No. 


52041 


Seq. ID 


OJ991206_03.0419. 


C40 




110081 


Strand 






Start 


1 


End 


1005 




Name 


OJ991206 03.0419.C40.ol.tm 


Method 


TBLASTX: Maize 




Start 


62 


End 


206 




GI 


none 


Score 


195 




Exons 


62. .205, 66. .206 








Seq. No. 


52042 


Seq. ID 


OJ991216_03.0419. 


C3 


Gene No. 


110082 


Strand 


+ 




Start 


1339 


End 


7017 




Name 


OJ991216 03.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1339 


End 


3415 




GI 


7363272 


Score 


506 




Exons 


1339. .1426, 2186. .2568, 2598. 


.2782, 331 


.8. .3415 




GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 





53281 






Seq. No. 


52042 




Seq. ID 


OJ991216_03.0419. 


.C3 




Gene No. 


110082 




Strand 


+ 






Start 


1339 




End 


7017 






Name 


OJ991216 03.0419.C3.o2. 


np 


Method 


AAT/NAP 






Start 


2845 




End 


7017 






GI 


775215 




Score 


132 






Exons 


2845. .3379, 6880. .7017 












GI Descrip. 


(U23857) EBNA1 [Herpesvirus papio] 








Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


,C4 




Gene No. 


110083 




Strand 


+ 






Start 


1 




End 


2263 






Name 


OJ991216_03.0419.C4 .ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


2257 






GI 


4680199 




Score 


753 






Exons 


1..124, 174. .731, 1053. 


.1735, 


1821. .1938, 2107. .2257 






GI Descrip. 


(AF114171) hypothetical 


. protein [Sorghum bicolor] 






Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


,C4 




Gene No. 


110083 




Strand 


+ 






Start 


1 




End 


2263 






. Name 


OJ991216 03.0419.C4.ol. 


gs 


Method 


GENSCAN 






Start 


29 




End 


2263 






GI 


none 




Score 


.98 




%J 


Exons 


29. .133, 220. .690, 970. 


.1735, 


1821. .2263 




Cn 


Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


C4 


r 1 5 


Gene No. 


110084 




Strand 






r *^ 


Start 


2836 




End 


3150 




r : 3 


Name 


OJ991216 03.0419.C4 ,o2. 


tm 


Method 


TBLASTX: Maize 






Start 


469 




End 


735 






GI 


none 




Score 


304 




ry 
= 


Exons 


469. .735, 469. .711, 534 


. .734 








S3 


Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


C4 




Gene No. 


110084 




Strand 








Start 


2836 




End 


3150 






Name 


OJ991216 03.0419.C4 .o3. 


tm 


Method 


TBLASTX: Maize 




~ J 


Start 


1248 




End 


1488 




f * 


GI 


none 




Score 


151 






Exons 


1248. .1397, 1249. .1422, 


1261. 


.1404, 1292. .1423, 1420. .1488 




Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


C4 




Gene No. 


110084 




Strand 








Start 


2836 




End 


3150 






Name 


OJ991216 03.0419.C4.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1372 




End 


1737 






GI 


none 




Score 


268 






Exons 


1372. .1737, 1431. .1529, 


1593. 


.1682 








Seq. No. 


52043 




Seq. ID 


OJ991216_03.0419. 


C4 




Gene No. 


110084 




Strand 








Start 


2836 




End 


3150 






Name 


OJ991216 03.0419.C4.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1483 




End 


1969 






GI 


none 




Score 


170 






Exons 


1483. .1743, 1820. .1912, 


1925. 


.1969 







53282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52043 

110084 

2836 

OJ991216 

1491 

none 



03.0419.C4.ol.tm 



Seq. ID OJ991216_03.0419.C4 
Strand 
End 

Method 
End 
Score 



3150 

TBLASTX: Maize 

2023 

212 



1491. .1694, 1492. .1704, 1811. .2023, 1831. .2019 



52043 

110084 

2836 

OJ991216_03.0419.C4 .o2.gs 

2836 

none 

2836. .3150 

52044 

110085 

402 

OJ991216_03.0419.C5.ol.gs 

402 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_03.0419.C4 

3150 
GEN SCAN 
3150 
.91 



Seq. ID OJ991216_03.0419.C5 



Strand 
End 

Method 

End 

Score 



+ 

3548 
GENSCAN 
3548 
.78 



402. .487, 697. .843, 1023. .1082, 1668. .1696, 2374. .2778, 
2945.. 3029, 3402.. 3548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52044 
110086 
6509 

OJ991216_03.0419.C5.o3.gs 
6509 
none 

6509. .7392, 7938. .8022, 8133. 
8825. .8884, 9181. .9285, 9653. 

52044 
110087 
4157 

OJ991216_03.0419.C5.o2.gs 
4157 
none 

4157. .4595, 5185. .5258, 5299. .5499 



Seq. ID OJ991216_03.0419.C5 

Strand + 

End 9832 

Method GENSCAN 

End 9832 

Score . 92 

.8195, 8461. .8537, 8663. .8738, 
.9832 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991216_03.0419.C5 

5499 
GENSCAN 
5499 
.63 



OJ991216 03. 0419. C5 



52044 Seq. ID 

110088 Strand 
10588 End 12195 

OJ991216_03.0419.C5.ol.np Method AAT/NAP 

10588 End 12195 

6850304 Score 1091 

10588. .10650, 10765. .12195 

(AC009999) Contains similarity to a hypothetical protein from 
Arabidopsis thaliana gb | AC007109 . 6, and contains two DUF17 
PF| 01535 domains. 



Seq. No. 
Gene No. 
Start 



52044 

110089 

12751 



Seq. ID 

Strand 

End 



OJ991216 03. 0419. C5 



16450 



53283 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991216_03.0419.C5.ol.gp 
12751 

3678_1.R1084 

12751. .13069, 13620. .13694, 



Method AAT/GAP 
End 14474 
Score 1006 
13910. .13983, 14 383. .14 474 



, 2511594/emb|CAA74028.1| 3.0e-35 (Y13694) multicatalytic 
endopeptidase complex, proteasome precursor, beta subunit 
[Arabidopsis thaliana] >gi_2827525_emb_CAA16533 . 1_ (AL021633) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] >gi_3421099 (AF043529) 20S 
proteasome subunit PBA1 [Arabidopsis thaliana] ' 



52044 
110089 
12751 

OJ991216_03.0419.C5.o2.np 
12941 
7435895 
12941. .13069, 
14679. .14751, 



16450 
AAT/NAP 
16103 
763 

13694, 13910. .13983, 14383. 
14932, 15249. .15325, 16001. 
multicatalytic endopeptidase complex (EC 3.4.99. 
Arabidopsis thaliana gi | 2511594 | emb | CAA74028 . 1 | 
multicatalytic endopeptidase complex, proteasome 



13620. 
14877. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13910. .13983, 
15249. .15325, 



OJ991216 03. 0419. C5 



.14494, 
.16103 

46) beta chain - 
(Y13694) 

precursor, beta 



subunit [Arabidopsis thaliana] gi | 2827525 | emb | CAA16533 . 1 | 
(AL021633) multicatalytic endopeptidase complex, proteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gi|3421099|gb|AAC32065.1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216 03. 0419. C5 



16450 
AAT/GAP 
16450 
785 



52044 
110089 
12751 

OJ991216_03.0419.C5.o2.gp 
14667 

7094_1.R1084 
14667. .14751, 14877. 
16396. .16450 

f 3024440/sp|P93395|PRCD_TOBAC 2.0e-37 PROTEASOME DELTA CHAIN 
PRECURSOR (MULTICATALYTIC ENDOPEPTIDASE COMPLEX DELTA CHAIN) 
>gi_1743356_emb_CAA70699_ (Y09505) proteasome delta subunit 
[Nicotiana tabacum] ' 



.14932, 15249. .15325, 16001 16240, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52044 Seq. ID 

110090 Strand 
18256 End 21473 

OJ99121 6_03 . 04 1 9 . C5 . o5 . gs Method GENSCAN 

18256 End 21473 

none Score .82 

18256. .18423, 18574 19242 , 19447 .. 19503, 20016 

20835. .20932, 21091 .. 21306, 21324.. 21473 



OJ991216 03. 0419. C5 



,20373, 



52044 
110091 
21807 

OJ991216_03.0419.C5.o3.gp 
21807 

uC-osrocyp031e01bl 
21807. .22024, 23706.. 23830 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 23830 

Method AAT/GAP 

End 23830 

Score 520 



53284 



[Arabidopsis thaliana] 1 



Seq. No. 52044 
Gene No. 110092 
Start 26158 

Name OJ991216_03 . 0419 . C5 . o3 . tm 

Start 3164 
GI none 

Exons 3164.. 3247, 3405.. 3500, 3502. 

3742.. 3825, 7256.. 7393, 7294. 
8130.. 8195, 8131.. 8214, 8377. 
8654. .8737, 8655. .8741 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 
Method TBLASTX : Mai ze 
End 8741 
Score 75 

.3537, 3731.. 3820, 3741.. 3818, 
.7392, 7939.. 8019, 7953.. 8027, 
.8544, 8377.. 8529, 8379.. 8546, 



Seq. No. 52044 

Gene No. 110092 

Start 26158 

Name OJ991216_03 .0419.C5 .o2 . ts 

Start 3203 

GI none 

Exons 3203.. 3256, 3414.. 3500, 3481. 

8142. .8192, 8362. .8544, 8379. 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX : Soybean 

End 8714 

Score 65 

.3537, 3741.. 3794, 3742.. 3795, 
.8525, 8654.. 8713, 8655.. 8714 



Seq. No. 52044 

fi Gene No. 110092 

^ Start 26158 

It Name OJ991216_03 . 04 19 . C5 . o2 . tc 

=!; Start 3414 

iy GI none 

□ Exons 3414. 
Ul 5389. 
% 7322. 
i r a 8652. 
- 8812. 



,3497, 3481. .3537, 3741. 

,5466, 5391.. 5465, 5550. 

,7390, 7939.. 8019, 8133. 

,8735, 8655.. 8732, 8660. 

,8889, 9199.. 9282, 9208. 



Seq. ID OJ991216_03.0419-C5 
Strand 

End 27783 
Method TBLASTX: Cress 
End 9829 
Score 7 6 

.3818, 3742. .3816, 3961. .4005, 
.5714, 5567. .5713, 7318.. 7380, 
.8195, 8377. .8544, 8379. .8513, 
.8737, 8807. .8887, 8810. .8887, 
.9300, 9658.. 9807, 9659.-9829, 



9716. .9808 



Seq. No. 52044 
Gene No. 110092 
Start 26158 

Name OJ991216_03.0419.C5.o4 . tm 

Start 3961 
GI none 

Exons 3961.. 4005, 5382.. 5465, 5388. 

8822.. 8887, 8824.. 8889, 9193. 
9649. .9813 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991216 03. 0419. C5 



27783 

TBLASTX: Maize 
9817 
78 

5462, 5389. .5481, 5553. 
9285, 9213.. 9284, 9623. 



.5708, 
,9817, 



Seq. No. 52044 

Gene No. 110092 

Start 26158 

Name OJ991216_03 . 04 19 . C5 . o4 . ts 

Start 5389 

GI none 

Exons 5389.. 5466, 5550.. 5708, 8715, 
9187. .9282, 9209. .9283, 9652, 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX : Soybean 

End 9814 

Score 104 

.8735, 8810. .8887, 8864. .8950, 
.9813, 9659. .9814 



Seq. No. 
Gene No. 
Start 



52044 

110092 

26158 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 



53285 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991216_03.0419.C5.o3.tc 

10735 

none 

10735. .11169, 10766. .10933, 

52044 

110092 

26158 

OJ991216_03.0419.C5.o2.tm 

10750 

none 

10750. .11595, 11033. .11638, 
11350. .11691, 11491. .11733, 

52044 

110092 

26158 

OJ991216_03.0419.C5.ol.ts 

10765 

none 

10765. .11301, 10766. .10948 



Method TBLASTX : Cress 
End 11173 
Score 106 
11030. .11173 

Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX : Maize 

End 11817 

Score 191 
11260. .11601, 11294. .11614, 
11695. .11817 

Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX : Soybean 

End 11301 

Score 78 



Seq. No. 52044 

Gene No. 110092 

Start 26158 

Name OJ991216_03.0419.C5.ol.tw 

Start 11156 

GI none 

Exons 11156. .11365, 11158 .. 11631 , 11399 .. 11596, 1154 8 .. 11739, 
11953. .11994 



Seq. ID OJ991216J)3.0419.C5 
Strand 

End 27783 

Method TBLASTX : Wheat 

End 11994 

Score 122 



Seq. No. 52044 

Gene No. 110092 

Start 26158 

Name OJ991216_03.0419.C5.ol. tc 

Start 11182 

GI none 

Exons 11182. .11289, 11206 .. 11433, 
11305. .11586, 11516.. 11857 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX : Cress 

End 11886 

Score 68 
11296. .11886, 11297. .11458, 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52044 
110092 
26158 

OJ991216_03.0419.C5.o3.ts 
11305 
none 

11305. . 11442, 11362. .11739, 11522 .. 1174 0, 11701. .11808 



Seq. ID OJ991216_03.0419.C5 
Strand 

27783 

TBLASTX : Soybean 
11808 
108 



End 

Method 

End 

Score 



52044 

110092 

26158 

OJ991216_03.0419.C5.o5.tm 

12924 

none 

12924. .13058, 12925 13068 , 
13611. .13697, 13612. .13695, 
13910. .13975, 13911.. 13976 



Seq. ID OJ991216_03.0419.C5 
Strand 

End 27783 

Method TBLASTX: Maize 

End 13976 

Score 140 
12926. .13069, 12926 .. 13069, 
13617. .13697, 13907 .. 13972, 



53286 



Seq. No. 


52044 




Seq. ID 


OJ991216 


_03.0419 


.C5 


Gene No . 


110092 




Strand 








Start 


26158 




End 


27783 






Name 


OJ991216 03. 0419. C5. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


12938 




End 


13969 






GI 


none 




Score 


87 






Exons 


12938. .13069, 12939. 


.13058, 


12947. .13060, 13611 


. .13697, 






13615. . 13692, 13910. 


.13969 










Seq. No. 


52044 




Seq. ID 


OJ991216 


_03.0419 


.C5 


Gene No. 


110092 




Strand 








Start 


26158 




End 


27783 






Name 


OJ991216 03. 0419. C5. 


o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


13929 




End 


15311 






GI 


none 




Score 


68 






Exons 


13929. .13985, 13931. 


.13993, 


14381. .14497, 14382 


. . 14492, 






14679. .14777, 14679. 


.14750, 


14876. .14932, 14877 


. .14933, 






15243. .15311, 15249. 


.15311 










Seq. No. 


52044 




Seq. ID 


OJ991216 


_03.0419 


.C5 


Gene No. 


110092 




Strand 








Start 


26158 




End 


27783 






Name 


OJ991216 03. 0419. C5. 


06. tm 


Method 


TBLASTX: 


Maize 




Start 


14379 




End 


16122 






GI 


none 




Score 


214 






Exons 


14379. .14495, 14381. 


.14497, 


14382. .14495, 14616 


. .14750, 






14679. .14750, 14680. 


.14754, 


14680. .14751, 14875 


. .14931, 






14876. .14932, 14877. 


.14933, 


14878. .14940, 15243 


. .15326, 






15248. .15325, 15250. 


.15327, 


15983. .16018, 15996 


. .16121, 






15997. .16122 












Seq. No. 


52044 




Seq. ID 


OJ991216 


_03.0419 


C5 


Gene No. 


110092 




Strand 








Start 


26158 




End 


27783 






Name 


OJ991216 03.0419 C5 


ol * tm 


Method 


TBLASTX: Maize 




Start 


18372 




End 


19515 






GI 


none 




Score 


106 






Exons 


18372. .18491, 18372. 


.18482, 


18376. .18489, 18389 


. .18490, 






18569. .18937, 18574. 


.19032, 


18620. .18934, 18624 


. .19028, 






19136. .19240, 19137. 


.19241, 


19138. .19242, 19139 


. .19243, 






19316. .19357, 19318. 


.19368, 


19435. . 19515 






Seq. No. 


52044 




Seq. ID 


OJ991216_ 


_03.0419. 


C5 


Gene No. 


110092 




Strand 








Start 


26158 




End 


27783 






Name 


OJ991216 03. 0419. C5. 


o3 . np 


Method 


AAT/NAP 






Start 


26158 




End 


27783 






GI 


6539588 




Score 


190 






Exons 


26158. .26277, 27481. 


.27783 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52045 




Seq. ID 


OJ991216_ 


_03.0419. 


C6 


Gene No. 


110093 




Strand 


+ 






Start 


5374 




End 


5782 






Name 


OJ991216 03. 0419. C6. 


o2 . gs 


Method 


GENS CAN 






Start 


5374 




End 


5782 







53287 



GI 

Exons 



none 

5374. .5420, 5620. .5782 



Score 



.8 



Seq. No. 52045 

Gene No. 110094 

Start 7496 

Name OJ991216_03 . 0419 .C6 . o3 . gs 

Start 7496 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C6 

Strand + 

End 10607 

Method GEN SCAN 

End 10607 

Score .81 



7496. .8110, 8275. .8424, 8670. .9107, 9210. .9323, 9428. .9983, 
10588. .10607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52045 

110094 

7496 

OJ991216_03.0419.C6.o2.np 

7616 

6715734 



Seq. ID OJ991216_03.0419.C6 

Strand + 

End 10607 

Method AAT/NAP 

End 9736 

Score 419 



7616. .7897, 8275. .8424, 8729. .8956, 9060. .9107, 9210. .9323, 
9428. .9736 

(AC016447) putative DNA binding protein [Arabidopsis thaliana] 



TLJ 



beq . no . 




Seq. ID 


OJ991216_03.0419.C6 


Gene No . 


i luuyo 


Strand 


+ 


OA * v- -4- 

btart 


ii y / o 


End 


17480 


Name 


OJ991216 03.0419.C6.o4.gs 


Method 


GENSCAN 


OUaiL 


11975 


End 


17458 


GI 


none 


Score 


.78 


Exons 


11975. .12004, 13528. .13706, 


14628. .14694, 16409. .17458 


Seq. No. 


52045 


Seq. ID 


OJ991216_03.0419.C6 


Gene No. 


110095 


Strand 


+ 


Start 


11975 


End 


17480 


Name 


OJ991216 03.0419.C6.o2.gp 


Method 


AAT/GAP 


Start 


13925 


End 


16598 


GI 


571821 


Score 


552 


Exons 


13925. .14038, 16409.. 16598 






Seq. No. 


52045 


Seq. ID 


OJ991216_03.0419.C6 


Gene No. 


110095 


Strand 


+ 


Start 


11975 


End 


17480 


Name 


OJ991216 03.0419.C6.o3.np 


Method 


AAT/NAP 


Start 


16421 


End 


17480 


GI 


6553882 


Score 


602 


Exons 


16421. .16715, 16761.. 17480 






GI Descrip. 


(AC012563) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


52045 


Seq. ID 


OJ991216_03.0419.C6 


Gene No. 


110096 


Strand 




Start 


1287 


End 


4461 


Name 


OJ991216 03.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


1287 


End 


4461 


GI 


none 


Score 


. 64 


Exons 


1287.. 1452, 1523. .1860, 2126.. 2695, 2777.. 2952, 3727.. 3957, 




4280. .4399, 4404. .4461 







Seq. No. 



52045 



Seq. ID OJ991216_03.0419.C6 



53288 




Gene No. 


110096 




Strand 






btart 


1287 




End 


A A CI 




Name 


OJ991216 03. 


0419.C6.ol.np 


Method 


AAT/NAP 




Start 


2407 




End 


3983 




GI 


6539588 




Score 


158 




Exons 


2407. .2445, 


3714 . .3983 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439- 




Name 


OJ991216 03 . 


04 19 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


9176 




End 


9499 




GI 


none 




Score 


208 




Exons 


9176. . 9325, 


9210 . . 9326, 9216 


..9326, 9409. .9498, 9425. .9499 


Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 


0419 . C6 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


9209 




End 


9499 




GI 


none 




Score 


208 




Exons 


9209. . 9325, 


9210 . . 9326, 9409 


..9498, 9425. .9499 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No . 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216_03 . 


0419 .C6.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9209 




End 


9499 




GI 


none 




Score 


207 




Exons 


9209. . 9325, 


9210 . . 9326, 9391 


..9498, 942S..9499 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216_03. 


0419.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


9210 




End 


9499 




GI 


none 




Score 


181 




Exons 


9210. . 9353, 


9210 . . 9326, 9212 


..9373, 9454. .9498, 9455. .9499 


Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJyyizib oj. 


04 19 . Co . Ol . ts 


Method 


TBLASTX : Soybean 




Start 


16400 




End 


17044 




GI 


none 




Score 


125 




Exons 


16400. .16708 


, 16410. .16706, 


16460. .16714, 16540. .16713, 






16786. .17016 


, 16787.. 17044 








Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 


0419.C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


16466 




End 


17092 




GI 


none 




Score 


275 




Exons 


16466. .16714 


, 16545. .16691, 


16547. .16699, 1654 9 . . 1 6704 , 






16790. .16912 


, 16795. .16911, 


16915. .17013, 16922. .17092 
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Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 0419. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16582 




End 


17115 




GI 


none 




Score 


320 




Exons 


16582. .16782, 16583. 


.16783, 


16786. .17088, 16787 .. 17089, 






16787. .17092, 16789. 


.17115 








Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 0419. C6. 


o3. tm 


Method 


TBLASTX : Maize 




Start 


17162 




End 


17405 




GI 


none 




Score 


267 




Exons 


17162. .17353, 17162. 


.17404, 


17172. .17405 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 0419. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17177 




End 


17567 




GI 


none 




Score 


134 




Exons 


17177. .17302, 17208. 


.17303, 


17294. .1747 9, 17294. .174 82, 






17295. .17483, 17493. 


.17567, 


17493. .17558 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 0419. C6. 


o5 . gs 


Method 


GEN SCAN 




Start 


18042 




End 


22392 




GI 


none 




Score 


.81 




Exons 


18042. .18253, 18381. 


.18860, 


19716. .19803, 20310. .20549, 






21378. .21771, 21917. 


.22163, 


22251. .22392 




Seq. No. 


52045 




Seq. ID 


OJ991216_03.0419. 


C6 


Gene No. 


110097. 




Strand 






Start 


18042 




End 


22439 




Name 


OJ991216 03. 0419. C6. 


o4 . np 


Method 


AAT/NAP 




Start 


18329 




End 


22439 




GI 


7486567 




Score 


731 




Exons 


18329. .18720, 19714. 


.19803, 


20310. .20549, 21378 .. 21508 , 






21569. .21771, 21917. 


.22162, 


22247. .22439 




GI Descrip. 


hypothetical protein 


F7H19. 


150 - Arabidopsis thaliana 






gi | 3292822 | emb | CAA19812 . 1 | 


(AL031018) 


putative protein 





[Arabidopsis thaliana] gi | 7269144 | emb | CAB79252 . 1 | (AL161558) 
putative protein [Arabidopsis thaliana] 



Seq. No. 52045 

Gene No. 110097 

Start 18042 

Name OJ991216_03 . 0419 . C6 . o2 . tm 

Start 18596 

GI none 

Exons 18596. .18862, 18596 18823, 
18681. .18881, 19704. .19808, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18598. .18864, 18622 
19714. .19806, 19719 



OJ991216_03.0419.C6 
22439 

TBLASTX: Maize 
20409 
247 

18876, 
19817, 
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20310. .20402, 20311. .20409 



Seq. No. 52046 Seq. ID 

Gene No. 110098 Strand 

Start 535 End 

Name 0 J9912 1 6_03 . 04 19 . C7 . ol . gs Method 

Start 535 End 

GI none Score 

Exons 535. . 676 



OJ991216_03.0419.C7 
+ 

676 

GEN SCAN 

676 

.48 



Seq. No. 52046 

Gene No. 110099 

Start 1746 

Name OJ9912 16_03 . 04 19 . C7 . o2 . gs 

Start 1746 

GI none 

Exons 1746.. 2380, 2773.. 2896, 3191, 
4227. .4232 



OJ991216_03.0419.C7 

4232 
GENSCAN 
4232 
.93 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3439, 3756. .3875, 3890. .3964, 



Seq. No. 52047 

Gene No. 110100 

Start 222 

Name OJ991216_03.0419.C8 .ol .gs 

Start 222 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C8 
Strand 

End 2443 

Method GENSCAN 

End 2443 

Score .77 



222. .320, 395. .694, 779. .909, 1678. .1784, 1980. .2443 



t ST 

: =3 



Seq. No. 52048 Seq. ID 

Gene No. 110101 Strand 

Start 1934 End 

Name OJ9912 16_03 . 04 19 . C9 . ol . gp Method 

Start 1934 End 

GI 2347_1.R1084 Score 

Exons 1934.. 2431 

GI Descrip. ' 128191/sp I P27 968 | NIA7_HORVU 2.0e-35 NITRATE REDUCTASE [NAD ( 

>gi_66210_pir RDBHNP nitrate reductase (NAD(P)H) (EC 1.6.6. 

barley >gi_19065_emb_CAA42739_ (X60173) nitrate reductase 



OJ991216_03.0419.C9 
+ 

2431 
AAT/GAP 
2431 
965 





(NAD(P)H) [Hordeum vulgare] ' 










IZ Seq. No. 


52048 


Seq. ID 


OJ991216 


03. 0419. C9 


^ Gene No. 


110102 


Strand 








Start 


459 


End 


1564 






Name 


OJ991216 03.0419.C9.ol.gs 


Method 


GENSCAN 






Start 


459 


End 


1564 






GI 


none 


Score 


.86 






Exons 


459. .488, 576. .753, 843. .1564 










Seq. No. 


52048 


Seq. ID 


OJ991216 


03. 0419. C9 


Gene No. 


110103 


Strand 








Start 


2195 


End 


5221 






Name 


OJ991216 03.0419.C9.ol.tc 


Method 


TBLASTX: i 


Cress 




Start 


2192 


End 


5045 






GI 


none 


Score 


51 






Exons 


2192.. 2308, 2232.. 2309, 2309. 


.2389, 2396.. 2521, 


2397. 


.2522, 




2453.. 2992, 2514.. 2987, 3092. 


.3538, 3093.. 3533, 


3611. 


.3853, 




3619.. 3852, 4019.. 4159, 4020. 


.4190, 4262. .4540, 


4263. 


.4541, 




4529. .5035, 4530. .4583, 4647. 


.5045 
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Seq. No. 52048 

Gene No. 110103 

Start 2195 

Name OJ991216_03 . 0419.C9. ol . ts 

Start 2195 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method TBLASTX : Soybean 

End 5035 

Score 105 



2195. .2374, 2223. .2375, 2381. .2419, 2435. .2521, 2436. .2522, 

2516. .2986, 2534. .2830, 2547. .2987, 3065. .3538, 3086. .3274, 

3096.. 3539, 3611.. 3853, 3617.. 3658, 3619.. 3852, 3758.-3859, 

4019. .4177, 4019. .4162, 4072. .4197, 4265. .5035, 4290. .4583, 
4647. .5021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

s Gene No. 

Q Start 

s.% Name 

il Start 

r : gi 

Exons 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52048 

110103 

2195 

OJ991216_03.0419.C9.o2.gs 

2195 

none 



Seq. ID OJ991216_03.0419.C9 



Strand 
End 

Method 

End 

Score 



5221 
GENSCAN 
5221 
.99 



2195.. 3532, 3619.. 3851, 4021.. 4161, 4264.. 5221 



52048 

110103 

2195 

OJ991216_03.0419.C9.ol.np 
2198 
128191 
2198. .3532, 



OJ991216 03. 0419. C9 



Seq. ID _ 
Strand 

End 5221 
Method AAT/NAP 
End 5221 
Score 4056 
3619.. 3851, 4021.. 4161, 4264.. 5221 
NITRATE REDUCTASE [ NAD ( P ) H ] gi | 66210 | pir | | RDBHNP nitrate 
reductase (NAD(P)H) (EC 1.6.6.2) - barley gi | 19065 | emb | CAA42739 | 
(X60173) nitrate reductase (NAD(P)H) [Hordeum vulgare] 



52048 

110103 

2195 

OJ991216_03.0419.C9.o2.tm 

2319 

none 

2319. .2579, 2321. .2584 

52048 

110103 

2195 

OJ991216_03.0419.C9.ol.tm 

2585 

none 

2585.. 2977, 2585.. 2992, 3068. 
3332.. 3367, 3333.. 3362, 3334, 

52048 

110103 

2195 

OJ991216_03.0419.C9.o2.gp 
2741 

9204_1.R1084 
2741. .3194 

' 128191/sp| P27968 |NIA7_HORVU 



Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method TBLASTX : Mai ze 

End 2584 

Score 213 



Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method TBLASTX: Maize 

End 3367 

Score 276 

.3322, 3083. .3295, 3090. .3326, 
.3363 

Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method AAT/GAP 

End 3194 

Score 837 

4.0e-57 NITRATE REDUCTASE [ NAD ( P ) H ] 
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>gi_66210_pir RDBHNP nitrate reductase (NAD(P)H) (EC 1.6.6.2) 

barley >gi_19065_emb_CAA42739_ (X60173) nitrate reductase 
(NAD(P)H) [Hordeum vulgare] 1 



Seq. No. 52048 

Gene No. 110103 

Start 2195 

Name OJ991216_03 . 0419.C9.ol . tw 

Start 3344 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method TBLASTX : Wheat 

End 3786 

Score 218 



3344. .3538, 3345. .3533, 3611. . 3784, ■ 3617 3658, 3619. .3786, 
3619. .3786 



Seq. No. 52048 

Gene No. 110103 

Start 2195 

Name OJ991216_03 . 04 19 . C9 . o4 . tm 

Start 3767 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C9 
Strand 

End 5221 

Method TBLASTX : Mai ze 

End 4531 

Score 61 



3767..38S3, 3796.-3864, 4271. .4531, 4353. .4496 



Seq. No. 52048 

Gene No. 110103 

Start 2195 

Name OJ991216_03 . 0419 . C9 . o3 . tm 

Start 4556 

GI none 
Exons 



Seq. ID OJ991216JD3.0419.C9 
Strand 

End 5221 

Method TBLASTX : Mai ze 

End 4886 

Score 4 6 



4556. .4603, 4561. .4602, 4562. .4666, 4665.-4799, 4673.-4885, 
4674. .4886 



Seq. No. 52049 

Gene No. 110104 

Start 2149 

Name OJ991216_03 . 04 19. C10 . ol .gs 

Start 2149 

GI none 

Exons 2149.. 2352 



Seq. ID OJ991216_03. 0419. C10 

Strand + 

End 2352 

Method GENS CAN 

End 2352 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52049 
110105 
5568 

OJ991216__03.0419.C10.o2.gp 
5568 
5667165 
5568. .5760 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 



Seq. ID OJ991216JD3. 0419. C10 

Strand + 

End 57 60 

Method AAT/GAP 

End 5760 

Score 34 9 



52049 

110106 

5841 

OJ991216_03.0419.C10.ol.np 

5841 

6907086 



Seq. ID OJ991216_03. 0419. C10 

Strand + 

End 7431 

Method AAT/NAP 

End 7431 

Score 1260 



5841. .6563, 6624. .6789, 7018. .7133, 7247. .7431 
(AP001129) hypothetical protein [Oryza sativa] 
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Seq. No. 52049 

Gene No. 110107 

Start 3894 

Name OJ991216_03. 0419 . CIO . ol . gp 

Start 3894 

GI 38782_1.R1084 

Exons 3894.. 4406 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ991216_03. 0419. C10 
Strand 

End 4406 

Method AAT/GAP 

End 4406 

Score 808 





* Seq._ No. 


52050 


Seq. ID 


OJ991216_03.0419.C11 




Gene No. 


110108 


Strand 


+ 




Of -> >-+- 


2993 


End 


3290 




Name 


OJ991216 03.0419.Cll.ol.gp 


Method 


AAT/GAP 




Start 


2993 


End 


3290 




GI 


uC-osroM202003f02a2 


Score 


592 




Exons 


2993. .3290 








GI Descrip. 


, 1169012/sp|P43254|COPl ARATH 


4-0e-ll 


COP1 REGULATORY PROTEIN 






(FUSCA PROTEIN FUS1) >gi 402685 (L24437) regulatory protein 






[Arabidopsis thaliana] ' 








Seq. No. 


52050 


Seq. ID 


OJ991216_03.0419.C11 




bene ino . 


110109 


Strand 






Start 


321 


End 


2315 


~Z 


Name 


OJ991216 03.0419.Cll.ol.gs 


Method 


GEN SCAN 




Start 


321 


End 


2315 


~ : z 


GI 


none 


Score 


.46 




Exons 


321. .424, 1597. .1772, 1806. .1943, 2181 


. .2315 


[J 


Seq. No. 


52051 


Seq. ID 


OJ991216_03.0419.C12 




bene wo . 


110110 


Strand 






Start 


264 


End 


1889 


3 jjj 


Name 


OJ991216 03.0419.C12.ol.gp 


Method 


AAT/GAP 




Start 


264 


End 


1040 


fj 


GI 


2310219 


Score 


. 711 




Exons 


264. .477, 553.-657, 926. .1040 






i ? . 


GI Descrip. 


2702280 7.0e-63 (AC003033) photomorphogenesis repressor COP1 


f " 

^ J 




[Arabidopsis thaliana] 








oeq. no. 


52051 


Seq. ID 


OJ991216_03.0419.C12 




Gene No. 


110110 


Strand 






Start 


264 


End 


1889 




Name 


OJ991216 03.0419.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


291 


End 


447 




GI 


none 


Score 


182 




Exons 


291. .446, 295. .447, 296. .445 








Seq. No. 


52051 


Seq. ID 


OJ991216_03.0419.C12 




Gene No. 


110110 


Strand 






Start 


264 


End 


1889 




Name 


OJ991216 03.0419.C12.ol.tm 


Method 


TBLASTX : Maize 




Start 


294 


End 


1028 




GI 


none 


Score 


193 




Exons 


294. .470, 294. .431, 295. .477, 


296. .478 


, 538. .663, S39..658, 






553. .663, 923. .1027, 924..102E 


t, 924. .1028 




Seq. No. 


52051 


Seq. ID 


OJ991216_03.0419.C12 



53294 



Gene No. 


110110 


Strand 




Start 


264 


End 


1889 


Name 


OJ991216 03.0419,C12.ol.np 


Method 


AAT/NAP 


Start 


294 


End 


1889 


GI 


4090943 


Score 


902 


Exons 


294. .477, 553. .657, 926. .1024, 1117. .1272, 1365. .1443, 




1806. .1889 






GI Descrip. 


(AF029984) COP1 homolog [Lycopersicon 


esculentum] 


Seq. No. 


conci 
jZUDI 


beq. iu 


OJ991216_03.0419.C12 


belle 1NU • 


i i n 1 1 n 
11U11U 


Strand 


- 


Start 


264 


End 


1889 


Name 


OJ991216 03.0419.C12.ol.gs 


Method 


GEN SCAN 


Start 


298 


End 


1443 


GI 


none 


Score 


.74 


Exons 


298. .494, 907. .1024, 1117.. 


1272, 1365. 


.1443 


Seq. No. 


52051 


Seq. ID 


OJ991216_03.0419.C12 


Gene No. 


110110 


Strand 




Start 


264 


End 


1889 


Name 


OJ991216 03.0419.C12.ol.ts 


Method 


TBLASTX : Soybean 


Of 3 v-+- 


448 


End 


1876 


GI 


none 


Score 


101 


Exons 


448. .483, 538. .663, 539. .65 


8, 552. .671 


, 553. .672, 923. .1024, 




924. .1031, 925. .1032, 925.. 


1026, 942.. 


1031, 1117. .1272, 




1118. .1273, 1362. .1448, 1363. .1446, 1369. .1449, 1806. .1874, 




1823. .1876 






Seq. No. 


52051 


Seq. ID 


OJ991216_03.0419.C12 


Gene No. 


110110 


Strand 




Start 


264 


End 


1889 


Name 


OJ991216 03.0419.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


924 


End 


1448 


GI 


none 


Score 


72 


Exons 


924. .1007, 929. .1024, 1117. 


.1287, 1124 


. .1267, 1362. .1448, 



Seq. No. 
±1 Gene No. 
[3 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



1372. .1413 

52051 

110110 

264 

OJ991216_03.0419.C12.o2.tm 

1111 

none 

1111. .1272, 1133. .1243, 1362. 

52052 
110111 
1 

OJ991216_03.0419.C13.ol.np 
1 

1169012 



Seq. ID OJ991216_03.0419.C12 
Strand 

1889 

TBLASTX: Maize 
1448 
81 



End 

Method 
End 
Score 
.1448 



Seq. ID OJ991216_03.0419.C13 
Strand 

2277 
AAT/NAP 
2139 
705 



End 

Method 
End 
Score 

1..385, 501. .656, 1130. .1207, 1822. .2139 

COP1 REGULATORY PROTEIN (FUSCA PROTEIN FUS1) gi I 402685 (L24437) 
regulatory protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



52052 
110111 



Seq. ID OJ991216_03.0419.C13 
Strand 



53295 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991216_03.0419.C13.ol.gs 
26 

none 



End 

Method 

End 

Score 



2277 
GENSCAN 
2182 
.8 



26. .385, 501. .656, 1130. .1207, 1822. .2182 



52052 

110111 

1 

OJ991216_03.0419.C13.o2.tc 

245 

none 



Seq. ID OJ991216_03.0419.C13 
Strand 

End 2277 

Method TBLASTX : Cress 

End 525 

Score 141 



245. .388, 246. .380, 248. .388, 499. .525 



52052 

110111 

1 

OJ991216J)3.0419.C13.ol.tc 

1145 

none 



Seq. ID OJ991216_03.0419.C13 
Strand 

End 2277 

Method TBLASTX : Cress 

End 2016 

Score 179 



1145. .1234, 1796. .1999, 1834. .2016 



52052 
110111 
1 

OJ991216_03.0419.C13.ol.gp 
1977 

45760_1.R1084 
1977. .2277 

'2702280 7.0e-63 (AC003033) photomorphogenesis repressor COP1 
[Arabidopsis thaliana] 1 



Seq. ID OJ991216_03.0419.C13 
Strand 

End 2277 

Method AAT/GAP 

End 2277 

Score 487 



52053 

110112 

590 

OJ991216_03.0419.C14.ol.gs 

590 

none 

590. .862 



Seq. ID OJ991216_03.0419.C14 

Strand + 

End 8 62 

Method GENSCAN 

End 8 62 

Score .78 



52053 
110113 
2193 

OJ991216_03.0419.C14.ol.gp 
2177 

LIB3434-037-P1-K1-B12 
2177. .2493 

'1174470/spl P46978,|STT3_MOUSE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 3686 

Method AAT/GAP 

End 24 93 

Score 606 



Seq. No. 52053 

Gene No. 110113 

Start 2193 

Name OJ991216_03 . 0419. C14 . o2 . gs 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 3686 

Method GENSCAN 



53296 



Start 2193 

GI none 

Exons . 2193.. 3151, 3470.. 3686 

Seq. No. 52053 

Gene No. 110114 

Start 4757 

Name OJ991216_03 . 0419. C14 .ol . tm 

Start 2175 

GI none 
Exons 



End 
Score 



3686 
. 61 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method TBLASTX : Mai ze 

End 2939 

Score 162 



2175. .2426, 2217.. 2432, 2245. .2433, 2433. .2546, 2476.. 2550, 
2538. .2741, 2539. .2751, 2722. .2766, 2895. .2939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52053 

110114 

4757 

OJ991216_03.0419.C14 .ol.tw 

4676 

none 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method TBLASTX : Wheat 

End 5017 

Score . 188 



4676. .4867, 4688. .4867, 4690. .4869, 4693. .4869, 4962. .5015, 
4964.. 5017, 4970.. 5014 



Seq. No. 

[••% Gene No. 

;Z Start 

\* Name 

E 15 Start 

ry gi 

fj Exons 

*Z Seq. No. 

If. Gene No. 

;U Start 

s Name 

:1 Start 

gi 

7 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52053 

110114 

4757 

OJ991216_03.0419.C14.-ol.ts 

4711 

none 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method TBLASTX : Soybean 

End 5160 

Score 147 



4711. .4869, 4769.-4867, 4970. .5014, 5044. .5160, 5095. .5148 



52053 

110114 

4757 

OJ991216_03.0419.C14.o2.tm 

4715 

none 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method TBLASTX : Mai ze 

End 5185 

Score 166 



4715. .4867, 4715. .4867, 4717. .4890, 4717. .4869, 4962. .5015, 
4970.. 5014, 5095.. 5148, 5102.. 5185 



52053 

110114 

4757 

OJ991216_03.0419.C14.o2.np 

4720 

7489777 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method AAT/NAP 

End 5214 

Score 324 



4720. .4866, 4970. .5013, 5100. .5214 
hypoxically induced protein 2 - maize (fragment) 
gi|3264600|gb|AAC24571.1| (AF057522) hypoxically induced 
transcript 2 [Zea mays] 



52053 

110114 

4757 

OJ991216_03.0419.C14.o3.gs 

4757 

none 



Seq. ID OJ991216_03.0419.C14 
Strand 

End 6355 

Method GEN SCAN 

End 6355 

Score .79 



4757.. 4866, 4970.. 5081, 6326.. 6355 



53297 



# 



Seq. No. 


52054 




Seq. ID 


OJ991216_03 


Gene No. 


110115 




Strand 


+ 


Start 


125 




End 


306 


Name 


OJ991216 03.0419.C16.ol 


. gs 


Method 


GENSCAN 


Start 


125 




End 


306 


GI 


none 




Score 


.99 


Exons 


125. .169, 202. .306 








Seq. No. 


52054 




Seq. ID 


OJ991216_03 


Gene No. 


110116 




Strand 




Start 


1946 




End 


2518 


Name 


OJ991216 03.0419.C16.o2 


. qs 


Method 


GENSCAN 


Start 


1946 




End 


2509 


GI 


none 




Score 


. 61 


Exons 


1946. .2509 








Seq. No. 


52054 




Seq. ID 


OJ991216_03 


Gene No. 


110116 




Strand 




Start 


1946 




End 


2518 


Name 


OJ991216 03.0419.C16.ol 


.tm 


Method 


TBLASTX: Mai 


Start 


1950 




End 


2518 


GI 


none 




Score 


130 


Exons 


1950. .2084, 1967. .2113, 


1967. 


.2518, 1977. .2513, 24 



Seq. No. 52054 

Gene No. 110116 

Start 1946 

Name OJ991216JD3 . 04 19.C16. ol .np 

Start 1955 

GI 5733874 

Exons 1955.. 2518 

GI Descrip. (AC007932) F11A17.8 [Arabidopsis thaliana] 



Seq. ID OJ991216_03.0419.C16 
Strand 

End 2518 

Method AAT/NAP 

End 2518 

Score 694 



: ~ 

■8 W 


Seq. No. 


52054 










Gene No. 


• 110116 










Start 


1946 










Name 


OJ991216 03. 


0419. 


C16.ol 


.tw 




Start 


1959 








L J 


GI 


none 










Exons 


1959. .2375, 


1967. 


.2380 






Seq. No. 


52054 










Gene No. 


110116 










Start 


1946 










Name 


OJ991216 03. 


0419. 


C16.ol 


.ts 




Start 


1967 










GI 


none 










Exons 


1967. .2251, 


1977. 


.2252, 


2262 






2409. .2516 










Seq. No. 


52054 










Gene No. 


110116 










Start 


1946 










Name 


OJ991216 03. 


0419. 


C16.ol 


-tc 




Start 


2006 










GI 


none 









Seq. ID OJ991216_03.0419.C16 
Strand 

End 2518 

Method TBLASTX : Wheat 

End 2380 

Score 329 



Seq. ID OJ991216_03.0419.C16 
Strand 

End 2518 

Method TBLASTX : Soybean 

End 2518 

Score 253 



Seq. ID OJ991216_03.0419.C16 
Strand 

End 2518 

Method TBLASTX : Cress 

End 2515 

Score 166 



53298 



Exons 



2006. .2305, 2058.. 2306, 2298. .2426, 2300.. 2425, 2429.. 2515, 
2433. .2513 



Seq. No. 52055 Seq. ID OJ991216_03 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 3486 

Name OJ991216_03 . 0419 . C17 . ol . np Method AAT/NAP 

Start 1 End 2474 

GI 5733874 Score 1045 

Exons 1..39, 111. .300, 547. .681, 788. .885, 1006. .1169, 2001. .2474 
GI Descrip. (AC007932) F11A17.8 [Arabidopsis thaliana] 

Seq. No. 52055 Seq. ID OJ991216_03 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 3486 

Name OJ991216_03 . 0419 . C17 . ol . tm Method TBLASTX : Maize 

Start 1 End 1113 

GI none Score 169 

Exons 1..54, 108. .302, 109. .303, 529. .678, 531. .683, 787. .903, 
791. .883, 979. .1113, 980. .1096 

Seq. No. 52055 Seq. ID OJ991216_03 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 3486 

Name OJ991216JD3 . 0419 . C17 . o2 . ts Method TBLASTX : Soybean 

Start 1 End 2278 

GI none Score 38 

Exons 1..42, 5. .40, 108. .197, 118. .195, 1033. .1095, 1034. .1183, 
1114. .1173, 1999. .2073, 2000. .2071, 2086. .2274, 2087. .2278 

Seq. No. 52055 Seq. ID OJ991216_03 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 34 86 

Name OJ991216_03 . 0419 . C17 . ol . gs Method GENSCAN 

Start 111 End 3460 

GI none Score .59 

Exons 111. .300, 547. .681, 788. .885, 1006. .1169, 2001. .2503, 3312. .3460 

Seq. No. 52055 Seq. ID OJ991216_03 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 3486 

Name 0 J99121 6_03 .0419. C17 . ol . t s Method TBLASTX : Soybean 

Start 202 End 1032 

GI none Score 101 

Exons 202. .303, 204. .302, 480. .677, 531. .683, 532. .678, 787. .894, 
791. .895, 809. .895, 1000. .1032 



Seq. No. 52055 Seq. ID OJ991216JD3 . 04 19 . C17 

Gene No. 110117 Strand 

Start 1 End 3486 

Name OJ991216_03 .0419. C17 . ol . tc Method TBLASTX : Cress 

Start 787 End 2167 

GI none Score 60 

Exons 787. .894, 787. .894, 791. .895, 1000. .1092, 1007. .1090, 

1111. .1173, 1112. .1207, 1999. .2073, 2000. .2071, 2083. .2166, 

2087. .2167 



53299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52055 

110117 

1 



Seq. ID OJ991216_03.0419.C17 
Strand 

End 34 8 6 



OJ991216_03.0419.C17.o2. tm Method TBLASTX : Maize 
1117 End 2281 

none Score 56 

1117. .1173, 1130. .1174, 1999. .2073, 2000. .2071, 2086. .2280, 
2087. .2281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

\f Seq. No. 

^ Gene No. 

: L| Start 

:s i Name 

^ Start 

: Z_ GI 

^ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52055 

110117 

1 



Seq. ID OJ991216_03.0419.C17 
Strand 

End 348 6 



OJ991216_03 . 04 19 . C17 . o3 . ts Method TBLASTX : Soybean 



3341 
none 

3341. .3484, 3351. .3467 

52055 

110117 

1 



End 
Score 



3484 
110 



Seq. ID OJ991216_03.0419.C17 
Strand 

End 34 8 6 



OJ991216 03.0419.C17.o3.tm Method TBLASTX : Maize 



3344 
none 

3344. .3484, 3348. .3485 



End 
Score 



3485 
161 



Seq. ID OJ991216_03.0419.C17 
Strand 

End 34 8 6 



Method AAT/NAP 
End 34 8 6 



Score 



124 



52055 
110117 
1 

OJ991216_03.0419.C17.o2.np 
3350 
7450208 
3350. .3486 

probable amp-binding protein - rape gi 1 1903034 | emb | CAA64 328 . 1 1 
(X94625) amp-binding protein [Brassica napus] 

52056 Seq. ID OJ991216_03 . 04 19 . C18 

110118 Strand 

1 End 368 

OJ991216_03.0419.C18.ol.np Method AAT/NAP 

1 End 332 

7450207 Score 176 

1..48, 136. .332 

probable AMP-binding protein T14N5.10 - Arabidopsis thaliana 
gi I 3540196 | gb | AAC34346.il (AC004260) Putative amp-binding 
protein [Arabidopsis thaliana] 



52056 
110118 

1 End 
OJ99121 6_03 . 04 19 . C18 . ol . tm Method TBLASTX : Maize 

1 End 333 

none Score 

1..45, 3. .44, 162. .332, 163. .333 



Seq. ID OJ991216_03.0419.C18 
Strand 

368 



67 



52056 

110118 

1 



Seq. ID OJ991216_03.0419.C18 

Strand 

End 368 



53300 



Name 

Start 

GI 

Exons 



OJ991216_03.0419.C18.ol.tc Method 

3 End 

none Score 
3. .44, 165. .332, 172. .303 



Seq. No. 52056 Seq. ID 

Gene No. 110118 Strand 

Start 1 End 

Name OJ991216_03 . 0419 .C18 . ol . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 50, 165.. 332, 169.. 333 



TBLASTX: Cress 

332 

102 



OJ991216_03.0419.C18 
368 

TBLASTX : Soybean 

333 

141 



Seq. No. 52056 Seq. ID 

Gene No. 110118 Strand 

Start 1 End 

Name OJ99121 6_03 . 04 1 9 . C18 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 368 



OJ991216_03.0419.C18 
368 

GENS CAN 

368 

.4 



*3 



Seq. No. 52057 Seq. ID 

Gene No. 110119 Strand 

Start 82 End 

Name OJ991216_03 .0419. C20 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82. .171, 1996. .2211, 2365.. 2412 

Seq. No. 52057 Seq. ID 

Gene No. 110120 Strand 

Start 3336 End 

Name OJ991216_03.0419.C20.o2.gs Me t hod 

Start 3336 End 

GI none Score 

Exons 3336.. 3361, 3405.. 3618 

Seq. No. 52058 Seq. ID 

Gene No. 110121 Strand 

Start 581 End 

Name OJ9912 16_03 . 04 19 . C2 1 . ol . gs Method 

Start 581 End 

GI none Score 

Exons 581.. 603, 1089.. 1218 

Seq. No. 52059 Seq. ID 

Gene No. 110122 Strand 

Start 2162 End 

Name OJ991216_03 .0419. C23 . o2 . gs Method 

Start 2162 End 

GI none Score 

Exons 2162.. 2357, 2615.. 2961 

Seq. No. 52059 Seq. ID 

Gene No. 110122 Strand 

Start 2162 End 

Name OJ991216 03 . 04 19 . C23 . ol . tm Method 



OJ991216_03.0419.C20 
+ 

2412 
GENS CAN 
2412 
.57 



OJ991216_03.0419.C20 

3618 
GENSCAN 
3618 
.41 



OJ991216_03.0419.C21 
+ 

1218 
GENSCAN 
1218 
.47 



OJ991216_03.0419.C23 
+ 

2961 
GENSCAN 
2961 
.87 



OJ991216_03.0419.C23 
+ 

2961 

TBLASTX: Maize 



53301 




Start 


2165 




End 


2813 




GI 


none 




Score 


71 




Exons 


2165.. 2356, 2238.. 2300, 


2246. 


.2356, 2583.. 2813, 


2617. .2811 


Seq. No. 


52059 




Seq. ID 


OJ991216 


_03.0419.C23 


Gene No. 


110122 




Strand 


+ 




Start 


2162 




End 


2961 




Name 


OJ991216 03.0419.C23.ol. 


np 


Method 


AAT/NAP 




Start 


2174 




End 


2952 




GI 


4514716 




Score 


342 




Exons 


2174.. 2357, 2615.. 2952 










GI Descrip. 


(AB017533) EPc [Nicotiana tabacum] 






Seq. No. 


52059 




Seq. ID 


OJ991216 


_03.0419.C23 


Gene No. 


110122 




Strand 


+ 




Start 


2162 




End 


2961 




Name 


OJ991216 03.0419.C23.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2198 




End 


2807 




GI 


none 




Score 


62 




Exons 


2198. .2356, 2241. .2303, 


2246. 


.2356, 2616. .2714, 


2616. .2807, 




2617. .2805, 2784. .2807 










Seq. No. 


52059 




Seq. ID 


OJ991216_ 


03.0419.C23 


Gene No. 


110122 




Strand 


+ 




Start 


2162 




End 


2961 




Name 


OJ991216 03.0419.C23.ol. 


gp 


Method 


AAT/GAP 




Start 


2207 




End 


2928 




GI 


95234 1.R1084 




Score 


732 




Exons 


2207. .2357, 2615. .2928 










GI Descrip. 


' 4514716/dbj | BAA754 95.il 


l.Oe 


-16 (AB017533) EPc 


[Nicotiana 




tabacum] ' 










Seq. No. 


52060 




Seq. ID 


OJ991216 


_03.0419.C28 


Gene No. 


110123 




Strand 


+ 




Start 


74 




End 


1455 




Name 


OJ991216 03.0419.C28.ol. 


gs 


Method 


GENSCAN 




Start 


74 




End 


1455 




GI 


none 




Score 


.67 




Exons 


74. .352, 444. .638, 912.. 


1014, 


1385. .1455 




Seq. No. 


52061 




Seq. ID 


OJ991216 


_03.0419.C29 


Gene No. 


110124 




Strand 


+ 




Start 


1 




End 


141 




Name 


OJ991216 03.0419.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


141 




GI 


7339707 




Score 


51 




Exons 


1..141 










GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


52061 




Seq. ID 


OJ991216_ 


_03.0419.C29 


Gene No. 


110125 




Strand 


+ 




Start 


328 




End 


941 




Name 


OJ991216 03.0419.C29.ol. 


gs 


Method 


GENSCAN 




Start 


328 




End 


941 




GI 


none 




Score 


.88 




Exons 


328. .458, 549. .941 











53302 



Seq. No. 52061 Seq. ID 

Gene No. 110126 Strand 

Start 2089 End 

Name OJ99121 6_03 . 04 19 . C29 . o2 . gs Method 

Start 2089 End 

GI none Score 

Exons 2089.. 3315 



OJ991216_03.0419.C29 
+ 

3315. 
GENSCAN 
3315 
.97 



Seq. No. 52061 
Gene No. 110127 
Start 5146 

Name OJ991216J33. 0419.C29.ol . ts 

Start 2542 
GI none 

Exons 2542.. 2649, 2557.. 2907, 2590. 

2772. .2984, 2802. .3014, 2806. 
3525. .3644, 3531.. 3599 



Seq. ID OJ991216_03.0419.C29 
Strand 

End . 5487 

Method TBLASTX : Soybean 

End 3644 

Score 66 

.2985, 2707. .2991, 2763. .2900, 
.3198, 3094. .3270, 3312. .3467, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

5 f Exons 



f i * 



"•4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52061 

110127 

5146 

OJ991216_03.0419.C29.ol.tm 

2554 

none 

2554. .2856, 2554. .2754, 2560. 
2773. .3174, 2850. .2993, 2878. 
3537. .3638 

52061 

110127 

5146 

OJ991216_03.0419.C29.ol.tc 

2560 

none 

2560.. 2808, 2563.. 2913, 2587. 
2770.. 3126, 2772.. 2993, 2830. 
3091.. 3240, 3091.. 3222, 3099. 

52061 

110127 

5146 

OJ991216_03.0419.C29.o3.gs 

5146 

none 

5146. .5487 



Seq. ID OJ991216_03.0419.C29 
Strand 

End 5487 
Method TBLASTX : Maize 
End 3638 
Score 135 

.2919, 2599.-2649, 2647. .2994, 
.3252, 3094. .3276, 3372. .3461, 



Seq. ID OJ991216_03.0419.C29 
Strand 

End 5487 
Method TBLASTX : Cress 
End 3479 
Score 73 

.2817, 2680. .3012, 2719. .2940, 
.3015, 2962.. 3141, 3055.. 3252, 
.3245, 3124.. 3270, 3312.. 3479 

Seq. ID OJ991216_03.0419.C29 
Strand 

End 5487 

Method GENSCAN 

End 5487 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



52062 Seq. ID OJ991216_03 . 04 19 . C30 

110128 Strand + 

1 End 2566 

OJ99121 6_03 .0419. C30 . ol . np Method AAT/NAP 

1 End 2566 

7295549 Score 1147 

1..134, 896. .1420, 1817. .2264, 2395.-2566 

(AE003569) CG1518 gene product [Drosophila melanogaster] 



52062 
110128 



Seq, ID OJ991216_03.0419.C30 
Strand + 



53303 



i.1 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
3 Gene No. 
[3 Start 

Name 
li Start 
[Z GI 
I s * Exons 

Q Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



OJ991216_03.0419.C30.ol.gs 
54 



none 
54. .134, 



896. 



End 

Method 
End 
Score 

.1428, 1887. .2264, 2395. 



2566 
GEN SCAN 
2517 
.82 
.2517 



03.0419.C30 



52062 Seq. ID OJ991216_ 

110128 Strand + 

1 End 2566 

OJ991216_03 .0419. C30 . ol . gp Method AAT/GAP 
895 End 1300 

3768146 Score 775 

895. .1300 

1174470/sp| P46978 | STT3_M0USE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 



OJ991216_03.0419.C30 
+ 

2566 
AAT/GAP 
2214 
1095 



52062 Seq. ID 

110128 Strand 
1 End 
OJ991216_03 .0419. C30 . o2 . gp Method 
1273 End 
25409_1.R1084 * Score 

1273. .1428, 1810. .2214 

, 1174470/sp|P46978|STT3_MOUSE 2.0e-54 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] ' 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Soybean 

End 131 

Score 207 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Maize 

End 2539 

Score 222 



52062 
110129 
2411 

OJ991216_03.0419.C30.o3.ts 
1 

none 

1..114, 2. .127, 3. .131, 3. .131 

52062 
110129 
2411 

OJ991216_03.0419.C30.ol.tm 
2 

none 

2. .142, 3. .140, 866. .1378, 910. .1359, 1365. .1430, 1365. .1424, 
1807. .2265, 1808. .2266, 1809. .2267, 2156. .2272, 2380. .2520, 
2390.. 2518, 2396.. 2539 



52062 

110129 

2411 

OJ991216_03.0419.C30.o2 .tc 

1019 

none 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Cress 

End 1333 

Score 323 



1019.. 1333, 1040.. 1324, 1060.. 1332 



53304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52062 

110129 

2411 

OJ991216_03.0419.C30.ol.ts 

1043 

none 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Soybean 

End 2052 

Score 517 



1043. .1378, 1045. .1353, 1722. .1793, 1781. .2050, 1807. .2052, 
1808. .2038, 1809. .2051 



52062 

110129 

2411 

OJ991216_03.0419.C30.o2.ts 

2053 

none 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Soybean 

End 2482 

Score 260 



2053. .2229, 2055. .2153, 2233. .2265, 2380. .2481, 2390. .2482 



52062 

110129 

2411 

OJ991216_03.0419.C30.ol.tc 

2065 

none 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method TBLASTX : Cress 

End 2506 

Score 326 



2065. .2265, 2069. .2266, 2373. .2504, 2380. .2505, 2390. .2506 



Seq. ID OJ991216_03.0419.C30 
Strand 

End 2539 

Method AAT/GAP 

End 2519 

Score 186 



52062 
110129 
2411 

OJ991216_03.0419.C30.o3.gp 
2411 

85238_1.R1084 
2411. .2519 

? 1174470/sp|P46978|STT3_MOUSE 1.0e-26 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] ' 



U Seq. No. 52063 

□ Gene No. 110130 

Start 279 

Name OJ991216_03 . 04 19 . C31 . ol . gs 

Start 279 

GI none 

Exons 279.. 631 



Seq. ID OJ991216_03.0419.C31 
Strand 

End 631 

Method GENSCAN 

End 631 

Score .54 



Seq. No. 52064 

Gene No. 110131 

Start 299 

Name OJ991216_03.0419.C33.ol.gs 

Start 299 

GI none 

Exons 299.. 415, 755.. 930 



Seq. No. 
Gene No. 



52065 
110132 



Seq. ID OJ991216_03.0419.C33 
Strand 

End 930 

Method GENSCAN 

End 930 

Score .74 



Seq. ID OJ991216_03.0419.C36 
Strand 



53305 



Start 1096 End 1230 

Name OJ991216_03.0419.C36.ol .gp Method AAT/GAP 

Start 1096 End 1230 

GI 6547_4.R1084 Score 212 

Exons 1096.. 1230 

GI Descrip. 1 3402817/emb | CAA07704 | 1.0e-18 (AJ007829) lacZ " [Cloning vector 
pGreen] ' 



Seq. No. 52066 

Gene No. 110133 

Start 32 

Name OJ991216_03 . 04 19 . C37 . ol . gs 

Start 32 

GI none 

Exons 32.. 208 



Seq. ID OJ991216_03.0419.C37 

Strand + 

End 208 

Method GEN SCAN 

End 208 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52067 

110134 

748 

OJ991216_03.0419.C42.ol.gs 

748 

none 

748. .807, 896. .1012 



Seq. ID OJ991216_03.0419.C42 
Strand 

End 1012 

Method GENSCAN 

End 1012 

Score .97 



52068 
110135 
855 

OJ991216_03.0419.C43.ol.gp 
855 

3548954 
855.. 1027, 1492.. 1676 

4406761/gb | AAD20072 | 7.0e-17 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] 



Seq. ID OJ991216_03.0419.C43 
Strand + 

3035 
AAT/GAP 
1676 
654 



End 

Method 

End 

Score 



Seq. No. 52068 

Gene No. 110135 

Start 855 

Name OJ991216_03 . 04 19 . C4 3 . ol . np 

Start 1490 

GI 4406761 

Exons 1490.. 1675, 2230.. 2720 

GI Descrip. (AC006836) putative ubiquinone biosynthesis protein [Arabidopsis 
thaliana] 



Seq. ID OJ991216_03.0419.C43 

Strand + 

End 3035 

Method AAT/NAP 

End 2720 

Score 903 



Seq. No. 52068 

Gene No. 110135 

Start 855 

Name OJ991216_03.0419.C43.o2.gp 

Start 2314 

GI 32010_1.R1084 

Exons 2314.. 3035 

GI Descrip. ' 4406761/gb I AAD20072 | 2.0e-42 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] ' 



Seq. ID OJ991216_03.0419.C43 

Strand + 

End 3035 

Method AAT/GAP 

End 3035 

Score 1393 



Seq. No. 
Gene No. 
Start 



52068 

110136 

114 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 965 



53306 



Name OJ991216JD3 . 0419 . C43 . ol . gs 

Start 114 

GI none 

Exons 114.. 245, 429.-563, 876.-965 

Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name . OJ991216_03. 0419.C43.o3. ts 

Start 216 

GI none 

Exons 216.. 281, 317.. 460 



Method 

End 

Score 



GENSCAN 

965 

.84 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Soybean 

End 4 60 

Score 190 



Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216_03. 0419. C43 . o2 . tc 

Start 1415 

GI none 

Exons 1415.. 1678, 1504.. 1677 

Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216_03. 0419.C43. o2 . tm 

Start 1487 

GI none 

Exons 1487.. 1675, 1489.. 1677, 2227. 

Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216_03.0419.C43.o2 .ts 

Start 1493 

GI none 

Exons 1493.. 1675, 1516.. 1677, 1519. 

Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216_03.0419.C43.o2.gs 

Start 2344 

GI none 

Exons 2344.. 2460, 2941.. 2978, 3188. 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Cress 

End 1678 

Score 257 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Mai ze 

End 2310 

Score 288 

.2310, 2228.. 2305, 2229.. 2309 

Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Soybean 

End 2319 

Score 236 
.1674, 2266. .2319 

Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method GENSCAN 

End 3231 

Score .71 
.3231 



Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216_03 . 04 19 . C43 . ol . tc 

Start 2347 

GI none 

Exons 2347.. 2631, 2442.. 2630, 2637, 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Cress 

End 2711 

Score 299 
.2708, 2637.. 2711 



Seq. No. 52068 

Gene No. 110137 

Start 2344 

Name OJ991216 03.0419.C43.ol.tm 



Seq. ID OJ991216_03.0419.C43 
Strand 

End 3231 

Method TBLASTX : Mai ze 



53307 




Start 


2392 




End 


2729 




GI 


none 




Score 


272 




Exons 


2392. .2631, 2397. .2630, 


2635. 


.2724, 2637. .2729 




Seq. No. 


52068 




Seq. ID 


OJ991216JD3.0419 


.C43 


Gene No. 


110137 




Strand 






Start 


2344 




End 


3231 




Name 


OJ991216 03.0419.C43.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2475 




End 


2708 




GI 


none 




Score 


214 




Exons 


2475. .2630, 2476. .2631, 


2637. 


.2708, 2641. .2670 




Seq. No. 


52069 




Seq. ID 


OJ991216_03.0419 


.C44 


Gene No. 


110138 




Strand 


+ 




Start 


432 




End 


1400 




Name 


OJ991216 03.0419.C44.ol 


. gs 


Method 


GENSCAN 




Start 


432 




End 


1400 




GI 


none 




Score 


.74 




Exons 


432. .451, 986. .1400 










Seq. No. 


52070 




Seq. ID 


OJ991216_03.0419 


.C45 


Gene No. 


110139 




Strand 






Start 


1 




End 


1461 




Name 


OJ991216 03.0419.C45.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1042 




GI 


5734789 




Score 


639 




Exons 


1. .1042 










GI Descrip. 


(AC007980) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


52070 




Seq. ID 


OJ991216_03.0419 


.C45 


Gene No. 


110139 




Strand 






Start 


1 




End 


1461 




Name 


OJ991216 03.0419.C45.ol 


.gs 


Method 


GENSCAN 




Start 


31 




End 


1461 




GI 


none 




Score 


.92 




Exons 


31. .1081, 1134. .1237, 1376. .1461 






Seq. No. 


52070 




Seq. ID 


OJ991216_03.0419 


.C45 


Gene No. 


110139 




Strand 






Start 


1 




End 


1461 




Name 


OJ991216 03.0419.C45.ol 


tc 


Method 


TBLASTX: Cress 




Start 


428 




End 


980 




GI 


none 




Score 


66 




Exons 


428. .535, 462. .578, 665 


.979, 


681. .980 






Seq. No. 


52070 




Seq. ID 


OJ991216_03.0419 


.C45 


Gene No. 


110139 




Strand 






Start 


1 




End 


1461 




Name 


OJ991216 03.0419.C45.ol 


tm 


Method 


TBLASTX: Maize 




Start 


465 




End 


818 




GI 


none 




Score 


123 




Exons 


465. .578, 467. .577, 566 


.664, 


570. .665, 


659. .817, 678.. 


318 


Seq. No. 


52070 




Seq. ID 


OJ991216_03.0419 


.C45 


Gene No. 


110139 




Strand 






Start 


1 




End 


1461 




Name 


OJ991216 03.0419.C45.ol, 


ts 


Method 


TBLASTX : Soybean 





53308 



Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1024 
109 



OJ991216 03.0419.C46 



803 End 

none Score 
803.. 1024, 804. .989 

52071 Seq. ID 

110140 Strand 

1 End 

OJ991216_03 . 04 19 . C4 6 . ol . np Method 

1 End 

7496179 ' Score 
1..162, 696. .723 

hypothetical protein C17D12.1b - Caenorhabditis elegans 

gi|3947545|emb|CAB03898.1| (Z81473) cDNA EST EMBL:D75353 comes 
from this gene; cDNA EST EMBL:D724 68 comes from this gene 
[Caenorhabditis elegans] 



723 

AAT/NAP 

723 

111 



Seq. No. 52071 Seq. ID OJ991216_03 . 04 19 . C4 6 

Gene No. 110140 Strand 

Start 1 End 723 

Name OJ991216_03 . 0419.C46.ol . gp Method AAT/GAP 

Start 224 End 723 

GI uC-osroM202035e08bl Score 635 

Exons 224.. 349, 474.. 723 

GI Descrip. ' 5103809/gb | AAD39639 . 1 1 AC007591_4 7.0e-45 (AC007591) Similar to 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus. 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52071 Seq. ID 

110140 Strand 

1 End 

OJ991216_03.0419.C4 6.ol.tm Method 

252 End 

none Score 



OJ991216_03.0419.C46 
723 

TBLASTX: Maize 

708 

98 



252. .350, 252. .347, 253. .390, 254. .349, 472. .582, 473. .592, 
562. .657, 578. .658, 587. .664, 634. .708, 657. .707 



Seq. No. 52072 

Gene No. 110141 

Start 134 

Name OJ991216_03 . 0419. C47 . ol .gs 

Start 134 

GI none 

Exons . 134 . .343 



Seq. ID OJ991216_03.0419.C47 

Strand + 

End 343 

Method GENS CAN 

End 343 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52073 Seq. ID 

110142 Strand 
3718 End 
OJ991216_03.0419.C4 9.o2.gs Method 
3718 End 
none Score 
3718. .3773, 4161. .4200, 4247. .4462 

52073 Seq. ID 

110143 Strand 
1 End 
OJ9-91216_03. 0419.C49.ol.np Method 
1 End 



OJ991216_03.0419.C49 
+ 

4462 
GENSCAN 
4462 
.85 



OJ991216 03.0419.C49 



3204 

AAT/NAP 

2411 



53309 






GI 


4972236 




Score 


824 






Exons 


1. .23, 375. .759, 1443. . 


1643, 


1732. .1944, 2202. .2411 






GI Descrip. 


( AJ00634 9 ) endo-beta-1 , 


4-qlucanase [Fragaria x ananassa] 






Seq. No. 


52073 




Seq. ID 


OJ991216_03.0419. 


C49 




Gene No. 


110143 




Strand 








Start 


1 




End 


3204 






Name 


OJ991216 03.0419.C49.ol 


.gs 


Method 


GENSCAN 






Start 


352 




End 


3204 






GI 


none 




Score 


.65 






Exons 


352. .759, 1443. .1643, 1732.. 


1944, 2202 


..2663, 3127.. 3204 




Sea. No. 


52073 




Seq. ID 


OJ991216_03.0419. 


C49 




Gene No. 


110143 




Strand 








Start 


1 




End 


3204 






Name 


OJ991216 03.0419.C49.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


373 




End 


1945 






GI 


none 




Score 


67 






Exons 


373. .498, 493. .576, 500 


. . 577 


, 628.. 747 


, 674. .760, 1440.. 


162^ 






1495. .1644, 1729. .1944, 


1760 


..1801, 1838. .1945 






Seq. No. 


52073 




Seq. ID 


OJ991216_03.0419. 


C49 




Gene No. 


110143 




Strand 








Start 


1 




End 


3204 






Name 


OJ991216 03.0419.C49.o2 


.ts 


Method 


TBLASTX : Soybean 




fft 


Start 


373 




End 


747 






GI 


none 




Score 


78 




r : 3 

r ^ 


Exons 


373. .498, 493. .747, 500 


. .595 








B : § 


Seq. No. 


52073 




Seq. ID 


OJ991216_03.0419. 


C49 




Gene No. 


110143 




Strand 








Start 


1 




End 


3204 




fy 


Name 


OJ991216 03.0419.C49.o2 


.tm 


Method 


TBLASTX: Maize 




g 


Start 


526 




End 


763 




L .1 


GI 


none 




Score 


140 




a . 


Exons 


526 747. 527 763 












Seq. No. 


52073 




Seq. ID 


OJ991216J33.0419. 


C49 




Gene No. 


110143 




Strand 






C3 


Start 


1 




End 


3204 




- — 


Name 


OJ991216 03.0419.C49.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


1440 




End 


1947 






GI 


none 




Score 


117 






Exons 


1440. .1622, 1441. .1644, 


1729 


..1947, 1730. .1945 






Sea. No 


52073 




Seq. ID 


OJ991216_03.0419. 


C49 




Gene No. 


110143 




Strand 








Start 


1 




End 


3204 






Name 


OJ991216 03.0419.C49.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1491 




End 


2327 






GI 


none 




Score 


125 






Exons 


1491. .1622, 1492. .1647, 


1542 


..1655, 1618. .1641, 1729. .1944, 






1757. .1945, 2199. .2327, 


2215 


. .2298 








Seq. No. 


52074 




Seq. ID 


OJ991216_03.0419. 


C50 




Gene No. 


110144 




Strand 








Start 


1029 




End 


1244 





53310 



Name 

Start 

GI 

Exons 



OJ991216_03.0419.C50.ol.gs Method 

1029 End 

none Score 
1029. .1244 



GEN SCAN 

1244 

1 



Seq. No. 52075 Seq. ID 

Gene No. 110145 Strand 

Start 263 End 

Name OJ991216_03 . 0419 .C51 .ol .gs Method 

Start 263 End 

GI none Score 

Exons 263.-37 9 



OJ991216_03.0419.C51 
+ 

379 

GENSCAN 

379 

.56 



Seq. No. 52076 Seq. ID 

Gene No. 110146 Strand 

Start 197 End 

Name OJ991216_03. 0419.C53.ol .gs Method 

Start 197 End 

GI none Score 

Exons 197.. 211, 518.. 568 



OJ991216_03.0419.C53 
+ 

568 

GENSCAN 

568 

.92 



Seq. No. 52077 Seq. ID 

Gene No. 110147 Strand 

□ Start 17 End 

L "=3 Name OJ991216_03. 0419.C59.ol .gs Method 

}i Start 17 End 

!l! GI none Score 

rU Exons 17.. 142, 279.. 399, 656.. 735 



OJ991216_03.0419.C59 
+ 

735 

GENSCAN 

735 

.77 



Pi i 



Seq. No. 52078 Seq. ID 

Gene No. 110148 Strand 

Start 472 End 

Name OJ991216_03 . 0419 . C62 .ol . gs Method 

Start 472 End 

GI none Score 

Exons 472.. 806, 908.. 939, 1362.. 1381 



OJ991216_03. 0419.C62 
+ 

1381 
GENSCAN 
1381 
.58 



Seq. No. 52078 Seq. ID 

Gene' No. 110149 Strand 

Start 534 End 

Name OJ991216JD3 .0419. C62 . ol . gp Method 

Start 534 End 

GI 3106747 Score 

Exons 534.. 719 



OJ991216_03.0419.C62 
830 

AAT/GAP 

719 

285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52078 Seq. ID 

110149 Strand 

534 End 
OJ99121 6_03 .0419. C62 . ol . tm Method 

535 End 
none Score 



OJ991216_03.0419.C62 
830 

TBLASTX : Maize 

830 

230 



535. .732, 539. .712, 799. .828, 813. .830 

52078 Seq. ID 

110149 Strand 

534 End 

OJ991216_03.0419.C62.ol.np Method 



OJ991216_03.0419.C62 
830 

AAT/NAP 



53311 






Start 


538 




End 


783 






GI 


4734009 




Score 


71 






Exons 


538. .783 












GI Descrip. 


(AC007178 ) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


52079 




Seq. ID 


OJ991216_03.0419 


.C65 




Gene No. 


110150 




Strand 


+ 






Start 


6 




End 


2057 






Name 


OJ991216 03.0419.C65.ol 


.gs 


Method 


GEN SCAN 






Start 


6 ~ 




End 


2057 






GI 


none 




Score 


.81 






Exons 


6. .51, 110. .682, 1373.. 


1500, 


1596. .2057 






Seq. No. 


52080 




Seq. ID 


OJ991216_03.0419 


.C70 




Gene No. 


110151 




Strand 


+ 






Start 


203 




End 


834 






Name 


OJ991216 03.0419.C70.ol 


.gs 


Method 


GENSCAN 






Start 


203 ~~ 




End 


834 






GI 


none 




Score 


.63 






Exons 


203. .272, 390. .511, 778 


. .834 










Sea. No. 


52081 




Seq. ID 


OJ991216_03.0419 


.C71 




Gene No. 


110152 




Strand 


+ 




f "1 


Start 


1 




End 


751 






Name 


OJ991216 03.0419.C71.ol 


.np 


Method 


AAT/NAP 




[fl 


Start 


1 




End 


751 






GI 


2462829 




Score 


201 






Exons 


1..28, 337. .751 










M 


GI Descrip. 


(AF000657) unknown protein [Arabidopsis thaliana] 






Seq. No. 


52081 




Seq. ID 


OJ991216_03.0419 


.C71 




Gene No. 


110152 




Strand 


+ 




{ ij 


Start 


1 




End 


751 




E 


Name 


OJ991216 03.0419.C71.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


315 




End 


577 






GI 


none 




Score 


236 




r ~ 


Exons 


315. .575, 339. .551, 515 


. .577, 


516. .575 








Seq. No. 


52081 




Seq. ID 


OJ991216_03.0419 


.C71 




Gene No. 


110152 




Strand 


+ 




i 1 ^ 
: i 


Start 


1 




End 


751 






Name 


OJ991216 03.0419.C71.ol 


.gs 


Method 


GENSCAN 






Start 


340 




End 


732 






GI 


none 




Score 


.94 






Exons 


340. .732 












Seq. No. 


52081 




Seq. ID 


OJ991216_03.0419 


-C71 




Gene No. 


110152 




Strand 


+ 






Start 


1 




End 


751 






Name 


OJ991216 03.0419.C71.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


348 




End 


725 






GI 


none 




Score 


183 






Exons 


348. .509, 353. .460, 450 


. .506, 


594. .725 








Seq. No. 


52082 




Seq. ID 


OJ991216_03.0419 


.C73 




Gene No. 


110153 




Strand 








Start 


1 




. End 


718 





53312 



Name OJ991216_03.0419.C73.ol.np Method AAT/NAP 

Start 1 End 718 

GI 5103809 Score 94 

Exons 1..28, 175.. 292, 689.. 718 

GI Descrip. (AC007591) Similar to gb|AF099053 phosphatidylserine synthase-2 
from Mus musculus. EST gb|N96271 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52082 Seq. ID 

110153 Strand 

1 End 
0 J9912 1 6_03 . 0 4 1 9 . C73 . ol . gs Method 

198 End 

none Score 
198. .206 



OJ991216_03.0419.C73 
718 

GEN SCAN 

206 

.73 



OJ991216 03.0419.C75 



52083 Seq. ID 

110154 Strand 
1 End 555 

OJ991216_03.0419.C75.ol.np Method AAT/NAP 
1 End 378 

7228446 Score 326 

1..378 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 





Seq. No. 


52083 








Seq. ID 


OJ991216_03.0419. 


C75 




Gene No. 


110154 








Strand 








Start 


1 








End 


555 






Name 


OJ991216 


_03.0419.C75 


.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


16 








End 


309 




f 1 1 


GI 


none 








Score 


173 




a 


Exons 


16. .309 
















Seq. No. 


52083 








Seq. ID 


OJ991216_03.0419. 


C75 




Gene No. 


110154 








Strand 








Start 


1 








End 


555 




T 


Name 


OJ991216 


_03.0419.C75 


.ol 


. gs 


Method 


GENS CAN 






Start 


163 








End 


555 






GI 


none 








Score 


.97 




L JH 


Exons 


163. .555 
















Seq. No. 


52083 








Seq. ID 


OJ991216_03.0419. 


C75 




Gene No. 


110154 








Strand 








Start 


1 








End 


555 






Name 


OJ991216 


_03.0419.C75 


.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


169 








End 


451 






GI 


none 








Score 


107 






Exons 


169. .438, 


263. .451 














Seq. No. 


52084 








Seq. ID 


OJ991216_03.0419. 


C77 




Gene No. 


110155 








Strand 


+ 






Start 


583 








End 


1532 






Name 


OJ991216 


03.0419.C77 


.ol 


.gs 


Method 


GENSCAN 






Start 


583 








End 


1532 






GI 


none 








Score 


.82 





53313 



Exons 



583. .671, 1070. .1532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52084 
110156 
1 

OJ991216_03.0419.C77.ol.np 
1 

6978921 

1..60, 491. .901, 1681. .1755 

(AC021665) putative ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ991216_03.0419.C77 
Strand 

End 1755 

Method AAT/NAP 

End 1755 

Score 263 



52084 

110156 

1 

OJ991216_03.0419.C77.ol.ts 

519 

none 



Seq. ID OJ991216_03.0419.C77 
Strand 

End 1755 

Method TBLASTX : Soybean 

End 847 

Score 40 



519. .584, 520. .579, 638. .766, 639. .728, 776. .847, 777. .845 



52085 

110157 

411 

OJ991216_03.0419.C78.ol.gs 

411 

none 

411. .492 



Seq. ID OJ991216_03.0419.C78 

Strand + 

End 492 

Method GENS CAN 

End 4 92 

Score .75 



Seq. No. 52086 

Gene No. 110158 

Start 1 

Name OJ991216_03 . 04 19 . C85 . ol . gp 

Start 1 

GI 2311827 

Exons 1..266 

GI Descrip. 2160694 2.0e-09 (U73528) B f regulatory subunit of PP2A 
[Arabidopsis thaliana] 



Seq. ID OJ991216_03.0419.C85 
Strand 

End 1187 

Method AAT/GAP 

End 266 

Score 504 



Seq. No. 52086 

Gene No. 110158 

Start 1 

Name OJ991216_03 . 0419 . C85 . ol . tm 

Start 19 

GI none 
Exons 



Seq. ID OJ991216_03.0419.C85 
Strand 

End 1187 

Method TBLASTX : Mai ze 

End 1187 

Score 104 



19. .87, 20. .130, 24. .248, 26. .400, 27. .401, 970. .1185, 
971.. 1186, 971.. 1186, 972.. 1187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



52086 
110158 
1 

OJ991216_03.0419.C85.ol.np 
29 

7160008 
29. .394, 973. .1035 

(AJ272423) putative B 1 regulatory subunit of PP2A [Oryza sativa] 



Seq. ID OJ991216_03.0419.C85 
Strand 

End 1187 

Method AAT/NAP 

End 1035 

Score 666 



52086 
110158 



Seq. ID OJ991216_03.0419.C85 
Strand 



53314 



Start 1 

Name OJ991216_03.0419.C85.ol. ts 

Start 53 

GI none 

Exons 53. .400, 129. .401, 970. .1044, 

Seq. No. 52086 

Gene No. 110158 

Start 1 

Name OJ991216_03 . 0419. C85 . ol . tc 

Start 68 

GI none 

Exons 68. .400, 72. .401, 967. .1143, 

Seq. No. 52086 

Gene No. 110158 

Start 1 

Name OJ991216_03 . 0419 . C85 . ol . tw 

Start 116 

GI none 

Exons 116.. 391, 129.. 392 



End 1187 

Method TBLASTX : Soybean 

End 1044 

Score 139 

971. .1039 



Seq. ID 

Strand 

End 

Method 
End 
Score 
971. .1144 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991216_03.0419.C85 
1187 

TBLASTX: Cress 

1144 

200 



OJ991216_03.0419.C85 
1187 

TBLASTX : Wheat 

392 

125 



Seq. No. 52086 Seq. ID 

Gene No. 110158 Strand 

Start 1 End 

Name 0 J9 9 1 2 1 6_0 3.0419.C85.ol.gs Method 

Start 191 End 

GI none Score 

Exons 191.. 394, 973.. 1089 



OJ991216_03.0419.C85 

1187 
GEN SCAN 
1089 
. 64 



Seq. No. 52087 Seq. ID 

Gene No. 110159 Strand 

Start 909 End 

Name OJ991216_03 . 04 19 . C86 . ol . gs Method 

Start 909 End 

GI none Score 

Exons 909.. 1019, 1094.. 1135 



OJ991216_03.0419.C8 6 
+ 

1135 
GENSCAN 
1135 
.74 



Seq. No. 52087 Seq. ID 

Gene No. 110160 Strand 

Start 1490 End 

Name OJ991216_03 . 0419 .C8 6.o2 . gs Method 

Start 14 90 End 

GI none Score 

Exons 1490.. 1751 



OJ991216_03. 0419.C8 6 

1751 
GENSCAN 
1751 
.51 



Seq. No. 52088 Seq. ID OJ991116_09 . 0414 . C4 

Gene No. 110161 Strand 

Start 435 End 1298 

Name OJ991116_09 . 0414 . C4 . ol . np Method AAT/NAP 

Start 435 End 1298 

GI 7508121 Score 78 

Exons 435.. 531, 704.. 806, 1008.. 1195, 1270.. 1298 

GI Descrip. hypothetical protein T21C9.12 - Caenorhabditis elegans 
gi|3880023|emb|CAA97339.1| (Z73098) Similarity to yeast 
hypothetical protein (Swiss Prot accession number Q09695); cDNA 
EST EMBL:D72982 comes from this gene; cDNA EST EMBL:D75947 comes 



53315 



from this genfe [Caenorhabditis elegans] 



Seq. No. 


52088 


Seq. ID 


OJ991116_09.0414 .C4 


Gene No. 


110161 


Strand 


- 


Start 


435 


End 


1298 


Name 


OJ991116 09.0414.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


703 


End 


1173 


GI 


none 


Score 


102 


Exons 


703. .804, 995. .1165, 1005. 


.1166, 1005.. 


1163, 1009.. 1173 


Seq. No. 


52088 


Seq. ID 


OJ991116_09.0414 .C4 


Gene No. 


110161 


Strand 


- 


Start 


435 


End 


1298 


Name 


OJ991116 09.0414.C4.ol.gs 


Method 


GENSCAN 


Start 


704 


End 


1164 


GI 


none 


Score 


.82 


Exons 


704. .806, 1008. .1164 






Seq. No. 


52088 


Seq. ID 


OJ991116JD9.0414 .C4 


Gene No. 


110161 


Strand 




Start 


435 


End 


1298 


Name 


OJ991116 09.0414.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


718 


End 


1144 


GI 


none 


Score 


76 


Exons 


718. .810, 719. .811, 919. .1047, 920. .1027, 1030. .1143, 1061. 


beq. no. 


52089 


Seq. ID 


OJ991116_09.0414.C5 


Gene No. 


110162 


Strand 


+ 


Start 


3371 


End 


6446 


Name 


OJ991116 09.0414.C5.ol.gs 


Method 


GENSCAN 


Start 


3371 


End 


6256 


GI 


none 


Score 


.5 


Exons 


3371. .3532, 3922. .3993, 4113. .4166, 4253. .4335, 4429.-4467, 




4574. .4745, 6092. .6256 






Seq. No. 


52089 


Seq. ID 


OJ991116_09.0414.C5 


Gene No. 


110162 


Strand 


+ 


J Ldl L 


3371 


End 


6446 


Name 


OJ991116 09.0414.C5.o2.gp 


Method 


AAT/GAP 


Start 


4030 


End 


6446 


GI 


16640 1.R1084 


Score 


1382 


Exons 


4030. .4166, 4253. .4335, 4429. .4467, 4574. .4626, 4715. .4778, 




4883. .4925, 5001. .5048, 6092. .6446 




GI Descrip. 


1 6041796/gb|AAF02116.1 |AC009755_9 5 . Oe- 


24 (AC009755) unknow 




protein [Arabidopsis thaliana] 1 




Seq. No. 


52089 


Seq. ID 


OJ991116_09.0414.C5 


PnriQ N7/"\ 


110162 


Strand 


+ 


Start 


3371 


End 


6446 


Name 


OJ991116 09.0414.C5.ol.np 


Method 


AAT/NAP 


Start 


4086 


End 


6203 


GI 


6041796 


Score 


332 


Exons 


4086. .4166, 4253. .4335, 4429. .4467, 4574. .4626, 4715. .4778, 




4883. .4925, 5001. .5048, 6092. .6203 




GI Descrip. 


(AC009755) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


52089 


Seq. ID 


OJ991116_09.0414.C5 



53316 



Gene No. 110163 Strand 

Start 9102 End 

Name O.J991116_09 . 0414 . C5 . o3. gp Method 

Start 9102 End 

GI none Score 

Exons 9102.. 9550 



+ 

9550 
AAT/GAP 
9550 
820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52089 

110164 

375 

OJ991116_09.0414.C5.ol.gp 

375 

none 



Seq. ID OJ991116_09.0414.C5 



Strand 
End 

Method 

End 

Score 



3257 
AAT/GAP 
3257 
738 



375. .401, 1244. .1282, 1578. .1688, 2945. .3064, 3146. .3257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52089 Seq. ID 

110165 Strand 

12092 End 

OJ991116_09.0414.C5.o3.tm Method 

157 6 End 

none Score 



OJ991116_09.0414 .C5 
12164 

TBLASTX: Maize 

3303 

158 



1576. .1716, 1576. .1701, 1578. .1706, 2942. .3064, 2952. .3065, 
3140. .3223, 3147.. 3236, 3223.. 3303, 3226.. 3279 



52089 

110165 

12092 

OJ991116_09.0414.C5.ol.tm 

4076 

none 

4076. .4168, 
4427. .4465, 
4716. .4778, 



4083. .4166, 4246. 
4577. .4639, 4587. 
4717. .4779, 4882. 



Seq. ID OJ991116_09.0414.C5 
Strand 

End 12164 
Method TBLASTX : Mai ze 
End 5042 
Score 157 

.4341, 4253. .4342, 4426. .4470, 
.4622, 4712. .4777, 4713. .4778, 
.4929, 4998. .5042 



12 Seq. No. 

Gene No. 

il Start 

: - Name 

a ;f Start 

O GI 

tl Exons 



52089 

110165 

12092 

OJ991116_09.0414.C5.ol.tc 

4086 

none 

4086. .4166, 4094. .4168, 4246. 
4587. .4628, 4717. .4779, 6137. 



Seq. ID OJ991116_09.0414.C5 
Strand 

End 12164 

Method TBLASTX : Cress 

End 6202 

Score 112 

.4341, 4253. .4342, 4427. .4465, 
.6202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



52089 

110165 

12092 

OJ991116_09.0414 .C5.ol.ts 

4089 

none 

4089. .4166, 4100. .4168, 4246. 
4587. .4628, 47 17 .. 4779, 6077 . 

52089 

110165 

12092 

OJ991116_09.0414 .C5.ol.tw 
4113 



Seq. ID OJ991116_09.0414.C5 
Strand 

End 12164 

Method TBLASTX : Soybean 

End 6241 

Score 128 
.4329, 4253. .4342, 4427. .4465, 
. 6241 

Seq. ID OJ991116_09.0414 .C5 
Strand 

End 12164 

Method TBLASTX : Wheat 

End 4738 



53317 



GI 

Exons 



none Score 94 

4113. .4166, 4118. .4168, 4118. .4168, 4246. .4341, 4253. .4342, 
4426. .4470, 4427. .4465, 4577. .4642, 4587. .4628, 4706. .4738 



Seq. No. 52089 Seq. ID 

Gene No. 110165 Strand 

Start 12092 End 

Name OJ991116_09 . 0414 .C5.o2.tm Method 

Start 9262 End 

GI none Score 

Exons 9262.. 9540, 9291.. 9548 



OJ991116_09.0414.C5 
12164 

TBLASTX: Maize 

9548 

307 



Seq. No. 52089 Seq. ID OJ991116_09 . 04 14 . C5 

Gene No. 110165 Strand 

Start 12092 End 12164 

Name OJ991116_09 . 0414 . C5 . o4 . gp Method AAT/GAP 

Start 12092 End 12164 

GI LIB3477-003-P1-K1-E9 Score 116 

Exons 12092. .12164 

GI Descrip. ' 2498586/sp | Q40638 | MPOljDRYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 52090 

Gene No. 110166 

Start 3158 

Name OJ991116_09 . 0414 . C6 . o2 . gs 

Start 3158 

GI none 

Exons 3158.. 3431, 3583.. 3671, 4017, 
5812. .5916, 5999. .6106 



Seq. ID OJ991116_09.0414 .C6 

Strand + 

End 6106 

Method GEN SCAN 

End 6106 

Score .93 

.4053, 4766.-4827, 4923. .5036, 



Seq. No. 52090 Seq. ID 

Gene No. 110167 Strand 

Start 1811 End 

Name OJ991116_09. 0414 .C6.ol . gs Method 

Start 1811 End 

GI none . , Score 

Exons 1811.. 2488 



OJ991116_09.0414 .C6 

2488 
GENSCAN 
2488 
.86 



Seq. No. 52090 
Gene No. 110168 
Start 6850 

Name OJ991116_09. 0414 .C6.o2 . tm 

Start 4008 
GI none 

Exons 4008.. 4058, 4016.. 4051, 4723. 

4765. .4839, 4917. .5036, 4923. 
5811. .5915, 5812. .5916, 5998. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991116 09. 0414. C6 



9534 

TBLASTX: Maize 
6099 
62 

4827, 4764. .4829, 4764.-4826, 
5036, 5803. .5916, 5808. .5930, 
6099, 5999.. 6097, 6000.. 6098 



Seq. No. 52090 

Gene No. 110168 

Start 6850 

Name OJ991116_09. 0414 .C6.ol . ts 

Start 4986 

GI none 

Exons 4986.. 5033, 5811.. 5969, 5812. 



OJ991116_09.0414 .C6 
9534 

TBLASTX : Soybean 
6097 
64 

,5916, 5989.. 6090, 5999.. 6097 



Seq. ID 

Strand 

End 

Method 

End 

Score 



53318 



Seq. No. 


52090 






Seq. ID 


OJ991116_09.0414.C6 


Gene No. 


110168 






Strand 




Start 


6850 






End 


9534 


Name 


OJ991116 09 


.0414 .C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5808 






End 


6097 


GI 


none 






Score 


189 


Exons 


5808. .5903, 


5809. .5916, 


5812. 


.5928, 5998.. 6093, 5999.. 6097 


Seq. No. 


52090 






Seq. ID 


OJ991116_09.0414.C6 


Gene No. 


110168 






Strand 




Start 


6850 






End 


9534 


Name 


OJ991116 09 


.0414 ,C6-.ol. 


gp 


Method 


AAT/GAP 


Start 


6850 






End 


8770 


GI 


255 2.R1084 






Score 


3171 


Exons 


6850. .7375, 


7458. .7937, 


8042. 


.8316, 8406. .8770 


GI Descrip. 


■121469/spl 


P07728 |GU11_ 


ORYSA 


0.0e-f00 GLUTELIN TYPE I PRECURSOR 



(CLONE PREE 61) >gi__82474_pir S06350 glutelin type I precursor 

(clone pREE61) - rice >gi_20215_emb_CAA2 914 9_ (X05661) glutelin 
[Oryza sativa] 1 



Seq. No. 


52090 








Seq. ID 


OJ991116_09.0414.C6 


Gene No. 


110168 








Strand 




Start 


6850 








End 


9534 


Name 


OJ991116 09 


.0414 


.C6.o3. 


gs 


Method 


GENSCAN . 


Start 


6962 








End 


9534 


GI 


none 








Score 


.74 


Exons 


6962. .7375, 


7596 


. .7712, 


8042. 


.8316, 8406.. 8666, 9408.. 9534 


Seq. No. 


52090 








Seq. ID 


OJ991116_09.0414.C6 


Gene No. 


110168 








Strand 




Start 


6850 








End 


9534 


Name 


OJ991116 09 


.0414 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


6965 








End 


8736 


GI 


121469 








Score 


2499 


Exons 


6965. .7375, 


7458 


. .7937, 


8042. 


.8316, 8406.. 8736 


GI Descrip. 


GLUTELIN TYPE I 


PRECURSOR (CLONE PREE 


61) gi|82474|pir| | S06350 




glutelin type I 


precursor (clone pREE61) - rice 




gi | 20215 | emb | CAA2914 9 | 


(X05661) glutelin [Oryza sativa] 


Seq. No. 


52090 








Seq. ID 


OJ991116_09.0414.C6 


Gene No. 


110168 








Strand 




Start 


6850 








End 


9534 


Name 


OJ991116 09 


.0414 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6992 








End 


8529 


GI 


none 








Score 


199 


Exons 


6992. .7384, 


6993 


. .7373, 


7456. 


.7608, 7458. .7607, 7752. .7874, 




7753. .7869, 


8042 


. .8197, 


8052. 


.8186, 8238.. 8327, 8276.. 8326, 




8404. .8529, 


8405 


. .8497 








Seq. No. 


52090 








Seq. ID 


OJ991116_09.0414 .C6 


Gene No. 


110168 








Strand 




Start 


6850 








End 


9534 


Name 


OJ991116 09 


.0414 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7049 








End 


8610 


GI 


none 








Score 


101 


Exons 


7049. .7378, 


7074 


. .7376, 


7473. 


.7631, 7498.. 7629, 7728.. 7931, 



53319 






8042. .8230, 


8054 


. .8227, 


8270. 


.8326, 8277.. 8318, 8404.. 8610 


Seq. No. 


52090 








Seq. ID 


OJ991116_09.0414 .C6 


Gene No. 


110168 








Strand 




Start 


6850 








End 


9534 


Name 


OJ991116 09. 


0414 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7133 








End 


8218 


GI 


none 








Score 


102 


Exons 


7133. .7345, 


7169 


. .7345, 


7728. 


.7808, 8150.. 8218 


Seq. No. 


52091 








Seq. ID 


OJ991116_09.0414.C7 


Gene No. 


110169 








Strand 


+ 


Start 


1587 








End 


2758 


Name 


OJ991116 09. 


0414 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


1587 








End 


2758 


GI 


none 








Score 


.89 


Exons 


1587. .1851, 


1958 


. .2007, 


2483. 


.2559, 2683.. 2758 


Seq. No. 


52091 








Seq. ID 


OJ991116_09.0414.C7 


Gene No. 


110170 








Strand 




Start 


2921 








End 


3256 


Name 


OJ991116 09. 


0414 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2474 








End 


2737 


GI 


none 








Score 


144 


Exons 


2474 . .2572, 


2479 


. .2565, 


2681. 


.2725, 2682. .2729, 2686. .2730, 




2686. .2736, 


2687 


. .2737 








Seq. No. 


52091 








Seq. ID 


OJ991116_09.0414.C7 


Gene No. 


110170 








Strand 




Start 


2921 








End 


3256 


Name 


OJ991116 09. 


0414 


.C7.o2. 


qs 


Method 


GENSCAN 


Start 


2921 








End 


3256 


GI 


none 








Score 


.65 


Exons 


2921. .3046, 


3167 


. .3256 








Seq. No. 


52092 








Seq. ID 


OJ991116JD9.0414 .C8 


Gene No. 


110171 








Strand 


+ 


Start 


690 








End 


4493 


Name 


OJ991116 09. 


0414 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


584 








End 


981 


GI 


none 








Score 


128 


Exons 


584. .682, 585. .719, 696 


. .980, 


770. .961 


, 820. .981 


Seq. No. 


52092 








Seq. ID 


OJ991116_09.0414 .C8 


Gene No. 


110171 








Strand 


+ 


Start 


690 








End 


4493 


Name 


OJ991116 09. 


0414 


.C8.ol. 


np 


Method 


AAT/NAP 


Start 


690 








End 


4493 


GI 


6630696 








Score 


6583 



Exons 690.. 4 4 93 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

Seq. No. 52092 Seq. ID OJ99111 6_09 . 04 14 . C8 

Gene No. 110171 Strand + 

Start 690 End 4 4 93 



53320 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991116JD9.0414 .C8.ol.gp Method AAT/GAP 

732 End 1622 

101595_1.R1084 Score 1439 

732.. 1432, 1548.. 1622 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



52092 

110171 

690 

OJ991116_09.0414.C8.o4.tm 

732 

none 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX: Maize 

End 1040 

Score 318 



732. .1040, 779. .961, 832. .975, 861. .1037 



52092 

110171 

690 

OJ991116_09.0414.C8.ol.tm 

1563 

none 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Mai ze 

End 1907 

Score 385 



1563. .1835, 1564. .1836, 1565. .1837, 1565. .1837, 1866. .1907 



52092 

110171 

690 

OJ991116_09.0414 .C8.o5.ts 

1881 

none 

1881. .2030, 2013. .2261 

52092 

110171 

690 

OJ991116JD9.0414 .C8.o5.tm 

2019 

none 

2019. .2483, 2258. .2476 

52092 

110171 

690 

OJ991116_09.0414.C8.o5.tw 

2126 

none 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Soybean 

End 2261 

Score 87 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Mai ze 

End 2483 

Score 313 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Wheat 

End 2325 

Score 278 



2126.. 2323, 2127.. 2324, 2134.. 2325, 2134.. 2325 



52092 

110171 

690 

OJ991116_09.0414.C8.o2.ts 

2271 

none 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Soybean 

End 2669 

Score 207 



2271. .2492, 2273. .2488, 2496. .2669 



52092 
110171 



Seq. ID OJ991116_09.0414 .C8 
Strand + 



53321 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
P Start 
ry Name 
□ Start 

: .j GI 

~'Z Exons 

"LP Seq. No. 

Gene No. 
!3 Start 

Name 
I Start 

't GI 
■J Exons 

i Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



690 End 4493 

Method TBLASTX : Wheat 
End 3074 
Score 290 

2326.-2487, 2327. .2785, 2327. .2824, 2334. .3074, 2524. .3069, 
2885.. 3070, 2892.. 3074 



OJ991116_09.0414 .C8.ol.tw 

2326 

none 



52092 

110171 

690 

OJ991116_09.0414.C8.ol.ts 

2994 

5509260 

2994.. 3458, 3089.. 3250 



52092 

110171 

690 

OJ991116_09. 

3087 

none 

3087. .3347, 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Soybean 

End 3458 

Score 384 



52092 

110171 

690 

OJ991116_09. 

3128 

none 

3128. .3259, 

52092 

110171 

690 

OJ991116_09, 

3129 

none 

3129. .3473, 

52092 

110171 

690 

OJ991116_09. 

3527 

none 

3527. .3691, 

52092 

110171 

690 

OJ991116_09. 

3654 

none 

3654. .4025, 



0414.C8.ol.tc 
3089. .3259 

0414 .C8.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_09.0414 .C8 
+ 

4493 

TBLASTX: Cress 

3347 

287 



OJ991116_09.0414 .C8 
+ 

4493 

TBLASTX: Maize 

3593 

355 



3129.. 3593, 3264.. 3344, 3380.. 3490 



0414.C8.o3.tw 



3146. .3310, 3468. 



0414.C8.o3.ts 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3674 

Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991116_09.0414.C8 
+ 

4493 

TBLASTX: Wheat 

3674 

312 



OJ991116_09.0414.C8 
+ 

4493 

TBLASTX : Soybean 

3875 

141 



3528. .3686, 3686.-3874, 3687. .3875 



0414.C8.o3.tm 



3677. .4024 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 44 93 

Method TBLASTX : Mai ze 

End 4025 

Score 34 9 



Seq. No. 



52092 



Seq. ID OJ991116_09.0414 .C8 



53322 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110171 Strand 

690 End 

OJ991116_09 . 0414 . C8 . o2 . tw Method 

3882 End 

none Score 



+ 

4493 

TBLASTX: Wheat 

4357 

105 



3882. .3956, 3883. .3942, 3887. .3955, 3971. .4357, 3972. .4355, 
3973. .4356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

S- -J 

□ GI Descrip. 

l\\ Seq. No. 

If Gene No. 

p Start 

LlJ Name 

ij Start 

ry <F 

Exons 

Seq. No. 
^4 Gene No. 

Start 
[ Name 
H Start 
U GI 
O Exons 



52092 

110171 

690 

OJ991116_09.0414.C8.o4 .ts 

3888 

none 



Seq. ID OJ991116_09.0414.C8 

Strand + 

End 4 4 93 

Method TBLASTX : Soybean 

End 4229 

Score 97 



3888. .4001, 3923. .3991, 4020. .4229, 4025. .4150 



52093 
110172 
1 

OJ991116_09.0414.C9.ol.np 
1 

7406414 

1..348, 718. .1581, 2088. .2231, 2321. .2654, 2703. .2906, 
2964. .3214, 3734. .3835 

(AL162873) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991116_09.0414.C9 

Strand + 

End 3889 

Method AAT/NAP 

End 3835 

Score 2302 



52093 

110172 

1 

OJ991116_09.0414.C9.ol.gs 

103 

none 

103. .348, 718. .1581, 2321. 

52093 

110172 

1 

OJ991116_09.0414.C9.ol.gp 

3070 

4716260 

3070. .3413 



Seq. ID OJ991116_09.0414 .C9 



Strand 
End 

Method 
End 
Score 
3889 



+ 

3889 
GEN SCAN 
3889 
.96 



Seq. ID OJ991116_09.0414 .C9 

Strand + 

End 3889 

Method AAT/GAP 

End 3413 

Score 617 



Seq. No. 52093 

Gene No. 110173 

Start 4292 

Name OJ991116_09 . 0414 . C9 . o2 . gs 

Start 4292 

GI none 

Exons 4292.. 5020, 5160.. 5270 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09 . 04 14 . C9 . o4 . tm 

Start 202 

GI none 
Exons 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 5270 

Method GENSCAN 

End 5270 

Score .76 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

Method TBLASTX: Maize 

End 84 9 

Score 217 



202. .351, 252. .350, 715. .849, 715. .846, 717. .848 



53323 




Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09 . 0414 . C9 . ol . 

Start 310 

GI none 

Exons 310.. 363, 715.. 855, 715 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09. 0414 .C9 .o2 . 

Start 715 

GI none 

Exons 715.. 966, 715.. 948, 716 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09. 0414 .C9.ol. 

Start 1015 

GI none 

Exons 1015.. 1086, 1017.. 1379, 
1416. .1532, 1417. . 1584, 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09 . 0414 .C9 . ol . 

Start 1071 

GI none 

Exons 1071.. 1397, 1072.. 1398, 
1420. .1581, 2076. .2210, 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09 . 0414 .C9.ol. 

Start 2079 

GI none 

Exons 2079.. 2189, 2082.. 2192, 
2193. .2249, 2317. .2499, 
2501. .2611, 2548. .2610, 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116_09. 0414 .C9 .o2 . 

Start 2087 

GI none 

Exons 2087.. 2242, 2088.. 2243, 

Seq. No. 52093 

Gene No. 110174 

Start 8077 

Name OJ991116 09 . 04 14 . C9 . o3 . 




Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

tw Method TBLASTX : Wheat 

End 920 

Score 7 6 
..873, 717. .902, 855. .920, 870. .920 

Seq. ID OJ991116_09. 0414 .C9 
Strand 

End 8499 

ts Method TBLASTX : Soybean 

End 966 

Score 303 
..949, 717. .965 

Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

tc Method TBLASTX : Cress 

End 1584 

Score 543 
1018. .1395, 1103. .1426, 1126. .1404, 
1424. .1534 

Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 
ts Method TBLASTX : Soybean 

End 2225 
Score 438 
1126. .1425, 1396. .1584, 1416. .1532, 
2086. .2199, 2088. .2225, 2102. .2215 

Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 
tm Method TBLASTX : Maize 
End 2781 
Score 164 
2084. .2191, 2183. .2242, 2190. .2243, 
2317. .2475, 2318. .2512, 2318. .2491, 
2657. .2779, 2701. .2781 

Seq. ID OJ991116_09.0414.C9 
Strand 

End 84 99 

tc Method TBLASTX : Cress 

End 2422 

Score 232 
2307. .2420, 2318. .2422, 2318. .2410 

Seq. ID OJ991116_09.0414.C9 
Strand 

End 84 99 

ts Method TBLASTX: Soybean 



53324 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2301 
none 

2301. .2453, 
2636. .2713, 

52093 

110174 

8077 

OJ991116_09. 

2579 

none 

2579. .2608, 

52093 

110174 

8077 

OJ991116_09. 

2782 

none 

2782. .2916, 
2951. .3085 



2318.. 2512, 2311 
2686. .2715 



0414.C9.o4.tc 



2707. .2877, 2708. 



0414.C9.o3.tm 



2783.. 2932, 2783. 



End 2715 
Score 8 9 

.2485, 2453. .2626, 2581. .2607, 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

Method TBLASTX : Cress 

End 3130 

Score 39 

.2899, 3020. .3130, 3025. .3129 

Seq. ID OJ991116_09.0414 .C9 
Strand 

End 84 99 

Method TBLASTX : Mai ze 

End 3085 

Score 133 

.2917, 2949. .3083, 2951. .3085, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52093 

110174 

8077 

OJ991116_09. 

4724 

none 

4724. .4966 



0414.C9.o4.ts 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

Method TBLASTX : Soybean 

End 4966 

Score 199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52093 

110174 

8077 

OJ991116_09, 

4724 

none 

4724. .5020 



0414.C9.o5.tc 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 84 99 

Method TBLASTX : Cress 

End 5020 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52093 

110174 

8077 

OJ991116_09, 

8077 

none 

8077. .8425 



0414.C9.o3.gs 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 8499 

Method GENSCAN 

End 8425 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



52093 
110174 
8077 

OJ991116 09 
8083 
100680 
8083. .8499 
glutelin 22 

52093 
110174 



_09.0414.C9.o2.np 



precursor - rice 



Seq. ID OJ991116_09.0414.C9 
Strand 

End 84 99 

Method AAT/NAP 

End 8499 

Score 54 9 



Seq. ID OJ991116_09.0414 .C9 
Strand 



53325 



Start 


8077 


End 


8499 




Name 


OJ991116 09. 


0414.C9.o2.tm Method 


TBLASTX: Maize 




Start 


8122 


End 


8495 




GI 


none 


Score 


177 




Exons 


8122. .8424, 


8126. .8416, 8400. .8486, 8409. .8495 




Seq. No. 


52093 


Seq. ID 


OJ991116_09.0414 


.C9 


Gene No . 


1 1 n 1 ^ a 


Strand 






Start 


8077 


End 


8499 




Name 


OJ991116 09. 


0414 .C9.o3.tc Method 


TBLASTX: Cress 




Start 


8155 


End 


8486 




GI 


none 


Score 


140 




Exons 


8155. .8415, 


8186. .8416, 8305. .8427, 8418. .8486 




Seq. No. 


52094 


Seq. ID 


OJ991116_09.0414 


.C10 


Gene No. 


110175 


Strand 


+ 




C +- a r-f- 
JLqU 


1 


End 


14033 




Name 


OJ991116 09. 


0414 .C10. o4 .np Method 


AAT/NAP 




Start 


1 


End 


14033 




GI 


7340909 


Score 


102 




Exons 


1..58, 4226. 


.4398, 11850. .12011, 13946 


.14033 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52094 


Seq. ID 


OJ991116_09.0414 


.C10 


Gene No. 


110175 


Strand 


+ 




Start 


1 


End 


14033 




Name 


OJ991116 09. 


0414 .C10. ol.gs Method 


GEN SCAN 




Start 


807 


End 


3353 




GI 


none 


Score 


.82 




Exons 


807. .843, 2759. .3009, 3096. .3353 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52094 

110175 

1 

OJ991116_09.0414.C10.o3.np 

2667 

7339707 



Seq. ID OJ991116_09. 0414. C10 

Strand + 

End 14033 

Method AAT/NAP 

End 4011 

Score 96 



2667.. 2882, 3030.. 3170, 3550.. 3762, 3876.. 4011 
(AP001539) hypothetical protein [Oryza sativa] 



52094 
110175 
1 

OJ991116_09.0414 .C10.o2.np 
3242 
231574 
3242. .3423, 3454. .3813 

L -ASPARAGINASE (L-ASPARAGINE AMIDOHYDROLASE) 

gi I 81837 | pir | IS22523 asparaginase {EC 3.5.1.1) - tree lupine 
(fragment) gi | 19137 | emb | CAA36824 | (X52588) asparaginase [Lupinus 
arboreus] 



Seq. ID OJ991116_09. 0414. C10 

Strand + 

End 14033 

Method AAT/NAP 

End 3813 

Score 278 



Seq. No. 52094 

Gene No. 110175 

Start 1 

Name OJ991116_09 . 04 14 . C10 . o3 . gs 

Start 8194 



Seq. ID OJ991116_09. 0414 .C10 

Strand + 

End 14033 

Method GEN SCAN 

End 12790 



53326 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12 Seq. No. 

: =t Gene No. 

Is Start 

:![ Name 

" ! J Start 

•J GI 

..J Exons 



5fa? Seq. No, 

E Gene No, 

[3 Start 

-•■A Name 

il Start 

;^ GI 

:? Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 62 

8194. .8246, 8983. .9194, 9367. .9401, 9690. .9758, 10938 .. 11138 , 
12235. .12277, 12687.. 12790 



52094 
110175 
1 

OJ991116_09.0414.C10.o5.np 
13537 
6850341 
13537. .13633, 13794.. 14033 

(AC022354) putative peptide transporter [Arabidopsis thaliana] 



Seq. ID OJ991116_09. 0414. C10 

Strand + 

End 14033 

Method AAT/NAP 

End 14033 

Score 182 



52094 
110176 
1 

OJ991116_09. 0414. C10. ol.np 

1 

1707986 
1..501, 614, .890, 971. .1298 

GLUTELIN TYPE-A III PRECURSOR gi | 283003 | pir || S18745 glutelin 
rice gi|20208 | emb | CAA38211 | (X54313) glutelin [Oryza sativa] 



Seq. ID OJ991116_09. 0414. C10 
Strand 

End 12 98 

Method AAT/NAP 

End 1298 

Score 1508 



52094 

110177 

13399 

OJ991116_09. 0414 .C10. o3.tm 
20 

none 



Seq. ID OJ991116_09. 0414. C10 
Strand 

End 14008 

Method TBLASTX : Mai ze 

End 1094 

Score 102 



20. .172, 22. .171, 313. .435, 314. .430, 624. .650, 644. .760, 
655. .771, 839. .892, 850. .891, 969. .1094, 970. .1062 



52094 

110177 

13399 

OJ991116_09. 0414 .C10. o2.tc 
37 

none 



Seq. ID OJ991116_09. 0414. C10 
Strand 

End 14008 

Method TBLASTX : Cress 

End 1175 

Score 79 

37. .195, 44. .193, 289. .492, 652. .780, 673. .780, 844. .891, 
857. .892, 969. .1175 



52094 

110177 

13399 

OJ991116_09.0414.C10.ol.ts 

3242 

none 



Seq. ID OJ991116_09. 0414 .C10 
Strand 

End 14008 
Method TBLASTX : Soybean 
End 3759 
Score 131 

3242. .3331, 3243. .3332, 3433. .3570, 3444. .3569, 3464. .3592, 
3514. .3570, 3516. .3629, 3565. .3759, 3567. .3758 



52094 

110177 

13399 

OJ991116_09. 0414 .C10. ol.tc 

3246 

none 



Seq. ID OJ991116_09. 0414. C10 
Strand 

End 14008 

Method TBLASTX : Cress 

End 3759 

Score 71 



3246.. 3329, 3453. .3569, 3454.. 3570, 3565.-3759, 3567.. 375$ 



53327 



w 



SJ 

ry 

£3 



Seq. No. 


52094 




Seq. ID 


OJ991116_09. 0414 .C10 


Gene No. 


110177 




Strand 




Start 


13399 




End 


14008 


Name 


OJ991116 09. 0414. CIO 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


3579 




End 


3759 


GI 


none 




Score 


266 


Exons 


3579. .3758, 3580. .3759 






Seq. No. 


52094 




Seq. ID 


OJ991116_09. 0414. C10 


Gene No. 


110177 




Strand 




Start 


13399 




End 


14008 


Name 


OJ991116 09. 0414. C10 


.o4 .gs 


Method 


GENS CAN 


Start 


13399 


End 


13987 


GI 


none 




Score 


.78 


Exons 


13399. .13511, 13622. 


. 13828, 


13858. .13987 


Seq. No. 


52094 




Seq. ID 


OJ991116_09. 0414 .C10 


Gene No. 


110177 




Strand 




Start 


13399 




End 


14008 


Name 


OJ991116_09.0414 .C10 


.o2 . ts 


Method 


TBLASTX: Soybean 


Start 


13597 




End 


14008 


GI 


none 




Score 


60 


Exons 


13597 . . 13644, 13787 . 


. 14008, 


13795. .14007 


Seq. No. 


52094 




Seq. ID 


OJ991116_09. 0414. C10 


Gene No. 


110177 




Strand 




Start 


13399 




End 


14008 


Name 


OJ991116_09.0414 .C10 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


13783 




End 


14008 


GI 


none 




Score 


252 


Exons 


13783. . 14007, 13796. 


. 14008 






Seq. No. 


52094 




Seq. ID 


OJ991116_09. 0414. C10 


Gene No. 


110177 




Strand 




Start 


13399 




End 


14008 


Name 


OJ991116 09. 0414. C10 


,o3. tc 


Method 


TBLASTX: Cress 


Start 


13787 




End 


14008 


GI 


none 




Score 


190 


Exons 


13787. .14008, 13792. 


.14007 






Seq. No. 


52095 




Seq. ID 


OJ991116 09.0414.C11 


Gene No. 


110178 




Strand 


+ 


Start 


1 




End 


1384 


Name 


OJ991116 09.0414.C11 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1384 


GI 


6850341 




Score 


940 


Exons 


1. .1384 








GI Descrip. 


(AC022354) putative peptide 


transporter [Arabidopsis thaliar 


Seq. No. 


52095 




Seq. ID 


OJ991116_09.0414.C11 


Gene No. 


110178 




Strand 


+ 


Start 


1 




End 


1384 


Name 


OJ991116 09.0414.C11 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


1312 


GI 


none 




Score 


97 


Exons 


2. .106, 95. .361, 493 


. .633, 


494. .634, 680. .832, 737. .832, 



53328 



934. .1080, 935. .1156, 1148. .1312, 1171. .1290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52095 

110178 

1 

OJ991116_09.0414.Cll.o2.ts 
2 

none 



Seq. ID OJ991116_09.0414 .Cll 

Strand + 

End 1384 

Method TBLASTX : Soybean 

End 382 

Score 98 



2. .85, 10. .60, 130. .381, 131. .382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52095 

110178 

1 

OJ991116_09.0414 .Cll.ol.tc 
5 

none 



Seq. ID OJ991116_09. 0414 .Cll 

Strand + 

End 1384 

Method TBLASTX : Cress 

End 1207 

Score 92 



5. .106, 92. .382, 494. .631, 529. .609, 644. .832, 929. .1159, 
1160. .1207 



Seq. No. 52095 

Gene No. 110178 

Start 1 

Name OJ991116_09. 0414 .Cll . ol . gs 

Start 23 

GI none 

Exons 23.. 1366 



Seq. ID OJ991116_09. 0414 .Cll 

Strand + 

End 1384 

Method GEN SCAN 

End 1366 

Score 1 



Seq. No. 52095 

Gene No. 110178 

Start 1 

Name OJ991116_09 . 0414 . Cll . ol . ts 

Start 434 

GI none 
Exons 



Seq. ID OJ991116_09. 0414. Cll 

Strand + 

End 1384 

Method TBLASTX : Soybean 

End 1318 

Score 4 9 

434. .481, 469. .627, 509. .628, 686. .832, 944. .1159, 949. .1092, 
1115. .1318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991116_09.0414.C12 

Strand + 

End 1725 

Method AAT/NAP 

End 1725 

Score 943 



52096 
110179 
1 

OJ991116_09.0414.C12.ol.np 
1 

6850341 
1..70, 156. .712, 812. .1725 

(AC022354) putative peptide transporter [Arabidopsis thaliana] 



52096 

110179 

1 

OJ991116_09.0414.C12.ol.gs 
17 

none 



Seq. ID OJ991116_09.0414.C12 

Strand + 

End 1725 

Method GEN SCAN 

End 1669 

Score .8 



17. .70, 156. .712, 770. .1238, 1259. .1669 



Seq. No. 52096 

Gene No. 110180 

Start 12428 

Name OJ991116_09 . 0414 . C12 . o3 . gs 



Seq. ID OJ991116_09.0414 .C12 

Strand + 

End 17626 

Method GEN SCAN 



53329 



• 



Start 
GI 

Exons 



12428 End 17619 

none Score .88 

12428. .12834, 13202 .. 13309, 13958 14 135 , 15018 .. 15164 , 

15817. .15914, 15998. .16092, 16884 17312 , 17420.. 17619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



52096 
110180 
12428 

OJ991116_09.0414.C12.o3.np 
12437 
7485749 



Seq. ID OJ991116_09.0414 .C12 
Strand + 

17626 
AAT/NAP 
17626 
938 



End 

Method 
End 
Score 

12437. .12645, 1274 6 . . 128 60, 13205 13309, 13958 .. 14 135, 
14808. .15164, 15817. .15914, 15998 16092 , 16911 17417, * 
17473. .17626 

hypothetical protein F19B15.30 - Arabidopsis thaliana 
gi|4972046|emb|CAB43914.1| (AL078470) putative transcription 
factor [Arabidopsis thaliana] gi | 7269798 | emb | CAB79658 . 1 1 
(AL161574) putative transcription factor [Arabidopsis thaliana] 



Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


-C12 


Gene No. 


110181 




Strand 






Start 


2074 




End 


9916 




Name 


OJ991116 09.0414.C12 


.o4 .ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


518 




GI 


none 




Score 


47 




Exons 


2. .58, 156. .212, 230 


..349, 231 


.350, 


393. .503, 393. .518 




Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


.C12 


Gene No. 


110181 




Strand 






Start 


2074 




End 


9916 




Name 


OJ991116 09.0414.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


219 




End 


1606 




GI 


none 




Score 


60 




Exons 


219. .380, 393. .503, 


903. .1205, 


1292. . 


1504, 1508. .1606 




Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


.C12 


Gene No. 


110181 




Strand 






Start 


2074 




End 


9916 




Name 


OJ991116 09.0414.C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


801 




End 


1609 




GI 


none 




Score 


52 




Exons 


801.. 875, 885.. 1037, 


905. .961, 


1050. . 


1208, 1055.. 1201, 





1279.. 1602, 1280.. 1609 



Seq. No. 


52096 




Gene No. 


110181 




Start 


2074 




Name 


OJ991116 


09.0414.C12.o2 


Start 


804 




GI 


none 




Exons 


804. .854, 


807.. 869, 888 


Seq. No. 


52096 




Gene No. 


110181 




Start 


2074 




Name 


OJ991116 


09.0414.C12.o4 


Start 


1283 





Seq. ID OJ991116_09.0414.C12 
Strand 

End 9916 

.tm Method TBLASTX : Maize 

End 1187 

Score 66 
..1187, 888. .1067, 902. .1186 

Seq. ID OJ991116_09.0414 .C12 
Strand 

End 9916 

.tm Method TBLASTX : Maize 

End 1609 



53330 



GI 

Exons 



none Score 225 

1283. .1492, 1301. .1468, 1372. .1476, 1474. .1593, 1475. .1594, 
1544. .1609 



Seq. No. 52096 Seq. ID 

Gene No. 110181 Strand 

Start 2074 End 

Name OJ991116_09 .0414. C12 . ol . tw Method 

Start 1295 End 

GI none . Score 

Exons 1295.. 1504, 1300.. 1587, 1301.. 1606 



OJ991116_09.0414 .C12 
9916 

TBLASTX: Wheat 

1606 

225 



Seq. No. 52096 Seq. ID 

Gene No. 110181 Strand 

Start 2074 End 

Name OJ991116_09 . 0414 .C12 . o3 . tm Method 

Start 2063 End 

GI none Score 

Exons 2063.. 2113, 2069.. 2113, 2073.. 2114, 2179 

2180.. 2236, 2181.. 2267, 2565.. 2750, 2565 

2989.. 3060, 2993.. 3061, 2993.. 3061, 3173 

3184. .3270, 3782. .3889, 3783. .3887, 3784 

3977. .4015, 4009. .4077, 4017. .4055, 4022 

4146. .4238, 4146. .4244, 4147. .4239, 4864 
4874. .4963 



OJ991116_09.0414.C12 
9916 

TBLASTX: Maize 
4963 
73 

2235, 2180.. 2242, 
2747, 2569.-2748, 
3265, 3175.. 3270, 
3888, 3977. .4015, 
4057, 4127. .4237, 
4962, 4870. .4962, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52096 

110181 

2074 

OJ991116_09, 

2069 

none 

2069. .2113, 
2989. .3060, 
3783. .3842, 
4870. .4971, 
5118. .5189, 
6214. .6309, 
7151. .7264 



0414.C12.o2.ts 



2179.. 2235, 2180. 

2999.. 3061, 3173. 

3974. .4054, 3975. 

4889.. 4972, 5077. 

5423.. 5479, 5622. 

6734.. 6916, 6760. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991116 09.0414.C12 



9916 

TBLASTX : Soybean 
7281 
38 

.2236, 2565. .2747, 2664. .2750, 
.3265, 3175. .3270, 3782. .3871, 
4244, 



.4055, 4146. 

.5187, 5078. 

.5696, 5856. 

.6915, 7117. 



4147. .4239, 
.5189, 
.5968, 
.7260, 7129. .7281, 



5188, 5100. 
,5975, 5864. 



Seq. No. 52096 
Gene No. 110181 
Start 2074 

Name OJ991116_09 . 04 14 . C12 . o2 . gs 

Start 2074 
GI none 

Exons 2074.. 2112, 2182.. 2235, 2568. 

4940.. 5044, 5867.. 5955, 6108. 
8012. .8098, 8141. .8321, 8403. 
9712.. 9786, 9887.. 9916 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991116 09.0414.C12 



9916 
GENS CAN 
9916 
.78 

2747, 2989.. 3062, 3177. 
6309, 6760.. 6963, 7096. 



.3267, 
.7292, 



8633, 9469.. 9533, 9628.. 9670, 



Seq. No. 52096 Seq. ID 

Gene No. 110181 Strand 

Start 2074 End 

Name OJ991116_09.0414.C12.o3.tw Method 

Start 2084 End 

GI none Score 



OJ991116_09.0414.C12 
9916 

TBLASTX: Wheat 

2696 

45 



53331 



Exons 



2084. .2113, 2109. .2246, 2164. .2238, 2180. .2242, 2181. .2249, 
2559.. 2693, 2565.. 2696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52096 Seq. ID 

110181 Strand 

2074 End 
0 J9 91 116_09.0414.C12.o2.np Method 

2137 End 

7503143 Score 
2137. .2235, 
4146. .4238, 



OJ991116_09.0414.C12 

9916 
AAT/NAP 
6830 
154 



2509. 
5454. 



,2787, 
.5683, 



3146. 
5851. 



.3267, 3785. .3868, 3984. .4054, 
.5955, 6624.. 6830 
hypothetical protein F41C3.3 - Caenorhabditis elegans 
gi|746539|gb|AAC46810.1| (U23521) similar to 

long-chain-fatty-acid — coA ligase and other enzymes which act 
via an ATP-dependent covalent binding of AMP to their substrate 
[Caenorhabditis elegans] 



52096 Seq. ID 

110181 Strand 
2074 End 
OJ991116_09.0414.C12.o3.tc Method 
3975 End 
none Score 

3975. .4052, 3977. .4054, 3978. .4055, 4129 

4147. .4239, 4852. .4992, 4892. .4972, 5077 
5080. .5196 



OJ991116 09.0414.C12 



9916 

TBLASTX: Cress 
5196 
90 

4254, 4146. .4229, 
5196, 5078. .5188, 



Seq. No. 


52096 








Seq. ID 


OJ991116_09.0414.C12 


Gene No. 


110181 








Strand 




Start 


2074 








End 


9916 


Name 


OJ991116 09. 


0414 , 


.C12.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6091 








End 


7312 


GI 


none 








Score 


162 


Exons 


6091. .6309, 


6103. 


. . 6309, 


6104. 


.6319, 6760. .6963, 6762.. 6962, 




7108. .7284, 


7109. 


. .7312 








Seq. No. 


52096 








Seq. ID 


OJ991116_09.0414.C12 


Gene No. 


110181 








Strand 




Start 


2074 








End 


9916 


Name 


OJ991116 09. 


0414. 


.C12.ol 


■ gp 


Method 


AAT/GAP 


Start 


6749 








End 


8220 


GI 


none 








Score 


842 


Exons 


6749. .6963, 


7117. 


. .7292, 


8141. 


.8220 




Seq. No. 


52096 








Seq. ID 


OJ991116_09.0414.C12 


Gene No. 


110181 








Strand 




Start 


2074 








End 


9916 


Name 


OJ991116 09. 


0414 . 


.C12.o4 


.tc 


Method 


TBLASTX: Cress 


Start 


6758 








End 


7269 


GI 


none 








Score 


113 


Exons 


6758. .6919, 


6760. 


. .6942, 


7141. 


.7269 




Seq. No. 


52096 








Seq. ID 


OJ991116_09.0414.C12 


Gene No. 


110182 








Strand 




Start 


13223 








End 


16984 


Name 


OJ991116 09. 


0414 . 


.C12.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


13223 








End 


14091 



53332 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



none 



Score 



91 



13223. .13327, 13227 13313, 13957 14085 , 13958 1408 6, 
13959. .14090, 13963.. 14091 



52096 

110182 

13223 

OJ991116_09.0414.C12.o2.tc 

13958 

none 

13958. .14137, 13959 .. 14 129, 
14807. .14881, 14847. .14918 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_09.0414.C12 
16984 

TBLASTX: Cress 

14918 

267 



52096 
110182 
13223 

OJ991116_09.0414.C12.ol.tm 
14091 
none 

14091. .14138, 14808 
15067. .15165, 15845 
15961. .16086, 15977 
16895. .16984, 16910 

52096 



13963. .14130, 14805. .14879, 



OJ991116 09.0414.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.15164, 14809. .15018, 14819 
.15901, 15846. .15908, 15847 
.16066, 15984. .16094, 16011 
.16981 



16984 

TBLASTX: Maize 
16984 
71 



.15163, 
.15915, 
.16094, 



Seq. ID OJ991116_09.0414.C12 





i^ene wo . 


1 1U lot. 




Strand 








Start 


13223 




End 


16984 






Name 


OJ991116 09.0414.C12 


.o3. ts 


Method 


TBLASTX: Soybean 






Start 


14861 




End 


15008 






GI 


none 




Score 


240 






Exons 


14861. .15007, 14862. 


.15008 










Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


.C12 




Gene No. 


110182 




Strand 








Start 


13223 




End 


16984 






Name 


OJ991116 09.0414.C12 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


14982 




End 


16067 






GI 


none 




Score 


142 






Exons 


14982. .15164, 14990. 


.15169, 


14991. .15170, 15797. .15913, 








15800. .15916, 15814. 


.15915, 


15816. .15935, 15817 .. 15981, 








15992. .16066, 15993. 


.16067, 


15993. .16067 






Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


.C12 




Gene No. 


110183 




Strand 








Start 


17007 




End 


17250 






Name 


OJ991116 09.0414.C12 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


17007 




End 


17250 






GI 


none 




Score 


169 






Exons 


17007. .17159, 17012. 


.17158, 


17022. .17159, 17057. .17176, 








17124. .17249, 17143. 


.17250, 


17143. .17247, 17145. .17249 






Seq. No. 


52096 




Seq. ID 


OJ991116_09.0414 


.C12 




Gene No. 


110184 




Strand 








Start 


17280 




End 


17826 






Name 


OJ991116 09.0414.C12 


. 06. tm 


Method 


TBLASTX: Maize 






Start 


17280 




End 


17826 






GI 


none 




Score 


48 





53333 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17280. .17312, 17281. .17313, 17413 17505, 174 17 .. 17509, 

17418. .17522, 17504 .. 17629, 17505 17597, 17644 .. 17676, 

17647. .17673, 17665 .. 17775, 17 670 .. 1777 1, 17 681 .. 17773, 

17771. .17803, 17773.. 17826 



52097 

110185 

1545 

OJ991116_09.0414.C13.ol.gs 

1545 

none 

1545. .1919 



Seq. ID OJ991116_09.0414 .C13 

Strand + 

End 1919 

Method GENSCAN 

End 1919 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52097 
110186 
3062 

OJ991116_09.0414 .C13.o2.gs 
3062 



none 
3062. 
5294. 
8117. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3238, 3292. .3374, 3483. .3630, 4359. .4500, 5027. .5106, 
5509, 6334. .6471, 6578. .6843, 7088. .7205, 7311. .8027, 
8218, 8303. .8515, 8601. .8775, 8861. .9150, 9231. .9317, 



OJ991116_09.0414.C13 
+ 

9813 
GENSCAN 
9813 
.85 



9340. .9813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



.52097 Seq. ID OJ991116_09 . 04 14 . C13 

110186 Strand + 

3062 End 9813 

OJ991116_09.0414.C13.ol.np Method AAT/NAP 
6391 End 9798 

2506525 Score 1286 

6391. .6471, 6578. .6843, 7088. .7205, 7311. .7431, 7480. .7615, 
7739. .8027, 8117. .8218, 8303. .8515, 8601. .8775, 8861. .9150, 
9231.. 9305, 9400.. 9798 

HOMEOBOX PROTEIN GLABRA2 (HOMEOBOX-LEUCINE ZIPPER PROTEIN 
ATHB-10) (HD-ZIP PROTEIN ATHB-10) gi I 2129614 | pir | | S71449 
homeotic protein GL2 - Arabidopsis thaliana gi 11695244 (L32873) 
homeodomain protein [Arabidopsis thaliana] 

gi|6453863|gb|AAF09047.1|AC011717_14 (AC011717) homeobox protein 
(GLABRA2) [Arabidopsis thaliana] 



52097 Seq. ID 

110187 Strand 

1 End 
OJ991116_09.0414.C13.ol.gp Method 

1 End 

1656_1.R1084 Score 

1..207, 644. .681, 763. .825, 916. .1002, 



OJ991116_09.0414.C13 

1708 
AAT/GAP 
1708 
1232 

1286. .1380, 1510. .1708 



1 586238/sp| P37398 I VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVP1) - Oryza sativa 

>gi_391885_dbj_BAA04 066_ (D16640) VP1 protein (OSVP1) [Oryza 
sativa] 1 



52097 Seq. ID 

110188 Strand 

10141 End 

OJ991116_09.0414 .C13.o2.tm Method 

3119 End 



OJ991116_09.0414.C13 
12551 

TBLASTX: Maize 
3573 



53334 



GI 

Exons 



none Score 50 

3119. .3172, 3161. .3190, 3289. .3402, 3291. .3371, 3454. .3546, 
3480. .3560, 3484. .3573, 3485.-3568 



Seq. No. 52097 
Gene No. 110188 
Start 10141 

Name OJ991116_09.0414 .C13.ol.tc 

Start 7080 ■ 

GI none 

Exons 7080.. 7220, 7770.. 7853, 7908. 

8417. .8518, 8598. .8780, 8601. 
9027.. 9134, 9037.. 9150, 9231. 



Seq. ID OJ991116_09.0414.C13 
Strand 

End 12551 
Method TBLASTX : Cress 
End 9311 
Score 149 

.8027, 8117. .8224, 8303. .8419, 
.8768, 8651. .8791, 8863. .8961, 
. 9311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52097 

110188 

10141 

OJ991116_09.0414.C13.ol.ts 

8150 

none 

8150. .8221, 8302. .8418, 
8878..8967, 9027. .9134, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_09.0414.C13 
12551 

TBLASTX: Soybean 

9302 

47 



8303. .8518, 8601. .8768, 8877. .8969, 
9037. .9150, 9231.. 9302 



52097 

110188 

10141 

OJ991116_09.0414.C13.ol.tm 

8598 

none 



Seq. ID OJ991116_09.0414.C13 
Strand 

End 12551 

Method TBLASTX: Maize 

End 9677 

Score 148 



8598. .8618, 8601. .8768, 8672. .8791, 8863. .8961, 8863. .8928, 
9027. .9047, 9037. .9150, 9231. .9311, 9444. .9566, 9630. .9677 



Seq. No. 52097 Seq. ID 

Gene No. 110188 Strand 

Start 10141 End 

Name OJ991116_09. 0414 .C13.o3.gs Method 

Start 10141 End 

GI none Score 

Exons 10141. .10289, 12392.. 12551 



OJ991116_09.0414.C13 

12551 
GENSCAN 
12551 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52098 Seq. ID 

110189 Strand 

113 End 

OJ991116_09 . 0414 .C14 . ol . gs Method 

113 End 

none Score 



OJ991116_09.0414.C14 
+ 

4678 
GENSCAN 
3457 
.91 



113. .331, 461. .532, 635. .696, 1366. .1449, 1897. .1943, 
2051. .2214, 2424. .2561, 3062. .3183, 3313. .3457 



52098 

110189 

113 

OJ991116_09.0414.C14.ol.gp 

200 

396 1.R1084 



Seq. ID OJ991116_09.0414.C14 

Strand + 

End 4 678 

Method AAT/GAP 

End 4 67 8 

Score 2858 



200. .331, 461. .532, 635. .696, 1366. .1449, 1630. .1729, 

1823. .1943, 2051. .2214, 2424. .2561, 3062. .3183, 3313. .3407, 



53335 



4026. .4146, 4337. .4678 
GI Descrip. 1 584706/sp I P37833 | AATC_ORYSA 0.0e+00 ASPARTATE AMINOTRANSFERASE, 

CYTOPLASMIC (TRANSAMINASE A) >gi_2130066_pir JC5124 aspartate 

transaminase (EC 2.6.1.1), cytoplasmic - rice 
>gi_287298_dbj_BAA03504_ (D14673) aspartate aminotransferase 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



52098 Seq. ID OJ991116_09 . 0414 . C14 

110189 Strand + 

113 End 4678 

OJ991116_09.0414 .C14 .ol.np Method AAT/NAP 

272 End 4418 

584706 Score 1762 

272. .331, 461. .532, 635. .696, 1366. .1449, 1630. .1729, 

1823. .1943, 2051. .2214, 2424. .2561, 3062. .3183, 3313. .3407, 

4026. .4146, 4337. .4418 

ASPARTATE AMINOTRANSFERASE, CYTOPLASMIC (TRANSAMINASE A) 
gi I 2130066 Ipir | | JC5124 aspartate transaminase (EC 2.6.1.1), 
cytoplasmic - rice gi | 287298 | dbj | BAA03504 | (D14673) aspartate 
aminotransferase [Oryza sativa] 



= '3 



Seq. No. 52098 Seq. ID 

Gene No. 110190 Strand 

Start 8315 End 

Name OJ991116_09 . 04 14 . C14 . o2 . np Method 

Start 8315 ' End 

GI 7452431 Score 

Exons 8315.. 8438, 8562.. 11336 

GI Descrip. hypothetical protein F16G20.140 - Arabidopsis thaliana 

gi|3451069|emb|CAA20465.1| (AL031326) hypothetical protein 
[Arabidopsis thaliana] gi | 7269192 | emb I CAB79299 . 1 | (AL161559) 
hypothetical protein [Arabidopsis thaliana] 



OJ991116_09.0414 .C14 
+ 

11336 
AAT/NAP 
11336 
2601 



Seq. No. 52098 Seq. ID 

□ Gene No. 110190 Strand 

Start 8315 End 

ii Name . OJ991116_09 . 0414 . C14 . o4 . gs Method 

^ Start 8315 End 

lZ GI none Score 

= - ; Exons 8315.. 11323 



OJ991116_09.0414.C14 
+ 

11336 
GENSCAN 
11323 
1 



Seq. No. 52098 Seq. ID 

Gene No. 110191 Strand 

Start 4311 End 

Name OJ991116_09 . 04 14 . C14 . o2 . gs Method 

Start 4311 End 

GI none Score 

Exons 4311.. 4412, 4712.. 4786 



OJ991116_09.0414 .C14 

4786 
GENSCAN 
4786 
.9 



Seq. No. 52098 Seq. ID 

Gene No. 110192 Strand 

Start 6363 End 

Name OJ991116_09 . 04 14 . C14 . ol . tw Method 

Start 71 End 

GI none Score 
Exons 



OJ991116_09.0414.C14 
7561 

TBLASTX: Wheat 

1731 

34 



71. .118, 72. .119, 101. .187, 105. .182, 107. .187, 153. .191, 
154. .222, 256. .276, 256. .276, 262. .336, 266. .334, 461. .532, 



53336 



i=7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



461. .538, 490. .537, 632. .742, 635. .694, 1367. .1447, 1367. .1447, 
1625. .1729, 1627. .1731, 1627. .1728 



52098 Seq. ID 

110192 Strand 

6363 End 

OJ991116_09.0414 .C14 .ol.ts Method 

137 End 

none Score 



OJ991116_09.0414.C14 
7561 

TBLASTX: Soybean 

4430 

61 



137. .190, 254. .334, 259. .336, 460. .534, 461. .532, 634. .687, 
635. .694, 1367. .1447, 1376. .1447, 1625. .1729, 1627. .1725, 
1808. .1945, 1819. .1944, 2049. .2213, 2050. .2214, 2404. .2544, 
2420. .2563, 2421. .2564, 3062. .3184, 3074. .3187, 3317. .3409, 
3320. .3394, 4024. .4146, 4027. .4146, 4028. .4156, 4031. .4147, 
4337. .4408, 4338. .4430 



Seq. No. 52098 

Gene No. 110192 

Start 6363 

Name OJ991116_09 . 0414 . C14 . ol . tc 

Start 14 6 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991116_09.0414.C14 
7561 

TBLASTX: Cress 
4441 
45 

146. .184, 283. .336, 284. .334, 460. .534, 461. .532, 634. .690, 
635. .694, 1364. .1447, 1625. .1729, 1627. .1725, 1808. .1945, 
1825. .1944, 2049. .2213, 2050. .2214, 2401. .2541, 2416. .2559/ 
2420. .2563, 2421. .2564, 2421. .2567, 3062. .3184, 3115. .3186, 
3317. .3409, 3318. .3407, 3319. .3411, 4012. .4143, 4017. .4148, 
4027. .4146, 4028. .4156, 4337. .4441, 4338. .4412 



52098 
110192 
6363 
OJ9911 
253 
none 
253. .2 
632. .6 
1597. . 
1818. . 
2049. . 
2421. . 
3311. . 
4337. . 
4558. . 



16 09.0414.C14.o4.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991116 09.0414.C14 



94, 280.. 336 
97, 634.. 690 
1725, 1604 
1943, 1820 
2213, 2050 
2567, 3062 
3409, 3318 
4420, 4337 
4593, 4560 



281, 
635, 
1726, 
1945, 
2214, 
3181, 
3428, 
4420, 
4589 



.334, 
.697, 
1625. 
1820. 
2420. 
3066. 
4024. 
4338. 



7561 

TBLASTX: Maize 
4593 
38 

461. .532, 461. .538, 490. 
1365. .1448, 1367. .1447, 
.1729, 1627. .1728, 1816.. 



1945, 2027, 

2560, 2420. 

3182, 3070, 

4146, 4027, 

4421, 4464, 



,2197, 2027.. 

.2563, 2421.. 

.3183, 3310.. 

.4146, 4028.. 

.4517, 4464.. 



.537, 

1923, 
2212, 
2564, 
3411, 
4156, 
4514, 



52098 

110192 

6363 

OJ991116_09.0414.C14.o3.gs 

6363 

none 



Seq. ID OJ991116_09.0414.C14 
Strand 

End 7561 

Method GENSCAN 

End 7561 

Score .59 



6363. .6493, 7138. .7317, 7375. .7561 



Seq. No. 52098 

Gene No. 110193 

Start 8285 

Name OJ991116 09 . 04 14 . C14 . o2 . tw 



Seq. ID OJ991116JD9.0414 .C14 
Strand 

End 8457 

Method TBLASTX : Wheat 



53337 



Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8285 
none 



End 
Score 



8457 
138 



8285. .8449, 8314. .8457, 8317. .8445 



52098 

110194 

8391 

OJ991116_09.0414.C14.o5.tm 

8391 

none 



Seq. ID OJ991116_09.0414.C14 
Strand 

End 8701 

Method TBLASTX : Maize 

End 8701 

Score 134 



8391. .8519, 8392. .8700, 8392. .8700, 8420. .8701 



52098 

110195 

8615 

OJ991116_09.0414 .C14 .o2.tc 

8615 

none 



Seq. ID OJ991116_09.0414.C14 
Strand 

End 9310 

Method TBLASTX : Cress 

End 9310 

Score 35 

8615. .8680, 8760. .8939, 8809. .9006, 8813. .9121, 8816. .9094, 
9046. .9114, 9196. .9285, 9197. .9310 



52098 

110196 

9265 

OJ991116_09.0414.C14.o3.tm 

9265 

none 



Seq. ID OJ991116_09.0414 .C14 
Strand 

End 9732 

Method TBLASTX : Maize 

End 9732 

Score 580 



9265. .9732, 9269. .9730, 9270. .9731, 9382. .9732 



52098 

110197 

9959 

OJ991116_09.0414.C14.o2.tm 

9959 

none 



Seq. ID OJ991116_09.0414 .C14 
Strand 

End 10440 

Method TBLASTX : Mai ze 

End 10440 

Score 605 



9959. .10357, 9959. .10348, 9961. .10362, 9961.. 10356, 
10364. .10438, 10366 .. 104 40, 10367 .. 10438 , 10398. .10439 



52098 

110198 

10571 

OJ991116_09.0414 .C14.ol.tm 

10571 

none 



Seq. ID OJ991116_09.0414 .C14 
Strand 

End 11419 

Method TBLASTX : Mai ze 

End 11419 

Score 1137 



10571. .11359, 10572. .10598, 10598 .. 11344 , 10683 .. 11357 , 
11346. .11414, 11347. .11415, 11348. .11419 



Seq. ID OJ991116_09.0414 .C15 

Strand + 

End 707 

Method AAT/NAP 

End 707 

Score 108 



52099 
110199 
1 

OJ991116_09.0414 .C15.ol.np 
1 

584706 
1..93, 506. .707 

ASPARTATE AMINOTRANSFERASE, CYTOPLASMIC (TRANSAMINASE A) 
gi I 2130066 | pir | | JC5124 aspartate transaminase (EC 2.6.1.1), 
cytoplasmic - rice gi | 287298 | dbj | BAA03504 | (D14673) aspartate 



53338 



aminotransferase [Oryza sativa] 



Seq. No. 52099 Seq. ID 

Gene No. 110200 Strand 

Start 1925 End 

Name OJ991116_09 . 04 14 . C15 . ol . gp Method 

Start 1925 End 

GI 46306_1.R1084 Score 

Exons 1925.. 2326 

GI Descrip. 1 435456/dbj | D25322 | PNIAATA 6.0e-16 Proso millet gene for 
aspartate aminotransferase, complete cds ' 



OJ991116_09.0414 .C15 
+ 

2326 
AAT/GAP 
2326 
677 



Seq. No. 52099 

Gene No. 110201 

Start 2141 

Name OJ991116_09 . 0414 .C15 . ol . gs 

Start 2141 

GI none 

Exons 2141.. 2323, 2365.. 2553, 2655. 

3619. .3773, 3867. .3983, 4074. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2975, 3065.. 3331, 
.4259, 4435. .4507 



OJ991116_09.0414 .C15 

5304 
GENSCAN 
4507 
.89 

3427. .3501, 



Seq. No. 

Gene No. 
?n Start 

Name 
Vf Start 



in 



GI 

Exons 



i;| GI Descrip. 



52099 

110201 

2141 

OJ991116_09.0414.C15.o2.np 

2187 

7485668 



Seq. ID OJ991116_09.0414.C15 
Strand 

End 5304 

Method AAT/NAP 

End 5304 

Score 1021 



2187. .2553, 2655. .2975, 3065. .3331, 3427. .3501, 3619. .3773, 
3867. .3986, 5268. .5304 

hypothetical protein F17N18.130 - Arabidopsis thaliana 
gi| 4753658 | embl CAB41934.il (AL049751) putative protein 
[Arabidopsis thaliana] gi | 7268026 | emb | CAB78366 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



v3 



Seq. No. 


52099 








Seq. ID 


OJ991116_09.0414 


.C15 


Gene No. 


110201 








Strand 






Start 


2141 








End 


5304 




Name 


OJ991116 09. 


0414 


-C15.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2643 








End 


2796 




GI 


none 








Score 


128 




Exons 


2643. .2795, 


2644 


. .2796 










Seq. No. 


52099 








Seq. ID 


OJ991116_09.0414 


.C15 


Gene No. 


110201 








Strand 






Start 


2141 








End 


5304 




Name 


OJ991116 09. 


0414 


.C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2653 








End 


3148 




GI 


none 








Score 


429 




Exons 


2653. .2976, 


2655 


. .2978, 


2778. 


.2996, 3050.. 3139, 3065.. 3148 


Seq. No. 


52099 








Seq. ID 


OJ991116_09.0414 


.C15 


Gene No. 


110201 








Strand 






Start 


2141 








End 


5304 




Name 


OJ991116 09. 


0414 


.C15.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2797 








End 


3256 




GI 


none 








Score 


48 




Exons 


2797. .2976, 


2805 


. .2978, 


3042. 


.3113, 3065.. 3256 





53339 



Seq. No. 52099 

Gene No. 110201 

Start 2141 

Name OJ991116_09 . 0414 . C15 . ol . tc 

Start 2844 

GI none 

Exons 2844.. 2978, 3065.. 3253 

Seq. No. 52099 

Gene No. 110201 

Start 2141 

Name OJ991116_09 . 04 14 . C15 . o2 . tm 

Start 3149 

GI none 

Exons 3149.. 3220, 3186.. 3221, 3192. 

3233.. 3331, 3254.. 3331, 3261. 
3614. .3751, 3616. .3753, 3619. 

Seq. No. 52099 

Gene No. 110201 

Start 2141 

Name OJ991116_09 . 0414 . C15 . o2 . ts 

q Start 3275 

; =s GI none 

;t Exons 3275.. 3325, 3638.. 3775, 3646. 



Seq. ID OJ991116_09.0414.C15 
Strand 

End 5304 

Method TBLASTX : Cress 

End 3253 

Score 192 



Seq. ID OJ991116_09.0414.C15 
Strand 

End 5304 

Method TBLASTX : Mai ze 

End 3753 

Score 42 

.3260, 3194. .3262, 3224. .3262, 
.3332, 3425. .3502, 3427. .3504, 
.3753 

Seq. ID OJ991116_09.0414 .C15 
Strand 

End 5304 
Method TBLASTX : Soybean 
End 3996 
Score 106 
.3768, 3859.. 3996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'a Seq. No. 
I* Gene No. 
U Start 
[3 Name 

Start 

GI 

Exons 



52099 

110201 

2141 

OJ991116_09.0414 .C15.o2.gp 
3733 

27126_1.R1084 

3733. .3773, 3867. .3983, 4074.. 
, 4753658/emb|CAB41934.1| 9.0e- 
[Arabidopsis thaliana] ■ 

52100 
110202 
1546 

OJ991116_09.0414 .C16.ol.gs 
1546 
none 

1546. .1633 



Seq. ID OJ991116_09.0414 .C15 
Strand 

End 5304 

Method AAT/GAP 

End 4506 

Score 796 

4316, 4435. .4506 

16 (AL049751) putative protein 



Seq. ID OJ991116_09.0414.C16 
Strand 

End 1633 

Method GENSCAN 

End 1633 

Score .67 



Seq. No. 52101 

Gene No. 110203 

Start 522 

Name OJ991116_09 . 0414 . C17 . ol . gp 

Start 522 

GI none 

Exons 522.. 921 



Seq. ID OJ991116_09.0414.C17 

Strand + 

End 921 

Method "AAT/GAP 

End 921 

Score 800 



Seq. No. 52101 

Gene No. 110204 

Start 221 

Name OJ991116_09 . 04 14 . C17 . ol . np 



Seq. ID OJ991116_09.0414 .-C17 
Strand 

End 1125 

Method AAT/NAP 



53340 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



221 End 1125 

5882745 Score 149 

221. .301, 907. .1125 

(AC008263) F25A4.24 [Arabidopsis thaliana] 



52101 

110204 

221 

OJ991116_09.0414 .C17.ol.gs 

841 

none 

841. .1059 



Seq. ID OJ991116_09.0414.C17 
Strand 

End 1125 

Method GENSCAN 

End 1059 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52101 

110204 

221 

OJ991116_09.0414 .C17.ol.tm 

941 

none 



Seq. ID OJ991116_09.0414 .C17 
Strand 

End 1125 

Method TBLASTX: Maize 

End 1112 

Score 199 



941. .1093, 970. .1095, 1083. .1112 



52102 

110205 

679 

OJ991116_09'.0414.C25.ol.gs 

679 

none 

679. .798, 1185. .1595 

52103 

110206 

220 

OJ991116_09.0414.C27.ol.gs 

220 

none 

220. .343, 797. .972 



Seq. ID OJ991116_09.0414.C25 
Strand 

End 1595 

Method GENSCAN 

End 1595 

Score . 98 



Seq. ID OJ991116_09.0414.C27 

Strand + 

End 1050 

Method GENSCAN 

End 972 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52103 

110206 

220 

OJ991116_09.0414.C27.ol.tm 

631 

none 



Seq. ID OJ991116_09.0414.C27 

Strand + 

End 1050 

Method TBLASTX : Mai ze 

End 973 

Score 99 



631. .687, 632. .709, 632. .697, 784. .972, 785. .973, 795. .968 



52103 

110206 

220 

OJ991116_09.0414.C27.ol.tc 

632 

none 



Seq. ID OJ991116_09.0414.C27 

Strand + 

End 1050 

Method TBLASTX : Cress 

End 972 

Score 81 



632. .709, 779. .874, 784. .972, 795. .971 



52103 

110206 

220 

OJ991116 09.0414.C27.ol.ts 



Seq. ID OJ991116_09.0414 .C27 

Strand + 

End 1050 

Method TBLASTX : Soybean 



53341 




Start 


632 


End 


981 




GI 


none 


Score 


73 




Exons 


632. .709, 632. .697, 784. .972, 795. .977 


, 799. .981, 834. .977 


Seq. No. 


52103 


Seq. ID 


OJ991116_09. 


0414. C27 


Gene No. 


110206 


Strand 


+ 




Start 


220 


End 


1050 




Name 


OJ991116_09. 0414 .C27 .ol .np 


Method 


AAT/NAP 




Start 


633 


End 


1050 




GI 


6437556 


Score 


237 




Exons 


633. . 692, 797. . 1050 








GI Descrip. 


(AC011623) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


52103 


Seq. ID 


OJ991116JD9. 


0414. C27 


Gene No. 


110206 


Strand 


+ 




Start 


220 


End 


1050 




Name 


OJ991116_09.0414.C27 .ol.gp 


Method 


AAT/GAP 




Start 


635 


End 


879 




GI 


LIB3434-025-P1-K1-C2 


Score 


243 




Exons 


635. .692, 797. .879 








GI Descrip. 


'2435511 4.0e-29 (AF024504) 


contains similarity to 


prolyl 




4 -hydroxylase alpha subunit 


[Arabidopsis thaliana] 1 




Seq. No. 


52104 


Seq. ID 


OJ991116_09. 


0414. C29 


Gene No. 


110207 


Strand 


+ 




Start 


377 


End 


1128 




Name 


OJ991116_09.0414 .C29.ol.gs 


Method 


GENSCAN 




Start 


377 


End 


1128 




GI 


none 


Score 


.51 




Exons 


377. .522, 996. .1128 








Seq. No. 


52104 


Seq. ID 


OJ991116_09. 


0414. C29 


Gene No. 


110207 


Strand 


+ 




Start 


377 


End 


1128 




Name 


OJ991116 09.0414.C29.ol.np 


Method 


AAT/NAP 




Start 


751 


End 


850 




GI 


5922619 


Score 


94 




Exons 


751. .850 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6016852 Idbj | BAA85195.il 


(AP000570) : 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


52105 


Seq. ID 


OJ991206_04. 


0421. CI 


Gene No. 


110208 


Strand 


+ 




Start 


49 


End 


380 




Name 


OJ991206 04.0421.Cl.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


380 




GI 


none 


' Score 


.55 




Exons 


49. .380 








Seq. No. 


52105 


Seq. ID 


OJ991206_04. 


0421. CI 


Gene No. 


110209 


Strand 






Start 


1 


End 


2943 




Name 


OJ991206 04.0421.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2943 




GI 


6069646 


Score 


286 





Exons 1..285, 2914.. 2943 

53342 



GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


52106 




Seq. ID 


OJ991206_04 .0421.C2 


Gene No. 


110210 




Strand 


+ 


Start 


6894 




End 


7183 


Name 


OJ991206 04.0421.C2.o2. 


np 


Method 


AAT/NAP 


Start 


6894 




End 


7147 


GI 


6633826 




Score 


102 


Exons 


6894. .7020, 7110. .7147 








GI Descrip. 


(AC009519) F1N19.22 [Arabidopsis thaliana] 


Seq. No. 


52106 




Seq. ID 


OJ991206 04 . 0421 . C2 


Gene No. 


110210 




Strand 


+ 


Start 


6894 




End 


7183 


Name 


OJ991206 04.0421.C2.o3. 


gp 


Method 


AAT/GAP 


Start 


6947 




End 


7183 


GI 


none 




Score 


215 


Exons 


6947. .7005, 7107. .7183 








Seq. No. 


52106 




Seq. ID 


OJ991206_04.0421.C2 


Gene No. 


110211 




Strand 




Start 


577 




End 


663 


Name 


OJ991206 04.0421.C2.ol. 


gs 


Method 


GENSCAN 


Start 


577 




End 


663 


GI 


none 




Score 


.69 


Exons 


577. .663 








Seq. No. 


52106 




Seq. ID 


OJ991206_04.0421.C2 


Gene No. 


110212 




Strand 




Start 


1463 




End 


7646 


Name 


OJ991206 04.0421.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


15 




End 


3526 


GI 


none 




Score 


66 


Exons 


15. .92, 2065. .2130, 2065. .2166, 2617. .2703, 2649. .2705, 




2827. .2919, 2997. .3119, 


3208. . 


,3297, 3208. .3294, 3401. .3520, 




3402.. 3521, 3404. .3526 








Seq. No. 


52106 




Seq. ID 


OJ991206_04.0421.C2 


Gene No. 


110212 




Strand 




Start 


1463 




End 


7646 


Name 


OJ991206 04.0421.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


1463 




End 


2701 


GI 


uC-osflcyp053f03bl 




Score 


922 


Exons 


1463. .1666, 1773. .1844, 


1919. . 


2009, 2083.. 2127, 2197.. 2290, 




2655. .2701 








GI Descrip. 


■2073375/dbj |BAA19856| 


4.0e-51 


. (D85317) 


farnesyl pyrophosph, 




synthase [Oryza sativa] 


>gi 4063829 dbj 


BAA36276 (AB021747 




farnesyl diphosphate synthase 


[Oryza sativa] 1 


Seq. No. 


52106 




Seq. ID 


OJ991206_04.0421.C2 


Gene No. 


110212 




Strand 




Start 


1463 




End 


7646 


Name 


OJ991206 04.0421.C2.ol. 


tc 


Method 


TBLASTX: Cress 



53343 




Start 1538 
GI none 

Exons 1538.. 1669, 1773.. 1841, 

2065. .2166, 2649.. 2705, 
3208. .3276, 3208.. 3294, 




End 3521 

Score 62 

1926. .1979, 1971. .2012, 2065. .2130, 

2827. .2919, 2989. .3117, 2997. .3119, 

3401. .3520, 3402. .3521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52106 Seq. ID 

110212 Strand 

14 63 End 

OJ991206_04 . 0421 . C2 . ol . tm Method 

1538 End 

none Score 



OJ991206_04 .0421.C2 
7646 

TBLASTX: Maize 

4026 

64 



1538. .1669, 1971. .2012, 2065. .2166, 2649. .2705, 2827. .2919, 
2831. .2899, 2997. .3119, 2998. .3120, 2998. .3126, 3208. .3294, 
3401. .3520, 3402. .3521, 3919. .4026 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206 04. 0421. C2 



7646 
AAT/NAP 
5828 
607 



2197. 
3404. 



2287, 
3590, 



52106 
110212 
1463 

OJ991206_04.0421.C2.ol.np 
1541 
4680193 

1541. .1666, 1773. .1844, 1919. .2009, 2083. .2127, 
2651. .2706, 2822. .2910, 3000. .3116, 3211. .3297, 
3887. .4101, 5666. .5828 

(AF111710) putative farnesyl pyrophosphate synthase [Oryza 
sativa subsp. indica] 

52106 Seq. ID OJ991206_04 . 0421 . C2 

110212 Strand 

1463 End 7646 

OJ991206_04 . 0421 . C2 . o2 . gp Method AAT/GAP 

3221 End 4231 

uC-osflm202109e07bl Score 982 

3221.. 3297, 3404.. 3519, 3738.. 3762, 3913.. 4231 

, 1922251/emb|CAA72793| 5.0e-37 (Y12072) farnesyl pyrophosphate 
synthase [Gossypium arboreum] ' 

52106 Seq. ID OJ991206_04 . 0421 . C2 

110212 Strand 

1463 End 7646 

OJ991206_04 . 0421.C2.o3.np Method AAT/NAP 

5547 End 7622 

7485841 Score 95 

5547. .5666, 7344.-7622 

hypothetical protein F20D10.10 - Arabidopsis thaliana 
gi|4467095|emb|CAB37529.1| (AL035538) putative protein 
[Arabidopsis thaliana] gi | 7270772 | emb | CAB80454 . 1 1 (AL161592) 
putative protein [Arabidopsis thaliana] 



52106 

110212 

1463 

OJ991206_04.0421.C2.o3.tm 

6885 

none 



Seq. ID OJ991206 04. 0421. C2 



Strand 
End 

Method 

End 

Score 



7646 

TBLASTX: Maize 

7183 

145 



6885. .6998, 6899. .7003, 6899.. 7006, 7100. .7183, 7106. .7183 



53344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52106 

110212 

1463 

OJ991206_04 .0421.C2.o2. tm 

7344 

none 



Seq. ID OJ991206_04.0421.C2 
Strand 

End 7646 

Method TBLASTX : Maize 

End 7 64 6 

Score 70 



7344. .7388, 7345. .7389, 7387. .7410, 7388. .7492, 7406. .7447, 
7500. .7646, 7506. .7646 



52107 

110213 

5295 

OJ991206_04.0421.C3.o2.gp 

5173 

4715634 

5173. .5515 



Seq. ID OJ991206_04.0421.C3 



Strand 
End 

Method 

End 

Score 



+ 

8694 
AAT/GAP 
5515 
666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 

110213 

5295 

OJ991206_04 .0421.C3..o3.gs 

5295 

none 



Seq. ID OJ991206_04.0421.C3 

Strand + 

End 8694 

Method GENS CAN 

End 8336 

Score .74 



5295. .5577, 5643. .5870, 5976. .6595, 8079. .8336 



Seq. No. 52107 

Gene No. 110213 

Start 5295 

% Name OJ991206_04 . 0421 . C3 . o3 . gp 

* Start 5770 

^ GI none 

U Exons 5770.. 5870, 5976.. 6460 



Seq. ID OJ991206_04.0421.C3 

Strand + 

End 8694 

Method AAT/GAP 

End 6460 

Score 1036 



Seq. No. 52107 

Gene No. 110213 

Start 5295 

Name OJ991206_04 . 0421 . C3 . o4 . gp 

Start 6478 

GI none 

Exons 6478.. 6595, 8079.. 8694 



Seq. ID OJ991206_04.0421.C3 

Strand + 

End 8694 

Method AAT/GAP 

End 8694 

Score 1353 



End 

Method 

End 

Score 



Seq. No. 52107 

Gene No. 110214 

Start 13283 

Name OJ991206_04 . 0421 . C3 . o5 . gs 

Start 13283 

GI none 

Exons 13283. .13292, 13702.. 13775 

Seq. No. 52107 

Gene No. 110215 

Start 15085 

Name OJ991206_04 . 0421 . C3 . o2 .np 

Start 15085 

GI 4680179 

Exons 15085. .15158, 15701 .. 16686, 16789.. 20206 



Seq. ID OJ991206_04.0421.C3 
Strand + 

13775 
GENSCAN 
13775 
.83 



Seq. ID OJ991206_04.0421.C3 

Strand + 

End 22103 

Method AAT/NAP 

End 20206 

Score 4556 



53345 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 Seq. ID 

110215 Strand 

15085 End 

OJ991206_04.0421.C3.o3.np Method 

18400 End 

5777623 Score 



OJ991206_04.0421.C3 
+ 

22103 
AAT/NAP 
22103 
668 



18400. .18562, 20823 .. 21004 , 21253 .. 21393, 21574, 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



,22103 



52107 Seq. ID 

110216 Strand 

1 End 

OJ991206_04 .0421.C3.ol.gp Method 

1 End 

2158 1.R1084 Score 



OJ991206_04.0421.C3 

3263 
AAT/GAP 
900 
639 



1..165, 357. .428, 547. .636, 716. .760, 835. .900 
, 4680193/gb|AAD27558.1|AF111710_4 1.0e-32 (AF111710) putative 
farnesyl pyrophosphate synthase [Oryza sativa subsp. indica] ' 



52107 Seq. ID 

110216 Strand 

1 End 

OJ991206_04 .0421.C3.ol.gs Method 

37 End 

none Score 



OJ991206_04.0421.C3 

3263 
GENS CAN 
3263 
.89 



37. .165, 357. .428, 547. .636, 716. .760, 835. .930, 1047. .1098, 
1186. .1274, 1368. .1484, 1590. .1676, 1716. .1903, 1996. .2020, 
2958. .3263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 

110216 

1 

OJ991206_04.0421.C3.ol.np 
40 

1346028 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 3263 
Method AAT/NAP 
End 3074 
Score 794 

40. .165, 357. .428, 547. .636, 716. .760, 835. .930, 1047. .1098, 
1186. .1274, 1368. .1484, 1590. .1676, 1788. .1903, 1996. .2020, 
2958. .3074 

FARNESYL PYROPHOSPHATE SYNTHETASE 1 (FPP SYNTHETASE) (FPS) 
(FARNESYL DIPHOSPHATE SYNTHETASE) [INCLUDES: 
DIMETHYLALLYLTRANSFERASE ; GERANYLTRANS TRANSFERASE ] 
gi|2129849|pir||S66470 farnesyl pyrophosphate synthase 1 - white 
lupine gi | 558923 (U15777) farnesyl pyrophosphate synthase 
[Lupinus albus] 



52107 Seq. ID 

110217 Strand 

4443 End 

OJ991206_04.0421.C3.o2.gs Method 

4443 End 

none Score 
4443. .4802 



OJ991206_04.0421.C3 

4802 
GENSCAN 
4802 . 
.99 



Seq. No. 
Gene No. 



52107 
110218 



Seq. ID OJ991206_04.0421.C3 
Strand 



53346 



Start 
Name 
Start 
GI 

Exons 



9399 End 

OJ991206_04 . 0421 . C3 . o4 . gs Method 

9399 End 

none Score 
9399. .10556 



10556 
GENSCAN 
10556 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 
110219 
21597 

OJ991206_04 . 0421 . C3 . ol . tm 
28 

none 



Seq. ID OJ991206_04.0421.C3 
Strand 

22037 

TBLASTX: Maize 
2023 
80 



End 

Method 
End 
Score 

28. .165, 37. .168, 357. .428, 547. .639, 590. .634, 707. .763, 
717. .764, 718. .765, 833. .928, 835. .930, 835. .930, 1026. .1097, 
1045. .1095, 1191. .1277, 1195. .1263, 1365. .1487, 1575. .1676, 
1578. .1697, 1785. .1904, 1786. .1905, 1991. .2023 



Seq. No. 52107 

Gene No. 110219 

Start 21597 

Name OJ991206_04 . 0421 . C3 . ol . tc 

Start 37 

GI none 
Exons 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX : Cress 

End 2023 

Score 54 



37. .162, 357. .431, 357. .437, 547. .639, 547. .639, 701. .763, 
707. .763, 835. .930, 1041. .1097, 1045. .1101, 1191. .1277, 
1198. .1266, 1365. .1487, 1366. .1488, 1575. .1676, 1785. .1904, 
1788. .1904, 1991. .2023 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 

110219 

21597 

OJ991206_04 .0421.C3.o2.ts 

704 

none 



Seq. ID OJ991206_04 .0421. C3 
Strand 

End 22037 
Method TBLASTX : Soybean 
End 3062 
Score 59 

704. .787, 707. .763, 835. .930, 835. .930, 1041. .1097, 1045. .1095, 
1191. .1277, 1365. .1487, 1366. .1485, 1575. .1676, 1785. .1904, 
1991. .2023, 2955. .2996, 2994. .3062 



52107 

110219 

21597 

OJ991206_04 .0421.C3.ol. ts 

5298 

none 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX : Soybean 

End 8306 

Score 84 

5298. .5417, 5726.. 5869, 5975. .6220, 6055. .6192, 6232.. 6438, 
6233. .6598, 8148.. 8306 



52107 

110219 

21597 

OJ991206_04.0421.C3.o5.tm 

5765 

none 



Seq. ID OJ991206_04 .0421.C3 
Strand 

End 22037 

Method TBLASTX : Mai ze 

End 8306 

Score 118 



5765. .5869, 5768. .5869, 5975. .6184, 6218. .6460, 6232. .6438, 
6539. .6586, 8148.. 8306 



Seq. No. 



52107 



Seq. ID OJ991206_04 .0421. C3 



53347 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110219 Strand 

21597 End 

OJ991206_04 . 0421 . C3 . o2 . tc Method 

5978 End 

none Score 



22037 

TBLASTX: Cress 

8312 

161 



5978. .6178, 6230. .6529, 6232. .6444, 6545. .6598, 8145. .8312 

OJ991206_04 .0421.C3 
22037 

TBLASTX: Wheat 
16226 
267 



OJ991206_04.0421.C3 
22037 

TBLASTX: Maize 

16508 

239 





Seq. No. 


52107 




Seq. ID 




Gene No. 


110219 




Strand 




Start 


21597 




End 




Name 


OJ991206 04. 0421. C3. 


o8.tw 


Method 




Start 


15849 




End 




GI 


none 




Score 




Exons 


15849. .16226 








Seq. No. 


52107 




Seq. ID 




Gene No. 


110219 




Strand . 






21597 




End 




Name 


OJ991206 04. 0421. C3 . 


o8.tm 


Method 




Start 


16107 




End 




GI 


none 




Score 




Exons 


16107. .16508 






£3 


Seq. No. 


52107 




Seq. ID 




Gene No. 


110219 




Strand 


T 57 


Start 


21597 




End 




Name 


OJ991206 04. 0421. C3. 


o9.tm 


Method 




Start 


16818 




End 


=.-5 


GI 


none 




Score 




Exons 


16818. .17141, 16821. 


.17141 






Seq. No. 


52107 




Seq. ID 




Gene No. 


110219 




Strand 




Start 


21597 




End 


r j 


Name 


OJ991206 04. 0421. C3. 


o7 . tw 


Method 




Start 


16824 




End 


"h 


GI 


none 




Score 




Exons 


16824. .17045, 16824. 


.16877, 


16868. .16$ 


E7 




17058. .17228 







OJ991206_04.0421.C3 
22037 

TBLASTX: Maize 

17141 

207 



OJ991206_04 .0421. C3 
22037 

TBLASTX: Wheat 

17228 

167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52107 

110219 

21597 

OJ991206_04 .0421.C3.o4.tw 

17369 

none 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX : Wheat 

End 17852 

Score 534 



17369. .17824, 17370 .. 17852 , 17397. .17843 



52107 

110219 

21597 

OJ991206_04.0421.C3.o7.tm 

17381 

none 

17381. .17668, 17382. .17669 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX : Mai ze 

End 17669 

Score 334 



Seq. No. 



52107 



Seq. ID OJ991206__04.0421.C3 



53348 




Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17739 




End 


18239 




GI 


none 




Score 


159 




Exons 


17739. .17918, 17904, 


. .18239, 


18065. .18217 




Seq. No. 


52107 




Seq. ID 


OJ991206JD4.0421 


.C3 


Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3. 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


17793 




End 


18188 




GI 


none 




Score 


56 




Exons 


17793. .17825, 17793 


. .17825, 


17810. .17869, 17829. .18188, 






17829. .18137, 17945, 


. .18187 








Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 


Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3. 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


17901 




End 


18197 




GI 


none 




Score 


358 




Exons 


17901. .18197, 17945, 


. .18187 








Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 


Gene No. . 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3, 


.o2 . tw 


Method 


TBLASTX: Wheat 




Start 


18203 




End 


18629 




GI 


none 




Score 


601 




Exons 


18203. .18592, 18204, 


. .18629, 


18261. .18614, 18265.. 18627 




Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 


Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3, 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


18213 




End 


18455 




GI 


none 




Score 


212 




Exons 


18213. . 18455, 18239, 


. . 18337 








Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 


Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18276 




End 


18639 




GI 


none 




Score 


467 




Exons 


18276. . 18629, 18277 , 


. . 18639, 


18278. .18544 




Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 


Gene No. 


110219 




Strand 






Start 


21597 




End 


22037 




Name 


OJ991206 04. 0421. C3. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18672 




End 


19196 




GI 


none 




Score 


557 




Exons 


18672. .19196, 18746, 


. .19192 








Seq. No. 


52107 




Seq. ID 


OJ991206_04.0421 


.C3 



53349 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110219 Strand 
21597 End 
OJ991206_04 . 0421 . C3 . o3 . tc Method 
18903 End 
none Score 

18903. .19076, 18924 19076, 19077 19220, 19079. .19204 



22037 

TBLASTX: Cress 

19220 

101 



52107 

110219 

21597 

OJ991206_04 .0421.C3.o4 .ts 

18989 

none 

18989. .19234, 18996 .. 19244 , 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX: Soybean 

End 19244 

Score 300 
19116. .19244 



Seq. No. 52107 

Gene No. 110219 

Start 21597 

Name OJ991206_04 . 0421.C3.o6. tm 

Start 19044 

GI none 

Exons 19044. .19334, 19055 .. 19234 , 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX: Maize 

End 19334 

Score 379 
19116. .19331 



fi Seq. No. 52107 

J* Gene No. 110219 

It Start 21597 

*!! Name OJ991206_04 .0421 .C3.ol.tw 

[U Start 19203 

tl GI none 

1J Exons 19203. .19829, 19298.. 19828 



Seq. ID OJ991206_04.0421.C3 
Strand 

End 22037 

Method TBLASTX : Wheat 

End 19829 

Score 663 



Seq. No. 52107 
Gene No. 110219 
Start 21597 

Name OJ991206_04 . 0421 . C3 . o2 . tm 

Start 19382 
GI none 
Exons 19382, 

19540. 

19884, 



,19534, 19383. 
19635, 19541. 
19979 



,19535, 
,19720, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 04. 0421. C3 



22037 

TBLASTX: Maize 
19979 
78 

19386. .19544, 19391 .. 19537 , 
19541. .19969, 19542 .. 19979, 



Seq. No. 52107 Seq. ID 

Gene No. 110219 Strand 

Start 21597 End 

Name OJ991206_04 . 0421 . C3 . o5 . tw Method 

Start 19830 End 

GI none Score 

Exons 19830. .20162, 19869.. 20141 



OJ991206_04.0421.C3 
22037 

TBLASTX: Wheat 

20162 

372 



Seq. No. 52107 Seq. ID 

Gene No. 110219 Strand 

Start 21597 End 

Name OJ991206_04 . 0421 . C3 . olO . tm Method 

Start 19989 End 

GI none Score 

Exons 19989. .20147, 19994.. 20098 



OJ991206_04.0421.C3 
22037 

TBLASTX: Maize 

20147 

199 



53350 



Seq. No. 52107 Seq. ID 

Gene No. 110219 Strand 

Start 21597 End 

Name OJ991206_04 . 0421 . C3 . o7 . gs Method 

Start 21597 End 

GI none Score 

Exons 21597. .22037 



OJ991206_04.0421.C3 

22037 
GENS CAN 
22037 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52108 Seq. ID OJ991206_04 . 0421 . C4 

110220 Strand + 

687 End 860 

OJ991206_04 .0421.C4.ol.np Method AAT/NAP 

687 End 860 

6063554 Score 140 

687. .860 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ] 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52108 Seq. ID 

110221 Strand 
1232 End 
O J9912 0 6_0 4 . 0 4 2 1 . C4 . o 1 . gp Method 
1232 End 
61605_1.R1084 Score 
1232. .1506 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ991206JD4 .0421.C4 
+ 

1506 
AAT/GAP 
1506 
476 



[j Seq. No. 


52108 




Seq. ID 


OJ991206 


,^ Gene No. 


110222 




Strand 


+ 


^ Start 


2655 




End 


4462 


: - = Name 


OJ991206 04.0421.C4.ol. 


gs 


Method 


GEN SCAN 


5 Start 


2655 




End 


4462 


C3 GI 


none 




Score 


.88 


''■■j Exons 


2655.-3833, 4457. .4462 








["I Seq. No. 


52108 




Seq. ID 


OJ991206 


y] Gene No. 


110223 




Strand 


+ 


U Start 


5780 




End 


6081 


C3 Name 


OJ991206 04.0421.C4.o2. 


gs 


Method 


GENSCAN 


Start 


5780 




End 


6081 


GI 


none 




Score 


.93 


Exons 


5780.. 5878, 5977.. 6081 








Seq. No. 


52108 




Seq. ID 


OJ991206_ 


Gene No. 


110224 




Strand 


+ 


Start 


8457 




End 


8532 


Name 


OJ991206 04.0421.C4.o3. 


gp 


Method 


AAT/GAP 


Start 


8457 


End 


8532 


GI 


uC-osflM202083fllbl 




Score 


114 


Exons 


8457. .8532 








GI Descrip. 


, 4 680178/gb|AF111709.1 IAF111709 5.0e-E 


tl Oryza s< 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Re^ 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 



52108 



Seq. ID OJ991206_04 .0421.C4 



53351 



Gene No. 110225 Strand 

Start 5965 End 6312 

Name OJ991206_04 . 0421 . C4 .o2 . gp Method AAT/GAP 

Start 5965 End 6312 

GI 4208_1.R1084 Score 668 

Exons 5965.. 6312 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 52109 Seq. ID 

Gene No. 110226 Strand 

Start 726 End 

Name OJ991206_04 . 0421 . C5 . ol . gs Method 

Start 726 End 

GI none Score 
Exons 



OJ991206_04.0421.C5 

1347 
GENSCAN 
1347 
.53 



726.-829, 897. .1000, 1253. .1347 



Seq. No. 52110 Seq. ID 

Gene No. 110227 Strand 

Start 244 End 

Name OJ991206_04 . 0421 . C6 . ol . gs Method 

Start 244 End 

GI none Score 

Exons 244.. 938, 2912.. 3021 



OJ991206_04.0421.C6 
+ 

3070 
GENSCAN 
3021 
.45 



Seq. No. 52110 Seq. ID OJ991206_ 

Gene No. 110227 Strand + 

Start 244 End 3070 

Name OJ991206_04 . 0421 . C6. ol .np Method AAT/NAP 

Start 244 End 3070 

GI 6016502 Score 921 

Exons 244.. 938, 2912.. 3070 

GI Descrip. LIGULELESS1 PROTEIN gi 11914845 
mays] 



04 .0421. C6 



(U89496) ligulelessl protein [Zea 



- ; Seq. No. 52110 

f Z Gene No. 110228 

^3 Start 2998 

tj Name OJ991206_04 . 0421 . C6 . ol . ts 

fg Start 706 

GI none 

Exons . 



Seq. ID OJ991206_04 .0421. C6 

Strand + 

End 3070 

Method TBLASTX : Soybean 

End 2999 

Score 56 



706. .753, 739. .903, 792. .812, 829. .939, 854. .877, 891. .959, 
2901.. 2999, 2913.. 2981 



Seq. No. 52110 

Gene No. 110228 

Start 2998 

Name OJ991206_04 .0421.C6.ol.gp 

Start 2998 

GI uC-osflcyp028d01bl 

Exons 2998.. 3070 

GI Descrip. f 601 6502 /sp | 004003 | LG1_MAIZE 4.0e-35 LIGULELESS1 PROTEIN 
>gi_1914845 (U89496) ligulelessl protein [Zea mays] ■ 



Seq. ID OJ991206_04.0421.C6 

Strand + 

End 3070 

Method AAT/GAP 

End 3070 

Score 138 



Seq. No. 
Gene No. 



52111 
110229 



Seq. ID OJ991206_04 .0421 .C7 
Strand + 



53352 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



E3 Seq. No. 
p Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



89 



End 

Method 
End 
Score 



483 

AAT/GAP 
432 
651 



OJ991206_04 . 042 1 . C7 . ol . gp 
89 

uC-osflcyp028d01bl 
89. .432 

, 6016502/sp|O04003|LGl_MAIZE 4.0e-35 LIGULELESS1 PROTEIN 
>gi_1914845 (U89496) ligulelessl protein [Zea mays] 1 



52111 Seq. ID 

110229 Strand 

89 End 

OJ991206_04 . 0421 . C7 . ol . np Method 

8 9 End 

6016502 Score 
89. .249, 295. .483 

LIGULELESS1 PROTEIN gi 11914845 (U89496) ligulelessl protein [Zea 
mays] 



OJ991206_04.0421.C7 
+ 

483 

AAT/NAP 

483 

376 



52111 



Seq. ID OJ991206_04.0421.C7 



110230 Strand 
5007 End 14062 

OJ991206_04 . 0421 . C7 . o2 . gs Method GENS CAN 

5007 End 14062 

none Score .53 

5007. .5138, 5444. .5632, 5880. .5993, 6179. .6242, 6446. .6689, 
6715. .6890, 7169. .7213, 7625. .7756, 7791. .7906, 8283. .8680, 
11949. .12114, 13313. .13429, 13551 .. 13748 , 13820.. 14062 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13748, 



OJ991206 04. 0421. C7 



52111 
110230 
5007 

OJ991206_04 . 0421 . C7 . o2 . np 
8277 
7433071 

8277. .8680, 11949 .. 12114 , 13551. 
peroxidase (EC 1.11.1.7) ATP22a - Arabidopsis thaliana 
gi I 3004558 |gb| AAC09031.il (AC003673) peroxidase (ATP22a) 
[Arabidopsis thaliana] 



14062 
AAT/NAP 
14032 
751 
13820. . 



14032 



52111 Seq. ID 

110231 Strand 

16370 End 

OJ991206_04.0421.C7.o4.tm Method 

73 End 

none Score 

73. .240, 89. .247, 90. .239 



OJ991206_04.0421.C7 
18476 

TBLASTX : Maize 

247 

185 



52111 Seq. ID 

110231 Strand 

16370 End 

OJ991206_04 . 0421 . C7 . ol . tc Method 

8284 End 

none Score 
8284. .8448, 8289. .8684, 11947 .. 12111 , 11948 .. 12133, 

13551. .13715, 13552. .13620, 13707 13754 , 13729 .. 13761, 
13821. .13964, 13826.. 13951 



OJ991206_04.0421.C7 
18476 

TBLASTX: Cress 
13964 
98 



53353 



Seq. No. 52111 

Gene No. 110231 

Start 16370 

Name OJ991206_04 . 0421 . C7 . o3 . tm 

Start 8284 

GI none 

Exons 8284. .8409, 8286.. 8408 

Seq. No. 52111 

Gene No. 110231 

Start 16370 

Name OJ991206_04 . 0421 . C7 . ol . ts 

Start 8286 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_04.0421.C7 
18476 

TBLASTX: Maize 

8409 

163 



Seq. ID OJ991206_04 .0421.C7 
Strand 
End 

Method 
End 
Score 



18476 

TBLASTX: Soybean 

13951 

91 



8286. .8684, 8290. .8448, 8482. .8559, 11947 .. 12111 , 11948 .. 12133, 
13551. .13715, 13725. .13754, 13826.. 13951 



Seq. No. 52111 

Gene No. 110231 

Start 16370 

Name OJ991206_04 . 0421 . C7 . ol . tm 

Start 8409 

GI none 

Exons 8409.. 8684, 8410.. 8682 

Seq. No. 52111 

Gene No. 110231 

Start 16370 

Name OJ991206_04 . 0421 . C7 . o2 . tm 

Start 13548 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206_04.0421.C7 
18476 

TBLASTX: Maize 

8684 

315 



Seq. ID OJ991206_04.0421.C7 
Strand 
End 

Method 
End 
Score 



18476 

TBLASTX: Maize 

13754 

102 



13548. .13622, 13548 .. 13754 , 13549.. 13749 



s Seq. No. 52111 Seq. ID 

[1 Gene No. 110231 Strand 

sj Start 16370 End 

=7 Name OJ991206_04 . 0421 . C7 . o3 . gs Method 

f Z Start 16370 End 

GI none Score 

C3 Exons 16370. .16484, 17326.. 17399 



OJ991206_04.0421.C7 

18476 
GENSCAN 
17399 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



52111 Seq. ID OJ991206_04 . 0421 . C7 

110231 Strand 

16370 End 18476 

OJ9912 0 6_04 . 04 21 . C7 . o3 . np Method AAT/NAP 

16735 End 18476 

6069646 Score 169 

16735. .16981, 18401. .18476 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



52112 

110232 

280 



Seq. ID OJ991206_04.0421.C9 
Strand 

End 1347 



53354 



Name 

Start 

GI 

Exons 



OJ991206_04.0421.C9.ol.gs 
280 



none 

280. .310, 



1211. .1347 



Method 

End 

Score 



GEN SCAN 

1347 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52113 Seq. ID 

110233 Strand 
118 End 
OJ991206_04 .0421 .C10 . ol . gp Method 
118 End 
1631463 Score 
118. .188 

4 680178/gb| AF111709. 1 | AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ991206_04 .0421. C10 
+ 

188 

AAT/GAP 
188 - 
78 



52113 Seq. ID 

110234 Strand 

594 End 

OJ991206_04. 0421. C10. ol.gs Method 

594 End 

none Score 



OJ991206_04 .0421. C10 
+ 

5477 
GEN SCAN 
4584 
.46 



594. .698, 2924. .3118, 3642. .4065, 4361. .4584 



W Seq. No. 

^3 Gene No. 

rn Start 

■a • * 

?is Name 

1% Start 

Exons 

kl GI Descrip. 



Seq. No. 
N Gene No. 
H Start 
• 3 Name 
l~ Start 

;i GI 

Exons 



52113 

110234 

594 

OJ991206_04. 0421. C10. o2.np 

3412 

5103834 

3412. .3491, 3642. .3841, 5406. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5477 

(AC007591) Similar to gb|AB008104 ethylene responsive element 
binding factor 2 from Arabidopsis thaliana and contains an 
PF| 00847 AP2 domain. EST gb|AA728476 comes from this gene. 



OJ991206_04 .0421. C10 
+ 

5477 
AAT/NAP 
5477 
208 



52113 Seq. ID 

110235 Strand 

472 End 
OJ991206_04. 0421. C10. ol.np Method 

472 End 

4680183 Score 

472. .561, 1172. .1262, 11352. .11657 



OJ991206_04. 0421. C10 

11657 
AAT/NAP 
11657 
194 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991206 04. 0421. C10 



52113 
110235 
472 

OJ991206_04. 0421. C10. o2.gp 
4997 

26033_1.R1084 
4997. .5567 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes' 



11657 
AAT/GAP 
5567 
1105 



52113 
110235 



Seq. ID 
Strand 



OJ991206 04. 0421. C10 



53355 



Start 
Name 
Start 
GI 

Exons 



472 End 

OJ991206_04 . 0421 . CIO . ol . tm Method 

5104 End 

none Score 



11657 

TBLASTX: Maize 

10707 

135 



5104. .5199, 5245. .5289, 5488.-5673, 5492. .5668, 5783. .5872, 

5783. .5872, 7723. .7791, 8253. .8357, 8309. .8356, 8467. .8718, 

8468. .8677, 9192. .9296, 9193. .9297, 9193. .9297, 9194. .9301, 

9419. .9490, 9421. .9591, 9429. .9554, 9430. .9579, 9564. .9719, 

9586. .9720, 9586. .9705, 9600. .9719, 9726. .9785, 9729. .9800, 
10612. .10680, 10614. .10682, 10615.. 10707 



Seq. No. 52113 

Gene No. 110235 

Start 472 

Name OJ991206_04 . 0421 .C10 . o2 .gs 

Start 5417 

GI none 
Exons 



Seq. ID OJ991206_04. 0421. C10 
Strand 

End 11657 

Method GENSCAN 

End 11353 

Score .84 



5417. .5675, 5783. .5915, 7163. .7292, 8292.-8359, 8469. .8673, 
9132. .9305, 9420. .9777, 10616. . 10706, 11290. .11353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52113 

110235 

472 

OJ991206_04. 0421. C10. o3.gp 
8590 

uC-osflM202081a05bl 
8590.-8673, 9132.. 9305, 9420, 



Seq. ID OJ991206_04. 0421. C10 
Strand 

End 11657 

Method AAT/GAP 

End 9586 

Score 755 
.9586 



■ 2832605/emb | CAA1654 6 . 1 1 2.0e-09 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



I J. Seq. No. 52114 

*j Gene No. 110236 

fil Start 208 

1* Name OJ991206_04 . 0421 .C13 .ol .gs 

;L Start 208 

GI none 

Exons 208.. 661, 1256.. 1404 



Seq. ID OJ991206_04.0421.C13 

Strand + 

End 14 45 

Method GENSCAN 

End 1404 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52114 
110236 
208 

OJ991206_04 .0421.C13.ol.np 
852 

6063557 
852. .1034, 1283. .1445 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. ID OJ991206_04.0421.C13 

Strand + 

End 1445 

Method AAT/NAP 

End 1445 

Score 335 



52115 

110237 

299 

OJ991206_04.0421.C14.ol.gs 

299 

none 



Seq. ID OJ991206_04.0421.C14 

Strand + 

End 1502 

Method GENSCAN 

End 1502 

Score .47 



299.-422, 719.. 1003, 1009.. 1152, 1444. .1502 



Seq. No. 
Gene No. 



52115 
110238 



Seq. ID OJ991206_04.0421.C14 
Strand 



53356 





Start 


2801 


End 


3001 




Name 


OJ991206 04.0421.C14.o2.gs 


Method 


GENSCAN 




Start 


2801 


End 


3001 




GI 


none 


Score 


.92 




Exons 


2801. .3001 








Seq. No. 


52116 


Seq. ID 


OJ991206 04.0421.C16 




Gene No. 


110239 


Strand 


+ 




Start 


1 


End 


519 




Name 


OJ991206 04.0421.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


519 




GI 


5852084 


Score 


68 




Exons 


1..34, 427. .519 








GI Descrip. 


(AL117264 ) zwh0007 . 1 [Oryza 


sativa] 






Seq- No. 


52116 


Seq. ID 


OJ991206_04 .04 21. CI 6 




Gene No. 


110239 


Strand 


+ 




Start 


1 


End 


519 




Name 


OJ991206 04.0421.C16.ol.gs 


Method 


GENSCAN 




Start 


234 


End 


436 




GI 


none 


Score 


.49 




Exons 


234. .290, 368. .436 








Seq. No. 


52117 . 


Seq. ID 


OJ991206_04.0421.C17 




Gene No. 


110240 


Strand 






Start 


177 


End 


736 


fn 


Name 


OJ991206 04 .0421.C17.ol.gs 


Method 


GENSCAN 


fin 


Start 


177 


End 


736 


~ — 


GI 


none 


Score 


.7 




Exons 


177. .307, 645.-736 








Seq. No. 


52118 


Seq. ID 


OJ991206_04.0421.C18 


? : H 
S is? 


Gene No. 


110241 


Strand 


+ 


2 


Start 


247 


End 


11318 




Name 


OJ991206 04.0421.C18.ol.gs 


Method 


GENSCAN 




Start 


247 


End 


11318 




GI 


none 


Score 


. 94 




Exons 


247.-325, 1660. .1800, 1952.. 


2040, 3656 


..3775, 3892. .4128, 






4906. .5790, 5886. .5990, 6073 


..6217, 6299. .6463, 6544. .6782, 






6877. .6909, 6993. .7074, 7170 


..7330, 7435. .7608, 7701. .7883, 



7984. .8171, 8307. .8399, 8589. .8619, 10591 .. 10697 , 11048. .11318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52118 

110241 

247 

OJ991206_04.0421.C18.ol.np 

1999 

1076809 

1999. .2040, 3656..377S, 
6073.. 6217, 6299.-6463, 



7170. .7330, 7435. .7608, 



3892, 
6544. 
7701, 



GI Descrip. H+-transporting ATPase (EC 3.6 



Seq. ID OJ991206_04.0421.C18 

Strand + 

End 11318 

Method AAT/NAP 

End 8400 

Score 4119 

4128, 4906. .5790, 5886.. 5990, 
6782, 6877. .6909, 6993.. 7074, 
7883, 7984. .8171, 8307. .8400 
1.35) - maize 



Seq. No. 
Gene No. 



gi I 758355 | emb | CAA59800 | 
mays] 

52118 
110241 



(X85805) H (+) -transporting ATPase [Zea 



Seq. ID OJ991206_04.0421.C18 
Strand + 



53357 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



247 



= 

'•4 

Z Seq. No. 
^ Gene No. 
3 Start 
3 Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



11318 
AAT/GAP 
6708 
2973 



,5990, 6073. .6217, 6299. .6463, 



OJ991206_04 . 0421.C18.ol.gp 
3956 

29715JL.R1084 

3956.. 4128, 4906.. 5790, 5886. 
6544. .6708 

'1076809/pir | IS52739 0.0e+00 H+-transporting ATPase (EC 
3.6.1.35) - maize >gi_758355_emb_CAA59800_ (X85805) 
H ( + ) -transporting ATPase [Zea mays] 1 



52118 Seq. ID 

110241 Strand 
24 7 End 
OJ991206_04.0421.C18.o2.gp Method 
7152 End 
17527_1.R1084 Score 
7152. .7330, 7435. .7608, 7701. .7883, 7984. .8171, 8307 
'1076809/pir I IS52739 1.0e-138 H+-transporting ATPase 
3.6.1.35) - maize >gi_758355_emb_CAA59800_ (X85805) 
H { + ) -transporting ATPase [Zea mays]' 



OJ991206_04 .0421.C18 
+ 

11318 
AAT/GAP 
8782 
2236 



.8782 
(EC 



52118 
110242 
14543 
OJ9912 
3655 
none 
3655. . 
4903. . 
5883. . 
6298. . 
6623. . 
6996. . 
7405. . 
7700. . 
8304. . 



06 04.0421. C18.ol.tc 



3786, 
5793, 
5993, 
6459, 
6781, 
7076, 
7617, 
7882, 
8402, 



3656. 
4904. 
6069. 
6351. 
6624. 
7165. 
7411. 
7982. 
8305. 



3790, 
5104, 
6218, 
6461, 
6785, 
7326, 
7608, 
8074, 
8403 



3879. 
4905. 
6070. 
6517. 
6877. 
7169. 
7419. 
7987. 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 
Method TBLASTX: Cress 
End 8403 
Score 166 

.4073, 3889. .4131, 3889. .4113, 

.5789, 5627.. 5803, 5882.. 5983, 

.6219, 6072.. 6218, 6295.. 6462, 

.6621, 6537. .6638, 6542. .6631, 

.6924, 6879.. 6920, 6993.. 7076, 

.7330, 7169. .7330, 7170. .7331, 

.7616, 7623. .7883, 7694. .7891, 

.8079, 8095. .8172, 8133. .8180, 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 

Method TBLASTX : Soybean 

End 4 962 

Score 166 



52118 
110242 
14543 

OJ991206_04.0421.C18.o3.ts 
3655 
none 

3655. .3777, 3656. .3775, 3879. .4073, 3889. .4143, 4091. .4129, 
4903. .4962, 4905. .4961 



Seq. No. 52118 
Gene No. 110242 
Start 14543 

Name OJ991206_04 . 0421 . C18 . ol . tm 

Start 3679 
GI none 
Exons 3679. 

3889. 

4905. 



.3777, 3691. 

.4131, 3889. 

.5789, 5474. 

6070.. 6219, 6103. 



.3777, 3692. 

.4113, 4100. 

.5806, 5882. 

.6219, 6295. 

6347.. 6514, 6537.. 6785, 6542. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3790, 3747 
.4138, 4883 
.5992, 5883 
.6462, 6298 
.6781, 6594 



OJ991206 04.0421.C18 



15475 

TBLASTX: Maize 
8456 
70 

,3779, 3879. .4073, 

,5791, 4903. .5811, 

,5990, 6069. .6218, 

,6462, 6344. .6463, 

,6782, 6877. .6909, 



53358 




6879. .6908, 
7169. .7330, 
7419. .7616, 
7976. .8080, 
8296. .8403, 



6992. .7078, 
7170. .7331, 
7700. .7882, 
7983. .8171, 
8304. .8456, 



6993. .7076, 
7403. .7495, 
7701. .7883, 
7983. .8084, 
8305. .8403 




7165. .7326, 
7408. .7608, 
7722. .7883, 
7987. .8172, 



7169. .7330, 
7414. .7617, 
7855. .7884, 
8133. .8171, 



Seq. No. 52118 

Gene No. 110242 

Start 14543 

Name OJ991206_04 . 0421 . C18 . o3 

Start 3889 

GI none 

Exons 3889.. 3984, 3984.. 4064, 
4867. .5169, 4883. .5170, 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 

tw Method TBLASTX': Wheat 

End 5170 

Score 83 
3985. .4131, 4078. .4113, 4091. .4132, 
4903. .5169 



Seq. No. 52118 

Gene No. 110242 

Start 14543 

Name OJ991206_04 . 0421 .C18 . ol . ts 

Start 4963 

GI none 

Exons 4963.. 5811, 4965.. 5798, 5878, 
6069.. 6215, 6070.. 6216, 6103, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 04.0421.C18 



15475 

TBLASTX: Soybean 
6219 
1301 

.5997, 5883. .5990, 5885. .5992, 
.6219 



Seq. No. 52118 

Gene No. 110242 

Start 14543 

Name OJ991206_04 . 0421 .C18 . o2 . tw 

Start 5171 

GI none 

Exons 5171.. 5551, 
5179. .5553 



Seq. ID 

Strand 
' End 
Method 
End 
Score 



OJ991206_04 .0421.C18 
15475 

TBLASTX : Wheat 

5553 

315 



5171. .5215, 5172. .5552, 5172. .5552, 5173. .5553, 



Seq. No. 52118 
Gene No. 110242 
Start 14543 

Name OJ991206_04 . 0421 .C18 . ol . tw 

Start 5928 
GI none 

Exons 5928.. 5990, 5930.. 5992, 5930, 

6070.. 6219, 6295.-6462, 6298. 
6524.. 6649, 6537.. 6785, 6542. 
6993.. 7076, 6993.. 7076, 7165. 
7436. .7609, 7437. .7616, 7547. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991206 04.0421.C18 



15475 

TBLASTX: Wheat 
7735 
91 

5992, 5937. .5996, 6069. .6218, 

6462, 6350.. 6463, 6517.. 6645, 

6781, 6875. .6904, 6876.. 6905, 

7329, 7169. .7330, 7414. .7617, 

7624, 7694. .7735, 7701. .7733 



Seq. No. 52118 
Gene No. 110242 
Start 14543 

Name OJ991206_04 . 0421 . C18 . o2 . ts 

Start 6295 
GI none 

Exons 6295.. 6462, 6301.. 6462, 6537. 

6992.. 7078, 6996.. 7076, 7165. 
7171. .7338, 7418. .7576, 7419. 
7700.. 7882, 7722.. 7883, 7722. 
7987.. 8088, 8086.. 8172, 8133. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6785, 6542 
.7326, 7169 
.7616, 7426 
.7883, 7982 



OJ991206 04.0421.C18 



15475 

TBLASTX : Soybean 
8427 
268 

.6781, 6876. .6908, 
,7330, 7169.. 7330, 
,7617, 7694. .7864, 



,8071, 7983, 



.8180, 8304. .8405, 8305. 



.8078, 
.8427 



53359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



52118 

110242 

14543 

OJ991206_04.0421.C18.o4 . tw 

7736 

none 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 

Method TBLASTX : Wheat 

End 8094 

Score 262 



7736.-7882, 7737. .7883, 7743. .7883, 7849.-7893, 7973. .8074, 
7976. .8077, 7983. .8093, 7983. .8087, 7987. .8094 



52118 

110242 

14543 

OJ991206_04 .0421.C18.o5.tw 

8095 

none 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 

Method TBLASTX : Wheat 

End 8598 

Score 124 



8095. .8172, 8097. .8174, 8133. .8180, 8304. .8405, 8305. .8406, 
8514. .8540, 8518. .8541, 8537. .8569, 8540. .8569, 8559. .8597, 
8578. .8598 



Seq. No. 52118 

Gene No. 110242 

Start 14543 

Name OJ991206_04 . 0421 . C18 . o2 . gs 

Start 14543 

GI none 
, Exons 



Seq. ID OJ991206_04.0421.C18 
Strand 

End 15475 

Method GENS CAN 

End 15475 

Score .45 



14543. .14609, 14 917 .. 15024 , 15441. .15475 



f[j Seq. No. 

Gene No. 
'?% Start 

Name 
U Start 

r lj gi 

Exons 

Tl Seq. No. 

Gene No. 
H Start 
■ % J Name 

Start 

n GI 

"~ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52120 

110245 

890 

OJ991206_04. 0421.C20.ol.gs 

890 

none 



End 

Method 
End 
Score 



52119 
110243 
47 

OJ991206_04 .0421.C19.ol.gs 
47 

none 

47. .125, 163. .290 

52119 
110244 
2257 

OJ991206_04.0421.C19.o2.gs 
2257 
none 

2257. .2336, 2763.. 2917, 3230. .3357 



Seq. ID OJ991206_04.0421.C19 
Strand + 

290 

GENS CAN 
290 
.76 



Seq. ID OJ991206_04.0421.C19 
Strand 

3357 
GENSCAN 
3357 
.69 



End 

Method 
End 
Score 



Seq. ID OJ991206_04.0421.C20 
Strand 

End 3196 

Method GENSCAN 

End 3196 

Score .4 



890. .1089, 2247. .2377, 2857. .2964, 3107. .3196 



Seq. No. 52121 

Gene No. 110246 

Start 766 

Name OJ991206_04 . 0421 . C22 . ol . gs 

Start 766 

GI none 



Seq. ID OJ991206_04.0421.C22 
Strand 

End 1643 

Method GENSCAN 

End 1643 

Score .73 



53360 



Exons 



766. .784, 1495. .1643 



Seq. No. 52122 

Gene No. 110247 

Start 271 

Name OJ991206_04 . 0421 . C23 . ol . gs 

Start 271 

GI none 

Exons 271.. 395 



Seq. ID OJ991206_04 .0421.C23 

Strand + 

End 395 

Method GENSCAN 

End 395 

Score .71 



Seq. No. 52123 
Gene No. 110248 
Start 1 

Name OJ990626_32 . 04 19 . CI . ol . np 

Start 1 
GI 2129478 
Exons 1..164, 359.. 716 

GI Descrip. chitinase {EC 3.2.1.14) precursor - beet gi | 488731 1 emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. ID OJ990626_32.0419.C1 
Strand 

End 716 

Method AAT/NAP 

End 716 

Score 63 



Seq. No. 
Gene No. 
Start 
Name 
^3 Start 

in gi 

f\l Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52124 

110249 

577 

OJ990626_32.0419.C2.ol.gp 

577 

none 

577. .1004 



Seq. ID OJ990626_32.0419.C2 
Strand 

End 1004 

Method AAT/GAP 

End 1004 

Score 672 



52124 
110250 
1351 

OJ990 62 6_32 . 04 1 9 . C2 . o2 . gp 
1351 

LIB3475-008-P1-K1-D3 
1351. .1680 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ990626_32.0419.C2 
Strand 

End 1680 

Method AAT/GAP 

End 1680 

Score 625 



52124 

110251 

1724 

OJ990626__32.0419.C2.ol.tm 

834 

none 



Seq. ID OJ990626_32 .0419.C2 
Strand 

End 1969 

Method TBLASTX : Mai ze 

End 1163 

Score 124 



834. .941, 836. .943, 837. .941, 945. .1049, 958. .1053, 958. .1053, 
1058. .1135, 1059. .1163, 1063. .1134 



Seq. No. 52124 

Gene No. 110251 

Start 1724 

Name O J9 90 62 6_32 . 0 4 1 9 . C2 . o3 . gp 

Start 1724 

GI 2310440 
Exons * 1724.. 1969 



Seq. ID OJ990626_32.0419.C2 
Strand 

End 1969 

Method AAT/GAP 

End 1969 

Score 427 



Seq. No. 



52125 



Seq. ID OJ990626_32.0419.C3 



53361 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110252 Strand + 

6653 End 934 6 

0 J990626_32 . 04 19 . C3 . o2 . gs Method GEN SCAN 

6653 End 934 6 

none Score . 65 

6653. .6712, 6846.-6872, 7412. .7504, 8347. .8601, 8637. .9040, 
9139. .9346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52125 

110253 

11656 

OJ99062 6_32 . 04 1 9 . C3 . o3 . gs 

11656 

none 



Seq. ID OJ990626_32.0419.C3 

Strand + 

End 12924 

Method GENSCAN 

End 12924 

Score .78 



11656. .11778, 11953. .12129, 12829.. 12924 



52125 

110254 

847 

OJ990626_32.0419.C3.ol.gs 

847 

none 



Seq. ID OJ990626_32.0419.C3 
Strand 

End 6223 

Method GENSCAN 

End 5431 

Score .49 



847. .904, 1787. .1954, 2063. .2701, 4061. .4148, 4248. .4356, 
4873. .5065, . 5385. .5431 



Seq. No. 52125 

Gene No. 110254 

Start 847 

Name OJ99062 6_32 . 04 19 . C3 . ol . np 

Start 1242 

GI 4581110 

Exons 1242.. 1512, 6169.. 6223 

GI Descrip. (AC005825) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990626_32.0419.C3 
Strand 

End 6223 

Method AAT/NAP 

End 6223 

Score 115 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52125 

110255 

13912 

OJ99062 6_32.0419.C3.ol.tm 

1233 

none 



Seq. ID OJ990626_32.0419.C3 
Strand 

End 14317 

Method TBLASTX: Maize 

End 14 4 4 

Score 43 



1233. .1355, 1261. .1350, 1353. .1439, 1355. .1444 



52125 

110255 

13912 

OJ990626_32.0419.C3.o4.gs 

13912 

none 

13912. .13965, 14243.. 14317 



Seq. ID OJ990626_32.0419.C3 
Strand 

End 14317 

Method GENSCAN 

End 14317 

Score .68 



Seq. No. 52126 

Gene No. . 110256 

Start 62 

Name OJ99062 6_32 . 04 1 9 . C4 . ol . gs 

Start 62 

GI none 



Seq. ID OJ990626_32.0419.C4 

Strand + 

End 715 

Method GENSCAN 

End 715 

Score .98 



53362 



Exons 



62. .715 



Seq. No. 52126 Seq. ID 

Gene No. 110257 Strand 

Start 1188 End 

Name OJ990626_32 . 0419 . C4 . o2 . gs Method 

Start 1188 End 

GI none Score 

Exons 1188.. 1379, 1646.. 1741 



OJ990626_32.0419.C4 

1741 
GENSCAN 
1741 
.59 



Seq. No. 52127 Seq. ID OJ990626_32 . 04 19 . C5 

Gene No. 110258 Strand + 

Start 1 End 3811 

Name OJ990626_32 . 0419 . C5 . ol . np Method AAT/NAP 

Start 1 End 3811 

GI 6466937 Score 1614 

Exons 1..1451, 1478. .2702, 3783. .3811 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 52127 Seq. ID 

Gene No. 110258 Strand 

Start 1 End 

& Name OJ990626_32 . 0419 . C5 . o2 . gs Method 

^ Start 2489 End 

J GI none Score 

n Exons 2489.. 2956 



OJ990626_32.0419.C5 
+ 

3811 
GENSCAN 
2956 
.6 



Z Seq. No. 52127 Seq. ID 

i Gene No. 110259 Strand 

^ Start 3441 End 

3 Name OJ990626_32 . 0419 . C5 . o3 . tm Method 

y Start 111 End 

GI none Score 

« Exons 111.. 581, 267.. 440 



OJ990626_32.0419.C5 
3641 

TBLASTX: Maize 

581 

426 



Seq. No. 52127 

Gene No. 110259 

Start 3441 

Name OJ990626_32.0419.C5.ol.tw 

Start 204 

GI none 

Exons 204. .677, 281. .511, 548. .676 



Seq. ID OJ990626_32.0419.C5 
Strand 

End 3641 

Method TBLASTX : Wheat 

End 677 

Score 384 



Seq. No. 52127 Seq. ID 

Gene No. 110259 Strand 

Start 3441 End 

Name OJ990626_32 . 04 19 . C5 . o3 . ts Method 

Start 240 End 

GI none Score 

Exons 240.. 554 



OJ990626_32.0419.C5 
3641 

TBLASTX : Soybean 

554 

192 



Seq. No. 52127 Seq. ID 

Gene No. 110259 Strand 

Start 3441 End 

Name OJ990626_32 . 0419 .C5 . o2 . ts Method 

Start 677 End 



OJ990626_32.0419.C5 
3641 

TBLASTX : Soybean 
958 



53363 




GI 


none 








Score 


201 




Exons 


677. .958 














Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


.0419 


.C5.o3. 


, tw 


Method 


TBLASTX: Wheat 




Start 


686 








End 


1072 




GI 


none 








Score 


241 




Exons 


686. .1072, 


703. . 


960 










Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


.0419 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


692 








End 


1222 




GI 


none 








Score 


444 




Exons 


692. .1222, 


730. . 


894, 962. .1213 






Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


. 0419 


.C5.o4. 


ts 


Method 


TBLASTX : Sovbean 




Start 


980 








End 


1225 




GI 


none 








Score 


178 




Exons 


980. .1225, 


982. . 


1122 










Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


.0419 


. C5 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


1223 








End 


1643 




GI 


none 








Score 


93 




Exons 


1223. .1318, 


1223 


. .1333, 


1225. 


.1335, 1324. .1416, 1449. .1643 


Seq. No. 


52127 








Seq. ID 


OJ990626J32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


. 0419 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1439 








End 


1846 




GI 


none 








Score 


262 




Exons 


1439. . 1846, 


1449 


. .1844 










Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419 


.C5 


Gene No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


. 0419 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1679 ~ 








End 


2308 




GI 


none 








Score 


104 




Exons 


1679. .2059, 


167 9 


. .2050, 


1701. 


.2060, 2059.. 2304, 2060.. 2308 


Seq. No. 


52127 








Seq. ID 


OJ990626_32.0419, 


.C5 


Gerie No. 


110259 








Strand 






Start 


3441 








End 


3641 




Name 


OJ990626 32 


.0419 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1698 








End 


2060 




GI 


none 








Score 


254 





53364 




Exons 


1698. .2060, 


1698. .1886, 


1730 


. .1993 






Seq. No. 


52127 






Seq. ID 


OJ990626_32.0419. 


C5 


Gene No. 


110259 






Strand 






Start 


3441 






End 


3641 




Name 


OJ990626 32 


.0419.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1932 






End 


2317 




GI 


none 






Score 


82 




Exons 


1932. .2057, 


2054. .2317 










Seq. No. 


52127 






Seq. ID 


OJ990626_32.0419. 


C5 


Gene No. 


110259 






Strand 






Start 


3441 






End 


3641 




Name 


OJ990626 32 


.0419.C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2349 






End 


2870 




GI 


none 






Score 


95 




Exons 


2349. .2468, 


2474. .2680, 


2708 


..2797, 28 


17. .2870 




Seq. No. 


52127 






Seq. ID 


OJ990626_32.0419. 


C5 


Gene No. 


110259 






Strand 






Start 


3441 






End 


3641 




Name 


OJ990626 32 


.0419.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2480 






End 


2766 




GI 


none 






Score 


194 




Exons 


2480. .2713, 


2545. .2766 










Seq. No. 


52127 






Seq. ID 


OJ990626_32.0419. 


C5 


Gene No. 


110259 






Strand 






Start 


3441 






End 


3641 




Name 


OJ990626 32 


.0419.C5.o3. 


gs 


Method 


GENSCAN 




Start 


3441 






End 


3641 




GI 


none 






Score 


.85 




Exons 


3441. .3641 












Seq. No. 


52128 






Seq. ID 


OJ990626_32.0419. 


C6 


Gene No. 


110260 






Strand 






Start 


4079 






End 


4744 




Name 


OJ990626 32 


.0419.C6.o2. 


gs 


Method 


GENSCAN 




Start 


4079 






End 


4744 




GI 


none 






Score 


.71 




Exons 


4079. .4744 












Seq. No. 


52129 






Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110261 






Strand 


+ 




Start 


7111 






End 


7168 




Name 


OJ990626 32 


.0419.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


7111 






End 


7168 




GI 


2312838 






Score 


68 




Exons 


7111. .7168 












GI Descrip. 


1420932/gb| 


U61383IORU61383 7. 


0e-21 Oryza rufipogon 






4-coumarate 


-CoA ligase 


gene, 


intron 1, 


partial sequence 




Seq. No. 


52129 






Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110262 






Strand 


+ 




Start 


10298 






End 


14454 




Name 


OJ990626 32 


.0419.C7.ol. 


np 


Method 


AAT/NAP 




Start 


10283 






End 


14454 





53365 



GI 7489738 Score 4322 

Exons 10283. . 14454 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gil 4234852 | gb | AAD12997 . 1| (AF082133) gag-pol polyprotein [Zea 
mays] 





Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 




Gene No. 


110262 


Strand 


+ 






Start 


10298 


End 


14454 






Name 


OJ990626 32.0419.C7.o4.gs 


Method 


GENSCAN 






Start 


10298 


End 


12115 






c* t 
CjI 


none 


Score 


.95 






Exons 


10298. .12115 










Seq. No. 


52129 


Seq. ID 


OJ990626 32.0419 


.C7 




Gene No. 


110263 


Strand 


+ 






Start 


15523 


End 


19002 






Name 


OJ990626 32.0419.C7.o2.np 


Method 


AAT/NAP 






Start 


15523 


End 


19002 






GI 


7340860 


Score 


115 






Exons 


15523. .15728, 16375 16547 , 


18975. .19002 






GI Descrip. 


(AP001551) . EST D24084 (R1183) 


corresponds to a region of 


the 






predicted gene.; hypothetical protein 


[Oryza sativa ] 






Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 


3 


Gene No. 


110264 


Strand 


+ 




n 


Start 


19450 


End 


19809 




i i 


Name 


vjjyyuozb . U4 iy . c / . oo . gp 


Metnoa 


AAT/GAP 




=? 


Start 


19450 


End 


19809 




3 


GI 


2309731 


Score 


594 




y 
i 


Exons 


19450. .19809 








i 5 


Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 




Gene No. 


110265 


Strand 


+ 






Start 


19911 


End 


20117 




3 


Name 


OJ990626 32.0419.C7.o6.gp 


Method 


AAT/GAP 




■-I 


Start 


19911 


End 


20117 






GI 


4714159 


Score 


328 






Exons 


19911. .20117 










Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 


3 


Gene No. 


110266 


Strand 








Start 


64 


End 


1652 






Name 


OJ990626 32.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


64 


End 


1652 






GI 


none 


Score 


.7 






Exons 


64. .1652 










Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 




Gene No. 


110267 


Strand 








Start 


8059 


End 


9234 






Name 


OJ990626 32.0419.C7.o3.gs 


Method 


GENSCAN 






Start 


8059 


End 


9234 






GI 


none 


Score 


.93 






Exons 


8059.. 8291, 9018.. 9234 










Seq. No. 


52129 


Seq. ID 


OJ990626_32.0419 


.C7 



53366 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110268 
16876 

OJ990626_32.0419.C7.o3.gp 

16876 

2312838 

16876. .16940 

1420932/gb|U61383|ORU61383 



Strand 
End 

Method 

End 

Score 



16940 
AAT/GAP 
16940 
78 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626 32. 0419. C7 



52129 
110269 
19145 

OJ990626_32.0419.C7.o4.gp 
19145 

36349_1.R1084 
19145. .19259 

, 1698774/gb|U70311|CVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 1 



19259 
AAT/GAP 
19259 
160 



52129 

110270 

20259 

OJ990626_32.0419.C7.o6.gs 

20259 

none 



Seq. ID OJ990626_32.0419.C7 
Strand 

End 23406 

Method GENSCAN 

End 23406 

Score . 66 



20259. .20566, 20790 20890, 22128 .. 22204 , 22261. .23406 



52129 Seq. ID 

110270 Strand 
20259 End 
OJ990626__32 . 04 19 . C7 . o7 . gp Method 
20300 End 
36349_1.R1084 Score 
20300. .20774 

'1698774/gbl U70311 ICVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 1 



OJ990626_32.0419.C7 

23406 
AAT/GAP 
20774 
641 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626 32. 0419. C7 



52129 
110270 
20259 

OJ990626_32.0419.C7.o8.gp 
20336 

36349JL.R1084 
20336. .20774 

, 1698774/gb|U70311 ICVU70311 1.0e-20 Filamentous phage display 
expression cloning vector pZGT5 with murine Ig kappa light chain 
fragment insert, complete sequence 1 



23406 
AAT/GAP 
20774 
649 



52129 Seq. ID 

110271 Strand 

25350 End 

OJ990626_32.0419.C7.o7.gs Method 

25350 End 

none Score 
25350. .26696 



OJ990626_32.0419.C7 

26696 
GENSCAN 
26696 
.91 



53367 



Seq. No. 


52129 


Con c Mrt 


1 1 0919 




9 7 ££1 
Z / DDI 


Name 






9 Q7 ~~ 


ui. 


none 


tjXorib 


9Q7 Z17H R1 n 

Z. :7 / • .4 / U , JlU . .000/ 


Seq. No. 


52129 


none 


1 1 H979 


Of 3 rf 


97£fi1 
Z / DDI 


Name 


n7QQn£9£ "39 HA1Q P7 


OLaiL 






none 


Exons 


4^7 L^'K RQf; 


O art M r\ 

oeq . no . 


COI Oft 


Gene No. 


110272 


Start 


27661 


Name 


OTQQnfi96 ^9 flZllQ n 
UJ37UDZD OZ. . U 4 J. y . v_/ / 


OtalL 


1U4 




none 


Exons 


1 U 4 O J . . 1 UD i d. , 1 U 4 4 / 




i mn^ inQ7"5 imm 

1U / UD. . iUo / O , 1U / u/ 




119^7 11^*51 


Seq. No. 


52129 


ucuc NO ■ 


1 1 097 9 
11UZ / z 


JLalL 


^ / DDI 


Name 


riTQQH£9£ *39 n/l 1 Q n 




J. X / ft 4 


*al 


none 


Exons 


117/1/1 1 1 Q^C 1 1 QC1 
1 1 / 4 4 . . 1 1 0 4 0 , lloOl 


Seq. No. 


52129 


Gene No. 


110272 


O Lai L 


97 ££1 
Z / DDI 


Name 


ujyyuDZD oz.u4iy.c/ 


C 4- -j v-t- 


117 Q7 
11 / J / 


P T 


none 


Exons 


117Q7 1 9 fi "3 C 1 1 "7 Q Q 

ii / ? / . . izuod, ii/yy 




1ZJDZ . . lz 4 OU 


Seq. No. 


52129 


vjene no . 


1 1 fi97 9 
HUz / z. 


Of a >-+- 


Z / DDI 


Name 


ujyyuozo oz.U4iy.L/ 


o car u 


llolO 




none 


Exons 


11813. .12037, 12086 


Seq. No. 


52129 


Gene No. 


110272 


Start 


27661 


Name 


OJ990626 32. 0419. C7 


Start 


12077 



. o5 . ts 



Seq. ID OJ990626_32.0419.C7 
Strand 
End 

Method 
End 
Score 



28128 

TBLASTX : Soybean 

863 

63 



651. .863, 703. .804 



.ol . tc 



Seq. ID OJ990626_32.0419.C7 
Strand 
End 

Method 
End 
Score 



28128 

TBLASTX: Cress 

1088 

89 



615. .746, 753. .872, 924. .1088 

Seq. ID OJ990626_32.0419.C7 
Strand 

End - 28128 
■ol.tm Method TBLASTX : Maize 

End 11331 

Score 212 
,.10671, 10669. .10866, 10670 .. 10909, 
,.10916, 10806. .10886, 11042 .. 1114 6, 



Seq. ID OJ990626_32.0419.C7 
Strand 

End 28128 

,o3.ts Method TBLASTX: Soybean 

End 12090 

Score 102 
..12090, 11879. .12088 

Seq. ID OJ990626_32.0419.C7 
Strand 

End 28128 

,o2.tw Method TBLASTX : Wheat 

End 12460 

Score 248 
.12037, 12077. .12382, 12124 .. 1218 9, 



Seq. ID OJ990626_32.0419.C7 
Strand 

End 28128 

,o4.tm Method TBLASTX : Maize 

End 12301 

Score 117 
.12271, 12088. .12249, 12227. .12301 

Seq. ID OJ990626_32.0419.C7 
Strand 

End 28128 

o3.tc Method TBLASTX : Cress 

End 12457 



53368 



# m 



GI 


none 




Score 


119 




Exons 


12077. .12277, 12290. 


.12457 








Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12092 




End 


12463 




GI 


none 




Score 


172 




Exons 


12092. . 12286, 12133. 


. 12258, 


12290. . 12463 




Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


12935 




End 


13393 




GI 


5509260 




Score 


366 




Exons 


12935. .13393, 12943. 


. 13173, 


12947. . 13372 




GI Descrip. 












Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


1-3022 




End 


13282 




GI 


none 




Score 


239 




Exons 


13022. .13282, 13024. 


. 13263 








Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13063 




End 


13853 




GI 


none 




Score 


346 




Exons 


13063. .13158, 13064. 


. 13408, 


13082. .13417, 13394. .13540, 






13396. .13494, 13470. 


.13559, 


13531. .13842, 13548 .. 1367 9, 






13740. . 13853 










Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13064 




End 


13513 




GI 


none 




Score 


323 




Exons 


13064. .13513, 13210. 


.13371, 


13217. .13492 




Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 




Name 


OJ990626 32. 0419. C7. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13828 




End 


14400 




GI 


none 




Score 


253 




Exons 


13828. .14220, 14218. 


.14400 








Seq. No. 


52129 




Seq. ID 


OJ990626_32.0419. 


C7 


Gene No. 


110272 




Strand 






Start 


27661 




End 


28128 





53369 



Name 

Start 

GI 

Exons 



OJ990626_32.0419.C7.o3.tm 

13828 

none 

13828. .14172, 13950 .. 14 135, 



Method TBLASTX : Mai ze 
End 14415 
Score 239 
14224. .14415 



Seq. No. 52129 Seq. ID 

Gene No. 110272 Strand 

Start 27661 End 

Name OJ990 62 6_32 . 04 1 9 . C7 . o3 . tw Method 

Start 13936 End 

GI none Score 

Exons 13936. .14403, 13980.. 14234 



OJ990626_32.0419.C7 
28128 

TBLASTX: Wheat 

14403 

321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52129 Seq. ID OJ990626_32 . 04 19 . C7 

110272 Strand 

27661 End 28128 

OJ990626_32.0419.C7.o9.gp Method AAT/GAP 

27661 End 28128 

LIB3477-003-P1-K1-E9 Score 129 

27661. .27686, 28061. .28128 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



% ff Seq. No. 

Gene No. 
S-fS Start 
FLj Name 
f* s Start 

~z Exons 



Seq. No. 

s Gene No. 

fj Start 

t~ a Name 

y Start 

?* GI 

%J Exons 



52130 

110273 

338 

OJ990626_32.0419.C8.ol.gs 

338 

none 

338. .414, 471. .590 

52131 

110274 

3384 

OJ990626_32.0419.C9.ol.np 

3384 

7106512 

3384. .3443, 3517. .3684, 3930. 
7242. .7366, 7546. .8450, 8630. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4076, 



OJ990626_32.0419.C8 
590 

GENSCAN 

590 

.7 



OJ990626_ 
+ 

9746 
AAT/NAP 
9235 
3901 
4266. .4730, 



32. 0419. C9 



5713. .6445, 



.8807, 8862. .9235 



f=^ GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


52131 






Seq. ID 


OJ990626_ 


_32 


.0419 


.C9 


Gene No. 


110274 






Strand 


+ 








Start 


3384 






End 


9746 








Name 


OJ990626 32 


.0419. 


C9.o3.gs 


Method 


GENSCAN 








Start 


5780 






End 


9746 








GI 


none 






Score 


.66 








Exons 


5780. .6481, 


7304. 


.8807, 8862. 


.9254, 9349. .9746 








Seq. No. 


52132 






Seq. ID 


OJ990626_ 


_32 


.0419 


.C10 


Gene No. 


110275 






Strand 


+ 








Start 


501 






End 


664 








Name 


OJ990626 32 


.0419. 


C10.ol.gs 


Method 


GENSCAN 








Start 


501 




End 


664 








GI 


none 






Score 


.43 









53370 



Exons 



501. .664 



Seq. No. 52132 Seq. ID 

Gene No. 110276 Strand 

Start 1640 End 

Name OJ990626_32 . 04 19 . CIO . o2 . gs Method 

Start 1640 End 

GI none Score 

Exons 1640.. 2112, 3885.. 3945 



OJ990626_32. 0419. C10 

3945 
GENSCAN 
3945 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52132 Seq. ID 

110277 Strand 

3877 End 
OJ990626_32 .0419. C10 . o2 . np Method 

3877 End 

4574137 Score 
3877.. 4005 

(AF073696) cysteine synthase [Oryza sativa] 



OJ990626_32. 0419. C10 

4005 
AAT/NAP 
4005 
145 



52133 

110278 

5424 

OJ990626_32.0419.Cll.o4.np 



5424 
6069646 
5424. .5476, 



OJ990626_32.0419.C11 
+ 

9879 
AAT/NAP 
9879 
608 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9879 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



8538. .9117, 9438. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52133 

110278 

5424 

OJ990626_32.0419.Cll.o5.np 



Seq. ID 
Strand 
End 

Method 

9173 End 
7487670 Score 
9173.. 9408, 9820.. 9879 

hypothetical protein T5C23.140 - Arabidopsis thaliana 
gi I 4539462 | emb | CAB39942.il (AL049500) putative protein 
[Arabidopsis thaliana] gi | 7267871 | emb | CAB78214 . 1 | (AL161532 
putative protein [Arabidopsis thaliana] 



OJ990626_32.0419.C11 
+ 

9879 
AAT/NAP 
9879 
70 



52133 

110279 

1 

OJ990626_32.0419.Cll.ol.np 
1 

7436947 



Seq. ID OJ990626_32.0419.C11 
Strand 

End 6294 

Method AAT/NAP 

End 1705 

Score 399 



1..157, 400. .525, 756. .958, 1141. .1279, 1602. .1705 
probable cysteine synthase (EC 4.2.99.8) 1A precursor - 
Chlamydomonas reinhardtii gi | 3342569 | gb | AAC27794 . 1 | (AF078693) 
putative O-acetylserine (thiol) lyase precursor [Chlamydomonas 
reinhardtii] 



Seq. No. 



52133 



Seq. ID OJ990626 32.0419.C11 



53371 



Gene No. 110279 Strand 

Start 1 End 6294 

Name OJ990626_32 . 0419. Cll . ol .gs Method GENSCAN 

Start 70 End 6294 

GI none Score . 9 

Exons 70. .157, 400. .525, 756. .958, 1141. .1268, 1603. .1725, 3135. .3328, 

3786. .3944, 4088. .4213, 4473. .4675, 4862. .4989, 5293. .5535, 
6208. .6294 

Seq. No. 52133 Seq. ID OJ990626_32 . 04 19 . Cll 

Gene No. 110279 Strand 

Start 1 End 6294 

Name OJ990626_32 . 04 19 . Cll . ol . gp Method AAT/GAP 

Start 2635 End 5580 

GI 878_1.R1084 Score 2884 

Exons 2635. .3051, 3135. .3328, 3786. .3944, 4088.. 4213, 4473. .4675, 

4862. .4989, 5293. .5580 
GI Descrip. ' 5042437 /gb | AC007789 . 1 1 AC007789 1.0e-65 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



Seq. No. 

Gene No. 

Start 
? a Name 
l -i Start 
□ GI 
U\ Exons 

r : H 

-Z. GI Descrip. 



52133 Seq. ID OJ990626_32 . 04 19 . Cll 

110279 Strand 

1 End 6294 

OJ990626_32.0419.Cll.o2.np Method AAT/NAP 

2929 End 5430 

'4574137 Score 1652 

2929. .3051, 3135. .3328, 3786. .3944, 4088. .4213, 4473.-4675, 
4862. .4989, 5293. .5430 

(AF073696) cysteine synthase [Oryza sativa] 



Seq. No. 52133 

Gene No. 110280 

Start 6290 

Name OJ990626_32 . 0419. Cll . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX : Wheat 

End 3855 

Score 67 



1..66, 3. .68, 2935. .3054, 2939. .3049, 2956. .3054, 3126. .3365, 
3133. .3333, 3784. .3855, 3785. .3853 



Seq. No. 52133 

Gene No. 110280 

Start 6290 

Name OJ99062 6_32 . 04 1 9 . Cll . o5 . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX: Maize 

End 4220 

Score 170 



1..159, 3. .161, 375. .530, 377. .532, 3784. .3957, 3785. .3859, 
3896. .3946, 4086. .4220, 4087. .4218 



Seq. No. 52133 

Gene No. 110280 

Start 6290 

Name OJ990626_32 . 04 19 . Cll . ol . tc 

Start 3 

GI none 
Exons 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX: Cress 

End 4 681 

Score 115 



3. .161, 10. .159, 377. .526, 757. .960, 758. .961, 2929. .3054, 
2930.. 3049, 3132.. 3332, 3133.. 3216, 3147.. 3320, 3277.. 3333, 
3784. .3954, 3852. .3944, 4086. .4214, 4474. .4674, 4475. .4681 



53372 



Seq. No. 52133 

Gene No. 110280 

Start 6290 

Name OJ990626_32 . 04 19 . Cll . ol . t s 

Start 3 

GI none 
Exons 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX : Soybean 

End 4 678 

Score 128 



3. .161, 13. .159, 377. .526, 757. .960, 758. .964, 2801. .2875, 
2929. .3054, 3132. .3311, 3132. .3332, 3136. .3333, 3784. .3954, 
4086. .4214, 4474. .4674, 4475. .4678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52133 

110280 

6290 

OJ990626_32.0419.Cll.o2.tw 

757 

none 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX : Wheat 

End 4 675 

Score 133 



757. .960, 758. .952, 4474. .4674, 4475. .4675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52133 

110280 

6290 

OJ99062 6_32 . 04 19 . CI 1 . o3 . tm 

757 

none 



Seq. " ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX : Mai ze 

End 4995 

Score 220 



757. .957, 758. .973, 776.-967, 781. .975, 1143. .1271, 1144. .1269, 
4474. .4677, 4475. .4681, 4493. .4678, 4855. .4995, 4862. .4993 



Seq. No. 52133 

Gene No. 110280 

Start 6290 

Name 0 J990 62 6_32 .0419. Cll. o2 . tm 

Start 2714 

GI none 
Exons 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method TBLASTX : Mai ze 

End 3333 

Score 37 



2714. .2767, 2873. .3049, 2873. .3043, 2926. .3072, 2935. .3054, 
3126. .3332, 3133. .3333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52133 
110280 
6290 

OJ990626_32. 0419. Cll. o3.np 
6290 
5852084 
6290. .6373 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 6373 

Method AAT/NAP 

End 6373 

Score 71 



52133 

110281 

8603 

OJ990626_32.0419.Cll.ol.tm 

8603 

none 



Seq. ID OJ990626_32. 0419. Cll 
Strand 

End 9335 

Method TBLASTX : Mai ze 

End 9335 

Score 70 



8603. .8809, 8634. .8807, 8635. .9123, 8877. .9107, 9125. .9331, 
9141. .9335 



Seq. No. 
Gene No. 



52133 
110282 



Seq. ID OJ990626_32. 0419. Cll 
Strand 



53373 



Start 


9344 




End 


9695 




Name 


OJ990626 32.0419.Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


9344 




End 


9695 




GI 


none 




Score 


46 




Exons 


9344. .9376, 9431. .9673, 


9438. 


. 9695 






Seq. No. 


52134 




Seq. ID 


OJ990626_32.0419. 


C13 


Gene No . 


110283 




Strand 






Start 


854 




End 


1297 




Name 


OJ990626 32.0419.C13.ol 


.gs 


Method 


GEN SCAN 




Start 


854 




End 


1297 




GI 


none 




Score 


.52 




Exons 


854. .930, 1255. .1297 










Seq. No. 


52135 




Seq. ID 


OJ990626_32.0419. 


C14 


Gene No . 


110284 




Strand 


+ 




Start 


197 




End 


433 




Name 


OJ990626 32.0419.C14.ol 


.gs 


Method 


GENSCAN 




Start 


197 




End 


433 




GI 


none 




Score 


.43 




Exons 


197. .280, 345. .433 










Seq. No. 


52136 




Seq. ID 


OJ990626_32.0419. 


C16 


Gene No. 


110285 




Strand 


+ 




Start 


2043 




End 


2596 




Name 


OJ990626 32.0419.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1624 




End 


2015 




GI 


none 




Score 


86 




Exons 


1624.. 1764, 1628.. 1810, 


1631. 


.1813, 18 


97. .2010, 1898. .1969, 




1899. .2015 










Seq. No. 


52136 




Seq. ID 


OJ990626_32.0419. 


C16 


Gene No. 


110285 




Strand 


+ 




Start 


2043 




End 


2596 




Name 


OJ990626 32.0419.C16.ol 


. np 


Method 


AAT/NAP 




Start 


2043 




End 


2596 




GI 


5091507 




Score 


90 




Exons 


2043. .2244, 2490. .2596 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


52137 




Seq. ID 


OJ990626_32.0419. 


C17 


Gene No . 


110286 




Strand 






Start 


575 




End 


1227 




Name 


OJ990626 32.0419.C17.ol 


. gs 


Method 


GENSCAN 




Start 


575 




End 


1227 




GI 


none 




Score 


.63 




Exons 


575. .770, 879. .1076, 1154. .1227 






Seq. No. 


52138 




Seq. ID 


OJ990626 32.0419. 


C18 


Gene No. 


110287 




Strand 


+ 




Start 


1644 




End 


4741 




Name 


OJ990626 32.0419.C18.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


529 




End 


906 




GI 


none 




Score 


51 




Exons 


529. .843, 545. .610, 697 


. .843, 


859. . 906 






Seq. No. 


52138 




Seq. ID 


OJ990626_32.0419. 


C18 



53374 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110287 Strand 

1644 End 

OJ990626_32 . 04 1 9 . C18 . ol . tm Method 

1093 End 

none Score 



+ 

4741 

TBLASTX: Maize 

1515 

69 



1093. .1209, 1094. .1204, 1219. .1278, 1220. .1243, 1270. .1515, 
1283. .1495 



Seq. No. 52138 

Gene No. 110287 

Start 1644 

Name OJ990626_32 . 04 19 . C18 . ol . tw 

Start 1141 

GI none 

Exons 1141.. 1464, 1187.. 1456 



Seq. ID OJ990626_32.0419.C18 

Strand + 

End 4741 

Method TBLASTX : Wheat 

End 1464 

Score 182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52138 

110287 

1644 

OJ990626_32.0419.C18.ol.gs 

1644 

none 



Seq. ID OJ990626_32.0419.C18 

Strand + 

End 4741 

Method GENS CAN 

End 4741 

Score . 4 



1644. .1756, 2802. .3011, 3159. .3197, 4139. .4267, 4468. .4551, 
4580. .4741 



Seq. No. 52139 

Gene No. 110288 

Start 23 

Name OJ990626_32 . 04 19 . C19 . ol . gs 

Start 23 

GI none 

Exons 23.. 1215, 2155.. 2293 

Seq. No. 52139 

Gene No. 110288 

Start 23 

Name OJ990626_32.0419.C19.ol .tm 

Start 911 

U GI none 

[3 Exons 911. .958, 1007. .1213. 



?: 3 



"•J 



Seq. ID OJ990626_32.0419.C19 
Strand 

End 2293 

Method GENSCAN 

End 2293 

Score .81 



Seq. ID OJ990626_32.0419.C19 
Strand 

End 2293 

Me t hod T BLAS TX : Ma i z e 

End 1213 

Score 162 



Seq. No. 52140 

Gene No. 110289 

Start 1123 

Name OJ990626_32 . 0419 . C20 . ol . np 

Start 1123 

GI 7340881 

Exons 1123.. 1181, 2806.. 2836, 2941.. 3094, 3387.. 3418 
GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ990626_32.0419.C20 
Strand 

End 3418 

Method AAT/NAP 

End 3418 

Score 73 



Seq. No. 52141 

Gene No. 110290 

Start 10997 

Name OJ990626_32 . 04 19 . C21 . o3 . gs 

Start 10997 

GI none 
Exons 



Seq. ID OJ990626_32.0419.C21 

Strand + 

End 13291 

Method GENSCAN 

End 13291 

Score . 63 



10997. .11079, 12574. .12653, 12861 .. 13008 , 13135.. 13291 



53375 



Seq. No. 52141 

Gene No. 11029.1 

Start 18484 

Name OJ990626_32 . 0419.C21 . o5 . gs 

Start 18484 

GI none 

Exons 18484. .18504, 18940 .. 18981, 19781 19905, 20267 
20507. .20699 



Seq. ID OJ990626_32.0419.C21 

Strand + 

End 20699 

Method GENSCAN 

End 20699 

Score .48 

.20458, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52141 

110292 

130 

OJ990 62 6_32 . 04 19 . C21 . ol . gs 

130 

none 

130. .187, 699. .5126 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 9630 

Method GENSCAN 

End 5126 

Score . 4 



52141 
110292 
130 

OJ99062 6_32.0419.C21.ol.np 
565 

4680179 
565. .5126 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 9630 

Method AAT/NAP 

End 5126 

Score 7803 



52141 

110292 

130 

OJ990626_32.0419.C21.o3.np 

4258 

7340881 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 9630 

Method AAT/NAP 

End 9333 

Score 396 



4258. .4351, 4630. .4733, 6812. .6842, 6946. .7075, 8426. .8688, 

8766.. 8886, 8979.. 9101, 9248.. 9333 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. No. 52141 

Gene No. 110292 

Start 130 

Name OJ990626_32 . 0419.C21 .o2 .gs 

Start 5378 

GI none 
Exons 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 9630 

Method GENSCAN 

End 9630 

Score . 6 



5378. .6316, 8163. .8209, 8475. .8627, 8795. .8886, 8979. .9012, 
9513. .9630 



Seq. No. 52141 

Gene No. 110292 

Start 130 

Name OJ990626_32 . 0419.C21.o2 .np 

Start 5381 

GI 5042448 

Exons 5381.. 6250 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 9630 

Method AAT/NAP 

End 6250 

Score 1232 



Seq. No. 



52141 



Seq. ID OJ990626_32.0419.C21 



53376 




Gene No. 


110293 




Strand 


- 




Start 


10907 




End 


11448 




Name 


OJ990626 32.0419.C21.o4 


.np 


Method 


AAT/NAP 




Start 


10907 




End 


11448 




GI 


7106508 




Score 


101 




Exons 


10907. .11115, 11313.. 11448 








GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


.C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


OJ990626 32.0419.C21.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


663 




End 


942 




GI 


none 




Score 


98 




Exons 


663. .941, 699. .914, 733 


. .942 








Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


.C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


OJ990626 32.0419.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


789 




End 


1388 




GI 


none 




Score 


251 




Exons 


789. .1229, 802. .1227, 1227.. 


1388, 1234 


. .1380 




Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


.C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


ujyyubzD jz . U4±y . . oi 


4... 

. tw 


Method 


TBLASTX: Wheat 




Start 


942 




End 


1568 




GI 


none 




Score 


336 




Exons 


942. .1568, 943. .1566 










Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


.C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


OJ990626 32.0419.C21.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


1437 




End 


1728 




GI 


none 




Score 


257 




Exons 


1437. .1727, 1441. .1728 










Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


.C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


OJ990626 32.0419.C21.o3 


.ts 


Metnoa 


TBLASTX: Soybean 




Start 


1527 




End 


1787 




GI 


none 




Score 


97 




Exons 


1527. .1718, 1527. .1787, 


1528 


. .1782 






Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


C21 


Gene No. 


110294 




Strand 






Start 


16239 




End 


21404 




Name 


OJ990626 32.0419.C21.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1551 




End 


1868 




GI 


none 




Score 


87 




Exons 


1551. .1694, 1552.. 1692, 


1695 


. .1868 






Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419 


C21 



53377 




Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


,0419. 


C21.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1575 








End 


2054 


GI 


none 








Score 


305 


Exons 


1575. .2054, 


1576. 


.1983, 


1608. 


.2021 




Seq. No. 


52141 








Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


,0419. 


C21.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2058 








End 


2567 


GI 


none 








Score 


54 


Exons 


2058. .2567, 


2059. 


.2181, 


2142. 


.2489, 2224.. 2535 


Seq. No. 


52141 








Seq. ID 


OJ99062 6_32 . 0419. C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


0419. 


C21.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2130 








End 


2495 


GI 


none 








Score 


158 


Exons 


2130. .2441, 


2142. 


.2495, 


2227. 


.2493 




Seq. No. 


52141 








Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


0419. 


C21.o5 


. ts 


Method 


TBLASTX : Soybean 


Start 


2316 








End 


2561 


GI 


none 








Score 


202 


Exons 


2316. .2561 












Seq. No. 


52141 








Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


0419. 


C21.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


2532 








End 


3032 


GI 


none 








Score 


43 


Exons 


2532. .2867, 


2575. 


.2625, 


2577. 


.2780, 2650. .2781, 2853. .3032, 




2899. .3024 












Seq. No. 


52141 








Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


0419. 


C21.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


2568 








End 


2870 


GI 


none 








Score 


239 


Exons 


2568. .2870, 


2569. 


.2850, 


2768. 


.2869 




Seq. No. 


52141 








Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 








Strand 




Start 


16239 








End 


21404 


Name 


OJ990626 32. 


0419. 


C21.o2 


-ts 


Method 


TBLASTX : Soybean 


Start 


2583 








End 


2978 


GI 


none 








Score 


165 


Exons 


2583. .2942, 


2584. 


.2847, 


2862. 


.2942, 2934. .2978, 2946. .2978 


Seq. No. 


52141 








Seq. ID 


OJ99062 6_32.0419.C21 



53378 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110294 Strand 
16239 End 
OJ990626_32.0419.C21.o4.tw Method 
2919 End 
none Score 
2919. .3401, 2928. .3275, 2962. .3297 



21404 

TBLASTX: Wheat 

3401 

149 



Seq. No. 52141 

Gene No. 110294 

Start 16239 

Name OJ990626_32 . 04 19 . C21 . o7 . tm 

Start 3100 

GI none 

Exons 3100.. 3291, 3102.. 3389 



Seq. ID OJ990626_32.0419, 
Strand 

End 21404 

Method TBLASTX: Maize 

End 338 9 

Score 165 



C21 



Seq. No. 52141 

Gene No. 110294 

Start 16239 

Name OJ990626_32 . 04 19 .C21 . 08 . tw 

Start 3558 

GI none 
Exons 



lj Seq. No. 

i j Gene No. 

Start 

l]l Name 

^ Start 

□ GI 

[J Exons 

^3 

?7= Seq. No. 
! ~ Gene No. 
Start 

□ Name 
y Start 

^ Exons 

■ f Seq. No. 
i3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ990626_32.0419, 
Strand 

End 21404 

Method TBLASTX : Wheat 

End 3980 

Score 102 



C21 



3558. .3749, 3562. .3720, 3771. .3980, 3832. .3930 



52141 
110294 
16239 

OJ990626_32.0419.C21.o9.tm 
3663 
none 

3663.. 3983, 3838.. 3930 

52141 
110294 
16239 

OJ99062 6_32 . 04 19 . C21 . 08 . tm 
4323 
none 

4323. .4619, 4432. .4602 

52141 
110294 
16239 

OJ990626_32.0419.C21.o7.tw 
4500 
none 

4500. .4859, 4501. .4734, 4759. .4833 



52141 

110294 

16239 

OJ990626_32.0419.C21.ol0.tm 

12920 

none 



Seq. ID OJ990626_32.0419, 
Strand 

End 21404 

Method TBLASTX : Mai ze 

End 3983 

Score 70 



Seq. ID OJ990626_32.0419. 
Strand 

End 21404 

Method TBLASTX: Maize 

End 4 619 

Score 88 



Seq. ID OJ990626_32.0419. 
Strand 

End 21404 

Method TBLASTX : Wheat 

End 4859 

Score 101 



C21 



C21 



C21 



Seq. ID OJ990626_32. 0419, 
Strand 

End 21404 

Method TBLASTX: Maize 

End 13255 

Score 8 9 



C21 



12920. .13000, 13028. .13084, 13127.. 13255 



52141 
110294 



Seq. ID OJ990626_32.0419. 
Strand 



C21 



53379 



Start 16239 End 21404 

Name OJ990626_32 . 0419 . C21 . o2 . gp Method AAT/GAP 

Start 15994 . End 16172 

GI LIB3433-038-P1-K1-D1 Score 326 

Exons 15994. .16172 

GI Descrip. '2529685 2.0e-17 (AC002535) putative dimethyladenosine 
transferase [Arabidopsis thaliana] ' 



Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 


Name 


OJ990626 32.0419.C21 


.o4 .gs 


Method 


GENSCAN 


Start 


16239 




End 


17459 


GI 


none 




Score 


.43 


Exons 


16239. .16872, 17398. 


.17459 






Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 


Name 


OJ990626 32.0419.C21 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


16239 




End 


16630 


GI 


none 




Score 


199 


Exons 


16239. .16373, 16240. 


.16419, 


16243. .16374, 16244 .. 16390 , 




16431. .16628, 16463. 


.16630, 


16474. .16629, 16475. .16630 


Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 


Name 


OJ990626 32.0419.C21 


,o6.np 


Method 


AAT/NAP 


Start 


16242 




End 


21337 


GI 


7433486 




Score 


1108 


Exons 


16242. .16994, 20999. 


.21337 






GI Descrip. 


rRNA (adenine-N6,N6- 


)-dimethyltransf erase homolog T30B22.28 


Arabidopsis thaliana 


gi | 2529685 | gb | AAC62868 . 1 1 (AC002535) 




putative dimethyladenosine 


transferase 


[Arabidopsis thalian< 


Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 


Name 


OJ990626 32.0419.C21 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


16530 




End 


16986 


GI 


none 




Score 


115 


Exons 


16530. .16985, 16543. 


.16986, 


1654 4. .16747, 1654 9. .16986 


Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 


Name 


OJ990626 32.0419.C21 


,o3 . tm 


Method 


TBLASTX: Maize 


Start 


16812 




End 


21356 


GI 


none 




Score 


271 


Exons 


16812. .17000, 16812. 


.16994, 


16813. .17001, 16813. .16995, 




20996. .21259, 20997. 


.21062, 


20999. .21244, 21305 .. 21355, 




21312. .21356 








Seq. No. 


52141 




Seq. ID 


OJ990626_32.0419.C21 


Gene No. 


110294 




Strand 




Start 


16239 




End 


21404 



53380 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990626_32.0419.C21.o6.gs 

20916 

none 

20916. .20951, 20999.. 21337 

52141 

110294 

16239 

OJ990626_32.0419.C21.ol.tc 

20996 

none 



Method 

End 

Score 



GEN SCAN 

21337 

.97 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 21404 

Method TBLASTX : Cress 

End 21340 

Score 52 



20996. .21088, 20997 .. 21059, 21080 .. 21253, 21132 2124 5 , 
21308. .21340 ' 



52141 

110294 

16239 

OJ990626_32.0419.C21.o4.ts 

21017 

none 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 21404 

Method TBLASTX : Soybean 

End 21253 

Score 53 



21017. .21088, 21018. .21062, 21080 .. 21253, 2111 9 . . 2124 1 , 
21132.. 21245 



52141 
110294 
16239 

OJ990626_32.0419.C21.o3.gp 
21103 
5005485 
21103. .21404 

2529685 2.0e-17 (AC002535) putative dimethyladenosine 
transferase [Arabidopsis thaliana] 



Seq. ID OJ990626_32.0419.C21 
Strand 

End 21404 

Method AAT/GAP 

End 21404 

Score 579 



52142 

110295 

1299 

OJ99062 6_32 . 04 19 . C22 . ol . gs 

1299 

none 

1299. .1352 



Seq. ID OJ990626_32.0419.C22 
Strand 

End 1352 

Method GEN SCAN 

End 1352 

Score .49 



52143 
110296 
62 

OJ990626_32.0419.C23.ol.gp 
62 

LIB3431-027-P1-K1-D5 
62. .205 

'2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084) . [Arabidopsis thaliana] 1 



Seq. ID OJ990626_32.0419.C23 
Strand 

205 

AAT/GAP 
205 
243 



End 

Method 

End 

Score 



52144 

110297 

822 

OJ990626_32 . 0419 . C25 . ol . gp 

822 

none 



Seq. ID OJ990626_32.0419.C25 

Strand + 

End 1819 

Method AAT/GAP 

End 1819 

Score 1501 



53381 



Exons 



822. .1104, 1266. .1819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52144 

110298 

670 

OJ990626_32.0419.C25.ol.gs 

670 

none 



Seq. ID OJ990626_32.0419.C25 
Strand 

End 6112 

Method GEN SCAN 

End 5022 

Score .57 



670. .801, 1242. .1283, 1939. .2090, 2096. .2420, 2516. .2611, 
3132. .3921, 4489. .4641, 4784. .5022 



52144 

110298 

670 

OJ990626_32.0419.C25.ol.np 

2094 

7484899 



Seq. ID OJ990626_32.0419.C25 
Strand 

End 6112 

Method AAT/NAP 

End 6112 

Score 1405 



2094. .2420, 2516. .2611, 3132. .3680, 3708. .3921, 4489. .4641, 
4784. .4939, 6084.. 6112 

cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 

gi I 3075400 | gb | AAC14532.il (AC004484) putative thromboxane-A 

synthase [Arabidopsis thaliana] 



52144 

110298 

670 

OJ990626_32 . 04 19 . C25 . o3 . tm 

2112 

none 

2112. .2246, 2113. .2247 

52144 

110298 

670 

OJ990626_32.0419.C25.ol.ts 

3124 

none 

3124.. 3336, 3126.. 3344 

52144 

110298 

670 

OJ990626_32.0419.C25.ol.tm 

3132 

none 

3132.. 3362, 3136.. 3363 



Seq. ID OJ990626_32 .0419.C25 
Strand 

End 6112 

Method TBLASTX : Mai ze 

End 2247 

Score 138 



Seq. ID OJ990626_32.-0419.C25 
Strand 

End 6112 

Method TBLASTX : Soybean 

End 3344 

Score 141 



Seq. ID OJ990626_32.0419.C25 
Strand 

End 6112 

Method TBLASTX : Mai ze 

End 3363 

Score 245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52144 

110298 

670 

OJ990626_32 . 04 19 . C25 . o2 . tm 

4539 

none 



Seq. ID OJ990626_32.0419.C25 
Strand 

End 6112 

Method . TBLASTX: Maize 

End 4 923 

Score 59 



4539. .4643, 4585. .4656, 4777. .4923, 4783. .4875, 4784. .4921 



52144 
110298 



Seq. ID OJ990626_32.0419.C25 
Strand 



53382 



Start 


670 




End 


6112 


Name 


OJ990626 32.0419.C25.ol 


.tw 


Method 


TBLASTX: 


Start 


4557 




End 


4923 


GI 


none 




Score 


41 


Exons 


4557. .4643, 4558. .4587, 


4579. 


.4635, 4750. .4923, 


Seq. No. 


52145 




Seq. ID 


OJ990626 


Gene No. 


110299 




Strand 


+ 


Start 


1 




End 


494 


Name 


OJ990626 32.0419.C26.ol 


np 


Method 


AAT /NAP 


Start 


1 




End 


494 


GI 


7339707 




Score 


163 


Exons 


1.-285, 352. .494 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52146 




Seq. ID 


OJ990626 


Gene No. 


110300 




Strand 


+ 


Start 


1 




End 


1671 


Name 


OJ990626 32.0419.C27.ol 


np 


Method 


AAT /NAP 


Start 


1 




End 


1671 


GI 


7488809 




Score 


141 


Exons 


1..362, 1553. .1671 









GI Descrip. heat shock transcription factor A - garden pea (fragment) 

gi I 3550588 | emb| CAA09300. 1 1 (AJ010643) heat shock transcription 
factor (HSFA) [Pisum sativum] 



Seq. No. 52146 

Gene No. 110300 

Start 1 

Name OJ990626_32 . 0419 . C27 . ol . gs 

Start 150 

GI none 

Exons 150.. 578 



Seq. ID OJ990626_32.0419.C27 

Strand + 

End 1671 

Method GENSCAN 

End 578 

Score .56 



Seq. No. 52146 

Gene No. 110300 

Start 1 

Name OJ990626_32 . 0419 . C27 . ol . gp 

Start 1274 

GI 2312809 

Exons 1274.. 1571 



Seq. ID OJ990626_32.0419.C27 

Strand + 

End 1671 

Method AAT /GAP 

End 1571 

Score 498 



Seq. No. 52146 

Gene No. 110301 

Start 1573 

Name OJ990 62 6_32 . 04 1 9 . C27 . o2 . gs 

Start 1573 

GI none 
Exons 



Seq. ID OJ990626_32.0419.C27 
Strand 

End 3201 

Method GENSCAN 

End 3201 

Score .97 



1573.. 2045, 2595.. 2703, 2719.. 3000, 3013.. 3201 



Seq. No. 52146 

Gene No. 110302 

Start 3257 

Name OJ990626_32 . 0419. C27 .o2 .np 

Start 3257 

GI 6016874 
Exons 



Seq. ID OJ990626_32.0419.C27 
Strand 

End 6166 

Method AAT /NAP 

End 6166 

Score 2132 



3257. .3512, 3974. .4329, 4447. .4626, 5020. .5179, 5570. .5802, 



53383 




5867. .6004, 6088. .6166 



GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 


(R3116) correspond 


to 




region of the predicted gene. 


; Similar to putative AC9 






transposase. (P03010) [Oryza 


sativa] 






beq. no. 


52146 


Seq. ID 


OJ990626_32.0419. 




Gene No. 


110302 


Strand 






Start 


3257 


End 


6166 




Name 


OJ990626 32.0419.C27.o3.gs 


Method 


GEN SCAN 




Start 


3971 


End 


6166 




GI 


none 


Score 


.55 




Exons 


3971. .4446, 5020. .5179, 5714. 


.5802, 5920. .6166 




Seq. No. 


52146 


Seq. ID 


OJ990626_32.0419. 


C27 


Gene No. 


110302 


Strand 






Start 


3257 


End 


6166 




Name 


OJ990626 32.0419.C27.o2.gp 


Method 


AAT/GAP 




Start 


4969 


End 


5477 




GI 


uC-osflcypll0c07bl 


Score 


970 




Exons 


4969. .5477 








GI Descrip. 


' 4 680178/gb| AF111709.il AF111709 5.0e- 


81 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 





Seq. No. 


5214 6 








Seq. ID 


OJ990626_32,0419. 


C27 




Gene No. 


110303 








Strand 






£n 


Start 


6553 








End 


8802 








OJQQ0626 32 


0419 




. L.11L 


Method 


TBLASTX: Maize 






Start 


4275 








End 


4759 






GI 


none 








Score 


48 




. 


Exons 


4275. .4364, 


4407 


. .4748, 


4478. 


.4759 








Seq. No. 


52146 








Seq. ID 


OJ990626_32.0419. 


C27 




Gene No. 


110303 








Strand 








Start 


6553 








End 


8802 






Name 


OJ990626 32 


.0419 


.C27.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


4964 








End 


5278 






GI 


none 








Score 


108 




- ^ 

£ Ei 


Exons 


4964. .5191, 


4965 


. .5183, 


5204. 


.5278 






^ E? 

T =5: 


Seq. No. 


52146 








Seq. ID 


OJ990626_32.0419. 


C27 




Gene No. 


110303 








Strand 








Start 


6553 








End 


8802 






Name 


OJ990626 32 


.0419 


-C27.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


5372 








End 


5818 






GI 


none 








Score 


110 






Exons 


5372. .5410, 


5405 


. .5461, 


5498. 


.5746, 5538. .5747, 5732. .5818 




Seq. No. 


52146 








Seq. ID 


OJ990626_32.0419. 


C27 




Gene No. 


110303 








Strand 








Start 


6553 








End 


8802 






Name 


OJ990626 32 


.0419 


.C27.o4 


-gs 


Method 


GENSCAN 






Start 


6553 








End 


8802 






GI 


none 








Score 


.51 






Exons 


6553. .6783, 


7206 


. .7322, 


8773. 


.8802 








Seq. No. 


52146 








Seq. ID 


OJ990626_32.0419. 


C27 



53384 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



y Seq. No. 

2 Gene No. 
J Start 

~. Name 
,1 Start 
^ GI 
Exons 

J 

J Seq. No. 
1 Gene No. 
I Start 
f Name 

3 Start 
3 GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



110303 Strand 

6553 End 8802 

OJ990626_32.0419.C27.o3.np Method AAT/NAP 

6565 End 6722 

6907084 Score 125 
6565. .6722 

(AP001129) hypothetical protein [Oryza sativa] 



52147 Seq. ID 

110304 Strand 

4 99 End 

OJ990626_32.0419.C29.ol.np Method 

4 99 End 

4574137 Score 
499. .642, 1178. .1221 

(AF073696) cysteine synthase [Oryza sativa] 



OJ990626_32.0419.C29 
+ 

1221 
AAT/NAP 
1221 
87 



52148 Seq. ID 

110305 Strand 
1 End 
OJ990626_32.0419.C30.ol.gp Method 
1 End 
LIB3434-035-P1-K1-A7 Score 
1. .187 

1 5441876/dbj | AP000367 . 1 1 AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ990626_32.0419.C30 
+ 

187 

AAT/GAP 

187 

312 



52148 Seq. ID 

110306 Strand 

807 End 

OJ99062 6_32 .0419. C30 . ol . gs Method 

807 End 

none Score 
807. .908, 2509. .2708, 2936. .2949 

52148 Seq. ID 

110306 Strand 

807 End 

0 J990 62 6_32 . 04 1 9 . C30 . o2 . np Method 

1245 End 

4574137 Score 
1245. .1275, 2502. .2708, 3453. .3480 

(AF073696) cysteine synthase [Oryza sativa] 



OJ990626_32.0419.C30 
+ 

3480 
GENSCAN 
2949 
.85 



OJ990626_32.0419.C30 
+ 

3480 
AAT/NAP 
3480 
152 



52148 
110307 
1462 

OJ990626_32.0419.C30.ol.np 
1462 
6498436 
1462. .1583, 1844. .2158 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990626 32.0419.C30 



2158 
AAT/NAP 
2158 
359 



52148 Seq. ID 

110308 Strand 

2500 End 

OJ990626 32.0419.C30.ol.tm Method 



OJ990626_32.0419.C30 
2710 

TBLASTX: Maize 



53385 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2500 
none 



End 
Score 



2710 
65 



2500. .2556, 2510. .2563, 2554. .2709, 2555.. 2710 



52149 
110309 
1 

OJ990626_32.0419.C31.o2.np 
1 

4574137 

1..70, 1666. .1782, 2066. .2224, 2352. .2553, 3246. .3340 
(AF073696) cysteine synthase [Oryza sativa] 



Seq. ID OJ990626_32.0419.C31 

Strand + 

End 3340 

Method AAT/NAP 

End 3340 

Score 456 



52149 

110309 

1 

OJ990626_32.0419.C31.ol.gs 

958 

none 



Seq. ID OJ990626_32.0419.C31 

Strand + 

End 3340 

Method GENS CAN 

End 2288 

Score .77 



958. .1156, 1663. .1782, 2066. .2224, 2275. .2288 



Seq. ID OJ990626_32.0419.C31 
Strand 

End 1095 

Method AAT/NAP 

End 1095 

Score 144 



52149 
110310 
1 

OJ990626_32.0419.C31.ol.np 
1 

7340884 
1..21, 875. .1095 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 





Seq. No. 


52149 








Seq. ID 


OJ990626_32.0419.C31 




Gene No. 


110311 








Strand 






Start 


1689 








End 


3335 


J 


Name 


OJ990626 32 


.0419. 


C31.ol 


. tm 


Method 


TBLASTX: Maize 


s 

zH 


Start 


1689 








End 


3293 




GI 


none 








Score 


83 




Exons 


1689. .1784, 


2061. 


.2225, 


2062. 


.2226, 2439. .2567, 2440. .2571, 






3243. .3293 














Seq. No. 


52149 








Seq. ID 


OJ990626_32.0419.C31 




Gene No. 


110311 








Strand 






Start 


1689 








End 


3335 




Name 


OJ990626 32 


.0419. 


C31.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2043 








End 


2226 




GI 


none 








Score 


204 




Exons 


2043. .2225, 


2062. 


.2226 










Seq. No. 


52149 








Seq.. ID 


OJ990626_32 .0419.C31 




Gene No. 


110311 








Strand 






Start 


1689 








End 


3335 




Name 


OJ990626 32 


.0419. 


C31.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2061 








End 


3335 




GI 


none 








Score 


201 




Exons 


2061. .2225, 


2062, 


.2226, 


2440. 


.2556, 2457. .2537, 3243.-3335 




Seq. No. 


52150 








Seq. ID 


OJ990626_32 .0419.C34 



53386 



Gene No. 110312 Strand + 

Start 1063 End 1140 

Name OJ990626_32 . 0419 .C34 . ol .gp Method AAT/GAP 

Start 1063 End 1140 

GI 15870_2.R1084 Score 110 

Exons 1063.. 1140 

GI Descrip. ' 287403/dbj | D10838 I RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52151 Seq. ID 

110313 Strand 

919 End 
OJ990626_32 .0419. C35 . ol . gs Method 

919 End 

none Score 

919. .1348, 2215. .3178 



OJ990626_32.0419.C35 
+ 

3178 
GEN SCAN 
3178 
.87 



Seq. ID 

Strand 

End 

Method 

End 

Score 



52151 
110313 
919 

OJ990626_32.0419.C35.ol.np 
1204 
7228448 
1204. .1295, 2404. .2625 

(AP001366) ESTs AU068685 (C30691) ,AU068684 (C30691) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



OJ990626_ 
+ 

3178 
AAT/NAP 
2625 
86 



32.0419.C35 



[j Seq. No. 
:- H Gene No. 

Start 
■ ^ Name 
5 Start 

y gi 

'-■d Exons 

^ Seq. No. 

Gene No. 
□ Start 
[J Name 

Start 

GI 

Exons 

GI Descrip. 



52152 Seq. ID 

110314 Strand 

542 End 
OJ990626_32.0419.C37.ol.gs Method 

542 End 

none Score 

542. .813, 915. .954 



OJ990626_32.0419.C37 
+ 

2118 
GEN SCAN 
954 
.89 



52152 Seq. ID 

110314 Strand 

542 End 

OJ990626_32.0419.C37.ol.np Method 

542 End 

7267777 Score 
542.-864, 2084. .2118 

(AL161518) predicted protein of unknown function [Arabidopsis 
thaliana] 



OJ990626_32.0419.C37 
+ 

2118 
AAT/NAP 
2118 
120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52152 

110315 

1461 

OJ99062 6_32.0419.C37.ol.tm 

532 
none 



Seq. ID OJ990626_32.0419.C37 
Strand 

End 1581 

Method TBLASTX : Maize 

End 815 

Score 115 



532. .642, 535. .684, 548. .685, 679. .705, 720. .815, 771. .803 



52152 
110315 



Seq. ID OJ990626_32.0419.C37 
Strand 



53387 



Start 
Name 
Start 
GI 

Exons 



1461 End 

OJ990626_32 . 04 19 . C37 . o2 . gs Method 

14 61 End 

none Score 
1461. .1581 



1581 
GENS CAN 
1581 
.5 



Seq. No. 52153 

Gene No. 110316 

Start 1923 

Name OJ990626_32 . 04 19 . C38 . o2 . np 

Start 1923 

GI 7340884 

Exons 1923.. 2120 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. ID OJ990626_32.0419.C38 

Strand + 

End 2120 

Method AAT/NAP 

End 2120 

Score 170 



Seq. No. 52153 

Gene No. 110317 

Start 219 

Name OJ990626_32 .0419. C38 . ol . gs 

Start 219 

GI none 

Exons 219. .308, 395.. 543, 985.. 1119 



Seq. ID OJ990626_32.0419.C38 
Strand 

End 1963 

Method GENSCAN 

End 1119 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52153 

110317 

219 

OJ990626_32.0419.C38.ol.np 
219 

7300314 



Seq. ID OJ990626_32.0419.C38 
Strand 

End 1963 

Method AAT/NAP 

End 1963 

Score 78 



219. .314, 395. .547, 1935. .1963 

(AE003719) CG18012 gene product [Drosophila melanogaster] 



Seq. No. 52153 

Gene No. 110317 

Start 219 

Name OJ99062 6_32 .0419. C38 . ol . tm 

Start 440 

GI none 
Exons 



Seq. ID OJ990626_32. 0419.C38 
Strand 

End 1963 

Method TBLASTX: Maize 

End 14 68 

Score 98 



440. .544, 447. .545, 448. .555, 488. .547, 489. .557, 984. .1115, 
985. .1119, 985. .1119, 986. .1120, 1199. .1258, 1202. .1258, 
1203. .1259, 1204. .1260, 1421 .. 14 68, "1432 1467 



Seq. No. 52154 

Gene No. 110318 

Start 212 

Name OJ99062 6_32 . 04 1 9 . C39 . ol . gp 

Start 212 

GI 61605_1.R1084 

Exons 212.. 498 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 ' 



Seq. ID OJ990626_32.0419.C39 

Strand + 

End 4 98 

Method AAT/GAP 

End 4 98 

Score 431 



Seq. No. 52155 

Gene No. 110319 

Start 808 

Name OJ990626_32 . 0419. C40 . ol . gs 



Seq. ID OJ990626_32.0419.C40 

Strand + 

End 1484 

Method GENSCAN 



53388 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



808 End 
none Score 
808. .889, 948. .1032, 1346. .1484 

52155 Seq. ID 

110320 Strand 
1981 End 
OJ99062 6_32 . 04 19 . C40 . o2 . gs Method 
1981 End 
none Score 
1981. .2413, 2418. .2729, 3176. .3189 

52155 Seq. ID 

110321 Strand 
620 End 
OJ99062 6_32 . 04 19 . C40 . ol . np Method 
620 End 
6063554 Score 
620.. 793, 1427.. 1455, 2133.. 2350, 6688 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1484 
.89 



OJ990626_32.0419.C40 
+ 

3189 
GENSCAN 
3189 
.58 



OJ990626_32.0419.C40 

6734 
AAT/NAP 
6734 
327 
. .6734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52155 
110321 
620 

0 J99062 6_32 . 04 1 9 . C4 0 . o3 . gs 
4766 
none 

4766. .4855, 4900. .4974 

52156 
110322 
49 

OJ990626_32.0419.C41.ol.gs 
49 

none 
49. .1951 

52156 
110322 
49 

OJ990626_32.0419.C41.ol.np 
64 

4038037 
64. .1956 

(AC005936) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990626_32.0419.C40 
Strand 

End 6734 

Method GENSCAN 

End 4 97 4 

Score .59 



Seq. ID OJ990626_32.0419.C41 

Strand + 

End 1956 

Method GENSCAN 

End 1951 

Score .64 



Seq. ID OJ990626_32.0419.C41 



Strand 
End 

Method 

End 

Score 



+ 

1956 
AAT/NAP 
1956 
1236 



52156 Seq. ID 

110322 Strand 

4 9 End 

0 J990 62 6_32 .0419.C41.ol.tm Method 

406 End 

none Score 



OJ990626_32.0419.C41 
+ 

1956 

TBLASTX: Maize 

1905 

60 



406. .519, 421. .837, 450. .713, 453. .833, 517. .951, 525. .923, 
631. .1059, 654. .1058, 727. .1119, 759. .1130, 832. .1254, 
840. .1181, 1042. .1467, 1059. .1463, 1147. .1572, 1221. .1568, 



53389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1252. .1674, 1357. .1779, 1377. .1709, 1672. .1905 



52156 

110322 

49 

OJ990626_32.0419.C41.ol.ts 

406 

none 



Seq. ID OJ990626_32.0419.C41 

Strand + 

End 1956 

Method TBLASTX : Soybean 

End 1914 

Score 326 



406. .1080, 453.-926, 453. .599, 453. .794, 454. .807, 454.-678, 
463..64S, 559. .1413, 571. .717, 675. .1082, 676. .1512, 756. .1199, 
757. .1539, 781. .960, 877. .1647, 1060. .1908, 1204. .1914, 
1240. .1392, 1279. .1911, 1311. .1448, 1317. .1394, 1462. .1719 



52156 Seq. ID 

110322 Strand 

49 End 

OJ990626_32 . 04 19 . C4 1 . ol . tc Method 

418 End 

none Score 



OJ990626_32.0419.C41 

'+ 

1956 

TBLASTX: Cress 

1911 

173 



418. .702, 447. .593, 453. .809, 454. .807, 454. .621, 505. .732, 
558. .908, 559. .909, 610. .843, 667. .1014, 720. .920, 721. .936, 
765. .908, 771. .923, 772. .1125, 832. .1041, 877. .1224, 916. .1119, 
931. .1044, 981. .1046, 981. .1124, 982. .1350, 1053. .1148, 
1078. .1434, 1084. .1356, 1134. .1436, 1144. .1233, 1192. .1539, 
1279. .1647, 1333. .1548, 1345. .1752, 1347. .1589, 1398. .1643, 
1441. .1683, 1498. .1848, 1501. .1824, 1561. .1788, 1591. .1911, 
1690. .1893 



Seq. No. 52157 Seq. ID 

Gene No. 110323 Strand 

Start 89 End 

Name OJ99062 6_32 .0419.C4 9.ol.gs Method 

Start 89 End 

GI none Score 

Exons 89.. 134, 311.. 411 

Seq. No. 52157 Seq. ID 

Gene No. 110324 Strand 

Start 1592 End 

Name OJ990626_32 . 04 19 . C4 9 . o2 . gs Method 

Start 1592 End 

GI none Score 

Exons 1592.. 2143 



OJ990626_32.0419.C49 
+ 

411 

GEN SCAN 

411 

.62 



OJ990626_32.0419.C4 9 

2143 
GENSCAN 
2143 
. 92 



Seq. No. 52157 Seq. ID 

Gene No. 110324 Strand 

Start 1592 End 

Name OJ99062 6_32 . 04 19 . C4 9 . ol . np Method 

Start 1654 End 

GI 6635384 Score 

Exons 1654.. 1800, 1876.. 2128 
GI Descrip. (AF180356) putative protein 

Seq. No. 52158 Seq. ID 

Gene No. 110325 Strand 

Start 1 End 

Name OJ990626_32 .0419.C51.ol.gp Method 



OJ990626_32.0419.C49 

2143 
AAT/NAP 
2128 
129 



[Brassica oleracea] 



OJ990626_32.0419.C51 
+ 

124 

AAT/GAP 



53390 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



124 
168 



8022_1.R1084 
1. .124 

■5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



52158 

110326 

880 

OJ99062 6_32.0419.C51.ol.gs 

880 

none 

880. .1326 



Seq. ID OJ990626_32.0419.C51 

Strand + 

End 1326 

Method GENSCAN 

End 1326 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'"4 Seq. No. 
U Gene No. 
q Start 

Name 

Start 
u GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



52158 
110327 
2563 

OJ990626_32.0419.C51.o2.gp 
2563 
286806 
2563. .2712 

5441872/dbj | AP000366 . 1 1 AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



Seq. ID OJ990626_32.0419.C51 
Strand 

End 2712 

Method AAT/GAP 

End 2712 

Score 248 



52158 
110328 
2978 

OJ990626_32.0419.C51.ol.np 
2978 
7228446 
2978. .3021, 3261. .3647 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



Seq. ID OJ990626_32.0419.C51 
Strand 

End 3647 

Method AAT/NAP 

End 3647 

Score 285 



52159 

110329 

1369 

OJ990626_32.0419.C53.ol.gs 

1369 

none 

1369. .1558 



Seq. ID OJ990626_32.0419.C53 

Strand + 

End 1558 

Method GENSCAN 

End 1558 

Score .79 



52160 
110330 
1 

OJ99062 6_32.0419.C54.ol.np 
1 

5579408 



Seq. ID OJ990626_32.0419.C54 
Strand + 

3751 
AAT/NAP 
3751 
580 



End 

Method 
End 
Score 

1..192, 1498. .1578, 1717. .1790, 1874. .1949, 2121. .2188, 
2911. .3034, 3391. .3468, 3604. .3751 

(AF164434) putative diacylglycerol acyltransf erase [Brassica 
napus] 



52160 

110330 

1 



Seq. ID OJ990626_32.0419.C54 
Strand + 
End 37 51 



53391 



Name 
Start 



OJ990626_32.0419.C54 .ol.gs Method 
73 End 



GEN SCAN 
3468 



.GI 


none 


Score 


.9 


Exons 


73. .192, 1498. .1578, 2121. .2188, 2911. 


.3034, 3370.. 3468 


Deq ■ LNU . 


ssm fin 


Seq. ID 


OJ990626_32.0419.C54 


Gene No. 


1 1 n*^^n 


Strand 


+ 


Start 




End 


3751 


Name 


OJ990626 32 0419 CS4 ol tm 


Method 


TBLASTX: Maize 


Start 


"3^77 ~~ 

J J / ' 


End 


3716 


GI 


none 


Score 


83 


Exons 


3377. .3466, 3377.. 3466, 3391. 


.3468, 3394. .3471, 3574. .3714, 




^fiOl ?714 ^fiO^ ?71fi 






Seq. No. 




Seq. ID 


OJ990626_32.0419.C56 


Gene No. 


11U JJl 


Strand 


+ 


Start 




End 


1368 


Name 


O.TQQOfi^fi ^9 D41Q PRfi o1 n<z 


Method 


GENSCAN 


Start 


9ft ft ~ 


End 


1368 


GI 


none 


Score 


.46 


Exons 


288. .351, 624. .693, 832. .1011 


, 1238.. 1368 


oc^i ViKJ . 


52161 


Seq. ID 


OJ990626_32.0419.C56 


Gene No. 


110332 


Strand 




Start 


1 


End 


243 


Name 


OJ990626 32.0419.C56.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


243 


GI 


7339719 


Score 


65 


Exons 


1. .243 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


52162 


Seq. ID 


OJ990626_32.0419.C69 


fZo n d Ma 


110333 


Strand 




Start 


1 


End 


647 


Name 


OJ990626 32.0419.C69.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


647 


GI 


2498930 


Score 


759 


Exons ' 


1..416, S84..647 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU LAT I ON 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


52163 


Seq. ID 


OJ990426_31.0419.C5 


Gene No. 


110334 


Strand 




Start 


589 


End 


1653 


Name 


OJ990426 31. 0419. C5. ol.gs 


Method 


GENSCAN 


Start 


589 


End 


1653 


GI 


none 


Score 


.99 


Exons 


589. .1653 






Seq. No. 


52163 


Seq. ID 


OJ990426_31.0419.C5 


Gene No. 


110334 


Strand 




Start 


589 


End 


1653 


Name 


OJ990426 31.0419.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


751 


End 


1290 


GI 


none 


Score 


653 


Exons 


751. .1287, 752. .1288, 754. .1290, 1058. 


.1288 



53392 



• 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f ==: Exons 

I* Seq. No. 

|fl Gene No. 

fy Start 

f i Name 

i*\ Start 

y J Exons 

= Seq. No. 

fj Gene No. 

l~i Start 

, ^ Name 

^ Start 

U GI 

fj Exons 

~~ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52164 

110335 

130 

OJ990426_31.0419.C6.ol.gs 

130 

none 

130. .181, 256. .374 

52164 
110336 
955 

OJ99042 6_31.0419.C6.ol.tm 
156 
none 



Seq. ID OJ990426_31.0419.C6 

Strand + 

End 374 

Method GENSCAN 

End 374 

Score .94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

156. .329, 158. .400, 158. .403, 204. .404 



OJ990426_31.0419.C6 
1912 

TBLASTX: Maize 

404 

194 



52164 

110336 

955 

OJ990426_31.0419.C6.o2.gs 

955 

none 

955. .986, 1180. .1912 

52165 

110337 

35 

OJ99042 6_31.0419.C7.ol.gs 
35 

none 
35. .230 

52165 

110338 

224 

OJ990426_31.0419.C7.ol.tm 

224 

none 

224. .370, 383. .655 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_31.0419.C6 

1912 
GENSCAN 
1912 
.84 



Seq. ID OJ990426_31.0419.C7 
Strand 

End 230 

Method GENSCAN 

End 230 

Score .54 



Seq. ID OJ990426_31.0419.C7 
Strand 

End 655 

Method TBLASTX : Mai ze 

End 655 

Score 142 



52166 
110339 
1 

OJ990426_31.0419.C8.ol.np 
1 

6907042 

1..264, 639. .1355, 1936. .2243, 3184 
(AF193556) sacsin [Homo sapiens] 



Seq. ID OJ990426_31.0419.C8 
Strand 

End 3214 

Method AAT/NAP 

End 3214 

Score 436 
3214 



52166 

110339 

1 

OJ99042 6_31.0419.C8.ol.tm 
55 

none 

55. .240, 55.-252, 74. .247 



Seq. ID OJ990426_31.0419.C8 
Strand 

End 3214 

Method TBLASTX : Maize 

End 252 

Score 84 



53393 






Seq. No. 


52166 


Seq. ID 


OJ990426_31.0419.C8 




bene wo. 


110339 


Strand 






Start 


1 


End 


3214 




Name 


OJ990426 31.0419.C8.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


2798 




GI 


none 


Score 


.59 




Exons 


126. .218, 871. .916, 1232. .1355, 1936.. 


2295, 2716.. 2798 




Seq. No. 


R91 £7 


oeq. ±u 


OJ990426_31.0419.C9 




bene wo. 




Strand 


X 
X 




Start 


1278 


End 


1847 




Name 


OJ99042 6_31.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


1 97ft 


End 


1847 




GI 


none 


Score 


.42 




Exons 


1 97ft 1 "39 9 1671 1 ft47 








Seq. No. 


^9 1 £7 


Seq. ID 


OJ990426_31.0419.C9 




Gene No. 




Strand 


+ 




otart 


"}9 ^1 9 


End 


6663 




Name 


OJ990426 31.0419.C9.o2.gs 


Method 


GENSCAN 




Start 


3242 


End 


6663 




GI 


none 


Score 


.44 




Exons 




.5649, 5744. .5793, 5997. .6370, 






Djjj . . ODD J 








Seq. No. 




Seq. ID 


OJ990426_31. 0419. C10 


Fil 


Gene No. 


1 1 n "5 A 9 
11U j4 z 


Strand 


+ 




otart 


235 


End 


1553 




Name 


OJ990426 31.0419.C10.ol.tm 


Method 


TBLASTX: Maize 


LJ 


Start 


214 


End 


618 




GI 


none 


Score 


185 




Exons 


214. .462, 227. .463, 234. .464, 


445. .588 


, 464. .553, 465. .605, 






466. .618 








Seq. No. 


52168 


Seq. ID 


OJ990426_31. 0419. C10 




bene wo. 


110342 


Strand 


+ 




Start 


235 


End 


1553 


. =% 


Name 


OJ990426 31.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


235 


End 


1553 




GI 


none 


Score 


.71 




Exons 


235. .767, 1153. .1257, 1379. .1553 






Seq. No. 


52168 


Seq. ID 


OJ990426_31. 0419. C10 




bene jno . 


110342 


Strand 


+ 




Start 


235 


End 


1553 




Name 


OJ990426 31.0419.C10.ol.gp 


Method 


AAT/GAP 




Start 


237 


End 


583 




GI 


none 


Score 


399 




Exons 


237. .462, 530. .583 








Seq. No. 


52169 


Seq. ID 


OJ990426_31.0419.C11 




Gene No. 


110343 


Strand 


+ 




Start 


2837 


End 


7044 




Name 


OJ990426 31.0419.Cll.o2.gs 


Method 


GENSCAN 




Start 


2837 


End 


7044 




GI 


none 


Score 


.85 




Exons 


2837.. 2914, 3378.. 3839, 4098. 


.4310, 4399. .4599, 5283.-5667, 



53394 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
it Start 
Ef! GI 
fU Exons 

IsaJ 

id 

f~ ? Seq. No. 

Gene No. 
fU Start 
5 Name 
£3 Start 

: ; Exons 

%3 Seq. No. 
O Gene No. 
fl Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6121. .6663, 6746. .7044 

52169 

110343 

2837 

OJ990426_31.0419.Cll.ol.np 
3630 
4972236 



Seq. ID OJ990426_31.0419.C11 

Strand + 

End 7044 

Method AAT/NAP 

End 7041 

Score 1413 



3630. .3839, 4098. .4310, 4399. .4599, 5283.-5667, 6121. .6696, 
6746. .7041 

(AJ006349) endo-beta-1, 4-glucanase [Fragaria x ananassa] 



52169 

110344 

1579 

OJ99042 6_31.0419.Cll.ol.gs 

1579 

none 



Seq. ID OJ990426_31.0419.C11 
Strand 

End 2323 

Method GEN SCAN 

End 2323 

Score .85 



1579. .1794, 1841. .1880, 2268.-2323 



52169 
110345 
3714 

OJ990426_31.0419.Cll.ol.tm 
3714 



End 

Method 
End 

none Score 
3714. .3842, 3743.-3826, 4097. .4285, 4098. .4313, 4387. .4500, 
4395. .4550, 4401. .4424, 4407. .4550, 4420. .4551 



Seq. ID OJ990426_31.0419.C11 
Strand 

7053 

TBLASTX: Maize 
4551 
142 



52169 

110345 

3714 

OJ990426_31.0419.Cll.ol.ts 
4095 
none 



Seq. ID OJ990426_31.0419.C11 
Strand 

End 7053 

Method TBLASTX : Soybean 

End 4 602 

Score 292 



4095. .4313, 4097. .4312, 4398. .4601, 4420. .4602 



Seq. ID OJ990426_31.0419.C11 
Strand 

End 7053 
Method TBLASTX: Cress 
End 6343 
none Score 233 

4097. .4204, 4098. .4313, 4241. .4282, 4398. .4547, 4420. .4602, 
5295. .5414, 5465. .5542, 5466. .5549, 5544. .5669, 6116. .6343, 
6117. .6314 



52169 

110345 

3714 

OJ990426_31.0419.Cll.ol.tc 
4097 



52169 

110345 

3714 

OJ990426_31.0419.Cll.o3.tm 
5268 
none 



Seq. ID OJ990426_31.0419.C11 
Strand 

End 7053 

Method TBLASTX : Mai ze 

End 5489 

Score 185 



5268. .5321, 5279. .5488, 5295.-5489, 5412. .5489 



52169 
110345 



Seq. ID OJ990426_31.0419.C11 
Strand 



53395 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3714 

OJ990426_31.0419.Cll.o2.ts 

5295 

none 

5295. .5549, 5447. .5542, 5544. 
6443.. 6589, 6742.. 6915, 6912. 

52169 

110345 

3714 

OJ990426_31.0419.Cll.o2.tm 

5490 

none 

5490.. 5540, 6153.. 6206, 6257. 
6446. .6595 



End 7053 

Method TBLASTX : Soybean 

End 7053 

Score 236 

.5669, 6116.. 6391, 6117.. 6596, 
.7052, 6913.. 7053 

Seq. ID OJ990426_31.0419.C11 
Strand 

End 7053 

Method TBLASTX : Maize 

End 6605 

Score 62 

.6415, 6258.. 6386, 6435.. 6605, 



Seq. No. 52169 

Gene No. 110345 

Start 3714 

Name OJ990426_31 . 0419 . Cll . ol . tw 

Start 6153 

GI none 

Exons 6153.. 6206, 6254.. 6385, 6258. 



Seq. ID OJ990426_31. 0419. Cll 
Strand 

End 7053 

Method TBLASTX : Wheat 

End 6563 

Score 51 

.6386, 6432. .6563, 6449.-6562 



Seq. No. 52169 

Gene No. 110345 

Start 3714 

Name OJ990426_31.0419.Cll.o2. tc 

Start 6348 

GI none 

Exons 6348.. 6596, 6486.. 6596 



Seq. ID OJ990426_31. 0419. Cll 
Strand 

End 7053 

Method TBLASTX : Cress 

End 6596 

Score 212 



iU Seq. No. 52169 Seq. ID 

s Gene No. 110345 Strand 

n Start 3714 End 

H Name OJ990426_31 . 0419 .Cll .o3 . tc Method 

,7 Start 6748 End 

f 2 GI none Score 

sJ Exons 6748.. 6906, 6913.. 7032 
□ 



OJ990426_31. 0419. Cll 
7053 

TBLASTX: Cress 

7032 

129 



fg Seq. No. 


52170 


Seq. ID 


OJ990426_31, 


.0419. C12 


Gene No. 


110346 


Strand 


+ 




Start 


1302 


End 


3064 




Name 


OJ990426 31.0419.C12.ol.gs 


Method 


GENSCAN 




Start 


1302 


End 


3064 




GI 


none 


Score 


.8 




Exons 


1302.. 1502, 1589.. 2390, 2463. 


.3064 






Seq. No. 


52170 


Seq. ID 


OJ990426_31. 


,0419. C12 


Gene No. 


110346 


Strand 


+ 




Start 


1302 


End 


3064 




Name 


OJ990426 31.0419.C12.ol.np 


Method 


AAT/NAP 




Start 


1302 


End 


3022 




GI 


7450208 


Score 


1615 




Exons 


1302.. 1502, 1589.. 3022 








GI Descrip. 


probable amp-binding protein 


- rape gi I 


1 1903034 lembl 


;CAA64 328 




(X94 625) amp-binding protein 


[Brassica 


napus] 





53396 



Seq. No. 52170 

Gene No. 110347 

Start 4016 

Name OJ99042 6_31 . 04 1 9 . C12 . ol . tm 

Start 1288 

GI none 

Exons 1288.. 1335, 1301.. 1474, 1302. 



Seq. ID OJ990426_31.0419.C12 

Strand + 

End 6311 

Method TBLASTX : Maize 

End 1753 

Score 289 

.1475, 1442. .1504, 1476. .1511, 





1550. . 1753, 


1589. 


.1741 








Qpn No . 


52170 








Seq. ID 


OJ990426_31.0419.C12 


(ZaDfi No - 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


0419. 


C12.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1302 








End 


1744 




none 








Score 


184 


1? vons 


1302. . 1478, 


1331. 


.1474, 


1473. 


.1511, 1588. .1731, 1589. .1741, 




1616. . 1744 












Qpn No 


52170 








Seq. ID 


OJ9904 26_31. 0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


.0419. 


C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1326 








End 


2785 


GI 


none 








Score 


137 




1326 .1469, 


1580 


.1741, 


1588 . 


.1737, 1847. .2425, 1906. .2424, 




2433. .2501, 


2527 


.2625, 


2528. 


.2632, 2638. .2784, 2639.-2785 


Qpn No 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


.0419.C12.o2 


tm 


Method 


TBLASTX: Maize 


Start 


1865 








End 


2413 


GI 


none 








Score 


394 




1865 . . 2254, 


1894 


. .2256, 


2269. 


.2412, 2270. .2413 


Seq. No. 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


.0419 


.C12.ol 


. tc 


Method 


TBLASTX: Cress 




1936 ~~ 








End 


3019 




none 








Score 


494 


Exons 


1936. .2424, 


1949 


. .2425, 


2433. 


.2546, 2528. .2632, 2638.-2826, 




2639. .2797, 


2798 


. .2857, 


2941. 


.3015, 2951. .3019 


Seq. No. 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


.0419 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1951 








End 


2122 


GI 


none 








Score 


296 


Exons 


1951. .2121, 


1952 


. .2122 








Seq. No. 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


.0419 


.C12.o3 


.tm 


Method 


TBLASTX: Maize 



53397 



Start 
GI 

Exons 



2530 End 3025 

none Score 81 

2530.. 2625, 2531.. 2641, 2591.. 2857, 2.629.. 2856, 2903.. 2947, 

2947.. 3024, 2957.. 3025 



Seq. No. 52170 Seq. ID OJ990426_31 . 04 19 . C12 

Gene No. 110347 Strand + 

Start 4016 End 6311 

Name OJ9904 2 6_31 . 04 19 . C12 . o4 . ts Method TBLASTX : Soybean 

Start 2786 End 3031 

GI none Score 121 

Exons 2786.. 2860, 2821.. 2853, 2897.. 3031, 2905.. 3021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
_ Gene No. 
^3 start 
Q Name 
Ef! Start 

m gi 

?=r 3 Exons 

=f Seq. No. 
i3 Gene No. 
: y Start 

Name 
U Start 

>i gi 

Exons 



52170 Seq. ID OJ990426_31 . 04 19 . C12 

110347 Strand + 

4016 End 6311 

OJ99042 6_31 .0419 . C12 . o2 . np Method AAT/NAP 

3900 End 6311 

5733874 Score 1001 

3900. .4373, 5205. .5368, 5489.-5586, 5693. .5827, 6074. .6311 

(AC007932) F11A17.8 [Arabidopsis thaliana] 

52170 Seq. ID OJ990426_31. 04 19 . C12 

110347 Strand + 

4016 End 6311 

OJ99042 6_31 .0419. C12 . o2 . gs Method GENSCAN 

4016 End 6263 

none Score . 67 

4016. .4373, 5205. .5368, 5489. .5586, 5693. .5827, 6074. .6263 



52170 

110347 

4016 

OJ990426_31.0419.C12.o5.tm 

4069 

none 



Seq. ID OJ990426_31.0419.C12 

Strand + 

End 6311 

Method TBLASTX: Maize 

End 5257 

Score 262 



4069. .4287, 4070. .4288, 4301. .4375, 4303. .4374, 5201. .5257 



^3 Seq. No. 
?=3 Gene No. 
'It Start 
-~ Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52170 Seq. ID OJ990426_31 . 04 19 . C12 

110347 Strand + 

4016 ' End 6311 

OJ990426_31 .0419. C12 . o3 . ts Method TBLASTX : Soybean 

4096 End 6266 

none Score 222 

4096. .4287, 4100. .4288, 4301. .4375, 4303. .4374, 5191. .5340, 

5201. .5260, 5279. .5341, 6177. .6266 



52170 

110347 

4016 

OJ990426_31.0419.C12.o3.tc 

4207 

none 



Seq. ID OJ990426_31.0419.C12 

Strand + 

End 6311 

Method TBLASTX: Cress 

End 5587 

Score 106 



4207. .4287, 4208. .4291, 4301. .4375, 4303. .4374, 5167. .5262, 
5201. .5263, 5282. .5374, 5284. .5367, 5479. .5583, 5480. .5587, 
5480. .5587 



53398 




Con No 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


. 0419 


.C12 ,o4 . 


tm 


Method 


TBLASTX: Maize 


O Lax 1. 


5261 ~ 








End 


6266 


\J x 


none 








Score 


154 


dauuo 


5261 5395 


5278 


5394, 


5471. 


.5587, 5491. .5583, 5691.. 5843, 




5696. . 5845, 


6071 


. . 6265, 


6072. 


.6266 




Qorr KIo 


52170 








Seq. ID 


OJ990426_31.0419.C12 


Gene No. 


110347 








Strand 


+ 


Start 


4016 








End 


6311 


Name 


OJ990426 31 


. 0419 


.C12.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5342 ~ 








End 


6172 




none 








Score 


44 


D AUl IO 


5342 5374. 


5479 


. . 5583, 


5480. 


.5587, 5691. .5843, 5696. .5842, 




5697 5894. 


6071 


6172, 


6072 . 


.6170 




tj C . Liv 1 


52171 








Seq. ID 


OJ990426_31.0419.C13 


Gene No. 


110348 








Strand 


+ 


Start 


1 








End 


726 


Name 


OJ990426 31 


. 0419 


.C13.ol. 


np 


Method 


AAT/NAP 


Start 










End 


714 


\J X 


6686396 

\J \J <J \J -J Zr \J 








Score 


913 




1 . .714 














(AC007234 ) 


F1E22 


.10 [Arabidopsis thaliana] 


Seq. No. 


52171 








Seq. ID 


OJ990426_31.0419.C13 


Gene No. 


110348 








Strand 


+ 


Start 


1 








End 


726 


Name 


OJ990426 31 


.0419 


.C13.ol. 


gs 


Method 


GENSCAN 


Start 


82 ~~ 








End 


726 


GI 


none 








Score 


1 


F" von ^ 


82 . .726 












Seq. No. 


52171 








Seq. ID 


OJ990426_31.0419.C13 


Gene No. 


110349 








Strand 


+ 


Start 


2358 








End 


6952 


Name 


OJ990426 31 


. 0419 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 — 








End 


722 


GI 


none 








Score 


913 


I* 1 von q 


1 70S 1 

X • • / VJ -J , X*. 


24 3, 


3. .695, 


559. . 


705, 588. 


.722 


Seq. No. 


52171 








Seq. ID 


OJ990426_31.0419.C13 


Gene No. 


110349 








Strand 


+ 


Start 


2358 








End 


6952 


IN dlLlC 


o.tqqo4?6 ^1 

uu j^yiLO x 


. \J *i X J 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 










End 


705 


(IT 
ox 


n on 0 








Score 


374 


F von q 


1 964 ^ 


263 


265. .408 


267 


..410, 420. .695, 421. .705 


Seq. No. 


52171 








Seq. ID 


OJ990426_31.0419.C13 


Gene No. 


110349 








Strand 


+ 


Start 


2358 








End 


6952 


Name 


OJ990426 31 


.0419 


.C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


40 








End 


666 


GI 


none 








Score 


281 



53399 




Exons 


40. .243, 42. .239, 246.. 


374, 


247. .372, 


366. .614, 367. .666 


Seq. No. 


52171 




Seq. ID 


OJ990426_31.0419. 


C13 


Gene No . 


110349 




Strand 


-t- 




Start 


2358 




End 


6952 




Name 


OJ990426 31.0419.C13.ol 


.tw 


Method 


TBLASTX • Wheat 




Start 


292 




End 


713 




GI 


none 




Score 


515 




Exons 


292.. 705, 297.. 713 










Seq. No. 


52171 




Seq. ID 


OJ990426_31.0419. 


C13 


Gene No . 


110349 




Strand 


+ 




Start 


2358 




End 


6952 




Name 


OJ990426 31.0419.C13.o2 


.gs 


Method 


GENSCAN 




Start 


2358 




End 


6952 




GI 


none 




Score 


.53 




Exons 


2358. .2475, 3251.. 3349, 


4039 


..4313, 5719. .5842, 6891. .6952 


Seq. No. 


52172 




Seq. ID 


OJ990426_31.0419. 


C14 


Gene No . 


110350 




Strand 






Start 


304 




End 


690 




Name 


OJ990426 31.0419.C14.ol 


.gs 


Method 


GENSCAN 




Start 


304 




End 


690 




GI 


none 




Score 


.79 




Exons 


304. .690 










Seq. No. 


52173 




Seq. ID 


OJ990426_31.0419. 


C15 


Gene No . 


110351 




Strand 


+ 




Start 


257 




End 


983 




Name 


OJ990426 31.0419.C15.ol 


.gs 


Method 


GENSCAN 




Start 


257 




End 


983 




GI 


none 




Score 


.57 




Exons 


257. .298, 927. .983 










Seq. No. 


52173 




Seq. ID 


OJ990426_31.0419. 


C15 


Gene No . 


110352 




Strand 


+ 




Start 


11611 




End 


15352 




Name 


OJ990426 31.0419.C15.o4 


.gs 


Method 


GENSCAN 




Start 


11611 




End 


15352 ' 




GI 


none 




Score 


.9 




Exons 


11611. .11673, 11764. .12936, 


14605. .14722, 15051. .15352 




Seq. No. 


52173 




Seq. ID 


OJ990426_31.0419. 


C15 


Gene No. 


110352 




Strand 


+ 




Start 


11611 




End 


15352 




Name 


OJ990426 31.0419.C15.o2 


.np 


Method 


AAT/NAP 




Start 


11803 




End 


13015 




GI 


5734789 




Score 


761 




Exons 


11803. .13015 










GI Descrip. 


(AC007 980) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


52173 




Seq. ID 


OJ990426_31.0419. 


C15 


Gene No. 


110353 




Strand 






Start 


2266 




End 


2751 




Name 


OJ990426 31.0419.C15.ol 


.gp 


Method 


AAT/GAP 




Start 


2266 




End 


2751 




GI 


uC-osroM202035e08bl 




Score 


633 





53400 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2266. .2391, 2515.. 2751 

1 5103809/gb|AAD39639.1|AC007591_4 7.0e-45 (AC007591) Similar to 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus. 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426 31.0419.C15 



52173 
110353 
2266 

OJ990426_31.0419.C15.o2.gp 
2340 

uC-osroM202035e08bl 
2340. .2391, 2515. .2749 

•5103809/gb|AAD39639.1|AC007591_4 7.0e-45 {AC007591) Similar to 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus. 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] ' 



2751 
AAT/GAP 
2749 
503 





Seq. No. 


52173 








Seq. ID 


OJ990426_31.0419.C15 




Gene No . 


110354 








Strand 






Start 


5694 








End 


10310 




Name 


OJ990426 31 


.0419. 


C15.o3 


• gp 


Method 


AAT/GAP 




Start 


5694 








End 


7952 




GI 


20816 1.R1084 






Score 


1596 




Exons 


S694 5818. 


6004. 


.6185, 


6287. 


.6361, 6460. .6596, 6682. .6841, 






6920. .7015, 


7096. 


.7250, 


7900. 


.7952 




sj 


GI Descrip. 


•2293332 4. 


Oe-28 


(AF011338) unknown [Dictyos'telium discoideum] 


n 


Sea. No. 


7^ 








Seq. ID 


OJ990426_31.0419.C15 


u 


Cpno No . 


i i n^S4 








Strand 




u 


Start 


5694 








End 


10310 


L5 


Name 


OJ990426 31 


.0419. 


C15.ol 


. np 


Method 


AAT/NAP 


3 


Start 


6254 








End 


6757 




GI 


3252825 








Score 


195 


y 


Exons 


6254. .6361, 


6460. 


.6606, 


6686. 


.6757 




~- 


VJ J- L-/ - O V_* X. -— m 


(AC004382) 


Unknown gene 


product [Homo 


sapiens] 




Seq. No. 


52173 








Seq. ID 


OJ990426_31.0419.C15 




Gene No. 


110354 








Strand 






Start 


5694 








End 


10310 




Name 


OJ990426 31 


.0419. 


C15.o3 


.gs 


Method 


GEN SCAN 




Start 


6668 








End 


10310 


a? 


GI 


none 








Score 


.47 




Exons 


6668. .6790, 


6920. 


.7015, 


7096. 


.7250, 7900. .8057, 8815.. 8943, 






9842. .9980, 


10208 


. .10310 








Seq. No. 


52173 








Seq. ID 


OJ990426_31.0419.C15 




Gene No. 


110355 








Strand 






Start 


16148 








End 


16591 




Name 


OJ990426 31 


.0419. 


C15.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2273 








End 


2747 




GI 


none 








Score 


87 




Exons 


2273. .2389, 


2292. 


.2408, 


2322. 


.2390, 2516. .2578, 2606. .2746, 






2628. .2747 














Seq. No. 


52173 








Seq. ID 


OJ990426_31.0419.C15 




Gene No. 


110355 








Strand 






Start 


16148 








End 


16591 




Name 


OJ990426 31 


.0419. 


C15.o2 


. tm 


Method 


TBLASTX: Maize 



53401 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2294 End 2751 

none Score 113 

2294. .2389, 2295. .2432, 2295. .2396, 2496. .2633, 2513. .2623, 

2603.. 2749, 2619. .2750, 2628.. 2750, 2635.. 2751 



52173 

110355 

16148 

OJ990426_31. 0419 . C15 . ol . tm 
6145 



none 

6145. 

6285. 

6679. 

6923. 



,6180, 6145. 

,6362, 6286. 

.6843, 6683. 

.7021, 7114. 



,6174, 6147. 

,6360, 6451. 

.6889, 6761. 

.7251, 7115, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6188, 

.6597, 6459 
.6856, 



OJ990426 31.0419.C15 



16591 

TBLASTX: Maize 
8026 
55 

6275.. 6361, 6285.-6359, 
6596, 6461. .6598, 
6912. .7016, 6921. .6977, 
7315, 7898. .7999, 7907. .8026 





52173 




taene jno . 


110355 




Start 


16148 




Name 


OJ990426 31.0419.C15. 


ol.ts 


O Ldl u 


6147 






none 




Exons 


6147. .6188, 6148. .6183, 627 




6459.. 6599, 6461. .6601, 667 




7111 19 A S 




beq. no. 


S91 7^ 




Gene No. 


110355 




Start 


16148 




\T O TTI O 


OJ990426 31.0419.C15 


o2.ts 


oLdri. 


11821 




C T 


none 




T \* /"v O 

r>xons 


11821. .12042, 11856. 


12041 


oeq. wo. 


52173 




Gene No. 


110355 




Start 


16148 




Name 


OJ990426 31.0419.C15 


.ol.tc 


Start 


11865 




GI 


none 




Exons 


11865. .12164, 11866. 


.12180, 


Seq. No. 


52173 




Gene No. 


110355 




Start 


16148 




Name 


OJ990426 31.0419.C15 


. o3. tm 


Start 


12027 




GI 


none 




Exons 


12027. .12167, 12028. 


.12186, 




12267. .12380, 12268. 


.12378 


Seq. No. 


52173 




Gene No. 


110355 




Start 


16148 




Name 


OJ990426 31.0419.C15 


. o4 .gp. 


Start 


16148 




GI 


32010 1.R1084 





Seq. ID OJ990426_31.0419.C15 
Strand 

End 16591 

Method TBLASTX : Soybean 

End 7245 

Score 42 

.6361, 6285.-6359, 6451. .6603, 
.6777, 6680. .6766, 6761. .6841, 



Seq. ID OJ990426_31.0419.C15 
Strand 

End 16591 

Method TBLASTX: Soybean 

End 12042 

Score 201 



Seq. ID OJ990426_31.0419.C15 
Strand 

End 16591 

Method TBLASTX: Cress 

End 12417 

Score 270 
12267. .12416, 12310. .12417 

Seq. ID OJ990426_31.0419.C15 
Strand 

End 16591 

Method TBLASTX : Mai ze 

End 12380 

Score 226 
12180. .12275, 12181. .12279, 



Seq. ID OJ990426_31.0419.C15 
Strand 

End 16591 

Method AAT/GAP 

End 16591 

Score 861 



53402 




Exons 16148. . 16591 

GI Descrip. ' 4406761/gb | AAD20072 | 2.0e-42 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] 1 



Seq. No. 


52173 




Seq. ID 


OJ990426 


_31.0419 


.C15 


Gene No. 


110355 




Strand 








Start 


16148 




End 


16591 






Name 


OJ990426 31.0419.C15.o4 


.tm 


Method 


TBLASTX : Maize 




Start 


16452 




m End 


16591 






GI 


none 




Score 


109 






Exons 


16452. .16577, 16454 16591, 16455 .. 16589, 16457 


. .16591 




Seq. No. 


52173 




Seq. ID 


OJ990426_ 


_31.0419 


.C15 


Gene No. 


110355 




Strand 








Start 


16148 




End 


16591 






Name 


OJ990426 31.0419.C15.o3 


.np 


Method 


AAT/NAP 






Start 


16463 




End 


16591 






GI 


4406761 




Score 


168 






Exons 


16463. .16591 












GI Descrip. 


(AC006836) putative ubiquinone biosynthesis protein [Arabidopsis 




thaliana] 












Seq. No. 


52174 




Seq. ID 


OJ990426 


_31.0419 


.C17 


Gene No. 


110356 




Strand 








Start 


3937 




End 


4739 






Name 


OJ990426 31.0419.C17.ol 


np 


Method 


AAT/NAP 






Start 


3126 




End 


4727 






GI 


4514716 




Score 


332 






Exons 


3126. .3227, 4072. .4283, 


4543. 


.4727 








GI Descrip. 


(AB017533) EPc [Nicotiana tabacum] 








Seq. No. 


52174 




Seq. ID 


OJ990426 


_31.0419 


.C17 


Gene No. 


110356 




Strand 








Start 


3937 




End 


4739 






Name 


OJ990426 31.0419.C17.o2 


gs 


Method 


GENSCAN 






Start 


3937 




End 


4739 






GI 


none 




Score 


.8 






Exons 


3937. .4283, 4477. .4602, 


4640. 


.4739 








Seq. No. 


52174 




Seq. ID 


OJ990426_ 


_31.0419 


.C17 


Gene No. 


110356 




Strand 








Start 


3937 




End 


4739 






Name 


OJ990426 31.0419.C17.ol 


gp 


Method 


AAT/GAP 






Start 


3970 




End 


4694 






GI 


95234 1.R1084 




Score 


713 






Exons 


3970. .4283, 4543. .4694 












GI Descrip. 


M514716/dbj IBAA754 95.1 


l.Oe 


-16 (AB017533) EPc 


[Nicotiana 




tabacum] ' 












Seq. No. 


52174 




Seq. ID 


OJ990426_ 


_31.0419 


.C17 


Gene No. 


110357 




Strand 








Start 


7011 




End 


7712 






Name 


OJ990426 31.0419.C17.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4061 




End 


4656 






GI 


none 




Score 


202 






Exons 


4061. .4114, 4091. .4282, 


4093. 


.4281, 4543. .4617, 


4544. .4 


636, 




4615. .4656 
















53403 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\ Seq. No. 
:f Gene No. 
□ Start 
[J Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52174 

110357 

7011 

OJ990426_31.0419.C17.ol.tm 
4085 
none 



Seq. ID OJ990426_31.0419.C17 
Strand 

End 7712 

Method TBLASTX: Maize 

End 4736 

Score 222 



4085. .4315, 4087. .4281, 4522. .4623, 4543. .4614, 4544. .4636, 
4545. .4616, 4614. .4655, 4616. .4663, 4617. .4736 



52174 

110357 

7011 

OJ990426_31.0419.C17.o2.gp 

6850 

none 

6850. .7332 

52174 

110357 

7011 

OJ990426_31.0419.C17.o4.gs 

7011 

none 

7011. .7463 



Seq. ID OJ990426_31.0419.C17 
Strand 

End 7712 

Method AAT/GAP 

End 7332 

Score 934 



Seq. ID OJ990426_31.0419.C17 
Strand 

End 7712 

Method GENSCAN 

End 7463 

Score .92 



52174 
110357 
7011 

OJ990426_31.0419.C17.o2.np 
7111 
3914142 
7111.. 7307, 7338.. 7712 

EARLY NODULIN 20 PRECURSOR (N-20) gi 1 1771351 1 emb I CAA67830 I 
(X99467) ENOD20 [Medicago truncatula] 



Seq. ID OJ990426_31.0419.C17 
Strand 

7712 
AAT/NAP 
7712 
97 



End 

Method 

End 

Score 



52175 

110358 

53 

OJ990426_31.0419.C18.ol.gs 
53 

none 



Seq. ID OJ990426_31.0419.C18 

Strand + 

End 2298 

Method GENSCAN 

End 2298 

Score .41 



53.-232, 277. .353, 1137. .1247, 1896. .1918, 2077. .2109, 
2172. .2298 



52176 

110359 

1587 

OJ9904 26_31.0419.C19.ol.gp 

1587 

2428128 

1587. .2007 

52177 

110360 

2426 

OJ990426_31.0419.C20.ol.gs 



Seq. ID OJ990426_31.0419.C19 

Strand + 

End 2007 

Method AAT/GAP 

End 2007 

Score 705 



Seq. ID OJ990426_31.0419.C20 
Strand 

End '2485 
Method GENSCAN 



53404 



jldlL 


2426 


End 


2485 




nnnp 


Score 


.82 




2426. .2485 






O e q • IN \J . 


52178 


Seq. ID 


OJ990426_31.0419.C23 


Gene No. 


110361 


Strand 






326 


End 


7 67 


Name 


OJ990426 31.0419.C23.ol.np 


Method 


AAT/NAP 


O UOi- ^ 


326 


End 


767 


GI 


6069646 


Score 


242 


Exons 


326. .767 




transcriptase (AC005315) 




(AP000616) similar to putative reverse 


[Oryza sativa] gi I 6907112 | dbj | BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




nnfaf -i vp non-LTR retroelement 


reverse transcriptase. (AC006248) 




rrir\;7a t* "i 1 
[UI y/id ociux va j 






Seq. No. 


5917ft 
o ^ J. / o 


Seq. ID 


OJ990426 31.0419.C23 


Gene No. 


110361 


Strand 






326 


End 


767 


Name 


OJ990426_31.0419.C23.ol. tm 


Mf=*1~ hi dc\ 

L1C L11WU. 


TBLASTX : Mai ze 


oldl L 






766 




none 




4 6 


IT* V /^l T") c 


49ft R41 49ft 544 560 760. 


ODD. ■ / uw 


567 761 


Seq. No. 


^91 7ft 




OJ990426 31 0419. C23 


Gene No. 




Strand 




C+- a r +- 


^9 


End 


767 




OJ990426 31.0419. C23.ol.tw 


Method 


TBLASTX: Wheat 


o Lai L- 


428 


End 


736 




none 


Score 


51 




49ft 55 "3 joo GCO RTC 595. 


608. .736 




Seq. No. 


i / y 


Seq. ID 


OJ990426_31.0419.C28 


Gene No. 


1 XU J Kid. 


Strand 




Start 


9^ft 

t JO 


End 


386 


Name 


n,TQQ0496 ^1 0419 C28 ol. as 


Method 


GEN SCAN 


OLaXL. 


238 


End 


386 




none 


Score 


.57 


IT von q 


238. .386 








52180 


Seq. ID 


OJ990426_31.0419.C29 


Gene No .. . 


110363 


Strand 


+ 


Start 


1121 


End 


4431 




OJ990426 31.0419.C29.ol.gs 


Method 


GENS CAN 


c-t- a -rf- 
o Ldl C 


1121 


End 


4287 


bl 


none 


Score 


.5 


Exons 


1121. .1333, 1825. .1915, 1940. 


.2031, 2165.. 2348, 2479.. 2580, 




2600. .2801, 4225.-4287 








52180 


Seq. ID 


OJ990426_31.0419.C29 


Gene No. 


110363 


Strand 


+ 


Start 


1121 


End 


4431 


Name 


OJ990426 31.0419.C29.ol.gp 


Method 


AAT/GAP 


Start 


1619 


End 


1981 


GI 


700618 


Score 


699 


Exons 


1619. .1981 







53405 



Seq. No. 


52180 








Seq. ID 


OJ990426_31.0419.C29 


Gene No . 


110 ODO 








Strand 


+ 


Start 


1121 








End 


4431 


Name 


OJ990426 31 


.0419 


.C29.ol 


.np 


Method 


AAT/NAP 


Start 


2583 








End 


4431 


GI 


4874266 








Score 


98 


Exons 


2583. .2806, 


3276 


. .3380, 


4236 


. .4431 




GI Descrip. 


(AC007354) 


T16B5 


.4 [Arabidopsis thaliana] 


Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 


Gene No. 


110364 








Strand 


+ 


Start 


4510 








End 


8350 


Name 


OJ990426 31 


.0419 


C30 .o2 


.gs 


Method 


GENS CAN 


Start 


4510 








End 


8350 


GI 


none 








Score 


.67 


Exons 


4510. .4617, 


4722 


.4901, 


7196 


..7250, 8256. .8350 


Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 


Gene No. 


110364 








Strand 


+ 


Start 


4510 








End 


8350 


Name 


OJ990426 31 


.0419 


C30.ol 


.gp 


Method 


AAT/GAP 


Start 


4837 








End 


7311 


GI 


none 








Score 


975 


Exons 


4837. .4901, 


5015 


.5062, 


6089 


..6145, 6234. .6334, 6461. .6526, 




7000. .7101, 


7196 


.7311 








Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 


Gene No . 


110365 








Strand 




Start 


328 








End 


3720 


Name 


OJ990426 31 


.0419 


C30.ol 


.np 


Method 


AAT/NAP 


Start 


328 








End 


3720 


GI 


6561982 








Score 


1342 


Exons 


328. .2396, 


3692. 


3720 








GI Descrip. 


(AL133363) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 


Gene No. 


110365 








Strand 




Start 


328 








End 


3720 


Name 


OJ990426 31 


.0419. 


C30.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


343 








End 


2031 


GI 


none 








Score 


149 


Exons 


343. .672, 703. .804, 832 


..1158, 832. .990, 836. .1159, 874. .1242, 




916. .1077, 


1105. . 


1518, 


1108. 


.1512, 1219.. 1443, 1531. .1722, 




1537. .1698, 


1537. 


.1704, 


1541 


..1681, 1547. .1681, 1555. .1614, 




1621. .1854, 


1717. 


.1755, 


1726 


..1941, 1789. .2001, 1891. .1998, 




1900. .2031 












Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 


Gene No. 


110365 








Strand 




Start 


328 








End 


3720 


Name 


OJ990426 31 


.0419. 


C30.ol 


-tc 


Method 


TBLASTX: Cress 


Start 


403 








End 


984 


GI 


none 








Score 


116 


Exons 


403. .699, 697. .801, 778 


. .984 






Seq. No. 


52181 








Seq. ID 


OJ990426_31.0419.C30 



53406 



Gene No. 


110365 




Strand 






Start 


328 




End 


3720 






OJ990426 31.0419.C30. 


o2.ts 


Method 


TBLASTX: Soybean 




Of art 


418 




End 


684 






none 




Score 


96 




F.xons 


418. .684, 419. .682 










Seq. No. 


52181 




Seq. ID 


OJ990426_31.0419 


C30 


Gene No. 


110365 




Strand 






Start 


328 




End 


3720 




Name 


OJ990426 31.0419.C30. 


ol.ts 


Method 


TBLASTX : Soybean 




9tart 

J Lai l. 


703 




End 


1959 




CT 


none 




Score 


140 




Rxons 


703. .1035, 719. .988, 


1756. . 


1959 






Seq. No. 


52181 




Seq. ID 


OJ990426_31.0419 


.C30 


Gene No. 


110365 




Strand 






Start 


328 




End 


3720 




Name 


OJ990426 31.0419.C30. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


832 




End 


2016 




GI 


none 




Score 


60 




Exons 


832.. 1062, 892.. 1029, 


979. . 


1365, 980.. 


1075, 1282.. 1521, 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1903.. 2016, 1908.. 1988 

52181 
110366 
5012 

OJ990426_31.0419.C30.o3.tm 
5012 
none 



Seq. ID OJ990426_31.0419.C30 
Strand 

End 7294 
Method TBLASTX : Mai ze 
End 6543 
x™.~ Score 67 

5012. .5065, 6079. .6144, 6086. .6145, 6228. .6296, 6232. .6297, 
6296. .6334, 6301. .6336, 6450. .6527, 6460. .6543, 6460. .6528 



52181 

110366 

5012 

OJ990426_31.0419.C30.o2.tw 
6076 
none 



Seq. ID OJ990426_31.0419.C30 
Strand 

End 7294 

Method TBLASTX : Wheat 

End 7100 

Score 84 



6076.. 6144, 6086.. 6145, 6220.. 6297, 6228.-6296, 6232.-6297, 

6296. .6334, 6299.-6334, 6300. .6335, 6300. .6335, 6442. .6528, 

6447. .6527, 6449.-6529, 6460. .6534, 6997. .7098, 6998. .7099, 

6999.. 7100, 6999.. 7100 



52181 

110366 

5012 

OJ990426_31.0419.C30.o2.tm 
7000 
none 



Seq. ID OJ990426_31.0419.C30 
Strand 

End 7294 

Method TBLASTX : Maize 

End 7294 

Score 163 



7000. .7101, 7002. .7112, 7005. .7130, 7195. .7290, 7196. .7294 



52182 

110367 

210 

OJ990426_31.0419.C31.ol.np 



Seq. ID OJ990426_31.0419.C31 

Strand + 

End 1720 

Method AAT/NAP 



53407 



Start 
GI 

Exons 

GI Descrip. 



210 End 1319 

7388552 Score 498 

210. ,334, 455. .854, 925. .1029, 1165. .1319. 

HYPOTHETICAL 45.9 KD PROTEIN T28I24.6 gi I 4337192 | gb | AAD18106 . 1 | 
(AC006403) unknown protein [Arabidopsis thaliana] 



Seg. no. 






Seg. ID 


OJ990426 


bene no. 


i 1 n^fi7 

111) JO / 




Strand 


+ 


oCalL 


91 n 




End 


1720 


Name 


OJ990426 31.0419.C31.ol 


.gs 


Method 


GENSCAN 


Start 


225 




End 


1340 


GI 


none 




Score 


.9 


Exons 


225. .334, 455. .854, 925 


. . 1340 






Seg. No. 


52182 




Seg. ID 


OJ990426 


Gene No. 


110367 




Strand 


+ 


Start 


210 




End 


1720 


Name 


OJ990426 31.0419.C31.ol 


.gp 


Method 


AAT/GAP 


Start 


1050 




End 


1720 


GI 


none 




Score 


1314 


Exons 


1050. .1720 









f=| Seg. No. 
"~f Gene No. 
W start 
tn Name 
f[| Start 

£3 GI 
s.f Exons 



52182 
110368 
3036 

OJ990426_31 . 0419 . C31 . ol . tm 
224 
none 



Seg. ID OJ990426_31.0419.C31 
Strand 

4337 

TBLASTX: Maize 
1298 
168 



End 

Method 
End 
Score 

224. .334, 225. .335, 225.-332, 227. .334, 445. .588, 446. .589, 
449. .601, 453. .590, 574. .618, 575. .859, 615. .869, 914. .1021, 
919. .1062, 924. .1067, 924. .1025, 998. .1153, 1005. .1154, 
1245. .1298 



Seg. No. 


52182 








Seg. ID 


OJ990426_31.0419.C31 


Gene No. 


110368 








Strand 




Start 


3036 








End 


4337 


Name 


OJ990426 


31.0419.C31 


. ol . 


tc 


Method 


TBLASTX: Cress 


Start 


227 








End 


838 


GI 


none 








Score 


152 


Exons 


227. .334, 


227. .334, 


446. 


.610, 


454. .588, 


740. .838 


Seg. No. 


52182 








Seg. ID 


OJ990426_31.0419.C31 


Gene No. 


110368 








Strand 




Start 


3036 








End 


4337 


Name 


OJ990426 


31.0419.C31 


.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


731 








End 


1016 


GI 


none 








Score 


171 


Exons 


731. .904, 


755. .880, 


905. 


.1009, 


914 . .1000, 924. .1010, 924. .1 



Seg. No. 52182 

Gene No. 110368 

Start 3036 

Name OJ990426_31 .0419. C31 . o2 . gp 

Start 2692 

GI none 

Exons 2692. .2773 



Seg. ID OJ990426_31.0419.C31 
Strand 

End 4337 

Method AAT/GAP 

End 2773 

Score 77 



53408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52182 

110368 

3036 

OJ990426_31.0419.C31.o2.gs 

3036 

none 

3036.. 3118, 3508.. 3604 

52182 

110368 

3036 

OJ990426_31.0419.C31.o2.np 

3275 

4874266 

3275.. 3328, 3508.. 3659, 4318, 



Seq. ID OJ990426_31.0419.C31 
Strand 

End 4 337 

Method GENSCAN 

End 3604 

Score .84 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4337 



OJ990426_31.0419.C31 

4337 
AAT/NAP 
4337 
63 



(AC007354) T16B5.4 [Arabidopsis thaliana] 



OJ990426_31.0419.C33 
+ 

793 

AAT/NAP 
793 
148 



52183 Seq. ID 

110369 Strand 
1 End 
OJ99042 6_31 .0419. C33 . ol . np Method 
1 End 
731058 Score 
1..77, 567. .793 

URACIL-DNA GLYCOSYLASE (UDG) gi | 2118057 | pir || S39712 probable 
uracil-DNA glycosylase - Bacillus subtilis 

gi|580875|emb|CAA51613| (X73124) ipa-57d [Bacillus subtilis] 
gi|2636332|emb|CAB15823| (Z99123) uracil-DNA glycosylase 
[Bacillus subtilis] 



52183 

110369 

1 

OJ990426_31.0419.C33.ol.tm 

559 

none 

559. .693, 566.-697, 567. .695 

52183 

110369 

1 

OJ990426_31.0419.C33.ol.gs 

570 

none 

570. .728 

52184 

110370 

1 

OJ990426_31.0419.C34.ol.np 
1 

2392165 

1..87, 813. .947, 1073. .1156, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_31.0419.C33 
+ 

793 

TBLASTX: Maize 

697 

216 



OJ990426_31.0419.C33 
+ 

793 

GENSCAN 

728. 

.58 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1841. .1907 



OJ990426_31.0419.C34 
+ 

1907 
AAT/NAP 
1907 
221 



Human Uracil-Dna Glycosylase gi I 4 558333 I pdb 1 1UGH | E Chain E, 
Crystal Structure Of Human Uracil-Dna Glycosylase In Complex 
With A Protein Inhibitor: Protein Mimicry Of Dna 
gi|5107690|pdb|lSSP|E Chain E, Wild-Type Uracil-Dna Glycosylase 



53409 



Bound To Uracil-Containing Dna 



Seq. No. 52184 Seq. ID 

Gene No. 110371 Strand 

Start 2485 End 

Name OJ990426_31 . 04 19 . C34 . ol . gs Method 

Start 2485 End 

GI none Score 

Exons 2485.. 2569, 2693.. 2791, 2972.. 3101, 3795 
4625. .4737 



OJ990426_31.0419.C34 
+ 

4737 
GEN SCAN 
4737 
.57 

3826, 3858.. 3977, 



Seq. No. 52184 Seq. ID 

Gene No. 110372 Strand 

Start 5901 End 

Name OJ990426_31 . 0419. C34 . o2 . gs Method 

Start 5901 End 

GI none Score 

Exons 5901.. 5954, 6108.. 6323 



OJ990426_31.0419.C34 

6323 
GENSCAN 
6323 
.62 



Seq. No. 


52185 








Seq. ID 


OJ990426_31.0419. 


C35 


Gene No . 


110373 








Strand 






Start 


1 








End 


707 




Name 


OJ990426 31 


.0419. 


C35 . ol . np 




Method 


AAT/NAP 




Start 


1 — 








End 


573 




GI 


5689236 








Score 


528 




FIxon 

J_J V* VjS 1 L w 


1 151. 256 


. .573 












GI Descrip. 


(AB024291) 


ZmRR2 


[Zea mays] 


gil 60098 97 | db j | BAA85113.il 






(AB031012) 


response regulator 


2 [Zea mays] 




Seq. No. 


52185 








Seq. ID 


OJ990426_31.0419. 


C35 


Gene No. 


110373 








Strand 






Start 


1 








End 


707 




Name 


OJ990426 31 


.0419. 


C35.ol.tm 




Method 


TBLASTX: Maize 




Start 


2 








End 


469 




GI 


none 








Score 


198 




Exons 


2. .157, 3.. 


152, 254. .469, 256 


.468 






Seq. No. 


52185 








Seq. ID 


OJ990426_31.0419. 


C35 


Gene No. 


110373 








Strand 






Start 


1 








End 


707 




Name 


OJ990426 31 


.0419. 


C35.ol.tc 




Method 


TBLASTX: Cress 




Start 


14 








End 


474 




GI 


none 








Score 


131 




Exons 


14. .157, 27 


. .152, 


254. .334, 


256. .333, 


340. .474, 341. .460 


Seq. No. 


52185 








Seq. ID 


OJ990426_31.0419. 


C35 


Gene No. 


110373 








Strand 






Start 


1 








End 


707 




Name 


OJ990426 31 


.0419. 


C35.ol.ts 




Method 


TBLASTX: Soybean 




Start 


14 








End 


325 




GI 


none 








Score 


120 




Exons 


14. .157, 27 


. .152, 


254. .325, 


256. .324 







Seq. No. 52185 

Gene No. 110373 

Start 1 

Name OJ990426_31 . 0419.C35 .ol .gs 



Seq. ID OJ990426_31.0419.C35 
Strand 

End 707 

Method GENSCAN 



53410 



Start 41 

GI none 

Exons 41.. 151, 256.. 465 

Seq. No. 52185 

Gene No. 110373 

Start 1 

Name OJ990426_31 . 0419 .C35 . ol . gp 

Start 115 

GI 30154_1.R1084 

Exons 115.. 151, 256.. 707 

GI Descrip. 1 5689236/dbj | BAA82873 . 1 | 2. 

>gi_6 0 0 9 8 9 7_db j _BAA8 5 1 1 3 . 1_ 

mays] 1 



End 4 65 

Score .75 



Seq. ID OJ990426_31.0419.C35 

Strand 

End 707 

Method AAT/GAP 

End 707 

Score 908 



0e-34 (AB024291) ZmRR2 [Zea mays] 
(AB031012) response regulator 2 [Zea 



Seq. No. 


52186 






Seq. ID 


OJ990426_31. 


,0419. 


C36 


Gene No. 


110374 






Strand 


+ 






Start 


71 






End 


322 






Name 


OJ990426 31 


.0419. 


C36.ol.gs 


Method 


GENSCAN 






Start 


71 






End 


322 






GI 


none 






Score 


.9 






Rxnns 


71 . . 322 














Seq. No. 


52186 






Seq. ID 


OJ990426 31. 


,0419. 


C36 


Gene No. 


110375 






Strand 


- 






Start 


6144 






End 


8387 






Name 


OJ990426 31 


.0419. 


C36. o3 . gs 


Method 


GENSCAN 






Start 


6144 






End 


8387 






GI 


none 






Score 


.59 






Exons 


6144 . . 6334, 


6786. 


.7060, 8251 


. .8387 








Seq. No. 


52187 






Seq. ID 


OJ990426_31. 


.0419. 


C38 


fifanp No 


110376 






Strand 


+ 






Start 


139 






End 


214 






Name 


OJ990426 31 


.0419. 


C38.ol.gs 


Method 


GENSCAN 






Start 


139 






End 


214 






GI 


none 






Score 


.84 






Exons 


139. .214 














Seq. No. 


52188 






Seq. ID 


OJ990426_31, 


.0419. 


C39 


Gene No. 


110377 






Strand 


+ 






Start 


44 






End 


228 






Name 


OJ990426 31 


.0419. 


C39.ol.gs 


Method 


GENSCAN 






Start 


44 






End 


228 






GI 


none 






Score 


.76 






Exons 


44. .228 














Seq. No. 


52189 






Seq. ID 


OJ990426_31, 


.0419. 


C41 


Gene No. 


110378 






Strand 


+ 






Start 


1 






End 


820 






Name 


OJ990426 31 


.0419. 


C41.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


820 






GI 


3980411 






Score 


203 






Exons 


1..157, 229 


. .336, 


541. .820 










GI Descrip. 


(AC004561) 


putative proline- 


rich protein [Arabidopsis thaliana] 


Seq. No. 


52189 






Seq. ID 


OJ990426_31, 


.0419. 


C41 



53411 



3 

3 

n 



Gene No. 


110378 


Strand 


+ 


Start 


1 


End 


820 


IN CUllC 


OJ990426 31 0419 C41 ol as 


Method 


GENSCAN 


O Lai L. 


62 _ 


End 


262 


ox 


none 


Score 


. 8 


p von 


62 262 






Seq. No. 


52190 


Seq. ID 


OJ990426 


Gene No. 


110379 


Strand 


+ 


Start 


49 


End 


155 


Mam a 


OJ990426 31 0419 C42 ol as 


Method 


GENSCAN 


O Ldi. L. 


49 ~~ 


End 


155 


(IT 


none 


Score 


. 61 


P von q 


49 . . 155 






Seq. No. 


52191 


Seq. ID 


OJ990616 


Gene No . 


110380 


Strand 


+ 


Start 


1 


End 


1117 


Name 


OJ990616 10.0419.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1117 


(IT 


6996428 

\J J .7 \J T O 


Score 


224 


Hi AUUlJ 


1 213 638 792 870 1117 






OX L/ G o v_ J. X £J ♦ 


(AL035661) dJ568Cll 2 (novel 


nrot ein 


similar to 




fl v nrnt*pi ns) THorno ^adi pnsl 






Seq. No. 


52191 


Seq. ID 


OJ990616 


Gene No. 


110380 


Strand 


+ 


Start 


1 


End 


1117 


Name 


OJ990616 10.0419.Cl.ol.gp 


Method 


AAT/GAP 


Start 


640 


End 


1117 


GI 


3776 1.R1084 


Score 


706 


Exons 


640. .770, 860. .1117 







GI Descrip. 



"4 Seq. No. 

* Gene No. 
3 Start 

^ Name 

i Start 

* GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



'3894193 2.0e-09 (AC005662) putative strictosidine synthase 
[Arabidopsis thaliana] 1 



Seq. ID OJ990616_10.0419.C1 
Strand 

End 1114 

Method GENSCAN 

End 915 

Score .78 



52191 
110381 
9 

OJ990616_10.0419.Cl.ol.gs 
9 

none 

9. .237, 837. .915 

52191 
110381 
9 

OJ990616_10.0419.Cl.ol.ts 
15 

none 

15. .158, 158. .214, 632. .757, 636. .779, 641. .763, 839. .1114, 
895. .1113, 965. .1114 



Seq. ID OJ990616_10.0419.C1 
Strand 

End 1114 

Method TBLASTX : Soybean 

End 1114 

Score 125 



52192 

110382 

1 

OJ990616_10.0419.C2.ol.gp 
1 



Seq. ID OJ990616_10.0419.C2 
Strand 

End 219 

Method AAT/GAP 

End 219 



53412 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
f 3 Gene No. 
I* Start 
1% Name 

Start 
[J GI 
IJ Exons 

t = Seq. No. 

l~z Gene No. 

ly Start 

5 Name 

£3 Start 
GI 

= I Exons 

]J Seq. No. 
^=3 Gene No. 
C3 Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3776_1.R1084 Score 426 

1. .219 

1 3894193 2.0e-09 (AC005662) putative strictosidine synthase 
[Arabidopsis thaliana] ' 



52192 
110383 
418 

OJ990616_10 . 04 19 . C2 . ol . gs 
418 
none 
418. .477 

52193 
110384 
87 

OJ990616_10.0419.C4.ol.gs 
87 

none 

87. .222, 985. .1077, 1083. .1367 

52194 
110385 
2132 

OJ990616_10.0419.C6.ol.gp 
2132 
2801199 
2132. .2358 

52194 
110385 
2132 

OJ990616_10.0419.C6.ol.gs 
2206 
none 

2206.. 2425, 2508.. 3079 



Seq. ID OJ990616_10.0419.C2 
Strand 

End 477 

Method GEN SCAN 

End 477 

Score . 4 



Seq. ID OJ990616_10.0419.C4 
Strand 

End 1367 

Method GEN SCAN 

End 1367 

Score .74 



Seq. ID OJ990616_10.0419.C6 

Strand ' + 

End 307 9 

Method AAT/GAP 

End 2358 

Score 367 



Seq. ID OJ990616_10.0419.C6 



Strand 
End 

Method 

End 

Score 



+ 

3079 
GEN SCAN 
30-7 9 
.98 



52194 
110385 
2132 

OJ990616_10.0419.C6.ol.np 

2206 
4895239 
2206.. 2425, 2491.. 2993 

(AC007659) hypothetical protein [Arabidopsis thaliana] 



Seq. ID' OJ990616_10.0419.C6 
Strand + 

3079 
AAT/NAP 
2993 
479 



End . 
Method 
End 
Score 



52194 
110385 
2132 

OJ990616_10.0419.C6.o2.gp 
2371 

24903JL.R1084 
2371. .2749 

, 4895239/gb|AAD32824.1|AC007659_6 5.0e-10 (AC007659) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq, ID OJ990616_10.0419.C6 
Strand + 
End 3079 
Method . AAT/GAP 
End 2749 
Score . 714 



Seq. No. 



52194 



Seq. ID OJ990616_10.0419.C6 



53413 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



110386 Strand 

4430 End 

OJ990616_10.0419.C6.ol.tm Method 

2206 End 

none Score 



5106 

TBLASTX: Maize 

2965 

129 



2206. .2316, 2211. .2315, 2319. .2417, 2368. .2421, 2561. .2590, 
2577. .2675, 2649. .2684, 2723.-2764, 2724. .2765, 2837. .2965, 
2841. .2957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52194 

110386 

4430 

OJ990616_10.0419.C6.o2.gs 

4430 

none 



Seq. ID . OJ990616_10 . 04 19 . C6 
Strand 

End 5106 
Method GENSCAN 
End 5106 
Score .59 



4430. .4528, 4701. .4836, 5039. .5106 



52195 
110387 
1 

OJ990616_10.0419.C7.ol.np 
1 

7485509 
1..41, 374. .546 

hypothetical protein F15B8. 40 - Arabidopsis thaliana 
gi|4678270|emb|CAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



Seq. ID OJ990616JL0.0419.C7 
Strand 

End 54 6 

Method AAT/NAP 

End 546 

Score 97 



Seq. No. 


52195 


Seq. ID 


OJ990616_10.0419. 


C7 


Gene No. 


110388 


Strand 






Start 


1553 


End 


2452 




Name 


OJ990616 10.0419.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


492 


End 


684 




GI 


none 


Score 


226 




Exons 


492. .659, 492. .683, 493. .684 






Seq. No. 


52195 


Seq. ID 


OJ990616_10.0419. 


C7 


Gene No. 


110388 


Strand 






Start 


1553 


End 


2452 




Name 


OJ990616 10.0419.C7.o2.gs 


Method 


GENSCAN 




Start 


1553 


End 


1890 




GI 


none 


Score 


.7 




Exons 


1553.. 1760, 1787.. 1890 








Seq. No. 


52195 


Seq. ID 


OJ990616_10.0419. 


C7 


Gene No. 


110388 


Strand 






Start 


1553 


End 


2452 




Name 


OJ990616 10.0419.C7.o2.np 


Method 


AAT/NAP 




Start 


1682 


End 


2452 




GI 


6598622 


Score 


145 




Exons 


1682. .2018, 2403. .2452 








GI Descrip. 


(AC006837) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


52195 


Seq. ID 


OJ990616_10.0419. 


C7 


Gene No. 


110388 


Strand 






Start 


1553 


End 


2452 




Name 


OJ990616 10.0419.C7.ol.ts 


Method 


TBLASTX : Soybean 





53414 




otart 


1 ft £H 




£. U \J \J 






none 


Score 


1 ft 9 




Exons 










Seq. No. 


52195 


Seq. ID 


OJ990616_10.0419. 


C7 


Gene No. 


110388 


Strand 






OLclX U 


i j j j 


End 


2452 




Name 




Mot" h f~\ r\ 

lie tilWLi 


TRT.A^TX * Ma i 7P 




btari. 


i ft fin ~~ 


EjI i\Ji 


9 n n ^ 

C. \) U w 




bi 


none 


Score 


1 1 Q 




Exons 


iftfin ?r\df> iftfi4 i qqr 








beq . no . 










Gene No. 


110389 


Strand 






Start 


356 


End 


1112 




Name 


OJ990616 10.0419.C8.ol.np 


Method 


AAT /NAP 




jLaiL 


356 


End 


X X X 






6730753 


Score 


■J -J 




Exons 


356. .456, 556. .1112 








tji uescrip. 


(AC016529) unknown protein [Arabidopsis 


f 1 i aria 1 




Seq. No. 


52196 


Seq. ID 


OJ990616_10.0419. 


C8 


Gene No. 


110389 


Strand 






OLaiU 


356 


End 


1112 

X X X Z. 




Name 


OJ990616_10.0419.C8.ol.tm 


Method 


TRT.A9TX • Ma i ?p 




Of- -1 -K- +- 


"1 c o 

358 


End 


1119 
X X X z. 






none 


Score 


1 Sft 

1JO 




HiXons 


358. .462, 5S6..687, 748. .987, 


756. .977, 


1 iii? 10S7 

X W -J *J . • X X X , i u J / 




Seq. No. 


52196 


Seq. ID 


OJ990616_10.0419. 


C8 


Gene No. 


110389 


Strand 








356 


End 


1112 




Name 


OJ990616 10.0419.C8.ol.gs 


Method 


Vj Hi LN O ^rtiN 




Of a v+- 

o tart 


361 


End 


1 D7D 

x u / V 






none 


Score 


Q1 

• _7 X 




T** /*\ r - * o 

Lxons 


361. .456, 556.-742, 784. .1070 








Seq. No. 


52196 


Seq. ID 


OJ990616_10.0419. 


C8 


Gene No. 


110389 


Strand 






Dtalt 


356 


End 


1112 




Name 


OJ990616 10.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 






556 


End 


1112 






none 


Score 


103 




Exons 


556. .687, 756.-977, 757. .987, 


1035. .1112 




Seq. No. 


52197 


Seq. ID 


OJ990616_10.0419. 


C9 


Gene No. 


110390 


Strand 


+ 






48 


End 


321 




Name 


OJ990616 10.0419.C9.ol.gs 


Method 


GENSCAN 






48 


End 


321 




GI 


none 


Score 


.96 




Exons 


48. .321 








Seq. No. 


52197 


Seq. ID 


OJ990616_10.0419. 


C9 


Gene No. 


110391 


Strand 


+ 




Start 


2976 


End 


3501 




Name 


OJ990616 10.0419.C9.ol.np 


Method 


AAT /NAP 





53415 




q-j- ar f 
jLdl L 


?97 6 




End 


3501 




6S39S8S 




Score 


124 


iliXOIiO 


2976. .3147, 3428. .3501 








C1T Hp srrin 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52197 




Seq. ID 


OJ990616_10.0419.C9 


Gene No. 


110392 




Strand 




<?t- art 
O Lai L 


2773 




End 


3504 


Name 


OJ990616 10.0419.C9.o2.gs 


Method 


GEN SCAN 


Of 3 y +■ 

O Lai L 


2773 




End 


3504 


pT 


none 




Score 


.84 


LAUIl J 


?773 2876 3221 3306 


3404 . 


.3504 




C /-\ /-T Mo 
OcL]. LN O . 


S?1 Qft 

_JZ. X .7 O 




Seq. ID 


OJ990616_10. 0419. C10 


OC11C LiU • 


1 1 03Q3 




Strand 


+ 


Start 






End 


1555 


Name 


OJ990616 10. 0419. C10. ol. 


gp 


Method 


AAT/GAP 


OLal L 


330 




End 


1555 


ox 


1 R1084 




Score 


1177 


Hi XVjIlO 


330~ 44Q c;3fl 6^4 73? 


. 816, 


975. .1098, 1259. .1372, 1470. .1555 




' 3?Q?8 30 /pmh 1 PAA1 QR 20 1 1 

jl j£.o +j\J / CULL/ | ^nni z? o £*\J • x | 


1 . Oe 


-15 (AL031018) putative protein 




r Z\ y 3 V\ l /"I 00 gig thai l anal ' 
I r\±. dJJlUUp j X 0 Lliaiiaiia J 








C £i rr Mo 
o e CJ . IN O ■ 






Seq. ID 


OJ990616_10. 0419. C10 




110393 




Strand 


+ 


Start 


330 




End 


1555 


Name 


O.T99061 6 1 0 041 9 PI 0 ol 


tm 


Method 


TBLASTX: Maize 


Cf art 


34? ~ 




End 


1555 








Score 


104 


Exons 


34? 44Q 3S0 448 3SR 


4 62 


358. .453, 


530. .652, 537. .638, 




S38 6S4 S41 642 718 


. 816, 


729. .812, 


737. .817, 1219. .1383, 




1 ?61 1 371 1 4 6S 1 SS4 


14 66 


.1555 




Seq. No. 


52198 




Seq. ID 


OJ990616_10. 0419. C10 


Gene No. 


110393 




Strand 


+ 


ulai L 


330 




End 


1555 


LN CUILC 


n,TQQ061 6 10 041 Q PI 0 r>? 




Method 


TBLASTX: Cress 


O Lai L 


3M _ 

■D -J X 




End 


652 


PT 
OX 


none 




Score 


114 




3S1 4S? 361 46? S30 


. 652, 


538. . 645 




OCLji IN U . 


52198 




Seq. ID 


OJ990616_10. 0419. C10 


Gene No. 


110393 




Strand 


+ 


Start 


330 




End 


1555 


INCH uc 


OJ990616 10. 0419. C10. ol. 


ts 


Method 


TBLASTX: Soybean 


oLdlL 


363 




End 


1555 


ox 


none 




Score 


106 


Exons 


363. .452, 364. .453, 514. 


.639, 


530. .652, 


538. .639, 1219. .1383, 




1259. .1387, 1273. .1371, 


1464. 


.1511, 1465. .1554, 1466. .1555 


Qpn Ma 

uC^i IN \J ■ 


52198 




Seq. ID 


OJ990616_10. 0419. C10 


Gene No. 


110393 




Strand 


+ 


Start 


330 




End 


1555 


Name 


OJ990616 10.0419. CIO . ol . 


gs 


Method 


GENS CAN 


Start 


364 




End 


1372 


GI 


none 




Score 


.95 


Exons 


364. .449, 538. .654, 732. 


.816, 


975. .1098, 1259. .1372 



53416 



Seq. No. 52198 Seq. ID OJ990616_10 . 04 19 . CIO 

Gene No. 110393 Strand + 

Start 330 End 1555 

Name OJ990616_10 . 0419. CIO .ol .np Method AAT/NAP 

Start 364 End 1555 

GI 6166140 Score 868 

Exons 364. .449, 538. .654, 732. .816, 975. .1098, 1259. .1372, 1470. .1555 

GI Descrip. ELONGATION FACTOR 1-BETA (EF-1-BETA) gi | 108 4 4 57 | pir || S4 108 6 

elongation factor 1-beta - Rice gi | 432368 | dbj | BAA04 903 | (D23674) 

elongation factor 1 beta [Oryza sativa] 





Seq. No. 


52198 








Seq. ID 


OJ990616_10. 0419. C10 




Gene No . 


110393 








Strand 


+ 




Start 


330 








End 


1555 




Name 


OJ990616 10 


0419 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


374 








End 


761 




GI 


none 








Score 


58 




Exons 


374. .448, 381. .452, 382 


. .462, 


530. .652, 


532. .645, 538. .654, 






729. .761 














Seq. No. 


52198 








Seq. ID 


OJ990616_10. 0419. C10 




Gene No. 


110393 








Strand 


+ 


fee? 


Start. 


330 








End 


1555 


^3 


Name 


OJ990616 10 


0419 


.ClO.ol 


-tc 


Method 


TBLASTX: Cress 




Start 


1219 








End 


1555 


a ; s 


GI 


none 








Score 


182 


i z 

- cr 


Exons 


1219. .1383, 


1270 


. .1371, 


1465. 


.1551, 1466.. 1555 


| ; 2 


Seq. No. 


52198 








Seq. ID 


OJ990616_10. 0419. C10 




Gene No. 


110393 








Strand 


+ 


: i~ 


Start 


330 








End 


1555 


K 


Name 


OJ990616 10 


.0419 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1294 








End 


1555 




GI 


none 








Score 


55 




Exons 


1294. .1368, 


1295 


. .1369, 


1297. 


.1383, 1329. .1379, 1465. .1554, 



1466. .1555 

Seq. No. 52199 
Gene No. 110394 
Start 1 

Name OJ990616JL0 . 0419.C11 . ol . np 

Start 1 
GI 6166140 
Exons 1 . . 77 

GI Descrip. ELONGATION FACTOR 1-BETA 
elongation factor 1-beta 
elongation factor 1 beta 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_ 
+ 

77 

AAT/NAP 

77 

119 



10.0419.C11 



(EF-1-BETA) gi I 1084457 | pir | IS41086 
- Rice gi| 432368 |dbj |BAA04903| (D23674] 
[Oryza sativa] 



Seq. No. 52199 Seq. ID 

Gene No. 110395 Strand 

Start 1 End 

Name OJ990616_10 . 0419 . Cll . ol . gp ■ Method 

Start 1 End 

GI 159_2.R1084 Score 

Exons 1. .78, 472. .726 

GI Descrip. ' 1084 457 /pir |.| S41086 3.0e-44 elongation factor 1-beta 



OJ990616_10.0419.C11 
726 

AAT/GAP 
726 
612 



Rice 



53417 



>gi_432368_dbj_BAA04903_ (D23674) elongation factor 1 beta 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990616_10.0419.C11 

Strand + 

End 4709 

Method GEN SCAN 

End 4709 

Score .72 



52199 
110396 
3177 

OJ990616_10.0419.Cll.ol.gs 
3177 
none 

3177. .3330, 4323. .4709 

52199 
110397 
3559 

OJ990616_10.0419.Cll.o2.np 
3559 
6730752 

3559.-3845, 4289. .4561, 4622. .4716 

(AC016529) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990616_10.0419.C11 
Strand 

End . 4716 

Method AAT/NAP 

End 4716 

Score 186 



Seq. ID OJ990616_10.0419.C15 

Strand + 

End 754 

Method AAT/NAP 

End 398 

Score 98 



52200 
110398 
1 

OJ990616_10-0419.C15.ol.np 
1 

6648172 
1..398 

(AC010926) putative exportin, tRNA (nuclear export receptor for 
tRNAs) [Arabidopsis thaliana] 



Seq. ID OJ990616_10.0419.C15 

Strand + 

End 754 

Method GENSCAN 

End 754 

Score .51 



52200 
110398 
1 

OJ990616_10.0419.C15.ol.gs 
67 

none 

67. .210, 665.-754 

52200 
110398 
1 

OJ990616_10.0419.C15.ol.ts 
69 

none 

69. .146, 72. .152, 73. .153, 153. .209, 163. .210, 658. .729, 
662.. 730 



Seq. ID OJ990616_10.0419.C15 

Strand + 

End 754 

Method TBLASTX : Soybean 

End 730 

Score 61 



Seq. ID OJ990616_10.0419.C25 
Strand 

End 94 6 

Method AAT/GAP 

End 883 

Score 1406 



52201 
110399 
53 

OJ990616_10.0419.C25.ol.gp 
53 

3776_1.R1084 
53. .663, 753. .883 

'3894193 2.0e-09 (AC005662) putative strictosidine synthase 
[Arabidopsis thaliana] 1 



53418 



Seq. No. 


52201 




Seq. ID 


OJ990616_10. 


,0419, 


.C25 


Gene No. 


110399 




Strand 








Start 


53 




End 


946 






Name 


OJ990616 10.0419.C25 


. ol . qs 


Method 


GENSCAN 






Start 


361 ~ 


End 


885 






GI 


none 




Score 


.75 






Evons 


361. . 663, 753. .885 












Seq. No. 


52201 




Seq. ID 


OJ990616_10. 


,0419. 


.C25 


Gene No. 


110399 




Strand 








Start 


53 




End 


946 






Name 


OJ990616 10.0419.C25 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


398 ~ 




End 


887 






GI 


none 




Score 


129 






Exons 


398. . 628, 403. . 684, 


744 . .887 


, 760. . 882 








Seq. No. 


52201 




Seq. ID 


OJ990616_10. 


,0419, 


,C25 


Gene No. 


110399 




Strand 








Start 


53 




End 


946 






Name 


OJ990616 10.0419.C25 


. o 1 . np 


Method 


AAT/NAP 






Start 


400 ~ 




End 


946 






GI 


6664319 




Score 


143 






J^J K^/ X 1 


400 663, 753 946 












GI Descirio. 

\J J- Lm/ \rf X> <J- k-' • 


(AC006932) T27G7 . 16 


[Arabidopsis thaliana] 






Seq. No. 


52202 




Seq. ID 


OJ990616_10. 


,0419, 


■ C27 


Gene No. 


110400 




Strand 


+ 






Start 


1157 




End 


1286 






Name 


OJ990616 10.0419.C27 


.ol.gs 


Method 


GENSCAN 






Start 


1157 ~~ 




End 


1286 






GI 


none 




Score 


.46 






Exons 


1157 . . 1286 












Seq. No. 


52202 




Seq. ID 


OJ990616_10. 


,0419, 


,C27 


Gene No. 


110401 




Strand 








Start 


1992 




End 


2150 






Name 


OJ990616 10 0419 C27 


.o2.gs 


Method 


GENSCAN 






Start 


1992 ~~ 




End 


2150 






GI 


none 




Score 


.74 






Exons 


1992. .2150 












Seq. No. 


52203 




Seq. ID 


OJ990616_10. 


,0419, 


,C28 


Gene No. 


110402 




Strand 


+ 






Start 


263 




End 


950 






Name 


OJ990616 10 0419 C28 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


251 ~~ 




End 


706 






GI 


none 




Score 


641 






Exons 


251 706. 280 705 












Sea No 


52203 




Seq. ID 


OJ990616_10. 


,0419. 


,C28 


Gene No. 


110402 




Strand 


+ 






Start 


263 




End 


950 






Name 


OJ990616 10.0419.C28 


. ol . gp 


Method 


AAT/GAP 






Start 


263 




End 


950 






GI 


19595 1.R1084 




Score 


1323 






Exons 


263. .950 












GI Descrip. 


'3608481 2.0e-49 (AF088913) 


ribosomal 


protein L27a 


[Petunia 



53419 



hybrida] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52203 Seq. ID 

110402 Strand 

263 End 

OJ990616_10 . 04 19 . C28 . ol . tw Method 

275 End 

none Score 



OJ990616_10.0419.C28 
+ 

950 

TBLASTX: Wheat 

810 

39 



275. .298, 280. .543, 290. .547, 587. .706, 596. .646, 598. .810 



Seq. No. 


52203 






Seq. ID 


OJ990616_10.0419 


.C28 


Gene No. 


110402 






Strand 


+ 




Start 


263 






End 


950 




Name 


OJ990616 


10.0419.C28.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


286 






End 


706 




GI 


none 






Score 


433 




Exons 


286. .543, 


287. .547, 587. 


.649, 


598. .651, 


650. .706, 652.. 


705 


Seq. No. 


52203 






Seq. ID 


OJ990616_10.0419 


.C28 


Gene No. 


110402 






Strand 


+ 




Start 


263 






End 


950 




Name 


OJ990616 


10.0419.C28.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


298 






End 


821 




GI 


none 






Score 


526 




Exons 


298. .663, 


299.. 664, 649. 


.705, 


650. .706, 


765. .821 




Seq. No. 


52203 






Seq. ID 


OJ990616_10.0419 


.C28 


Gene No. 


110402 






Strand 


+ 




Start 


263 






End 


950 




Name 


OJ990616 


10.0419.C28.ol. 


gs 


Method 


GENSCAN 




Start 


299 






End 


739 




GI 


none 






Score 


.77 




Exons 


299. .739 












Seq. No. 


52203 






Seq. ID 


OJ990616_10.0419 


.C28 


Gene No. 


110402 






Strand 


+ 




Start 


263 






End 


950 




Name 


OJ990616 


10.0419.C28.ol. 


np 


Method 


AAT/NAP 




Start 


299 






End 


736 




GI 


3608481 






Score 


615 




Exons 


299. .736 













GI Descrip. (AF088913) ribosomal protein L27a [Petunia x hybrida] 



Seq. No. 52204 Seq. ID 

Gene No. 110403 Strand 

Start 1 End 

Name 0 J99061 6_10 .0419. C30 . ol . np Method 

Start 1 End 

GI 5852093 Score 

Exons 1..47, 470. .594, 1700. .1801 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ990616_10.0419.C30 
+ 

1801 
AAT/NAP 
1801 
87 



Seq. No. 52205 Seq. ID 

Gene No. 110404 Strand 

Start 1 ' End 

Name OJ99061 6_10 .0419. C34 . ol . np Method 

Start 1 End 



OJ990616_10.0419.C34 

1056 

AAT/NAP 

1043 



53420 



GI 


4585873 


Score 


143 




1 .23, 908. . 1043 






f^T DpscriD. 


(AC005850) .Putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


52205 


Seq. ID 


OJ990616_10 . 0419.C34 


Gene No. 


110404 


Strand 


— 


Start 


1 


End 


1056 


Hamp 
LN CilllC 


OJ990616 10. 0419.C34 .ol. tc 


Method 


TBLASTX: Cress 


Start 


906 ~ 


End 


1044 


r* t 
ul 


none 


Score 


67 


pyrin *; 


906. . 1043, 916. . 1044 






Seq. No. 


52205 


Seq. ID 


OJ990616_10 . 0419.C34 


Gene No. 


110404 


Strand 


— 


Start 


1 


End 


1056 


Name 


OJ990616 10. 0419.C34 .ol. tm 


Method 


TBLASTX: Maize 


Start 


906 ~ 


End 


1043 


\3 Jl 


none 


Score 


200 


pyrin <? 


906. . 1043 






Seq. No. 


52205 


Seq. ID 


OJ990616_10.0419.C34 


Gene No. 


110404 


Strand 




Start 


1 


End 


1056 


Name 


OJ990616 10.0419.C34.ol.gs 


Method 


GEN SCAN 


Start 


908 


End 


1043 


GI 


none 


Score 


.76 



fil Exons 

Seq. No. 
iy Gene No. 
%1 Start 
f\l Name 

Start 
l~ GI 
H Exons 

Seq. No. 
^3 Gene No. 
f Z z Start 
zz Name 
^ Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



908. .1043 

52205 

110404 

1 

OJ990616_10.0419.C34.ol.ts 

912 

none 

912. .1043, 1006. .1056 

52206 

110405 

183 

OJ990616_10.0419.C35.ol.gp 
183 

22513 1.R1084 



Seq. ID OJ990616_10.0419.C34 
Strand 

End 1056 

Method TBLASTX : Soybean 

End 1056 

Score 56 



Seq. ID OJ990616_10.0419.C35 

Strand + * 

End 2901 

Method AAT/GAP 

End 1796 

Score 732 



183. .359, 495. .586, 675.-756, 1726. .1796 

' 4521193/dbj | ABO 134 50. 1 1 ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



52206 

110405 

183 

OJ990616_10.0419.C35.ol.gs 
242 
none 



Seq. ID OJ990616_10.0419.C35 

Strand + 

End 2901 

Method GENSCAN 

End 2842 

Score .83 



242. .359, 495. .586, 675. .756, 1726. .1822, 2254. .2312, 
2419. .2504, 2747. .2842 



52206 
110405 



Seq. ID OJ990616_10.0419.C35 
Strand + 



53421 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
a Name 
* Start 
3 GI 
fl Exons 

Z Seq. No. 

~ Gene No. 

y. Start 

3 Name 

ij Start 
GI 

==. Exons 

=; GI Descrip. 



2 Seq. No. 
t Gene No. 
- Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



183 End 2901 

OJ990616_10.0419.C35.ol.np Method AAT/NAP 

281 End 2901 

4539545 Score 404 

281. .359, 495. .586, 672. .756, 1726. .1822, 2254. 
2419. .2504, 2747. .2901 
(Y16644) PRCI [Nicotiana tabacum] 



,2312, 



10.0419.C37 



52207 Seq. ID OJ990616_ 

110406 Strand + 

1 ' End 1161 

OJ990616_10.0419.C37 .ol .np Method AAT/NAP 
1 End 1161 

7228442 Score 1999 

1. .1161 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



52207 Seq. ID 

110406 Strand 

1 End 
OJ990616_10 . 04 19 . C37 . ol . gs Method 

47 End 

none Score 
47. .1139 



OJ990616_10.0419.C37 
+ 

1161 
GENSCAN 
1139 
.65 



52207 Seq. ID 

110406 Strand 
1 End 
OJ990616_10 . 04 19 . C37 . ol . gp Method 
1017 End 
5701669 Score 
1017. .1161 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990616 
+ 

1161 
AAT/GAP 
1161 
275 



10.0419.C37 



52208 

110407 

1 

OJ990616_10-0419.C40.ol.gp 
1 

1794JL.R1084 
1..144, 231. .545 
'5734634/dbj |BAA83365.1| 4, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990616_10.0419.C40 
545 

AAT/GAP 

545 

898 



0e-10 (AP000391) Similar to putative 



lipase (AC006232) [Oryza sativa] 1 



OJ990616 10.0419.C40 



52208 Seq. ID 

110407 Strand 
1 End. 545 

OJ990616_10 . 04 19 . C40 . ol . np Method AAT/NAP 
1 End 4 65 

7523511 Score 377 

1..144, 231. .465 

(AP001633) ESTs AU032777 (S14085) , C23613 (S14085 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 



53422 



chromosome II BAC F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52208 

110407 

1 

OJ990616_10 . 04 19 . C40 . ol . tm 
2 

none 



Seq. ID OJ990616_10.0419.C40 

Strand 

End 545 

Method TBLASTX : Mai ze 

End 4 02 

Score 174 



142, 3. .140, 232. .402, 233. .382, 304. .396 

OJ990616 10.0419.C40 



52208 Seq. ID 

110407 Strand 

1 End 
OJ990616_10.0419.C40.ol.tw ' Method 

2 End 
none Score 
2. .121, 3.-95, 232. .402, 233. .382 

52208 Seq. ID 

110407 Strand 

1 End 

OJ990616_10.0419.C40.ol.ts Method 

14 End 

none Score 
14. .127, 15. .83, 232. .396, 236. .382 

52208 Seq. ID 

110407 Strand 
1 End 
OJ990616_10 . 04 19 .C40 . ol . gs Method 
142 End 
none Score 
142. .483 

52209 Seq. ID 

110408 Strand 
86 End 
OJ990616_10 . 0419 . C43 . ol . gs Method 
86 End 
none Score 
86. .127, 204. .311 

52209 Seq. ID 

110409 Strand 
1007 End 
OJ990616_10.0419.C43.o2.gs Method 
1007 End 
none Score 
1007. .1198 

52210 Seq. ID 

110410 Strand 
58 End 
OJ990616_10 .0419. C50 . ol . gs Method 
58 End 
none Score 



545 

TBLASTX: Wheat 

402 

98 



OJ990616_10.0419.C40 
545 

TBLASTX : Soybean 

396 

65 



OJ990616_10.0419.C40 
545 

GENSCAN 

483 

.89 



OJ990616_10.0419.C43 
+ 

311 

GENSCAN 

311 

.8 



OJ990616_10.0419.C43 

1198 
GENSCAN 
1198 
.58 



OJ990616_10.0419.C50 
+ 

85 

GENSCAN 

85 

.73 



53423 



Exons 



58. .85 



Seq. No. 52211 Seq. ID 

Gene No. 110411 Strand 

Start 1 End 

Name OJ990616_10 . 0419 . C52 . ol . np Method 

Start 1 End 

GI 7486445 Score 

Exons 1 . . 317 

GI Descrip. hypothetical protein F4I10.120 - Arabidopsis thaliana 

gi|4455333|emb|CAB36793.1| (AL035525) hypothetical protein 
[Arabidopsis thaliana] gi I 7270267 | emb | CAB80036 . 1 1 (AL161583) 
hypothetical protein [Arabidopsis thaliana] 



OJ990616_10.0419.C52 
+ 

806 

AAT/NAP 

317 

142 





Seq. No. 


52211 




Seq. ID 


OJ990616_10.0419, 


.C52 




Gene No. 


110411 




Strand 


+ 






Start 


1 




End 


806 






Name 




o 1 • tm 


l w lc L.I1UQJ. 


X D -brio 1 A . Via. lZc 






Start 


41 




End 


260 






GI 


none 




Score 


111 






Exons 


41. .112, 42. .113, 114 


i. .236, 


118. .141, 


177. .260 




E3 


Seq. No. 


52211 




Seq. ID 


OJ990616_10.0419. 


.C52 




Gene No. 


110411 




Strand 


+ 






Start 


1 




End 


806 




in 


Name 


ujy judid l u . u *± i Z7 . L/OZ . 


o 1 . gs 


M^-i 4~ V"\ /~\ rA 

ixie inou 






T\l 


Start 


50 




End 


806 




C3 


GI 


none 




Score 


.97 




3 ; £ 


Exons 


50. .308, 786. .806 










! ^ 


Seq. No. 


52212 




Seq. ID 


OJ990616_10.0419, 


,C58 


I y 


Gene No. 


110412 




Strand 


+ 




3 


Start 


110 




End 


660 






Name 


OJ990616 10.0419.C58. 


ol .gs 


Method 


GEN SCAN 




i- z 
~. . 5 


Start 


110 




End 


660 






GI 


none 




Score 


.63 




1? 

'- s 
- w 


Exons 


110. .230, 572. .660 










t: ~ 


Seq. No. 


52213 




Seq. ID 


OJ990616_10.0419. 


,C59 


f T 


Gene No. 


110413 




Strand 


+ 






Start 


1498 




End 


1620 






Name 


OJ990616 10.0419.C59. 


ol .gs 


Method 


GENSCAN 






Start 


1498 




End 


1620 






GI 


none 




Score 


.94 






Exons 


1498. .1620 












Seq. No. 


52213 




Seq. ID 


OJ990616_10.0419. 


,C59 




Gene No. 


110414 




Strand 








Start 


1 




End 


1199 






Name 


OJ990616 10.0419.C59. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


1199 






GI 


7485509 




Score 


103 






Exons 


1..45, 1090. .1199 












GI Descrip. 


hypothetical protein 


F15B8. 


40 - Arabidopsis thaliana 





gi I 4678270 | emb | CAB41178.il (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



53424 





beq. no. 


^9 9 1 A 




c prr TP) 


OJ990616 10 0419 C60 




Gene No. 


110415 




Strand 






Start 


21 




End 


1111 




Name 


OJ990616 10.0419.C60.ol 


np 


Method 


AAT/NAP 




Of-, vf 


21 




End 


1111 




bl 


4006829 




Score 


240 




Exons 


21. .416, 622. .665, 1039 


.1111 








(ji uescinp . 


(AC005970) putative protein kinase [Arabidopsis thaliana] 




Seq. No. 


COOT A 




beq. id 


UJ y^UDlD lU.Ufiiy.COU 




Gene No. 


110415 




Strand 


+ ~~ 




Cf a r*4- 


21 




End 


1111 




Name 


OJ990616 10.0419.C60.ol 


gs 


Method 


GENSCAN 




btaru 


92 




End 


452 




bl 


none 




Score 


.89 




Exons 


92. .452 










Seq. No. 


C O O 1 A 




beq. iu 






Gene No. 


110415 




Strand 


+ — 




Of -5 vf 


21 




End 


1111 




Name 


OJ990616 10.0419.C60.ol 


tw 


* Method 


TBLASTX: Wheat 




btart 


164 




End 


392 




bl 


none 




Score 


192 




Exons 


164. .388, 189. .383, 216 


. .392 






r ' * 


Seq. No. 


C O O 1 A 

52214 




Oa/t T Pi 

beq. id 


nTQQn£i£ in 041 q n^n 
ujyyuoiD iu . i ? . ldu 


FLJ 


Gene No. 


110415 




Strand 


+ 


| J 


Of a v- f 


21 




End 


1111 




Name 


OJ990616 10.0419.C60.ol 


.tc 


Method 


TBLASTX: Cress 




C4--, -»f 

b rare 


189 




End 


368 


i y 


C T 

bl 


none 




Score 


202 


= 


Exons 


189. .368, 191. .349 










Seq. No. 


52214 




Seq. ID 


OJ990616__10.0419.C60 


n s - 


Gene No. 


110415 




Strand 


+ 




Of a rf 

bear u 


21 




End 


1111 




Name 


OJ990616 10.0419.C60.ol 


.ts 


Method 


TBLASTX : Soybean 




Of ^ vf 

btart 


189 




End 


421 


^ J 


bl 


none 




Score 


281 


i. -i 


Exons 


189. .416, 191. .421 










beq. wo. 


52215 




Seq. ID 


OJ990616_10.0419.C61 






110416 




Strand 


+ 




Start 


473 




End 


1328 




Name 


OJ990616 10.0419.C61.ol 


• gp 


Method 


AAT/GAP 




Of 3 vf 

b tare 


473 




End 


630 




bl 


49507 1.R1084 




Score 


236 




Exons 


473. .630 










GI Descrip. 


'4006829/gb IAAC95171.il 


2.0e- 


55 (AC005970) putative protein 






kinase [Arabidopsis thaliana] 1 






Seq. No. 


52215 




Seq. ID 


OJ990616_10.0419.C61 




Gene No. 


110416 




Strand 


+ 




Start 


473 




End 


1328 




Name 


OJ990616 10.0419.C61.ol 


.gs 


Method 


GENSCAN 




Start 


494 




End 


630 




GI 


none 




Score 


.99 



53425 




Exons 


494. .630 








Seq. No. 


52215 




Seq. ID 


OJ990616_10.0419.C61 


Cono Mo 


110416 




Strand 


+ 


Start 


473 




End 


1328 


Name 


OJ990616 10.0419.C61.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


499 




End 


647 


GI 


none 




Score 


187 


Exons 


499. .630, 501. .647, 502. 


.630 




Seq. No. 


52215 




Seq. ID 


OJ990616_10.0419.C61 


Conp Mo 


110416 




Strand 


+ 


Start 


473 




End 


1328 


Name 


OJ990616 10.0419.C61.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


501 




End 


650 


GI 


none 




Score 


191 


Exons 


501. .650, 502. .630 








Seq. No. 


52215 




Seq. ID 


OJ990616_10.0419.C61 


Gene No. 


110416 




Strand 


+ 


Start 


473 




End 


1328 


Name 


OJ990616 10.0419.C61.ol. 


np 


Method 


AAT/NAP 


Start 


508 




End 


1328 


GI 


4585873 




Score 


116 


Exons 


508. .641, 1310. .1328 








GI Descrip. 


(AC005850) Putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


52216 




Seq. ID 


OJ990616_10.0419.C62 


OCilC IN <J . 


110417 




Strand 


+ 


Start 


281 




End 


3549 


Name 


OJ990616 10.0419.C62.ol. 


gs 


Method 


GENSCAN 


Start 


281 




End 


3549 


GI 


none 




Score 


.67 


Exons 


281. .501, 3375. .3549 








Seq. No. 


52217 




Seq. ID 


OJ990616_10.0419.C63 


Gene No. 


110418 




Strand 


+ 


Start 


2 




End 


1247 


Name 


OJ990616 10.0419.C63.ol. 


np 


Method 


AAT/NAP 


Start 


2 




End 


1247 


GI 


6721543 




Score 


105 


Exons 


2. .132, 1168. .1247 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52217 




Seq. ID 


OJ990616_10.0419.C63 


Gene No. 


110418 




Strand 


+ 


Start 


2 




End 


1247 


IN dlLlfc; 


OJ990616 10.0419.C63.ol. 


gp 


Method 


AAT/GAP 


Start 


16 




End 


436 


GI 


7406 1.R1084 




Score 


575 


Exons 


16. .315, 342. .436 








GI Descrip. 


»1122315/emb|CAA63901| 7 


,0e- 


10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


52217 




Seq. ID 


OJ990616_10.0419.C63 


Gene No. 


110419 




Strand 




Start 


630 




End 


1716 



53426 



Name OJ990616_10 . 0419 .C63 . o2 . gp Method AAT/GAP 

Start 379 End 831 

GI LIB3431-045-P1-N1-A10 Score 827 

Exons 379.. 831 

GI Descrip. ' 5441876/dbj | AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



o e g • in o . 


^991 7 






Oct]* ±U 


uu j y u \) x u 


fifing Nn 


1104 19 






Strand 




Start 


630 






End 


1716 


Name 


OJ990616 


10.0419.C63. 


.ol .gs 


Method 


GEN SCAN 


Start 


630 






End 


1416 


GI 


none 






Score 


.69 


Exons 


630. .793, 


967. .1169, 


1174. . 


1221, 1285. 


.1416 


Seg. No. 


52217 






Seg. ID 


OJ990616 


Gene No. 


110419 






Strand 




Start 


630 






End 


1716 


Name 


OJ990616 


10.0419.C63, 


. o2 . np 


Method 


AAT/NAP 


Start 


633 






End 


1716 


GI 


7228442 






Score 


267 


Exons 


633. .816, 


1629. .1716 









GI Descrip. 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seg. ID OJ990616_10.0419.C63 
Strand 

End 1716 

Method AAT/NAP 

End 1716 

Score 593 



52217 
110419 
630 

OJ990616_10.0419.C63.o3.np 
935 

5441880 

935. .1169, 1285. .1416, 1663. .1716 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seg. ID OJ990616_10.0419.C63 
Strand 

End 1716 

Method AAT/NAP 

End 1716 

Score 72 



52217 
110419 
630 

OJ990616_10.0419.C63.o4.np 
1502 
7228438 
1502. .1716 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



52218 

110420 

886 

OJ990616_10.0419.C64.ol.gs 

886 

none 

886. .1015 



Seg. ID OJ990616_10.0419.C64 

Strand + 

End 1015 

Method GENSCAN 

End 1015 

Score - .71 



Seg. No. 



52219 



Seg. ID OJ990616_10.0419.C65 



53427 



Gene No. 


110421 


Strand 


+ 


Start 


1 


End 


976 


Name 


OJ990616 10.0419.C65.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


824 




81286 


Score 


263 


Hi Awl i O 


1..455, 535. .824 






OX L/C O ^ J- X£J * 


extensin - Volvox carteri (fragment) gi I 21992 | emb | CAA46283 | 


(X65165) extensin [Volvox carteri] 




Seq. No. 


J £. £, X 


Seq. ID 


OJ990616 10.0419.C65 


Gene No. 


110421 


Strand 


+ 


Start 


1 


End 


976 


Mamp 
LN CllLl" 


OJ990616 10.0419.C65.ol.gs 


Method 


GEN SCAN 


O L.CLX 


268 


End 


976 




none 


Score 


. 59 


Exons 


268 . .796, 840. . 976 






Seq. No. 


52219 


Seq. ID 


OJ990616 10.0419.C65 


Gene No. 


110422 


Strand 




Start 


1 


End 


722 


IN diu" 


OJ990616 10.0419.C65.ol.tm 


Method 


TBLASTX: Maize 


O L d. -L L. 


1 


End 


275 


OX 


none 


Score 


75 


F!vr>n 


1..60, 2. .58, 4. .78, 5. .37, 


28..72, 63 


..275, 75. .260, 152. .274 




52219 


Seq. ID 


OJ990616_10.0419.C65 


Gene No . 


110422 


Strand 




Start 


1 


End 


722 


Name 


OJ990616 10.0419.C65.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


722 


OX 


6907106 


Score 


296 




1. .722 






ox ucatii^t 


(AP001129) EST AU068291 (C12960) corresponds to a region of the 


predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


52220 


Seq. ID 


OJ990616_10.0419.C7 0 


Gene No. 


110423 


Strand 


+ 


Start 


816 


End 


1258 


LN0.1LLC 


OJ990616 10.0419.C70.ol.gs 


Method 


GENSCAN 


Start 


816 


End 


1258 


ox 


none 


Score 


.53 


Rxon s 

J_l *V \mf 1 I 


816. .1125, 1154. .1258 






Seq. No. 


52221 


Seq. ID 


OJ990616_10.0419.C71 


Gene No. 


110424 


Strand 




Start 


858 


End 


2944 


LNdlllC 


OJ990616 10.0419.C71.ol.gs 


Method 


GENSCAN 


OLal L 


858 


End 


2941 


OX 


none 


Score 


.88 




858. .1337, 1378. .1524, 1754 


..1862, 2318. .2418, 2846. .2941 


Seq. No. 


52221 


Seq. ID 


OJ990616_10.0419.C71 


Gene No. 


110424 


Strand 




Start 


858 


End 


2944 


Name 


OJ990616 10-0419-C71.ol.tm 


Method 


TBLASTX: Maize 


Start 


2429 


End 


2944 


GI 


none 


Score 


111 



53428 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2429. .2530, 2430. .2531, 2430. .2552, 2675. .2752, 2682. .2750, 
2843. .2944, 2844.-2942 



52222 

110425 

67 

OJ990616_10.0419.C72.ol.gs 
67 

none 

67. .112, 242. .432 



Seq. ID OJ990616_10.0419.C72 

Strand + 

End 432 

Method GENSCAN 

End 432 

Score .7 



52223 
110426 
1 

OJ990616_10.0419.C75-ol.np 
1 

6648172 



Seq. ID OJ990616_10.0419.C75 
Strand + 

4700 
AAT/NAP 
4700 
962 



End 

Method 
End 

Score 

1..427, 513. .608, 692. .781, 873. .977, 1164. .1223, 1331. .1393, 
1477. .1572, 2382. .2546, 3504. .3677, 3956. .4046, 4650. .4700 
(AC010926) putative exportin, tRNA (nuclear export receptor for 
tRNAs) [Arabidopsis thaliana] 



52223 

110426 

1 

OJ990616_10.0419.C75.ol .gs 
60 

none 



Seq. ID OJ990616_10.0419.C75 

Strand + 

End 4700 

Method GENSCAN 

End 4054 

Score .77 



60. .122, 186. .427, 692. .781, 873. .977, 1164. .1223, 1331. .1393, 
2382. .2546, 3504. .3677, 3787. .3852, 3956. .4054 



Seq. No. 


52223 








Seq. ID 


OJ990616_10.0419.C75 


Gene No. 


110426 








Strand 


+ 


Start 


1 








End 


4700 


Name 


OJ990616 10 


.0419 


.C75.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1163 








End 


2438 


GI 


none 








Score 


92 


Exons 


1163. .1240, 


1164 


. .1241, 


1328. 


.1423, 1330. .1398, 1474. .1617, 




1474. .1569, 


1479 


. .1628, 


2379. 


.2438 




Seq. No. 


52224 








Seq. ID 


OJ990616_10.0419.C76 


Gene No. 


110427 








Strand 


+ 


Start 


1 








End 


524 


Name 


OJ990616 10 


.0419 


.C76.ol 


■ gp 


Method 


AAT/GAP 


Start 


1 








End 


524 


GI 


2798070 








Score 


297 


Exons 


1..65, 409. 


.524 










Seq. No. 


52224 








Seq. ID 


OJ990616_10.0419.C76 


Gene No. 


110427 








Strand 


+ 


Start 


1 








End 


524 


Name 


OJ990616 10 


.0419 


.C76.ol 


.gs 


Method 


GENSCAN 


Start 


409 








End 


513 


GI 


none 








Score 


.58 


Exons 


409. .513 












Seq. No. 


52225 








Seq. ID 


OJ990616_10.0419.C82 



53429 



Gene No. 110428 Strand 

Start 1 End 342 

Name OJ990616_10. 0419. C82 .ol .gp. Method AAT/GAP 

Start 1 End 342 

GI none Score 627 

Exons 1 . . 342 



Seq. No. 52226 Seq. ID 

Gene No. 110429 Strand 

Start 75 End 

Name OJ990616_10 . 0419.C84 . ol . gs Method 

Start 75 End 

GI none Score 

Exons 75. . 150 



OJ990616_10.0419.C84 
150 

GENSCAN 

150 

.87 



Seq. No. 52227 Seq. ID 

Gene No. 110430 Strand 

Start 745 End 

Name OJ990616_10 . 0419 . C86 . ol . gs Method 

Start 745 End 

GI none Score 

Exons 745.. 819, 1012.. 1080 



OJ990616_10.0419.C86 

1080 
GENSCAN 
1080 
.55 



Seq. No. 52227 Seq. ID 

Gene No. 110431 Strand 

Start 1155 End 

Name 0 J9 9061 6_1 0 . 0419. C 8 6 . o 1 . gp Me t hod 

Start 1155 End 

GI none Score 

Exons 1155.. 1231 



OJ990616_10.0419.C86 

1231 
AAT/GAP 
1231 
154 



Seq. No. 52228 Seq. ID OJ990616_ 

Gene No. 110432 Strand + 

Start 214 End 805 

Name OJ990616_10 . 04 19. C87 . ol . gs Method GENSCAN 

Start 214 End 805 

GI none Score .88 

Exons 214.. 280, 641.. 805 



10.0419.C87 



Seq. No. 52229 Seq. ID 

Gene No. 110433 Strand 

Start 205 End 

Name OJ99061 6_10 . 0419. C92 . ol . gs Method 

Start 205 End 

GI none Score 

Exons 205.. 266 



OJ990616_10.0419.C92 
+ 

266 

GENSCAN 
266 
. 68 



Seq. No. 52230 Seq. ID 

Gene No. 110434 Strand 

Start 1 End 

Name OJ990616_10 . 0419 . C94 . ol . np Method 

Start 1 End 

GI 7523511 Score 

Exons 1.-81, 5 98.. 8 10 

GI Descrip. (AP001633) ESTs AU032777 (S14085 ) , C23613 (S14085 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F10A12 genomic sequence; putative lipase 



OJ990616_10.0419.C94 
+ 

1109 
AAT/NAP 
810 
254 



53430 



(AC006232) [Oryza sativa] 



Seq. No. 52230 Seq. ID OJ990616_10. 0419.C94 

Gene No. 110434 Strand + 

Start 1 End 1109 

Name OJ990616_10 . 0419 .C94 . ol . gp Method AAT/GAP 

Start 599 End 1109 

GI 1794_1.R1084 Score 956 

Exons 599.. 1109 

GI Descrip. • 5734 634/dbj | BAA83365 . 1 1 4.0e-10 (AP000391) Similar to putative 

lipase (AC006232) [Oryza sativa] 1 



Seq. No. 52230 Seq. ID 

Gene No. 110434 Strand 

Start 1 End 

Name OJ99061 6_10 . 04 19 . C94 . ol . gs Method 

Start 599 End 

GI none Score 

Exons 599.. 816 



OJ990616_10.0419.C94 
+ 

1109 
GENSCAN 
816 
.68 



Seq. No. 


52230 








Seq. ID 


OJ990616_10.0419. 


C94 


Gene No. 


110435 








Strand 


- 




Start 


1840 








End 


2120 




Name 


OJ990616 


_10.0419.C94 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


592 








End 


825 




bJl 


none 








Score 


o n "3 
z u o 




Exons 


592. .825 














Seq. No. 


52230 








Seq. ID 


OJ990616_10.0419. 


C94 


Gene No. 


110435 








Strand 


- 




Start 


1840 








End 


2120 




Name 


OJ990616 


_10.0419.C94 


.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


598 








End 


801 




GI 


none 








Score 


191 




Exons 


598. .801, 


702. .800 












Seq. No. 


52230 








Seq. ID 


OJ990616_10.0419. 


C94 


Gene No. 


110435 








Strand 






Start 


1840 








End 


2120 




Name 


OJ990616 


10.0419.C94 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


598 








End 


822 




GI 


none 








Score 


381 




Exons 


598. .822, 


692. .814, 


693 


. .821 








Seq. No. 


52230 








Seq. ID 


OJ990616_10.0419. 


C94 


Gene No. 


110435 








Strand 






Start 


1840 








End 


2120 




Name 


OJ990616 


10.0419.C94 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


604 








End 


810 




GI 


none 








Score 


240 




Exons 


604 . .810, 


693. .785 












Seq. No. 


52230 








Seq. ID 


OJ990616_10.0419. 


C94 


Gene No. 


110435 








Strand 






Start 


1840 








End 


2120 




Name 


OJ990616 


10.0419.C94 


.o2 


.gp 


Method 


AAT/GAP 




Start 


1840 








End 


2120 





53431 



GI 4714605 

Exons 1840.. 2120 

Seq. No. 52231 

Gene No. 110436 

Start 601 

Name OJ990616_10. 0419.C102.ol .gs 

Start 601 

GI none 

Exons 601.. 708, 818.. 952 

Seq. No. 52232 

Gene No. 110437 

Start 1899 

Name OJ990616_10. 0419.C103.ol.gp 

Start 1681 

GI 3760905 

Exons 1681.. 1910 



Score 



496 



Seq. ID OJ990616_10.0419.C102 
Strand 

End 952 

Method GENS CAN 

End 952 

Score . 4 



Seq. ID OJ990616_10.0419.C103 
Strand 

End 6400 

Method AAT/GAP 

End 1910 

Score 421 



Seq. No. 52232 

Gene No. 110437 

Start 1899 

Name OJ990616_10 . 04 19 . C103 . ol . gs 

Start 18 99 

GI none 
Exons 



Seq. ID OJ990616_10.0419.C103 
Strand 

End 6400 

Method GENS CAN 

End 6380 

Score .91 



1899. .2234, 2361. .2453, 3482. .3556, 3690. .3860, 4235. .4335, 
5284. .5440, 5541. .5810, 6267. .6380 



;1 



[3 Seq. No. 
lil Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



52232 

110437 

1899 

OJ990616_10.0419.C103.ol.np 

1905 

6730751 



Seq. ID OJ990616_10.0419.C103 
Strand 

End 6400 

Method AAT/NAP 

End 6381 

Score 715 



1905. .2228, 2319. .2453, 3482. .3556, 3690. .3860, 4235. .4335, 
4872.-4949, 5284. .5440, 5541. .5809, 6263. .6381 
(AC016529) hypothetical protein [Arabidopsis thaliana] 



52232 

110437 

1899 

OJ990616_10.0419.C103.ol.tc 

1905 

none 



Seq. ID OJ990616_10.0419.C103 
Strand 

End 6400 

Method TBLASTX : Cress 

End 3538 

Score 93 



1905.. 2087, 1906.. 2103, 2010.. 2231, 2059.. 2187, 2364.. 2456, 
3476. .3538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52232 

110437 

1899 

OJ990616_10.0419.C103.o2.tm 

1911 

none 



Seq. ID OJ990616_10.0419.C103 
Strand 

End 6400 

Method TBLASTX: Maize 

End 2456 

Score 300 



1911. .2171, 1912.. 2172, 2094. .2177, 2196.. 2240, 2197. .2235, 
2199.. 2237, 2388.. 2456 



Seq. No. 



52232 



Seq. ID OJ990616_10.0419.C103 



53432 




Gene No. 


110437 






Strand 




Start 


18 99 






End 


6400 


Name . 


OJ990616 10. 


0419. 


C103.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1915 






End 


6380 


GI 


none 






Score 


130 


Exons 


i yio . . £ ±±z , 


i qi n 
191 / . 


. z09o, J4 / d . 


.3556, 3687. .3866, 3700. .3846, 




>t O OO A HC\ 


/QIC 

4 o / O . 


. 4 94 1 , 4 O / D . 


.4950, 4877. .4954, 5279. .5440, 




COO'S C. >l /I 1 


ODjj. 


. OOlO, OOOU . 


.5820, 6271. .6360, 6278. .6364,- 




COQO C*5QH 










Seq. No. 


52232 






Seq. ID 


OJ990616_10.0419.C103 


Gene No. 


110437 






Strand 




start 


1 QQQ 

lo 99 






End 


6400 


Name 


OJ 9 90b lb 10. 


n a i q 
U4 1 9 . 


liuj . oz . gp 


Method 


AAT/GAP 


Start 


O A C O 

J 4 DO 






End 


4302 


GI 


OQC1CT 
too / Dj 






Score 


583 


Exons 


J4 DO . . Joob, 


i a q n 


. joDU/ 4 Z jj . 


.4302 




Seq. No. 








Seq. ID 


OJ990616_10.0419.C103 


Gene No. 


1104 31 






Strand 




Start 


18 99 






End 


6400 


Name 


OJ990616 10. 


0419. 


C103.ol. tm 


Method 


TBLASTX: Maize 


Start 


4232 






End 


6400 


GI 


none 






Score 


70 


Exons 


/l O O O ytOQO 


4Z . 


yi OQO / OQ*5 
. 4 ^OZ , 4 Zo O . 


.4333, 4284. .4334, 4867. .4950, 




4874 . . 4 9ol, 


48 /4 . 


/I Q"7 O COTQ 
. 4 9 / Z , OZ / 9 . 


.5443, 5283. .5441, 5284. .5451, 




cc^ft cQi n 

ddZu . .0810, 


OOJ4 . 


CQI O CC/ 1 

. Ool^ , 004 1 . 


.5813, 5542. .5814, 6264. .6380, 




co c a nn 
DZ DD . . b4 00 










Seq. No. 


COOT3 






Seq. ID 


OJ990616_10.0419.C104 


Gene No. 


110438 






Strand 




Start 


1 






End 


2119 


Name 


OJ990616 10. 


0419. 


C104.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2119 


GI 


6730751 






Score 


214 


Exons 


1..199, 436. 


.522, 


624. .843, 940. .1105, 


2099. .2119 


GI Descrip. 


(AC016529) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


52233 






Seq. ID 


OJ990616_10.0419.C104 


Gene No. 


110438 






Strand 




start 


1 






End 


2119 


Name 


OJ990616 10. 


0419. 


C104.ol.gs 


Method 


GEN SCAN 


Start 


84 






End 


1089 


GI 


none 






Score 


.78 


Exons 


84... 197, 523 


.. .609 


>, 631. .798, 


940. .1089 




Seq. No. 


52233 






Seq. ID 


OJ990616_10.0419.C104 


Gene No. 


110438 






Strand 




Start 


1 






End 


2119 


Name 


OJ990616 10. 


0419. 


C104.ol.ts 


Method 


TBLASTX : Soybean 


Start 


88 






End 


1093 


GI 


none 






Score 


73 


Exons 


88. .177, 95. 


.181, 


99. .197, 434. .532, 438. .500, 620. .841, 




625. .885, 628. .846, 937. .1035 


, 938.. 98^ 


i, 1018. .1089, 1046. .li 


Seq. No. 


52233 






Seq. ID 


OJ990616_10.0419.C104 


Gene No. 


110438 






Strand 





53433 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 

OJ990616_10.0419.C104.ol.tc Method 

99 End 

none Score 

99. .191, 434. .532, 631. .780, 644. .781 



2119 

TBLASTX: Cress 

781 

82 



52233 

110438 

1 

OJ990616_10.0419.C104 .ol.tm 

449 

none 



Seq. ID OJ990616_10.0419.C104 
Strand 

End 2119 

Method TBLASTX: Maize 

End 1112 

Score 87 



449. .532, 450. .530, 457. .534, 623. .841, 628. .846, 631. .846, 
937. .1089, 947. .1099, 1041. .1112 



52234 
110439 
37 

OJ990616_10.0419.C105.ol.gs 
37 

none 

37. .79, 84. .130 

52235 
110440 
234 

OJ990616_10.0419.C106.ol.gs 
234 
none 
234. .448 

52235 
110441 
756 

OJ990616_10.0419.C106.o2.gs 
756 
none 

756.-774, 1135. .1241, 1450. .1632 



Seq. ID OJ990616_10.0419.C105 

Strand + 

End 130 

Method GEN SCAN 

End 130 

Score .53 



Seq. ID OJ990616_10.0419.C106 

Strand + 

End 448 

Method GEN SCAN 

End 448 

Score .97 



Seq. ID OJ990616_10.0419.C106 
Strand 

End 1764 

Method GENSCAN 

End 1632 

Score . 66 



Seq. ID OJ990616_10.0419.C106 
Strand 

1764 ' 
AAT/NAP 
1764 
136 



52235 
110441 
756 

OJ990616_10.0419.C106.ol.np 
1438 
6907106 
1438. .1598, 1709. .1764 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



End 

Method 

End 

Score 



52236 
110442 
1 

OJ990616_10-0419.C110.ol.np 
1 

4239889 
1..174, 332. .546 

(AB016802) MAP kinase 5 [Zea mays] 



Seq. ID OJ990616_10. 0419. C110 

Strand + 

End 549 

Method AAT/NAP 

End 54 6 

Score 264 



53434 




Seq. No. 






beq. iu 


ujyyuoiD i u . U4 1 y . u i i u 


Gene No. 


110442 




Strand 


+ 


Start 


1 




End 


549 


Name 


OJ990616 10. 0419. C110. ol 


.gs 


Method 


GENSCAN 


Start 


380 




End 


549 


GI 


none 




Score 


.99 


Exons 


380. .549 








beq. NO. 






C T Pi 

beq. id 


ATQQnci c in n/MQ pi 1 n 

ujyyuoio iu.u4iy.uiiu 


Gene No. 


110443 




Strand 


+ 


Start 


651 




End 


729 


Name 


OJ990616 10. 0419. C110. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


331 




End 


666 


GI 


none 




Score 


310 


Exons 


331. .555, 334..S58, 351. 


.557, 


619. .666, 


630. .665 


Seq. No. 






beq. ID 


ATQQflCI C IP* H/l 1 Q p1 1 A 

ojyyubio iu.U4iy.ciiu 


Gene No. 


110443 




Strand 


+ 


Start 


651 




End 


729 


Name 


OJ990616 10. 0419. C110. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


334 




End 


571 


GI 


none 




Score 


246 


Exons 


334. .546, 336. .539, 397. 


.54 9., 


416. .571 




Seq. No. 


52236 




Seq. ID 


OJ990616_10.0419.C110 


Gene No . 


*i 1 r\ A A o 
11U4 4 o 




Strand 


+ 


Start 


651 




End 


729 


Name 


OJ990616 10. 0419. C110. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


334 




End 


663 


GI 


none 




Score 


301 


Exons 


334..5S8, 351. .557, 380. 


.562, 


395. .562, 


610. .660, 611. .661, 




612. .662, 634. .663 








beq. no. 






beq. ID 


ujyyubio iu.u4iy.uiiu 


Gene No. 


110443 




Strand 


+ _ 


Start 


651 




End 


729 


Name 


OJ990616 10. 0419. C110. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


378 




End 


550 


GI 


none 




Score 


255 


Exons 


378. .539, 379.-546, 404. 


.550 






Seq. No. 


52236 




Seq. ID 


OJ990616_10.0419.C110 


Gene No. 


110443 




Strand 


+ 


Q4- a 


DDI 




End 


729 


Name 


OJ990616 10. 0419. C110. ol 


.gp 


Method 


AAT/GAP 


Start 


651 


End 


729 


GI 


LIB3434-019-P1-K1-C1 




Score 


134 


Exons 


651. .729 








GI Descrip. 


•4539295/emb ICAB39598.il 


2.0e- 


-10 (AL049480) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


52237 




Seq. ID 


OJ990616_10. 0419. Clll 


Gene No. 


110444 




Strand 




Start 


1 




End 


1935 


Name 


OJ990616 10. 0419. Clll. ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1801 



53435 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7485485 Score 240 

1..50, 142. .258, 329. .402, 538. .636, 874. .983, 1014. .1143, 
1233.. 1359, 1551.. 1622, 1759.. 1801 

hypothetical protein F14M19.50 - Arabidopsis thaliana 
gi I 4539295 I emb | CAB39598.il (AL049480) putative protein 
[Arabidopsis thaliana] gi | 7269428 I emb I CAB79432 . 1 1 (AL161564) 
putative protein [Arabidopsis thaliana] 



52237 

110444 

1 

OJ990616_10.0419.Clll.ol.tm 
1 



Seq. ID OJ990616_10.0419.C111 
Strand 

End 1935 
Method TBLASTX : Mai ze 
End 1857 
none Score 87 

1..57, 2. .82, 2. .52, 3. .56, 142. .192, 143. .193, 308. .370, 
318. .374, 468. .554, 473. .574, 482. .574, 578.-646, 581. .643, 
603. .659, 840. .1025, 846. .986, 862. .1029, 866. .1039, 871. .1041, 
872. .1060, 1003. .1146, 1027. .1155, 1049. .1150, 1053. .1154, 
1056. .1175, 1224. .1334, 1231. .1362, 1238. .1336, 1550. .1624, 
1551. .1625, 1551. .1625, 1749. .1832, 1759. .1857, 1759. .1845 



Seq. ID OJ990616_10.0419.C111 
Strand 

End 1935 

Method GENSCAN 

End 1903 

none Score . 63 

474. .620, 1276. .1410, 1551. .1622, 1759. .1903 



52237 

110444 

1 

OJ990616_10.0419.Clll.ol.gs 
474 



52237 

110444 

1 

OJ990616_10.0419.Clll.ol.tw 
871 
none 



Seq. ID OJ990616_10.0419.C111 
Strand 

End 1935 

Method TBLASTX : Wheat 

End 1328 

Score 82 



J71..960, 872. .952, 979. .1155, 1049. .1144, 1260. .1328 



52237 

110444 

1 

OJ990616_10.0419.Clll.ol.gp 
1066 
426039 



Seq. ID OJ990616_10.0419.C111 
Strand 

End 1935 

Method AAT/GAP 

End 1935 

Score 631 



1066. .1143, 1263. .1333, 1551. .1622, 1759. .1935 

4539295/emb | CAB39598.il 2.0e-10 (AL049480). putative protein 

[Arabidopsis thaliana] 



Seq. No. 


52238 




Seq. ID 


OJ990616_ 


10. 


0419 


.C112 


Gene No. 


110445 




Strand 










Start 


153 




End 


668 








Name 


OJ990616 


10.0419.C112.ol.gs 


Method 


GENSCAN 








Start 


153 




End 


668 








GI 


none 




Score 


.78 








Exons 


153. .281, 


510. .668 












Seq. No. 


52239 




Seq. ID 


OJ990616_ 


10. 


0419 


.C113 


Gene No. 


110446 




Strand 











53436 




OUal L. 


4 74 




End 


1028 


Name 






Method 


GENSCAN 




474 ~~ 




End 


1028 


GI 


none 




Score 


. 64 




474 561- 935 1028 














Seq. ID 


OJ990616 10.0419.C122 


Gene No. 


1104 47 




Strand 




Start 


1622 




End 


2203 


Name 


OJ990616 10.0419.C122.ol. 


gp 


Method 


AAT/GAP 


Start 


1622 




End 


2203 


GI 


28337 1.R1084 




Score 


947 


Exons 


1622. .2112, 2179. .2203 








GI Descrip. 


' 5734636/dbj I BAA83367 . 1 | 


2.0e 


-28 (AP000391) Similar to putative 


lipase (AC006232) [Oryza 


sativa] 1 







52240 




Seq. ID 


OJ990616 10.0419 


.C122 


Gene No. 


110447 




Strand 


- ■ 




Start 


1622 




End 


2203 




INcUUt; 


OJ990616 10. 


0419.C122.ol.np 


Method 


AAT/NAP 




Q4- a v+- 


1901 




End 


2203 




PT 


5734636 




Score 


239 




TT w /~\ c 


1901. .2203 








sativa] 


ri T Dp^rr "i n 

OX w C» O V— • J • 


(AP000391) Similar to putative lipase 


(AC006232) [Oryza 


Seq. No. 


52240 




Seq. ID 


OJ990616_10.0419 


.C122 


Gene No. 


110447 




Strand 






c+- -a >-t- 

O l_ ClX. u 


1622 




End 


2203 




Name 


OJ990616 10. 


0419.C122.ol.tm 


Method 


TBLASTX: Maize 






1916 




End 


' 2114 






none 




Score 


282 




Exons 


1916. .2113, 


1917. .2114 








Q^rr No 


52240 




Seq. ID 


OJ990616_10.0419 


.C122 


Gene No. 


110447 




Strand 






Start 


1622 




End 


2203 




Name 


OJ990616 10. 


0419.C122.ol.tc 


Method 


TBLASTX: Cress 




Start 


1922 




End 


2114 




GI 


none 




Score 


101 




Exons 


1922. .2113, 


1923. .2114 








Seq. No. 


52240 




Seq. ID 


OJ990616_10.0419 


.C122 


Gene No. 


110447 




Strand 






Start 


1622 




End 


2203 




Name 


OJ990616 10 


0419.C122.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1922 




End 


2108 




GI 


none 




Score 


98 




Exons 


1922. .2107, 


1923. .2108 








Seq. No. 


52240 




Seq. ID 


OJ990616_10.0419 


.C122 


Gene No. 


110447 




Strand 






Start 


1622 




End 


2203 




Name 


OJ990616 10 


.0419.C122.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1922 




End 


2114 




GI 


none 




Score 


95 




Exons 


1922. .2113, 


1926. .2114 









53437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52241 Seq. ID 

110448 Strand 

1 End 

OJ990616_10.0419.C129.ol.np Method 

1 End 

5734764 Score 
1..110, 204. .349, 798..83S 

(AC007651) Hypothetical Protein [Arabidopsis thaliana] 



OJ990616_10.0419.C12 9 
+ 

835 

AAT/NAP 
835 
169 



52241 

110448 

1 

OJ990616_10.0419.C129.ol.tm 
17 

none 



Seq. ID OJ990616_10.0419.C129 

Strand + 

End 835 

Method TBLASTX : Mai ze 

End 538 

Score 121 



17. .106, 21. .122, 28. .111, 204. .293, 270. .356, 287. .355, 
448. .537, 449.-538 



Seq. No. 52241 Seq. ID 

Gene No. 110448 Strand 

Start 1 End 

Name OJ990616_10 . 0419 . C129 . ol . ts Method 

Start 27 End 

GI none Score 

Exons 27.. 122, 29.. 127, 204.. 308 



OJ990616_10.0419.C129 
+ 

835 

TBLASTX : Soybean 

308 

126 



Seq. No. 52241 Seq. ID 

Gene No. 110448 Strand 

Start 1 End 

Name OJ990616_10. 0419.C129.ol .gs Method 

Start 45 End 

GI none Score 

Exons 45. .110, 204.. 360 



OJ990616_10.0419.C129 
+ 

835 

GENSCAN 

360 

.96 



Seq. No. 52242 Seq. ID 

Gene No. 11044 9 Strand 

Start 1095 End 

Name OJ990616_10 . 0419. C133 . ol . gs Method 

Start 1095 End 

GI none Score 

Exons 1095.. 1670 



OJ990616_10. 0419.C133 

1670 
GENSCAN 
1670 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



52242 Seq. ID OJ990616_10 . 04 19 . C133 

110449 Strand 

1095 End 1670 

OJ990616_10. 0419.C133.ol.np Method AAT/NAP 

1350 End 1613 

2498982 Score 113 

1350. . 1613 

TRANSCRIPTION INITIATION FACTOR TFIID 31 KD SUBUNIT (TAFII-31) 
(TAFII-32) (TAFII32) (NEURONAL CELL DEATH RELATED GENE IN NEURON 
-7) (DN-7) gi | 1103900 (U40188) induced upon programmed cell 
death in neuronally differentiated PC12 cells [Rattus 
norvegicus] 



52242 
110450 



Seq. ID 
Strand 



OJ990616 10.0419.C133 



53438 






J J -J 


End 


3538 






Name 


n.TQQOfil fi in 041 Q pi ^ nl tm 


Mpt* hod 


TBLASTX: Maize 




Q J_ _ — J- 


1 ^fiS — 

1JOJ 


End 


1598 








none 


Score 


136 






£j AvJl ID 


1365 1598, 1366.. 1518, 1392 


. . 1598 








Seq. No. 


52242 


Seq. ID 


OJ990616 10. 


0419- 


.C133 


Gene No. 


110450 


Strand 










jjl j 


End 


3538 






Name 


n.TQQDfil If) 0419 P13^ o2 as 


Mp1~ hod 


GEN SCAN 








j j 


End 


3538 








none 


Score 


. 99 








O O -J * i J J JO 










Seq. No. 


52243 


Seq. ID 


OJ990616 10. 


0419 


.C142 


Gene No. 


110451 


Strand 








Qf -j r--(- 
oualt 


1 ?o 

X w 


End 


401 






Name 


n.TQQnfil ID 041 Q PI 42 ol as 


Mp1~ hod 


QENSCAN 








190 ~ 

J. c. U 


End 


401 








none 




. 7 






Exons 


190 401 










o e q . in u . 


S9944 

O *i *i 


Seq. ID 


OJ990526_10. 


0419 


.C3 


Gene No. 


110452 


Strand 








Start 


188 


End 


1081 






Name 


OJ990526 10.0419.C3.ol.np 


Method 


AAT/NAP 






btdil 


188 


End 


1081 








5902448 


Score 


1488 






Exons 


188. .1081 










bj. uescrip . 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


52244 


Seq. ID 


OJ990526_10. 


,0419 


.C3 


Gene No. 


110452 


Strand 










188 


End 


1081 






Name 


OJ990526 10.0419.C3.ol.tw 


Method 


TBLASTX: Wheat 






671 


End 


961 






ul 


none 


Score 


52 








671. .961, 708. .821 










oeq . ino . 


52245 


Seq. ID 


OJ990526_10. 


,0419 


.C4 


Gene No. 


110453 


Strand 


+ 






Start 


236 


End 


2677 






Name 


OJ990526 10.0419.C4.ol.np 


Method 


AAT/NAP 








236 


End 


2677 








2760323 


Score 


51 






Exons 


236. .316, 2415. .2544, 2571.. 


2677 








bl UcSCiip • 


(AC002130) F1N21.8 [Arabiciopsis thaliana] 






Seq. No. 


52245 


Seq. ID 


OJ990526_10, 


.0419 


.C4 


Gene No. 


110453 


Strand 


+ 






Start 


236 


End 


2677 






Name 


OJ990526 10.0419.C4.ol.gs 


Method 


GENSCAN 






Start 


2388 


End 


2544 






GI 


none 


Score 


.98 






Exons 


2388. .2544 










Seq. No. 


52246 


Seq. ID 


OJ990526_10. 


.0419 


.C5 



53439 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110454 Strand 

1 End 

OJ990526_10.0419.C5.ol.np Method 

1 End 

2760323 Score 



+ 

2092 
AAT/NAP 
2092 
489 



1..140, 218. .283, 343. .449, 647. .747, 837. .901, 1154. .1202, 
1285. .1332, 1454. .1543, 1619. .1678, 1777. .1858, 2072. .2092 
(AC002130) F1N21.8 [Arabidopsis thaliana] 



52246 

110454 

1 

OJ99052 6_10.0419.C5.ol.gs 
59 

none 

59. .140, 218. .277, 367. .421, 



Seq. ID OJ990526_10.0419.C5 

Strand + 

End 2092 

Method GENS CAN 

End 1332 

Score .78 

469. .560, 664. .747, 1285. .1332 



52246 

110454 

1 

OJ990526_10.0419.C5.ol.gp 
223 

74204 1.R1084 



Seq. ID OJ990526_10.0419.C5 
Strand + 
End 2092 
Method AAT/GAP 
End 1842 
_ Score 913 

223. .277, 367. .421, 664. .747, 837. .901, 1154. .1202, 1285. .1332, 
1454. .1543, 1619. .1679, 1778. .1842 

•2760323 5.0e-59 (AC002130) F1N21.8 [Arabidopsis thaliana] 1 



52246 

110454 

1 

OJ990526_10.0419.C5.ol.ts 

1139 

none 



Seq. ID OJ990526_10.0419.C5 

Strand + 

End 2092 

Method TBLASTX : Soybean 

End 1657 

Score 77 



1139. .1201, 1152. .1205, 1285. .1332, 1451. .1549, 1616. .1657 



52247 

110455 

1 

OJ990526_10.0419.C6.ol.np 
1 

2760323 



Seq. ID OJ990526_10.0419.C6 

Strand - + 

End 1327 

Method AAT/NAP 

End 1187 

Score 489 



1..156, 418. .492, 569. .654, 885.-978, 1062. .1187 
(AC002130) F1N21.8 [Arabidopsis thaliana] 



52247 

110455 

1 

OJ99052 6_10.0419.C6.ol.tm 
79 

none 



Seq. ID OJ990526_10.0419.C6 

Strand + 

End 1327 

Method TBLASTX: Maize 

End 1327 

Score 106 



79. .159, 96. .176, 97. .159, 408. .491, 415. .492, 416. .493, 
420. .494, 543. .653, 562. .654, 569. .655, 880. .978, 881. .976, 
886. .981, 936. .983, 1059. .1169, 1059. .1160, 1061. .1165, 
1260. .1313, 1268. .1327 



Seq. No. 
Gene No. 



52247 
110455 



Seq. ID OJ990526_10.0419.C6 
Strand + 



53440 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990526_10.0419.C6.ol.gs 

446 

none 



End 

Method 

End 

Score 



1327 
GENSCAN 
1292 
.79 



446. .492, 885. .978, 1062. .1169, 1260. .1292 



52247 

110455 

1 

OJ990526_10.0419.C6.ol.ts 

620 

none 



Seq. ID OJ990526_10.0419.C6 

Strand + 

End 1327 

Method TBLASTX : Soybean 

End 1169 

Score 7 6 



620. .652, 883. .981, 939. .974, 1061. .1168, 1062. .1169 



52248 

110456 

124 

OJ990526_10.0419.C8.ol.gs 

124 

none 

124. .238 



Seq. ID OJ990526_10.0419.C8 

Strand + 

End 238 

Method GENSCAN 

End 238 

Score .91 



Seq. No. 

Gene No. 
^ Start 
if Name 
? n Start 

ru gi 

Q Exons 

| : : GI Descrip. 

If. Seq. No. 
s ^ Gene No . 
s Start 
f 3 Name 
Start 

8.2 GI 
r ~ Exons 

11 Seq. No. 
f j Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52249 
110457 
1 

OJ990526_10.0419.C9.ol.np 
1 

6691191 

1..37, 996. .1355, 2061. .2136 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. ID OJ990526_10.0419.C9 
Strand 

2136 
AAT/NAP 
2136 
287 



End 

Method 

End 

Score 



52249 

110457 

1 

OJ990526_10.0419.C9.ol.ts 

1060 

none 

1060.. 1284, 1061.. 1258 

52249 

110457 

1 

OJ990526_10.0419.C9.ol.tw 

1108 

none 

1108.. 1359, 1109.. 1300 



Seq. ID OJ990526_10.0419.C9 
Strand 

End 2136 

Method TBLASTX : Soybean 

End 1284 

Score 138 



Seq. ID OJ990526_10.0419.C9 
Strand 

End 2136 

Method TBLASTX : Wheat 

End 1359 

Score 114 



52249 
110457 
1 

OJ990526_10.0419.C9.o2.np 
1365 
7340881 

1365. .1398, 1505. .1629, 2008. .2136 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ990526_10.0419.C9 
Strand 

End 2136 

Method AAT/NAP 

End 2136 

Score 115 



Seq. No. 



52250 



Seq. ID OJ990526_10.0419.C14 



53441 



Gene No. 110458 Strand 

Start 335 End 960 

Name OJ990526_10 . 04 19 . C14 . ol . gs Method GEN SCAN 

Start 335 End 960 

GI none Score .57 

Exons 335.. 430, 907.. 960 



Seq. No. 52251 

Gene No. 110459 

Start 224 

Name OJ99052 6_10 . 04 1 9 . C15 . ol . gs 

Start 224 

GI none 

Exons 224.. 278, 398.. 408 



Seq. ID OJ990526_10.0419.C15 

Strand + 

End 4 08 

Method GENSCAN 

End 4 08 

Score .76 



Seq. No. 52252 
Gene No. 110460 
Start 1 

Name OJ990526_10 . 04 19 . CI 9 . ol . np 

Start 1 
GI 7489737 
Exons 1..20, 557. .1431, 1462. .1701, 1750.. 1873 

GI Descrip. gag protein homolog - maize retrotransposon Opie-2 

gi|3645898 | gb | AAC4 9501 . 1 | (U68408) in-frame stop codon; possibly 

a post-transposition mutation [Zea mays] 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method AAT/NAP 

End 1873 

Score 454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52252 
110460 
1 

OJ990526_10.0419.C19.ol.gs 
458 
none 

458. .1058, 1079. .1722 

52252 
110460 
1 

OJ990526_10.0419.C19.ol.ts 
560 
none 

560. .667, 671.. 1006, 1705.. 1800 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method GENSCAN 

End 1722 

Score .74 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method TBLASTX : Soybean 

End 1800 

Score 71 



52252 

110460 

1 

OJ990526_10.0419.C19.ol.tw 

563 

none 

563. .658, 565. .663, 566. .958 

52252 

110460 

1 

OJ990526_10.0419.C19.ol.tm 

716 

none 

716. .1090, 857. .967 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method TBLASTX : Wheat 

End 958 

Score 255 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method TBLASTX : Mai ze 

End 1090 

Score 199 



53442 



£3 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52252 
110460 
1 

OJ990526_10.0419.C19.o2.np 
1690 
7489803 
1690. .1873 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ990526_10.0419.C19 

Strand + 

End 1873 

Method AAT/NAP 

End 1873 

Score 133 



52253 
110461 
1 

OJ990526_10.0419.C20.ol.np 
1 

4680183 
1. .757 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990526_10.0419.C20 

Strand + 

End 757 

Method AAT/NAP 

End 757 

Score 1053 



52253 

110461 

1 

OJ990526_10.0419.C20.ol.gs 
57 

none 
57. .479 

52253 

110461 

1 

OJ990526_10.0419.C20.ol.tw 

443 

none 

443. .751, 444. .752 



Seq. ID OJ990526_10.0419.C20 

Strand + 

End 757 

Method GEN SCAN 

End 479 

Score .68 



Seq. ID OJ990526_10.0419.C20 

Strand + 

End 757 

Method TBLASTX : Wheat 

End 752 

Score 236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52254 
110462 
1 

OJ990526_10.0419.C22.ol.np 
1 

4416301 
1..243, 277. .556 

(AF105716) gag protein [Zea mays] 



Seq. ID OJ990526_10.0419.C22 

Strand + 

End 1288 

Method AAT/NAP 

End 556 

Score 107 



52254 

110462 

1 

OJ990526_10 . 04 19 . C22 . ol . gs 

55 

none 
55. .784 



Seq. ID OJ990526_10.0419.C22 

Strand + 

End 1288 

Method GENSCAN 

End 784 

Score .43 



Seq. No. 
Gene No. 
Start 



52254 

110462 

1 



Seq. ID OJ990526_10.0419.C22 
Strand + 
End 1288 



53443 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990526_10 . 04 19 . C22 . o2 . np Method AAT/NAP 

622 End 1288 

7489803 Score 766 

622. .1288 

pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



End 

Method 

End 

Score 



52254 
110462 
1 

OJ990526_10.0419.C22.o2.tm 
631 
none 

631.. 873, 636.. 872 

52254 
110462 
1 

OJ990526_10.0419.C22.o2.tw 
652 
none 

652. .966, 657. .686, 741. .866 

52254 
110462 
1 

OJ990526_10-0419.C22.ol.tm 
874 
none 

874. .1002, 882. .989, 993. .1253, 997. .1254 



Seq. ID OJ990526_10.0419.C22 
Strand + 

1288 

TBLASTX: Maize 
873 
272 



Seq. ID OJ990526_10.0419.C22 
Strand + 

1288 

TBLASTX: Wheat 
966 
232 



End 

Method 

End 

Score 



Seq. ID OJ990526_10.0419.C22 
Strand + 

1288 

TBLASTX: Maize 
1254 
146 



End 

Method 

End 

Score 



52254 

110462 

1 

OJ990526_10.0419.C22.ol.tw 

1033 

none 



Seq. ID OJ990526_10.0419.C22 

Strand + 

End 1288 

Method TBLASTX : Wheat 

End 1272 

Score 248 



1033.. 1260, 1041.. 1259, 1045.. 1272 



52255 
110463 
1 

OJ990526_10.0419.C24 .ol.np 
1 

4680179 
1..1834 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990526_10.0419.C24 
Strand 

1834 
AAT/NAP 
1834 
2624 



End 

Method 

End 

Score 



52255 

110463 

1 

OJ990526_10.0419.C24.o4.tw 
67 

none 

67. .291, 77. .292 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Wheat 

End 292 

Score 118 



53444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52255 

110463 

1 

OJ990526_10.0419.C24.ol.tm 

154 

none 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Mai ze 

End 739 

Score 104 



154. .579, 155. .352, 169. .420, 407. .580, 575. .724, 577. .738, 
584. .739 



Seq. No. 52255 

Gene No. 1104 63 

Start 1 

Name OJ990526_10.0419.C24 .ol .gs 

Start 244 

GI none 

Exons 244.. 1245, 1251.. 1790 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method GENSCAN 

End 1790 

Score .46 



Seq. No. 52255 

Gene No. 1104 63 

Start 1 

Name OJ990526_10. 0419.C24 .ol .tw 

Start 292 

GI none 

Exons 292.. 918, 293.. 352, 410 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Wheat 

End 918 

Score ' 44 
59, 571. .915 



Seq. No. 52255 

Gene No. 1104 63 

Start 1 

Name OJ990526_10 . 0419.C24 . o3 . tm 

Start 787 

GI none 

Exons 787.. 1077, 791.. .970, 973.. 1077 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Mai ze 

End 1077 

Score 193 



Seq. No. 52255 

Gene No. 1104 63 

Start 1 

Name OJ990526_10. 0419.C24 .ol. ts 

Start 877 

GI none 

Exons 877.. 1125, 877.. 1137 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Soybean 

End 1137 

Score 125 



Seq. No. 52255 

Gene No. 110463 

Start 1 

Name OJ990526_10. 0419.C24 .ol .tc 

Start 901 

GI none 

Exons 901.. 1044, 1045.. 1227 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX: Cress 

End 1227 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52255 
110463 
1 

OJ990526_10.0419.C24 ,o3.tw 
924 
none 

924. .1190, 925. .1206, 925. .1317, 1248. .1463 



Seq. ID OJ990526_10.0419.C24 
Strand 

End 1834 

Method TBLASTX : Wheat 

End 1463 

Score 14 6 



53445 



Seq. No. 


52255 




Seq. ID 


OJ990526_10.0419. 


C24 


Gene No. 


110463 




Strand 






Start 


1 




End 


1834 




Name 


OJ990526 10.0419.C24.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1491 




End 


1833 




(IT 


none 




Score 


213 




Exons 


1491. .1832, 1498. .1833 










Seq. No. 


52255 




Seq. ID 


OJ990526_10.0419. 


C24 


Gene No. 


110463 




Strand 






Start 


1 




End 


1834 




Name 


OJ990526 10.0419.C24.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1491 ~~ 




End 


1833 




rir 

O-L 


none 




Score 


285 




F.xons 


1491. . 1832, 1498. .1833 










Sea. No. 


52256 




Seq. ID 


OJ990526_10.0419. 


C25 


Gene No. 


110464 




Strand 






Start 


1 




End 


1600 




Name 


OJ990526 10.0419.C25.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1600 




GI 


4680179 




Score 


1652 




DAUllO 


1 . . 1082, 1110. . 1600 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


52256 




Seq. ID 


OJ990526_10 . 0419 


C25 


Gene No. 


110464 




Strand 






Start 


1 




End 


1600 




Naiue 


OJ990526 10.0419.C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


3 ~ 




End 


474 




GI 


none 




Score 


104 




Exons 


3. .470, 100. .474 










Seq. No. 


52256 




Seq. ID 


OJ990526_10.0419 


.C25 


Gene No. 


110464 




Strand 






Start 


1 




End 


1600 




Name 


OJ990526 10.0419.C25.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


56 




End 


540 




GI 


none 




Score 


239 




Faxons 


56. .430, 57. .539, 60. .536, 100. .540 






Seq. No. 


52256 




Seq. ID 


OJ990526_10.0419 


.C25 


Gene No. 


110464 




Strand 






Start 


1 




End 


1600 




Name 


OJ990526 10.0419.C25.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


189 




End 


503 






none 




Score 


198 




Exons 


189. .503 










Seq. No. 


52256 




Seq. ID 


OJ990526_10.0419 


.C25 


Gene No. 


110464 




Strand 






Start 


1 




End 


1600 




Name 


OJ990526 10.0419.C25.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


475 




End 


668 




GI 


none 




Score 


156 




Exons 


475. .630, 477. .668 











53446 





Seq. No. 


52256 


Seq. ID 


OJ990526_10.0419. 


C25 




Gene No. 


110464 


Strand 








Cf a r*f 


i 


End 


1600 






Name 




Mot 1 h <~\c\ 








Of a -r-f 

o car c. 


679 ~ 




J. \J *J 






Ux 


none 




°41 








67? in?s 










Seq. No. 


52257 


Seq. ID 


OJ990526_10.0419. 


C26 




Gene No. 


110465 


Strand 








Of a r-f 




End 


2001 






Name 


nTQQD^fi ID 041Q P9fi n1 rrd 


Mot" hnH 


\J J_i LN O \«<.ti.LN 






Of 3 >-+- 


9Q9 ~~ 




pom 








none 




Q 
■ j 








9Q9 1 oft^ iR4fl ?nm 










o e q . in o . 




O C ^ • x u 


OJ990526 10 0419 


C26 






1 1 n4 fis 


Strand 








Start 


292 


End 


2001 






Name 


OJ990526_10.0419.C26.ol.np 


Method 


AAT/NAP 






Cf 3 yf 




End 


1083 








DjojODI 


Score 


1353 






Exons 


one -l no ^ 
^ • . iUO j 










ui uescrip. 


fHPnni 1 \ Q-im-i 1 ar* +r\ rr\/r*ic;w 


-type retrotransposon RIRE8B 


DNA, 






i-n-t-ovnal r-orr -i /-N-n / Zi R 0 1 4741 \ 
XilLfcJXIlctX XtiyxtJIl V**-^^'- 1 -" '41/ 


[Oryza sativa] 




lis 


o e q . in o . 




Seq. ID 


OJ990526_10.0419. 


C26 


i u 


OcIiC INU ■ 


110465 


Strand 






Q 


Start 


292 


End 


2001 






Name 


OJ990526 10.0419.C26.ol.gp 


Method 


AAT/GAP 






Cf -> >~f 


1704 


End 


1878 




§ J 


P T 


LIB3433-026-P1-K1-C1 


Score 


241 






T-T y"\ T"* C> 

Lxons 


1704. .1878 








S 


ui uescrip. 


, 5852170/ernb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza sativa 








indica(GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 1 




Seq. No. 


52258 


Seq. ID 


OJ990526_10.0419. 


C27 


~^ J 


Gene No. 


110466 


Strand 


+ 






C f -J v-f 


41 


End 


912 






Name 


OJ990526 10.0419.C27.ol.gs 


Method 


GENSCAN 




f ^ 


Of 2 r-f 


41 


End 


912 






PT 


none 


Score 


.53 






Lxons 


41. .357, 504. ."912 










Seq. No. 


52259 


Seq. ID 


OJ990526_10. 0419. 


C30 




Gene No. 


110467 


Strand 


+ 






Of a >~f 


756 


End 


849 






Name 


OJ990526 10-0419. C30.ol.gs 


Method 


GENSCAN 






Cf a r-f 

oi- ar l 


756 


End 


849 






bl 


none 


Score 


.42 






Exons 


756. .849 










Seq. No. 


52260 


Seq. ID 


OJ990526JL0.0419. 


C31 




Gene No . 


110468 


Strand 








Start 


239 


End 


647 






Name 


OJ990526 10.0419.C31.ol.gs 


Method 


GENSCAN 






Start 


239 


End 


647 





53447 



ffl 
fit 



CT 








Score 


. 97 




rvnn c 

Lj AU11J 


239 . . 647 












Seq. No. 


52261 






Seq. ID 


OJ990526 10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 




Start 


1 






End 


929 




Name 


OJ990526 


10.0419.C32.ol 


.np 


Method 


AAT/NAP 






1 - 






End 


926 




ox 


5902445 






Score 


1408 




Exons 


1 92 6 














(AB030283 


) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


52261 






Seq. ID 


OJ990526_10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 




O L. Ci -L L. 


1 






End 


929 




LNCL1UC 


OJ990526 


10.0419.C32.o2 


.tw 


Method 


TBLASTX: Wheat 




O Lai U 


59 ~~ 






End 


301 












Score 


251 






59 301 

*J Zf » • J W X , 


60. .296 










Seq. No. 


52261 






Seq. ID 


OJ990526_10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 




OLQl L 


1 






End 


929 




Name 


0.7990^26 


10.0419.C32.o2 


.tm 


Method 


TBLASTX: Maize 




Cfa r f 
Otal L 


aQ ~ 






End 


334 




(IT 








Score 


1 4 S 

X *4 *J 






68 . . 199, 


69.-224, 188.. 


334, 219. .332 






Seq. No. 


52261 






Seq. ID 


OJ990526_10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 




Start 


1 






End 


929 




IN diuc 


OJ990526 

z? z? \J -J \j 


10.0419.C32.ol 


.gs 


Method 


GENSCAN 






96 ~ 

Z7 V) 






End 


929 




ox 


none 






Score 


9? 






96 4 98 


535. .929 










Seq. No. 


52261 






Seq. ID 


OJ990526_10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 




Start 


1 






End 


929 




in diner 


OJ990526 

\JU Zs Z? \J *J t- \J 


10.0419.C32.ol 


.tw 


Method 


TBLASTX: Wheat 




o L a 1 L 


303 ~ 
■j \j j 






End 


917 




ox 


none 






Score 


372 






303 794 


323. .409, 458 


. .565, 


780. . 917 






Seq. No. 


52261 






Seq. ID 


OJ990526_10.0419. 


C32 


Gene No. 


110469 






Strand 


+ 






1 






End 


929 




IN CLillC 


OJ990S2 6 


10.0419.C32.ol 


.tm 


Method 


TBLASTX: Maize 






624 ~~ 






End 


878 




OX 


n nn q 






Score 


169 




P 1 von q 


624 797 


737.. 796, 776 


. .850, 


777. .878 






Seq. No. 


52262 






Seq. ID 


OJ990526_10.0419. 


C33 


Gene No. 


110470 






Strand 


+ 




Start 


458 






End 


1325 




Name 


OJ990526 


10.0419.C33.ol 


.gs 


Method 


GENSCAN 




Start 


458 






End 


1325 





53448 



GI 


none 








Exons 


458. .534, 1109.. 


1325 




Seq. No. 


52263 








UCllC Vi KJ ■ 


110471 








Start 


1667 








Name 


OJ990526 10 


. 0419 


.C34.ol 


■ gp 


Start 


1578 ~ 








GI 


none 








Exons 


1578. .1803, 


1989 


. .2283, 


2360. 


Seq. No. 


52263 










110471 








Start 


1667 








Name 


OJ990526 10 


.0419 


-C34.ol 


.gs 


Start 


1667 ~ 








GI 


none 








Exons 


1667 1803. 


1989 


. .2097, 


2157. 


Seq. No. 


52263 








Gene No. 


110471 








Start 


1667 








Name 


OJ990526 10 


.0419 


.C34.ol 


tm 


Start 


2063 








GI 


none 








Exons 


2063. .2137, 


2065 


. .2136,' 


2118. 




2128. .2274, 


2141 


. .2278, 


2360. 




3020. .3100, 


3021 


. .3068, 


3190. 



Score 



.75 



Seq. ID OJ990526_10.0419.C34 
Strand 

End 3238 

Method AAT/GAP 

End 3101 

Score 1222 
2360. .2406, 2999. .3101 

Seq. ID OJ990526_10.0419.C34 
Strand 

End 3238 

Method GENSCAN 

End 3235 

Score .79 



Seq. ID OJ990526_10.0419.C34 
Strand 

End 3238 

Method TBLASTX : Maize 

End 3238 

Score 70 



Seq. No. 52264 

Gene No. 110472 

Start 1 

Name OJ990526_10 . 04 1 9 . C36 . ol . np 

Start 1 

GI 6815052 

Exons 1..498, 1273.. 1354 
GI Descrip. (AP001080) hypothetical 

Seq. No. 52264 

Gene No. 110472 

Start 1 

Name OJ990526_10 . 04 19 . C36 . ol . gs 

Start 702 

GI none 

Exons 702.. 886, 1130.. 1196 



Seq. ID OJ990526_10.0419.C36 
Strand 

End 1354 

Method AAT/NAP 

End 1354 

Score 375 



protein [Oryza sativa] 



Seq. ID OJ990526_10.0419.C36 
Strand 

End 1354 

Method GENSCAN 

End 1196 

Score .76 



Seq. No. 52265 

Gene No. 110473 

Start 500 

Name OJ990526_10. 0419.C37 .ol , 

Start 500 

GI none 

Exons 500.. 644, 1371.. 1684 



gs 



Seq. ID OJ990526_10.0419.C37 

Strand + 

End 1684 

Method GENSCAN 

End 1684 

Score .45 



Seq. No. 
Gene No. 
Start 



52265 

110474 

320 



Seq. ID 

Strand 

End 



OJ990526_10.0419.C37 
1712 



53449 



Name OJ990526_10 . 0419 . C37 . o2 . np Method AAT/NAP 

Start 320 End 1712 

GI 7248394 Score. 346 

Exons 320.. 698, 1089.. 1427, 1640.. 1712 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52266 Seq. ID 

110475 Strand 
441 End 
OJ990526_10. 0419.C39.ol.gs Method 
441 End 
none Score 
441. .587, 770. .857 

52267 Seq. ID 

110476 Strand 
1 End 
OJ990526_10.0419.C4 3.o2.np Method 
1 End 
4680183 Score 
1..38, 133. .222 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990526_10.0419.C39 
857 

GEN SCAN 
857 
. 62 



OJ990526_10.0419.C43 
+ 



222 

AAT/NAP 

222 

130 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526 10.0419.C43 



100 

AAT/NAP 

100 

159 



52267 
110477 
1 

OJ990526_10-0419.C43.ol.np 
1 

6721561 
1. .100 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

52268 Seq. ID OJ990526_10 . 0419.C44 

110478 Strand 

1 End 738 

OJ990526_10 . 04 19 . C4 4 . ol . np Method AAT/NAP 

1 End 738 

7489803 Score 906 

1. .738 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52268 Seq. ID 

110478 Strand 

1 End 

OJ990526_10.0419.C4 4 .ol.tw Method 

6 End 

none Score 



OJ990526_10.0419.C44 
738 

TBLASTX: Wheat 

335 

41 



53450 




Exons 


6. .47, 32. .76, 51. .74, 


58. . 


165, 87.. 335, 103.. 327 




Seq. No. 


52268 




Seq. ID 


OJ990526_10.0419 


.C44 


bene lno • 






o iiana 






Start 


1 




£jiia 


TOO 
/ JO 




Name 


OJ990526 10.0419.C44.ol 


.tm 


ixiernoa 


i DiiAo i a . Mai ze 




Start 


12 




Lna 


A OA 

4 y h 




GI 


none 




Score 


"3 ^ 
JJJ 




Exons 


12. .371, 16. .375, 366.. 


494, 


o / y . . 4oD 






Seq. No. 


52268 




Seq. ID 


OJ990526_10.0419 


.C44 


uene lno . 






Q +- y ~\ -r\r\ 

jLidnu 






Start 


1 






/JO 




Name 


OJ990526 10.0419.C44.ol 


.gs 


Method 


bfcjINoUAN 




Start 


37 






DO D 




GI 


none 




Score 


A 1 




Exons 


37. .686 










Seq. No. 


52268 




Seq. ID 


OJ990526_10.0419 


.C44 


ijsne lno . 


1 1 C\A ^ Q. 
J. 1 U *± 1 o 




Strand 






Start 


1 




End 


TOO 
/JO 




Name 


OJ990526 10.0419.C44.o2 


. tw 


Method 


1dj_iAo 1a: wnea l 




Start 


402 




End 


Til 




GI 


none 




Score 


Q 1 
O 1 




Exons 


402. .710, 502. .627, 682 


. .711 






Seq. No. 


52268 




Seq. ID 


OJ990526_10.0419 


.C44 




X 1 U ft / O 




Strand 






Start 


1 




End 


/ JO 




Name 


OJ990526 10.0419.C44.o2 


.tm 


Method 


IdLiAo I a : Maize 




Start 


495 




End 


"7 11 




GI 


none 




Score 


1 "DC 
J. JO 




Exons 


495. .710, 496. .711 










Seq. No. 


52269 




Seq. ID 


OJ990526_10.0419 


.C46 


bene lno . 


1 1 ClA 1 Q 

1 1 uh / y 




Strand 






Start 


881 




End 


y y l 




Name 


OJ990526 10.0419.C46.ol 


.gs 


Method 






Start 


881 




End 


QQ1 

y y i 




GI 


none 




Score 


. y^ 




Exons 


881. .991 










Seq. No. 


52270 




Seq. ID 


OJ990526_10.0419 


.C48 


bene lno . 


liUfl oU 




Strand 


+ 




Start 


587 




End 






Name 


OJ990526 10.0419.C48.ol 


.gs 


Method 


GEN SCAN 




Start 


587 


End 


zl /z 




GI 


none 




Score 


. 4 4 




Exons 


587. .748, 2089. .2172 










Seq. No. 


52271 




Seq. ID 


OJ990526_10.0419, 


.C50 


Gene No. 


110481 




Strand 


+ 




Start 


354 




End 


604 




Name 


OJ990526 10.0419.C50.ol 


.gs 


Method 


GEN SCAN 




Start 


354 




End 


604 




GI 


none 




Score 


.79 




Exons 


3S4..368, 542.. 604 











53451 



Seq. No. 52272 Seq. ID 

Gene No. 110482 Strand 

Start 1 End 

Name OJ990526_10 . 0419. C51 .ol . np Method 

Start 1 End 

GI 5852181 Score 

Exons 1..21, 1662.. 1954, 3118.. 3226 
GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



OJ990526_10.0419.C51 
+ 

3420 
AAT/NAP 
3226 
146 



Seq. No. 52272 Seq. ID 

Gene No. 110482 Strand 

Start 1 End 

Name OJ99052 6_10 .0419.C51.ol.gs Method 

Start 681 End 

GI none Score 

Exons 681.. 891, 1630.. 1639, 2078.. 2219, 2463, 
3218. .3420 



OJ990526_10.0419.C51 
+ 

3420 
GENSCAN 
3420 
.82 

.2848, 2861. .3018, 



Seq. No. 52272 Seq. ID 

Gene No.. 1104 82 Strand 

Start 1 End 

Name OJ990526_10.0419.C51.ol.tw Method 

Start 2273 End 

GI none Score 

Exons 2273..2626 



OJ990526_10.0419.C51 
+ 

3420 

TBLASTX: Wheat 

2626 

196 



Seq. No. 52273 Seq. ID 

Gene No. 110483 Strand 

Start 616 End 

Name OJ990526_10 . 0419. C54 .ol . gs Method 

Start 616 End 

GI none Score 

Exons 616. . 696 



OJ990526_10.0419.C54 
696 

GENSCAN 

696 

.44 



Seq. No. 52274 Seq. ID 

Gene No. 110484 Strand 

Start 287 End 

Name OJ990526_10 . 0419. C55 .ol . gs Method 

Start 287 End 

GI none Score 

Exons 287.. 670 



OJ990526_10.0419.C55 
+ 

670 

GENSCAN 

670 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52275 
110485 
9 

OJ99052 6_10.0419.C64.ol.np 
9 

5902445 
9. .730 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990526_10.0419.C64 



Strand 
End 

Method 

End 

Score 



+ 

730 

AAT/NAP 
730 
1140 



Seq. No. 52275 Seq. ID 

Gene No. 110485 Strand 

Start 9 End 

Name OJ990526_10 . 04 19 . C64 . o2 . tw Method 

Start 23 End 



OJ990526_10.0419.C64 
+ 

730 

TBLASTX: Wheat 
309 



53452 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
23. .307, 27. .308, 69. .308, 70. .309 

52275 Seq. ID 

110485 Strand 

9 End 

OJ990526_10 .0419. C64 . ol . tm Method 

84 End 

none Score 
84. .440, 125. .430 

52275 Seq. ID 

110485 Strand 

9 End 

OJ990526_10 . 0419 . C64 . ol . gs Method 

102 End 

none Score 
102. .458, 507. .635 

52275 Seq. ID 

110485 Strand 

9 End 

OJ990526_10.0419.C64 .ol.tw Method 

309 End 

none Score 
309. .728, 311. .727 

52275 Seq. ID 

110485 Strand 

9 End 
OJ990526_10.0419.C64 ,o2.tm Method 

444 End 

none Score 
444. .728, 572. .730 



315 



OJ990526_10.0419.C64 
+ 

730 

TBLASTX: Maize 

440 

372 



OJ990526_10.0419.C64 
+ 

730 

GENSCAN 

635 

.81 



OJ990526_10.0419.C64 
+ 

730 

TBLASTX: Wheat 

728 

442 



OJ990526_10.0419.C64 
+ 

730 

TBLASTX: Maize 

730 

197 



52276 Seq. ID 

110486 Strand 
1 End 
OJ990526_10.0419.C67 .ol.np Method 
1 End 
6063554 Score 
1..60, 640. .812 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990526 
+ 

812 

AAT/NAP 

812 

98 



10.0419.C67 



52277 Seq. ID 

110487 Strand 
1 End 
OJ990526_10.0419.C68 .ol.np Method 
1 End 
6691716 Score 
1..162, 398. .582, 657. .752, 902. .1007, 
(AP000492) hypothetical protein [Oryza 
gi| 6691717 |dbj |BAA8 9397.1 | (AP000570) 
[Oryza sativa] 



OJ990526_10.0419.C68 
+ 

1521 
AAT/NAP 
1518 
801 

1070. .1518 
sativa] 
hypothetical protein 



53453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52277 
110487 
1 

OJ990526_10.0419.C68.ol.gp 
92 

LIB3433-026-P1-K1-C1 
92. .264 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. ID OJ990526_10.0419.C68 

Strand + 

End 1521 

Method AAT/GAP 

End 264 

Score 237 



52277 

110487 

1 

OJ990526_10.0419.C68.ol.gs 

403 

none 

403. .582, 1057. .1521 



Seq. ID OJ990526_10.0419.C68 

Strand + 

End 1521 

Method GENSCAN 

End 1521 

Score .83 



52277 
110488 
1854 

OJ990526_10.0419.C68.o2.np 
1854 
4680180 
1854. .1994 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990526_10.0419.C68 
Strand 

End 1994 

Method AAT/NAP 

End 1994 

Score 162 



52278 
110489 
1 

OJ990526_10.0419.C69.ol.np 
1 

5902445 
1. .1806 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method AAT/NAP 

End 1806 

Score 2867 



52278 

110489 

1 

OJ990526_10.0419.C69.ol.gs 
61 

none 

61. .344, 469. .898, 916. .1752 

52278 

110489 

1 

OJ99052 6_10.0419.C69.ol.tw 

119 

none 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method GENSCAN 

End 1752 

Score .66 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Wheat 

End 509 

Score 56 



119. .166, 121. .306, 121. .360, 197. .361, 356. .508, 360. .509 



52278 

110489 

1 

OJ99052 6_10.0419.C69.ol.tm 
151 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Mai ze 

End 515 



53454 



GI none 

Exons 151.. 198, 190.. 360, 203.. 361, 

Seq. No. 52278 

Gene No. 110489 

Start 1 

Name OJ990526_10 . 0419 . C69 . o4 . tw 

Start 650 

GI none 

Exons 650.. 904, 689.. 901 

Seq. No. 52278 

Gene No. 110489 

Start 1 

Name OJ990526_10 . 0419 . C69 . o2 . ts 

Start 907 

GI none 

Exons 907. .1113, 1043.. 1117, 1159, 



Score 141 

356. .514, 360. .515 

Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Wheat 

End 904 

Score 74 



Seq. ID OJ990526__10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Soybean 

End 1257 

Score 61 
,1257, 1163. .1249 



Seq. No. 52278 

Gene No. 110489 

Start 1 

Name OJ990526_10 . 0419 . C69 . o3 . tw 

fg Start 907 

GI none 

y Exons 907.. 1248, 908.. 1243 

fU Seq. No. 52278 

H Gene No. 110489 

M Start 1 

'S" Name OJ990526_10.0419.C69.o3.tm 

%sJ Start 922 

I y GI none 

3 Exons 922.. 1020, 1024.. 1194 

"i Seq. No. 52278 

/I Gene No. 110489 

? I Start 1 

w Name OJ990526_10 . 0419 . C69 . o2 . tw 

Q Start 1285 

[1 GI none 

Exons 1285.. 1713, 1286.. 1714 

Seq. No. 52278 

Gene No. 110489 

Start 1 

Name OJ990526_10 .0419. C69 . o2 . tm 

Start 1372 

GI none 

Exons 1372.. 1398, 1396.. 1533, 1409. 

Seq. No. 52278 

Gene No. 110489 

Start 1 

Name OJ990526_10 . 0419 . C69 . ol . ts 

Start 1498 

GI none 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Wheat 

End 1248 

Score 233 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Mai ze 

End 1194 

Score 111 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Wheat 

End 1714 

Score 153 



Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Mai ze 

End 1806 

Score 75 

.1534, 1495.. 1806, 1562.. 1783 

Seq. ID OJ990526_10.0419.C69 
Strand 

End 1806 

Method TBLASTX : Soybean 

End 1806 

Score 205 



53455 



Exons 



1498. .1806 



Seq. No. 52279 
Gene No. 110490 
Start 1 

Name OJ990526_10 . 0419.C70 .ol.np 

Start 1 
GI 7228457 
Exons 1..683, 756.. 1088 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990526_10.0419.C70 
Strand 

End 1088 

Method AAT/NAP 

End 1088 

Score 842 



Seq. No. 52279 Seq. ID 

Gene No. 110490 Strand 

Start 1 ■ End 

Name 0 J9 9 0 5 2 6_1 0 . 0 4 1 9 . C7 0 . o 1 . tm Method 

Start 58 End 

GI none Score 

Exons 58.. 414, 68.. 373 



OJ990526_10.0419.C70 
1088 

TBLASTX: Maize 

414 

204 



Seq. No. 52279 Seq. ID 

Gene No. 1104 90 Strand 

Start 1 End 

Name OJ99052 6_10 . 04 19 . C70 . ol . tw Method 

Start 88 End 

GI none Score 

Exons 88.. 543, 89.. 544 



OJ990526_10.0419.C70 
1088 

TBLASTX: Wheat 

544 

279 



Seq. No. 52279 Seq. ID 

Gene No. 1104 90 Strand 

Start 1 End 

Name OJ990526_10 . 0419. C70 . ol . ts Method 

Start 139 End 

GI none Score 

Exons 139.. 273, 280.. 504 



OJ99052 6_10.0419.C70 
1088 

TBLASTX : Soybean 

504 

134 



'■ ^ Seq. No. 52279 Seq. ID 

Gene No. 110490 Strand 

C3 Start 1 End 

Q Name OJ990526_10 . 0419 . C70 . o2 . tw Method 

Start 547 End 

GI none Score 

Exons 547.. 660, 764.. 1000, 766. .996 



OJ990526_10.0419.C70 
1088 

TBLASTX: Wheat 

1000 

125 



Seq. No. 52280 Seq. ID 

Gene No. 110491 Strand 

Start 727 End 

Name OJ99052 6_10.0419.C72 .ol.gs Method 

Start 727 End 

GI none Score 

Exons 727.. 832, 993.. 1516 



OJ990526_10.0419.C72 
+ 

1516 
GENSCAN 
1516 
.73 



Seq. No. 52281 Seq. ID 

Gene No. 1104 92 Strand 

Start 62 End 

Name 0 J9 9 0 52 6_1 3. 0419- C5 -ol.gs Method 



OJ990526_13.0419.C5 
+ 

368 

GENSCAN 



53456 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



62 

none 

62. .145, 230. .368 

52282 

110493 

189 

OJ990526 
184 
none 
184. 
1574 
1870 



End 
Score 



13.0419.C6.ol.tm 



309, 189.. 254, 190.. 288, 
.1630, 1590.. 1763, 1593. 
.1935 



368 
.47 



Seq. ID OJ990526_13.0419.C6 
Strand 
End 

Method 
End 
Score 
333. .434, 



1965 

TBLASTX: Maize 

1935 

91 

334. .438, 335, 



,1664, 1639. .1767, 1648. 



.436, 
1764, 



Qfirr Mo 


52282 


Seq. ID 


OJ990526_13. 


,0419. 


C6 


fZonp No . 


110493 


Strand 








Start 


189 


End 


1965 






Name 


OJ990526 13.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


189 


End 


1757 






GI 


none 


Score 


.96 






F vnn s 


189. .254, 332. .428, 1593. .1757 










52282 


Seq. ID 


OJ990526JL3. 


.0419. 


X6 


Gene No . 


110493 


Strand 








Start 


189 


End 


1965 






Name 


OJ990526 13.0419.C6.ol.np 


Method 


AAT/NAP 






Start 


310 


End 


1965 






GI 


o on oa 


Score 


122 






Exons 


310. .428, 1593. .1763, 1882. 


.1965 










(AC002341) unknown protein 


[Arabidopsis thaliana] 








52283 


Seq. ID 


OJ990526_13 


.0419, 


.C9 


Gene No . 


110494 


Strand 


+ 






Start 


506 


End 


791 






Name 


OJ990526 13.0419.C9.ol.gs 


Method 


GENSCAN 






Start 


506 


End 


791 






GI 


none 


Score 


.83 






Exons 


506. .630, 714. .791 










Seq. No. 


52284 


Seq. ID 


OJ990526_13 


.0419 


.Cll 


Gene No. 


110495 


Strand 


+ 






Start 


63 


End 


541 






Name 


OJ990526 13.0419.Cll.ol.gp 


Method 


AAT/GAP 






Start 


63 


End 


541 






GI 


11688 1.R1084 


Score 


388 






Exons 


63. .158, 417. .541 










GI Descrip. 


•3068713 6.0e-54 (AF049236) 


unknown [Arabidopsis thaliana] 


Seq. No. 


52285 


Seq. ID 


OJ990526_13 


.0419 


.C14 


Gene No. 


110496 


Strand 


+ 






Start 


47 


End 


577 






Name 


OJ990526 13.0419.C14.ol.gs 


Method 


GENSCAN 






Start 


47 


End 


577 






GI 


none 


Score 


1 






Exons 


47. .577 










Seq. No. 


52286 


Seq. ID 


OJ990526_13 


.0419 


.C17 



53457 



[3 



Gene No . 




Strand 


+ 




Start 


354 


End 


376 




Name 


OJ990526 13.0419.C17.ol.gs 


Method 


GENSCAN 




Start 


354 


End 


376 




GI 


none 


Score 


.58 




Exons 


354. .376 








Seq. No. 


52287 


Seq. ID 


OJ990526_13.0419. 


C18 


Gene No. 


110498 


Strand 






OLail. 


1091 


End 


1685 




Name 


OJ990526 13.0419.C18.ol.np 


Method 


AAT/NAP 




Start 


911 


End 


1646 




GI 


6665541 


Score 


249 




Exons 


911. .1007, 1374. .1471, 1548. 


.1646 






GI Descrip. 


(AC013289) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


dZZo 1 


beq. lu 


OJ990526_13.0419. 


C18 


Gene No . 


11U4 y o 


Strand 






Start 


1091 


End 


1685 




Name 


OJ990526 13.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


1091 


End 


1685 




GI 


none 


Score 


.74 




Exons 


1091. .1288, 1548. .1685 








Seq. No. 


52287 


Seq. ID 


OJ990526_13.0419. 


C18 


Gene No. 


110499 


Strand 






otart 


1818 


End 


1936 




Name 


OJ990526 13.0419.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


866 


End 


1642 




GI 


none 


Score 


67 




Exons 


866. .1009, 915. .1022, 1373.. 


1471, 1377 


. . 1472, 1548. .1640, 




1548. .1640, 1553.. 1642 








Seq. No. 


52287 


Seq. ID 


OJ990526_13.0419. 


C18 


Gene No. 


110499 


Strand 






otart 


1818 


End 


1936 




Name 


OJ990526 13.0419.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


954 


End 


1640 




GI 


none 


Score 


77 




Exons 


954. .1022, 955. .1008, 956. .1009, 1373. 


.1471, 1374. .1472, 






1375. .1494, 1546. .1611, 1547 


..1633, 1548. .1640 




Seq. No. 


52287 


Seq. ID 


OJ990526_13.0419. 


C18 


Gene No . 


110499 


Strand 






Start 


1818 


End 


1936 




Name 


OJ990526 13.0419.C18.ol.gp 


Method 


AAT/GAP 




Start 


1818 


End 


1936 




GI 


568980 


Score 


174 




Exons 


1818. .1936 








Seq. No. 


52288 


Seq. ID 


OJ990526_13.0419. 


C19 


Gene No. 


110500 


Strand 


+ 




Start 


258 


End 


1111 




Name 


OJ990526 13.0419.C19.ol.gp 


Method 


AAT/GAP 




Start 


258 


End 


1111 




GI 


none 


Score 


1302 




Exons 


258. .722, 830. .1111 









53458 



Seq. No. 52288 

Gene No. 110500 

Start 258 

Name OJ990526_13 . 0419 .C19 . ol . gs 

Start 530 

GI none 

Exons 530.. 722, 830.. 939 

Seq. No. 52289 

Gene No. 110501 

Start 255 

Name OJ990526_13 . 0419 . C26 . ol . gs 

Start 255 

GI none 

Exons 255.-269, 501.. 656 

Seq. No. 52290 

Gene No. 110502 

Start 126 

Name OJ990526_13 . 04 19 . C27 . ol . gs 

Start 126 

_ GI none 

S f Exons 126. .146, 324. .410 

fn Seq. No. 52291 

fjj Gene No. 110503 

Start 576 

:i Name OJ990526_13 . 0419 . C28 . ol . gs 

^ Start 576 

\2 GI none 

fy Exons 576.. 646 

JU Seq. No. 52292 

:={ Gene No. 110504 

Start 765 

M Name OJ990526_13 . 0419 .C31 . ol . gs 

y Start 765 

?3 GI none 

Exons 765.. 826, 946.. 1075 

Seq. No. 52293 

Gene No. 110505 

Start 170 

Name OJ990526_13 . 04 19 . C34 . ol . gs 

Start 170 

GI none 

Exons 170.. 236 

Seq. No. 52294 

Gene No. 110506 

Start 2572 

Name OJ990526_13 . 0419 . C36 . o2 . gs 

Start 2572 

GI none 

Exons 2572.. 2964, 3533.. 3717 



Seq. ID OJ990526_13.0419.C19 

Strand + 

End 1111 

Method GEN SCAN 

End 939 

Score .57 



Seq. ID OJ990526_13.0419.C26 

Strand + ■ 

End 656 

Method GEN SCAN 

End 656 

Score .97 



Seq. ID OJ990526_13.0419.C27 

Strand + 

End 410 

Method GENSCAN 

End 410 

Score .85 



Seq. ID OJ990526_13.0419.C28 

Strand + 

End 64 6 

Method GENSCAN 

End 64 6 

Score . 5 



Seq. ID OJ990526_13.0419.C31 

Strand + 

End 1075 

Method GENSCAN 

End 1-075 

Score . 62 



Seq. ID OJ990526_13.0419.C34 

Strand + 

End 236 

Method GENSCAN 

End 236 

Score .79 



Seq. ID OJ990526_13.0419.C36 
Strand 

End 3717 

Method GENSCAN 

End 3717 

Score . 97 



53459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f LI 

f =2 



fil 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52295 

110507 

733 

OJ990526_13.0419.C37.ol.gs 

733 

none 

733. .882, 1139. .1159 



Seq. ID OJ990526_13.0419 
Strand 

End 1159 

Method GEN SCAN 

End 1159 

Score .41 



.C37 



52296 
110508 
1 

OJ990526_13. 04 19 . C39 . ol . np 
1 

2342724 

1..26, 118. .228, 676. .790, 944. .1026, 1110. .1274 
(AC002341) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990526_13.0419 
Strand + 

1274 
AAT/NAP 
1274 
344 



.C39 



End 

Method 

End 

Score 



52296 

110508 

1 

OJ990526_13.0419.C39.ol.ts 
162 
none 



Seq. ID OJ990526_13.0419 

Strand + 

End 1274 

Method TBLASTX : Soybean 

End 1211 

Score 81 



.C39 



162. .224, 163. .231, 676. .753, 678.-785, 904. .1029, 937 
955. .1029, 1107. .1211, 1112. .1210 



52296 

110508 

1 

OJ990526JL3.0419.C39.ol.gs 

163 

none 

163. .228, 676. .807 



Seq. ID OJ990526JL3.0419 

Strand + 

End 1274 

Method GEN SCAN 

End 807 

Score .42 



,960, 
.C39 



Seq. No. 


52296 






Seq. ID 


OJ990526_13.0419 


.C39 


Gene No. 


110508 






Strand 


+ 




Start 


1 






End 


1274 




Name 


OJ990526 13. 


0419.C39.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


1107 






End 


1211 




GI 


none 






Score 


189 




Exons 


1107. .1211, 


1107. .1208, 


1108. 


.1209, 1109.. 1210 




Seq. No- 


52297 






Seq. ID 


OJ990526_13.0419 


.C41 


Gene No. 


110509 






Strand 


+ 




Start 


154 






End 


327 




Name 


OJ990526 13. 


0419.C41.ol. 


gs 


Method 


GENSCAN 




Start 


154 






End 


327 




GI 


none 






Score 


.78 




Exons 


154. .327 












Seq. No. 


52298 






Seq. ID 


OJ990526_13.0419 


.C43 


Gene No. 


110510 






Strand 






Start 


461 






End 


981 




Name 


OJ990526 13. 


,0419.C43.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


461 






End 


897 




GI 


none 






Score 


123 




Exons 


461. .538, 5$ 


S4..715, 718. 


. .897 









53460 




Seq. No. 


52298 


Seq. ID 


OJ990526_13.0419.C43 


Gene No. 


llUDlU 


otrana 




Start 


4 61 


End 


QQ1 

yo l 


Name 


OJ99052o 1 3 . 04 19 . C4 3 . ol . tm 


Metnoa 


IdLAoIa: Maize 


Start 


ool 


bna 


QQ1 

yo i 


GI 


none 


Score 


loo 


Exons 








Seq. No. 




Seq. ID 


OJ990526_13.0419.C46 


Gene No. 


110511 


Strand 


+ 


Start 


1 


End 


1461 


Name 


ojyyuDzb 1 j . U4 iy . C4 d . 01 . gp 


Method 


AAT/GAP 


Start 


i 


End 


81 


GI 


LIB34 31-0 61-P1-K1-H10 


Score 


116 


Exons 


1 . . 81 






GI Descrip. 


114 4o09/gD | U34 bUl | OSUo4 bUl 


1.0e-10 Oryza sativa wanderer mobile 


element linked to Xa21' 






Seq. No. 


52299 


Seq. ID 


OJ990526_13.0419.C4 6 


Gene No. 


110511 


Strand 


+ 


Start 


1 


End 


1461 


Name 


OJ990526 13.0419.C46.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1461 


GI 


3068713 


Score 


314 


Exons 


1..19, 593. .737, 841. .957, 


1047. .1100, 


1196. .1461 


GI Descrip. 


(AF049236) unknown [Arabidopsis thaliana] 


Seq. No. 


52299 


Seq. ID 


OJ990526_13.0419.C46 


Gene No. 


110511 


Strand 


+ 


Start 


1 


End 


1461 


Name 


OJ990526 13.0419.C46.o2.gp 


Method 


AAT/GAP 


Start 


577 


End 


1312 


GI 


11688 1.R1084 


Score 


724 


Exons 


577. .737, 841. .957, 1047. .1100, 1196.. 


1312 


GI Descrip. 


'3068713 6.0e-54 (AF049236) 


unknown [Arabidopsis thaliana] ' 


Seq'. No. 


52299 


Seq. ID 


OJ990526_13.0419.C4 6 


Gene No. 


110511 


Strand 


+ 


Start 


1 


End 


1461 


Name 


OJ990526 13.0419.C46.ol.gs 


Method 


GENSCAN 


Start 


600 


End 


1312 


GI 


none 


Score 


.94 


Exons 


600. .737, 841. .957, 1196. .1312 




Seq. No. 


52299 


Seq. ID 


OJ990526_13.0419.C46 


Gene No. 


110511 


Strand ■ 


+ 


Start 


1 


End 


1461 


Name 


OJ990526 13.0419.C46.ol.tc 


Method 


TBLASTX: Cress 


Start 


648 


End 


1312 


GI 


none 


Score 


91 


Exons 


648. .737, 838. .957, 840. .959, 840. .962, 1046. .1102, 1047. .1103, 




1195. .1305, 1196. .1312 






Seq. No. 


52299 


Seq. ID 


OJ990526_13.0419.C46 


Gene No. 


110511 


Strand 


+ 


Start 


1 


End 


1461 



53461 





Name 


OJ990526 13.0419.C46.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


648 




End 


1312 






GI 


none 




Score 


80 








648. .737, 838. .957, 852 


. . 965, 


1046. .1102, 1047. .1103, 








1195. .1305, 1196. .1312 












cpa No . 


52299 




Seq. ID 


OJ990526_13.0419. 


C46 




Gene No. 


110511 




Strand 


+ 






Start 


1 




End 


1461 






Name 


OJ990526 13.0419.C46.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


648 




End 


1312 






GI 


none 




Score 


85 








648. .737, 838.-957, 838 


. .951, 


840. . 962, 


1047 . . 1103, 1056 


. .11 






1195. . 1305, 1196. . 1312 












Seq. No. 


52299 




Seq. ID 


OJ990526_13.0419. 


C46 




Gene No. 


110511 




Strand 


+ 






Start 


1 




End 


1461 






Name 


OJ990526 13.0419.C46.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


648 




End 


957 






GI 


none 




Score 


89 






V yon s 


648 . . 737, 838 . . 957, 846 


. . 953 










Seq. No. 


52300 




Seq. ID 


OJ990526_13.0419. 


C49 


y 


Gene No. 


110512 




Strand 








Start 


170 




End 


232 




til 


Name 


OJ990526 13.0419.C49.ol 


. gs 


Method 


GENSCAN 






Start 


170 




End 


232 




f ^ 


GI 


none 




Score 


.54 






Exons 


170. .232 










\J 

F : 2 


Seq. No. 


52301 




Seq. ID 


OJ990526_13.0419. 


C51 




Gene No. 


110513 




Strand 






g 


Start 


112 




End 


542 




f 1 


Name 


OJ990526 13.0419.C51.ol 


. qs 


Method 


GENSCAN 






Start 


112 ~~ 




End 


542 




= 7 


GI 


none 




Score 


.98 




%3 


Exons 


112. .246, 446. .542 












Seq. No. 


52302 




Seq. ID 


OJ990526_13.0419. 


C53 


C3 


Gene No. 


110514 




Strand 


+ 






Start 


1 




End 


1052 






Name 


OJ990526 13.0419.C53.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


1052 






GI 


3068713 




Score 


305 






tt von 


1..259, 342. .557, 963.. 


1052 










GI Descrip. 


(AF049236) unknown [Arabidopsis thaliana] 






Seq. No. 


52302 




Seq. ID 


OJ990526_13.0419 


C53 




Gene No. 


110514 




Strand 


+ 






Start 


1 




End 


1052 






Name 


OJ990526 13.0419.C53.ol 


.gs 


Method 


GENSCAN 






Start 


74 




End 


557 






GI 


none 




Score 


.63 






Exons 


74. .259, 342. .557 












Seq. No. 


52302 




Seq. ID 


OJ990526_13.0419 


.C53 



53462 




Gene No. 


110514 


Strand 


+ 


start 


i 


CjIIU. 


1 0S2 


Name 


ojyyupzo io.u4iy.Loj.oi. us 


fuf ^ V\ v"\ ^3 

rie unou 


i Dijrio i a . ooyxjean. 


Start 


*7 /I 




JO? 


GI 


none 


Score 




Exons 


7 4 1 S7 7£ 99*=i 1 ftd 91 Q 


?1 9 4 99 


"339 419 456 569 


Seq. No. 


52302 


Seq. ID 


OJ990526_13.0419.C53 


Gene No. 


110514 


Strand 


+ 


Start 


i 
i 


Ejna 


ins? 


Name 


ATQQn^OC 1 O C\ A T Q PC***} ^ 

ujyyuo^o ij.u4iy.Ljj.oi.tc 




TRT Zl QTY • P y-o c c; 


Start 


"7 A 
f 4 


U 1 •n H 


JOD 


GI 


none 


Score 


O 0 


Exons 


*7 /I 1 Cl O^IT 9 *"i *"i 
/4..10/, /D. .t^j/ 140. .ZOO/ 


■o o o 4 7 *3 


AC.f. **; fifi 


Seq. No. 


c O "3fi9 


oeq . iu 


n.TQQ0^9fi 1? D41Q P5*3 


Gene No. 


110514 


Strand 


4- ~~ 


Start 


1 


End 


1052 


Name 


ujyyuo^b ij . uft i y . lo j . ox . gp 


Method 


AAT/GAP 


Start 


•IOC 

1 Jo 


End 


265 


GI 


1 1 C Q Q 1 "DiriQ/1 

llboo l.KlUo4 


Score 


197 


Exons 


1 Jd . . ^oo 






GI Descrip. 


JUbo /1J b.Ue-04 (ArU^yzJbJ 


unknown [Arabidopsis thaliana] ' 


Seq. No. 


c o *3 n *3 


Seq. ID 


OJ990526_13.0419.C57 


Gene No. 


110516 


Strand 


+ 


Start 


1 


End 


1672 


Name 


ujyyuozb i j . u 4 1 y . lo / . 01 . np 


Method 


AAT/NAP 


Start 


l 


End 


1672 


GI 




Score 


97 


Exons 


^O4..ozz, lolU..lb/Z 






GI Descrip. 


unjcnown protein 


[Arabidopsis thaliana] 


Seq. No. 


52303 


Seq. ID 


OJ990526_13.0419.C57 


Gene No. 


110516 


Strand 


+ 


0 4- _ y,f 

otart 


i 


End 


1672 


Name 


ojyyuozb i j . U4 iy . lo / . 01 . gs 


. Method 


GENSCAN 


Start 


iy4 


End 


1600 


GI 


none 


Score 


.44 


Exons 


iy4..Jiy, 140b. . lbUU 






Seq. No. 


52303 


Seq. ID 


OJ990526_13.0419.C57 


Gene No . 


110517 


Strand 




Start 


1572 


End 


1868 


Name 


OJ990526 13.0419.C57.ol.tm 


Method 


TBLASTX: Maize 


Start 


254 


End 


1646 


GI 


none 


Score 


85 


Exons 


254. .319, 254. .319, 1299. .1397, 1300.. 


1398, 1305.. 1397, 




1315. .1398, 1482. .1541, 148 


3. .1542, 14 


83. .1542, 1485. .1562, 




1535. .1645, 1537. .1590, 1539. .1646 




Seq. No. 


52303 


Seq. ID 


OJ990526_13.0419.C57 


Gene No. 


110517 


Strand 




Start 


1572 


End 


1868 


Name 


OJ990526 13.0419.C57.ol.gp 


Method 


AAT/GAP 


Start 


1572 


End 


1868 


GI 


none 


Score 


590 



53463 



Exons 



1572. .1868 



Seq. No. 52304 

Gene No. 110518 

Start 303 

Name OJ99052 6_13 . 0419. C58 . ol . gs 

Start 303 

GI none 

Exons 303.. 389, 518.. 635 

Seq. No. 52305 

Gene No. 110519 

Start 36 

Name OJ990526_13. 0419.C66.ol .gs 

Start 36 

GI none 

Exons 36.. 117, 688.. 782 

Seq. No. 52306 

Gene No. 110520 

Start 382 

Name OJ990526_13 . 04 19 . C72 . ol . gs 

Start 382 

GI none 

Exons 382.. 4 99 



Seq. ID OJ990526_13.0419.C58 
Strand 

End 635 

Method GENSCAN 

End 635 

Score .46 



Seq. ID OJ990526_13.0419.C66 

Strand + 

End 782 

Method GENSCAN 

End 782 

Score . 93 



Seq. ID OJ990526_13.0419.C72 

Strand + 

End 4 99 

Method GENSCAN 

End 4 99 

Score . 7 



Seq. No. 52306 

Gene No. 110521 

Start 1007 

Name OJ990526_13 . 0419. C72 . o2 . gp 

Start 1007 

GI none 

Exons 1007.. 1348 



Seq. ID OJ990526_13.0419.C72 
Strand 

End 1348 

Method AAT/GAP 

End 1348 

Score 635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990526_13.0419.C74 
Strand + 

299 

AAT/GAP 
299 
187 



52307 
110522 
191 

OJ990526_13.0419.C74.ol.gp 
191 

uC-osflcyp065d05bl 
191. .299 

f 6041757/gb|AC011806.1|AC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



End 

Method 

End 

Score 



52308 

110523 

1 

OJ990526_13.0419.C75.ol.np 
1 

6691218 



Seq. ID OJ990526_13.0419.C75 
Strand 

End 1856 

Method AAT/NAP 

End 1856 

Score 85 



1..72, 749.-863, 974. .1036, 1768. .1856 
(AC007508) F1K23.6 [Arabidopsis thaliana] 



52308 

110523 

1 



Seq. ID OJ990526_13.0419.C75 
Strand 

End 1856 



53464 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

G Gene No, 

s _ Start 

? ~ Name 

%J Start 

C3 gi 

12 Exons 



OJ990526_13 . 0419 . C75 . ol . gs Method GENS CAN 
491 End 1679 

none Score . 62 

491. .630, 771. .863, 974. .1036, 1533. .1679 



52308 

110523 

1 

OJ990526_13.0419.C75.ol.tm 

765 

none 



Seq. ID OJ990526_13.0419.C75 
Strand 

End 1856 

Method TBLASTX : Mai ze 

End 1024 

Score 112 



765. .863, 769. .852, 771. .857, 967. .1023, 968. .1024, 971. .1024 



Seq. ID OJ990526_13.0419.C75 
Strand 

End 1856 

Method AAT/GAP 

End 849 

Score 96 



52308 
110523 
1 

OJ990526_13.0419.C75.ol.gp 
767 

17389_1.R1084 
767. .849 

, 6006869/gb|AAF00645.1| AC009540_22 2.0e-34 (AC009540) putative 
cationic amino acid transporter [Arabidopsis thaliana] 1 



52309 

110524 

1 

OJ990526_13.0419.C7 6.ol.np 
1 

7487148 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method AAT/NAP 

End 2241 

Score 221 



1..51, 250. .306, 444. .571, 722. .809, 2209. .2241 
hypothetical protein T18E12.21 - Arabidopsis thaliana 
gi|3548818|gb|AAC34490.1| (AC005313) unknown protein 
[Arabidopsis thaliana] 



52309 

110524 

1 

OJ990526_13.0419.C7 6.ol.ts 

184 

none 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method TBLASTX : Soybean 

End 809 

Score 70 



184. .309, 254. .310, 257. .307, 421. .498, 426.-572, 445. .561, 
726. .809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



52309 

110524 

1 

OJ990526_13.0419.C76.ol.tm 

218 

none 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method TBLASTX : Maize 

End 815 

Score 80 



218. .307, 256. .309, 426. .581, 444. .569, 445. .570, 726. .815, 
726. .809, 728. .811 



52309 

110524 

1 

OJ990526_13.0419.C76.ol.gs 
937 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method GENSCAN 

End 2114 



53465 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



.85 



937. .944, 1287. .1415, 1694. .1848, 2062. .2114 



52309 

110524 

1 

OJ990526_13.0419.C7 6.o2.ts 

2036 

none 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method TBLASTX : Soybean 

End 2200 

Score 167 



2036. .2200, 2062. .2199, 2084. .2200 



52309 

110524 

1 

OJ990526_13.0419.C7 6.o2.tm 

2049 

none 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method TBLASTX : Mai ze 

End 2200 

Score 81 



2049. .2144, 2054. .2200, 2059. .2199 



52309 

110524 

1 

OJ990526_13.0419.C7 6.ol.tw 

2059 

none 

2059.. 2199, 2060.. 2200 



Seq. ID OJ990526_13.0419.C76 
Strand 

End 2241 

Method TBLASTX : Wheat 

End 2200 

Score 141 



Seq. ID OJ990526_13.0419.C76 
Strand 

2241 
AAT/NAP 
2241 
155 



52309 
110524 
1 

OJ990526_13.0419.C7 6.o2.np 
2060 
7436354 
2060.. 2241 

probable plasma membrane H+-ATPase - rice 

gi I 633110 | dbj IBAA06629.il (D31843) plasma membrane H+-ATPase 
[Oryza sativa] 



End 

Method 

End 

Score 



52310 

110525 

544 

OJ990526_13.0419.C77.ol.gs 

544 

none 

544. .672 



Seq. ID OJ990526_13.0419.C77 

Strand + 

End 672 

Method GENSCAN 

End 672 

Score .58 



Seq. No. 52311 
Gene No. 110526 
Start 575 

Name OJ990526_05 . 0419 . C2 . ol .np 

Start 575 
GI 7488857 
Exons 575.. 613, 797.. 1467 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



Seq. ID OJ990526_05.0419.C2 

Strand + 

End 1467 

Method AAT/NAP 

End 14 67 

Score 313 



53466 




Seq. No. 


52311 


Seq. ID 


OJ990526_05.0419 


.C2 


Gene No. 


110526 


Strand 


+ 




start 


D / D 


tillU 


1 4 D / 




Name 


ujyyuozo uo.u4iy.uz.oi.tw 


weunofl 






Start 


TOO 

/ 00 


tillQ 


1 1 CO 
il JO 




GI 


none 


Score 


i n q 

lUo 




Exons 




i 1 cp 1 C\ A A 


.110/ 




Seq. No. 


52311 


Seq. ID 


OJ990526_05.0419 


.C2 


Gene No. 


110526 


Strand 


+ 




btart 


0/0 




1 A £7 
14 0/ 




Name 


ujyyuozo uo.u^iy.uz.oi.gs 


Method 


P IT M C C Zi M 




Start 


QIC 




1 "3 C £ 
1 JJD 






none 


Score 


. o / 




Exons 


Q 1 £ 1 "3 ^ c 

O 1 0 . . J.JJO 








Seq. No. 


52312 


Seq. ID 


OJ990526_05.0419 


.C3 


Gene No. 


110527 


Strand 


+ 




Start 


O 


bna 


/ U 1 




Name 


ojyyubzb uo . U4 iy . Co . 01 . gs 


Metnoa 






Start 




bna 


/Ul 




GI 


none 


Score 


. ©y 




Exons 


0..I0U, ZoU..OOl, 0/U../U1 








Seq. No. 


oz JIZ 


beq. iu 


ujyyuozo uo.u4iy 


• Lj 


Gene No . 


110528 


Strand 


_1_ 
I 




OtaiL 


1093 


End 


1660 




Name 


OJ990526 05.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


1093 


End 


1660 




bl 


4879016 


Score 


873 




Exons 


1093. .1660 








GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence 


Fo: 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence 




complete sequence 








Seq. No. 


52312 


Seq. ID 


OJ990526_05.0419 


.C3 


Gene No. 


110529 


Strand 






Start 


1 


End 


1744 




Name 


OJ990526 05.0419.C3.ol.np 


Method 


AAT/NAP 




otarr 


1 


End 


1744 




bl 


4417306 


Score 


127 




Exons 


1.-21, 150. .534, 1716. .1744 








bi uescrip. 


(AC006446) putative Athila 


retroelement ORF1 protein 






[Arabidopsis thaliana] 








Seq. No. 


52312 


Seq. ID 


OJ990526_05.0419 


.C3 


Gene No. 


110530 


Strand 






Start 


2162 


End 


2268 




Name 


OJ990526 05.0419.C3.o2.gs 


Method 


GEN SCAN 




Start 


2162 


End 


2268 




GI 


none 


Score 


.69 




Exons 


2162. .2268 








Seq. No. 


52313 


Seq. ID 


OJ990526_05.0419 


.C4 


Gene No. 


110531 


Strand 






Start 


627 


End 


842 




Name 


OJ990526 05.0419.C4.ol.gs 


Method 


GEN SCAN 





53467 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

~ Exons 

f GI Descrip. 

y Seq. No. 

=1 Gene No. 

7l Start 

If Name 

^ Start 

L3 GI 
Exons 

1 Seq. No. 

^ Gene No. 

f Start 

3 Name 

3 Start 

3 GI 
~ Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ■ 



627 
none 

627. .842 



End 
Score 



842 
.98 



52314 Seq. ID OJ990526_05 . 04 19 . C8 

110532 Strand + 

52 End 1278 

OJ990526_05.0419.C8.ol.np Method AAT/NAP 

52 End 1278 

5922620 Score 282 

52. .105, 143.. 282, 1074. .1278 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

52315 Seq. ID OJ99052 6_05 . 04 19 . C9 

110533 Strand 

1 End 1452 

OJ990526 05.0419.C9.ol.np Method AAT/NAP 

1 End 1334 

6539570 Score 103 

1..48, 904. .970, 1129. .1334 
' (AP000836) hypothetical protein [Oryza sativa] 



52315 Seq. ID 

110533 Strand 

1 End 

OJ990526_05 . 04 19 . C9 . ol . gs Method 

381 End 

none Score 

381. .537, 758. .785, 1407. .1452 



OJ990526_05.0419.C9 

1452 
GENSCAN 
1452 
.68 



OJ990526 05. 0419. C9 



52315 Seq. ID 

110534 Strand 

1461 End 1538 

OJ990526_05 . 04 1 9 . C9 . o2 . np Method AAT/NAP 

1461 End 1538 

6630699 Score 87 
1461. .1538 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj |BAA89566.1| (AP001073) hypothetical protein 

[Oryza sativa] 



52316 Seq. ID 

110535 Strand 

605 End 
OJ990526_05 . 0419 . Cll . ol .np Method 

605 End 

6539588 Score 
605. .922 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990526_05. 0419. Cll 
+ 

922 

AAT/NAP 
922 
265 



52317 

110536 

707 



Seq. ID OJ990526_05.0419.C12 
Strand + 
End 1125 



53468 





Name 


OJ990526 05.0419.C12.ol.gp 


Method 


AAT/GAP 




Start 


707 


End 


1125 




GI 


4879016 


Score 


688 




Exons 


707. .1125 








GI Descrip. 


6041757 /gb|AC011806.1 IAC011806 0.0e+00 


Genomic 






Oryza sativa Clone 10P20, Lemont Strain, Comple 






O Willi-' -L. ^ L- C O C VJ k lV^C 








Seq. No. 


52318 


Seq. ID 


OJ990526 




Gene No. 


110537 


Strand 


+ 




Start 


1566 


End 


1868 




Name 


OJ990526 05.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


1566 


End 


1868 




GI 


none 


Score 


. 95 




Exons 


1566. .1868 








Seq. No. 


52318 


Seq. ID 


OJ990526 




Gene No. 


110538 


Strand 


+ 




Start 


3086 


End 


5915 




Name 


OJ990526 05.0419.C13.ol.np 


Method 


AAT/NAP 




Start 


3086 


End 


3838 




GI 


7248393 


Score 


471 




Exons 


3086. .3439, 3542. .3838 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


CO"}- \ wo 1 
tj a i_ _i_ v a j 




Seq. No. 


52318 


Seq. ID 


OJ990526 

\_/ U Zf ZJ \J *J \J 




Gene No. 


110538 


Strand 


+ 




Start 


3086 


End 


5915 




Name 


OJ990526 05.0419.C13.o2.gs 


Method 


GENSCAN 




Start 


3086 


End 


5915 




GI 


none 


Score 


.45 


§T§ 


Exons 


3086.. 3838, 3990. .5915 








Seq. No. 


52319 


Seq. ID 


OJ990526 


U 


Gene No. 


110539 


Strand 


+ 




Start 


1 


End 


3550 




Name 


OJ990526 05.0419. C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3282 


C3 


GI 


7248394 


Score 


1324 


s* ™= 


Exons 


1..483, 751. .1801, 3260. .3282 








GI Descrip. 


(AP001389) ESTs 097394 (C60113) ,AU075824 (R0165 ) , 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 52319 

Gene No. 110539 

Start 1 

Name OJ990526_05 . 0419 .014 .o5 . ts 

Start 453 

GI none 

Exons 453.. 677, 464.. 643, 678.. 818 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Soybean 

End 818 

Score 136 



Seq. No. 
Gene No. 
Start 



52319 

110539 

1 



Seq. ID .OJ990526_05. 0419. 014 
Strand + 
End 3550 



53469 



Name 

Start 

GI 

Exons 



OJ990526JD5 . 04 19 . C14 . ol . gs Method GENSCAN 

468 End 3544 

none Score . 7 

468. .865, 1418. .1451, 1955. .2136, 2317. .2456, 2790. .3544 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52319 

110539 

1 

OJ990526_05.0419.C14 .ol.tw 

615 

none 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Wheat 

End 1018 

Score 81 



615. .671, 620. .661, 666. .926, 674. .925, 908. .1018, 917. .1018 



Seq. No. 52319 

Gene No. 110539 

Start 1 

Name OJ990526_05 . 04 19 . C14 . o2 . tm . 

Start 669 

GI none 

Exons 669.. 887, 674.. 886 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Mai ze 

End 887 

Score 269 



Seq. No. 

Gene No. 
f ^ Start 
^ff Name 
U start 

En gi 

fU Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



52319 

110539 

1 

OJ990526_05.0419.C14 .ol.tm 

888 

none 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX: Maize 

End 1348 

Score 60 



888. .926, 888. .926, 908. .1348, 914. .1276, 1036. .1347 



52319 

110539 

1 

OJ990526_05.0419.C14.o2.ts 

1034 

none 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Soybean 

End 1504 

Score 205 



1034. .1315, 1072. .1320, 1316. .1504, 1360. .1491 



Seq. No. 52319 

Gene No. 110539 

Start 1 

Name OJ990526_05. 0419.C14 ,o5. tw 

Start 1036 

GI none 
Exons 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Wheat 

End 1414 

Score 186 



1036. .1350, 1037. .1354, 1316. .1414 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



52319 

110539 

1 

OJ990526_05.0419.C14.ol.ts 

1655 

none 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Soybean 

End 2065 

Score 152 



1655. .1792, 1657. .1788, 1736. .1792, 1814. .2065 



Seq. No. 52319 

Gene No. 110539 

Start 1 

Name OJ990526 05 . 0419 . C14 . o3 . tw 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Wheat 



53470 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
[3 Gene No. 

Start 
t f% Name 
*!! Start 

iJ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1700 
none 

1700. .1789, 1829. .2098 

52319 

110539 

1 

OJ990526_05.0419.C14.o4.tw 

2360 

none 

2360. .2662, 2693. .2749 



End 
Score 



2098' 
85 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Wheat 

End 2749 

Score 173 



Seq. ID OJ990526_05.0419.C14 
Strand + 

3550 
AAT/NAP 
3550 
538 



52319 
110539 
1 

OJ990526_05.0419.C14 .o3.np 
2385 
629693 
2385.. 3550 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



End 

Method 

End 

Score 



52319 

■110539 

1. 

OJ990526_05.0419.C14.o4.ts 

2435 

none 

2435. .2716, 2500. .2715 

52319 

110539 

1 

OJ990526_05.0419.C14.o3.tm 

2516 

none 

2516. .2674, 2672. .2896 

52319 

110539 

1 

OJ990526_05.0419.C14 .o2.tw 

3077 

none 

3077.. 3484, 3085.. 3483 

52319 

110539 

1 

OJ990526_05.0419.C14 .o3.ts 

3260 

none 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Soybean 

End 2716 

Score 223 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX: Maize 

End 2896 

Score 82 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Wheat 

End 3484 

Score 226 



Seq. ID OJ990526_05.0419.C14 

Strand + 

End 3550 

Method TBLASTX : Soybean 

End 3537 

Score 240 



3260. .3505, 3260. .3427, 3262. .3432, 3469. .3537 



52320 

110540 

3122 



Seq. ID OJ990526_05.0419.C15 
Strand + 
End 7059 



53471 




Name 


OJ990526 05. 0419. CIS. ol 


.np 


Method 


AAT/NAP 


o u a. i. u 


3122 




End 


6558 


01 


6623974 




Score 


105 




3122.. 3155, 4778.. 4993, 


6491. 


.6558 






(AC007505) Similar to Athila 


0RF1 [Arabidopsis thaliana] 


Seq. No. 


52320 




Seq. ID 


OJ990526_05 . 04 19. CI 5 


Gene No. 


110540 




Strand 


+ 


Start 


3122 




End 


7059 


Name 


OJ990526 05.0419.C15.o2 


.gs 


Method 


GENSCAN 


Start 


4857 




End 


7059 


GI 


none 




Score 


.73 




4857.. 5087, 5240.. 5351, 


5624. 


.5833, 6403. .6678, 6731. .7059 


Seq. No. 


52320 




Seq. ID 


OJ990526_05.0419.C15 


Gene No. 


110541 




Strand 


+ 


Start 


10947 




End 


12875 


Name 


OJ990526 05. 0419. CIS. o2 


.np 


Method 


AAT/NAP 


Start 


10947 




End 


12875 -rkr. 




5917664 




Score 


285 




10947. .11062, 11967.. 12* 


375 








(AF159296) extensin-like protein [Lycopersicon esculentum] 


Seq. No. 


52320 




Seq. ID 


OJ990526_05. 0419.C15 


Gene No. 


110542 




Strand 




Start 


273 




End 


3176 


Name 


OJ990526 05. 0419. CIS. ol 


.gs 


Method 


GENSCAN 


Start 


273 




End 


3176 


GI 


none 




Score 


.75 


F.ynn 


273.-663, 742. .825, 926 


. .985, 


1061. .1480, 1855. .2688, 3126. 


Seq. No. 


52320 




Seq. ID 


OJ990526_05.0419.C15 


Gene No. 


110543 




Strand 




Start 


12520 




End 


12918 


Name 


OJ990526 05.0419.C15.o4 


.gs 


Method 


GENSCAN 


Start 


12520 




End 


12918 


GI 


none 




Score 


.55 




12520. .12918 










52321 




Seq. ID 


OJ990526_05. 0419.C16 


Gene No. 


110544 




Strand 


+ 


Start 


618 




End 


703 


Name 


OJ990526 05.0419.C16.ol 


.gs 


Method 


GENSCAN 


Start 


618 




End 


703 


GI 


none 




Score 


. 64 


Exons 


618. .703 









Seq. No. 52321 Seq. ID OJ990526_05 . 04 19 . CI 6 

Gene No. 110545 Strand 

Start 1496 End 1982 

Name OJ990526_05 . 04 19 . C16 . ol . gp Method AAT/GAP 

Start 1422 End 1534 

GI uC-osflcyp088bl2bl Score 131 

Exons 1422.. 1534 

GI Descrip. ' 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



53472 



Seq. No. 


52321 








Seq. ID 


OJ990526_ 


_05.0419.C16 


Gene No. 


110545 








Strand 






Start 


1496 








End 


1982 




Name 


OJ990526 05. 


0419 


.C16.o2 


gs 


Method 


GENSCAN 




Start 


1496 








End 


1982 




GI 


none 








Score 


.71 




Exons 


1496. .1555, 


1887 


. .1982 










Seq. No. 


52322 








Seq. ID 


OJ990526_ 


_05.0419.C17 


Gene No. 


110546 








Strand 


+ 




Start 


2163 








End 


7178 




Name 


OJ990526 05. 


0419 


.C17.ol 


.gs 


Method 


GENSCAN 




Start 


2163 








End 


5803 




GI 


none 








Score 


.53 




Exons 


2163. .2320, 


2393 


. .2549, 


3139. 


.3275, 35 


33. .3640, 


4120. .4320, 




5448. .5647, 


5657 


. .5803 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

[3 Exons 

;j GI Descrip. 

Z\l Seq. No. 
^jf Gene No. 
Q Start 
ij Name 
Start 

s " Exons 

C3 Seq. No. 

SI Gene No. 

U Start 

* Name 

If Start 

» GI 

[J Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52322 
110546 
2163 

OJ99052 6_05.0419.C17.o2.np 
5536 
6705984 
5536.. 5725, 6978.. 7178 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990526_05.0419.C17 

Strand + 

End 7178 

Method AAT/NAP 

End 7178 

Score 124 



52322 Seq. ID 

110546 Strand 

2163 End 
OJ990526_05.0419.C17.o2.gs Method 

6809 End 

none Score 
6809. .6995 



52322 Seq. ID 

110547 Strand 

1 End 1481 

OJ990526_05.0419.C17.ol.np Method AAT/NAP 

1 End 1481 

6815109 Score 108 
1..128, 1459. .1481 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990526_05.0419.C17 
+ 

7178 
GENSCAN 
6995 
.49 



OJ990526 05.0419.C17 



52323 Seq. ID 

110548 Strand 

1 End 
OJ990526_05 . 04 1 9 . C18 . ol . np Method 

1 End 

6705984 Score 
1. .1666 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990526_05.0419.C18 
+ 

1666 
AAT/NAP 
1666 
960 



52323 Seq. ID 

110548 Strand 
1 End 
OJ990526_05. 0419.C18 .o2.tw Method 

3 * End 



OJ990526_05.0419.C1* 
+ 

1666 

TBLASTX: Wheat 
389 



53473 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 
3. .35, 65. .196, 66. .197, 201. .389, 203 

52323 Seq. ID 

110548 Strand 

1 End 

OJ990526_05 .0419. C18 . ol . gs Method 

128 End 

none Score 
128. .307, 484. .680, 786. .1657 

52323 Seq. ID 

110548 Strand 

1 End 

OJ990526_05.0419.C18 .ol.tw Method 

770 End 

none Score 
770. .1036, 773. .1003, 784. .1044, 1045. 

52323 Seq. ID 

110548 Strand 

1 End 

OJ990526_05.0419.Cl8.ol.ts Method 

821 End , 

■none Score 
821. .1078, 1073. .1231 

52323 Seq. ID 

110548 Strand 

1 End 

OJ990526_05.0419.C18.ol.tm Method 

998 End 

none Score 
998. .1243, 1015. .1221 

52323 Seq. ID 

110548 Strand 

1 End 

OJ990526_05.0419.C18.o2.tm Method 

1475 End 

none Score 
1475. .1618, 1477. .1617 



55 

. .358 

OJ990526_05.0419.C18 
+ 

1666 
GEN SCAN 
1657 
.56 



OJ990526_05.0419.C18 
+ 

1666 

TBLASTX: Wheat 

1216 

238 

.1140, 1049. .1216 

OJ990526_05.0419.C18 
+ 

1666 

TBLASTX: Soybean 

1231 

197 



OJ990526_05.0419.C18 
+ 

1666 

TBLASTX: Maize 

1243 

217 



OJ990526_05.0419.C18 
+ 

1666 

TBLASTX: Maize 

1618 

202 



52324 Seq. ID 

110549 Strand 

1 End 
OJ990526_05.0419.C19.ol.np Method 

1 End 

6705984 Score 
1. .1374 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990526_05.0419.C19 
+ 

1759 
AAT/NAP 
1374 
1611 



52324 Seq. ID 

110549 Strand 

1 End 
OJ990526_05.0419.C19.o3.tw Method 

2 End 



OJ990526_05.0419.C19 
+ 

1759 

TBLASTX: Wheat 
276 



53474 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 54 

2. .70, 21. .266, 21. .77, 22. .276, 108. .275 



52324 

110549 

1 

OJ990526_05.0419.C19.ol.tc 

216 

none 



Seq. ID OJ990526_05.0419. 

Strand + 

End 1759 

Method TBLASTX : Cress 

End 590 

Score 60 



C19 



216. .395, 216. .503, 217. .507, 504. .590, 506. .589 



52324 

110549 

1 

OJ990526_05.0419.C19.ol.tm 

312 

none 



Seq. ID OJ990526_05.0419. 

Strand + 

End 1759 

Method TBLASTX : Mai ze 

End 653 

Score 97 



C19 



312. .479, 312. .503, 313. .507, 504. .653, 506. .652 



52324 

110549 

1 

OJ990526_05.041.9.C19.ol.tw 

403 

none 



Seq. ID OJ990526_05.0419< 

Strand + 

End 1759 

Method TBLASTX : Wheat 

End 761 

Score 14 9 



C19 



403. .507, 411. .500, 504. .761, 506. .760 



Seq. No. 52324 

Gene No. 110549 

Start 1 

Name OJ990526_05 . 04 1 9 . CI 9 . o3 . tm 

Start 654 

GI none 

Exons 654.. 953 



Seq. ID OJ990526_05.0419< 

Strand + 

End 1759 

Method TBLASTX : Mai ze 

End 953 

Score 235 



C19 



Seq. No. 52324 

Gene No. 110549 

Start 1 

Name OJ99052 6_05 . 04 19 . CI 9 . o2 . tw 

Start 792 

GI none 
Exons 



Seq. ID OJ990526JD5.0419. 

Strand + 

End . 1759 

Method TBLASTX: Wheat 

End 1181 

Score 269 



C19 



792. .1040, 792. .1031, 797. .1033, 847. .1179, 857. .1075, 
1107. .1181 



Seq. No. 52324 

Gene No. 110549 

Start 1 

Name OJ990526_05.0419.C19.ol.gs 

Start 999 

GI none 

Exons 999.. 1164, 1343.. 1759 



Seq. ID OJ990526_05.0419. 

Strand + 

End 1759 

Method GENSCAN 

End 1759 

Score . 67 



C19 



Seq. No. 52324 

Gene No. 110549 

Start 1 

Name OJ99052 6_05 . 04 1 9 . CI 9 . o2 . tm 

Start 1110 



Seq. ID OJ990526_05.0419, 

Strand + 

End 1759 

Method TBLASTX: Maize 

End 1316 



C19 



53475 



GI 

Exons 



none Score 
1110. .1316, 1116. .1307, 1133. .1315 



248 



Seq. No. 52325 

Gene No. 110550 

Start 25 

Name OJ990526JD5 .0419. C20 . ol . gs 

Start 25 

GI none 

Exons 25.. 164, 1999.. 2302 

Seq. No. 52325 

Gene No. 110551 

Start 3360 

Name OJ990526_05. 0419.C20.o2.gs 

Start 3360 

GI none 

Exons 3360.. 3441, 3972.. 4068 

Seq. No. 52326 

Gene No. 110552 

Start 149 

Name OJ990526_05 . 04 19 . C21 . ol . gs 

Start 149 

GI none 
Exons 



Seq. ID OJ990526_05.0419.C20 

Strand + 

End 2302 

Method GENSCAN 

End 2302 

Score .53 



Seq. ID OJ990526_05.0419.C20 
Strand 

End 4068 

Method GENSCAN 

End 4068 

Score .4 



Seq. ID OJ990526_05.0419.C21 

Strand + 

End 3040 

Method GENSCAN 

End 3029 

Score .57 



149. .195, 284..37S, 1443. .1659, 1963. .2171, 2263. .2448, 
2674.. 3029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



52326 

110552 

149 

OJ990526_05.0419.C21.ol.gp 

1817 

none 



Seq. ID OJ990526_05.0419.C21 

Strand + 

End 3040 

Method AAT/GAP 

End 2751 

Score 1148 



1817. .2171, 2263. .2448, 2674. .2751 



52326 

110552 

149 

OJ990526_05.0419.C21.o2.tm 

1973 

none 



Seq. ID OJ990526_05.0419.C21 

Strand + 

End 3040 

Method TBLASTX: Maize 

End 2394 

Score 4 9 



1973. .2008, 1975. .2034, 1977. .2096, 2008. .2169, 2019. .2078, 
2045. .2170, 2057. .2170, 2181. .2306, 2316. .2393, 2320. .2394 



52326 

110552 

149 

OJ990526_05.0419.C21.ol.tw 

1976 

none 



Seq. ID OJ990526_05.0419.C21 

Strand + 

End 3040 

Method TBLASTX : Wheat 

End 2326 

Score 225 



1976. .2170, 1980. .2093, 1981. .2169, 2004. .2171, 2256. .2306, 
2258.. 2326, 2261.. 2305, 2263.. 2325 



52326 

110552 

149 



Seq. ID OJ990526_05.0419.C21 
Strand + 
End 3040 



53476 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

£3 

^3 Seq. No. 

Gene No. 
?!I Start 

Name 
O Start 

iJ gi 

^ Exons 

r j jj 

sy? Seq. No. 

~_ Gene No. 

[3 Start 

^4 Name 

U Start 

% % GI 

]!? Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990526_05.0419.C21.ol.tm 

2729 

none 

2729. .3040, 2733. .3038 



Method TBLASTX : Mai ze 
End 3040 
Score 395 



Seq. ID 
Strand 
End 

Method 
End 
Score 



52326 
110552 
149 

OJ990526_05.0419.C21.o2.gp 
2744 

18257_1.R1084 
2744. .3040 

1 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ990526 
+ 

3040 
AAT/GAP 
3040 
502 



05.0419.C21 



Seq. ID OJ990526_05.0419.C22 

Strand + 

End 267 

Method GEN SCAN 

End 267 

Score .98 



52327 
110553 
7 

OJ990526_05.0419.C22.ol.gs 
7 

none 
7 . . 267 

52327 
110554 
1606 

OJ990526_05.0419.C22.ol.tm 
1 

none 

1..252, 1..60, 2. .61, 107. .154, 123. .230, 145. .273 



Seq. ID OJ990526_05.0419.C22 
Strand 

End 2136 

Method TBLASTX : Mai ze 

End 273 

Score 34 6 



52327 

110554 

1606 

OJ990526_05.0419.C22.o2.gs 

1606 

none 

1606. .2136 



Seq. ID OJ990526_05.0419.C22 
Strand 

End 2136 

Method GENSCAN 

End 2136 

Score .66 



52328 Seq. ID 

110555 Strand 
1 End 
OJ990526_05.0419-C23-ol.np Method 
1 End 
6907087 Score 
1..364, 410. .738 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990526_05.0419.C23 
+ 

738 

AAT/NAP 

738 

426 



52328 Seq. ID 

110555 Strand 

1 End 

OJ990526_05.0419.C23.ol.gs Method 

167 End 

none Score 



OJ990526_05.0419.C23 

+ ■ 

738 

GENSCAN 

620 

.43 



53477 



Exons 



167. .303, 492. .620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52329 

110556 

1516 

OJ990526_05.0419.C25.ol.gs 

1516 

none 

1516. .2019, 3459. .3727, 4308. 



OJ990526_05.0419.C25 

5324 
GENSCAN 
5324 
.51 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4507, 4873. .5067, 5194. .5324 



Seq. ID OJ990526_05.0419.C25 
Strand 

End 5324 

Method AAT/NAP 

End 4 691 

Score 211 



52329 
110556 
1516 

OJ990526_05.0419.C25.ol.np 
1683 
7485592 
1683. .1729, 4244. .4691 

hypothetical protein F17A8.10 - Arabidopsis thaliana 
gi|4538896|emb|CAB39633.1| (AL049482) putative protein 
[Arabidopsis thaliana] gi I 7267661 1 emb | CAB78089 . 1 1 (AL161515) 
putative protein [Arabidopsis thaliana] 



52329 Seq. ID 

110557 Strand 

5261 End 

OJ990526_05.0419.C25.o2.np Method 

5261 End 

5690095 Score 



OJ990526_05.0419.C25 

9869 
AAT/NAP 
7950 
258 



5261. .5641, 5676. .6007, 7929. .7950 

(AJ238507) transposase related protein [Zea mays] 



52329 Seq. ID 

110557 Strand 

5261 End 

OJ990526_05 . 0419.C25 . o2 . gs Method 

5680 End 

none Score 



OJ99052 6_05.0419.C25 

9869 
GENSCAN 
9869 
.59 



5680. .6423, 6585. .6933, 8094. .8188, 8349. .8552, 8647. .8797, 
8914.. 9110, 9810.. 9869 



52330 • Seq. ID 

110558 Strand 
223 End 
OJ990526_05.0419.C26.ol.gs Method 
223 End 
none Score 
223. .518 

52330 Seq. ID 

110559 Strand 
1396 End 
OJ99052 6_05 . 04 19 . C2 6 . o2 . gs Method 
1396 End 
none Score 
1396. .1593, 2414. .2522, 2892. .2971 

52331 Seq. ID 



OJ990526_05.0419.C26 
+ 

518 

GENSCAN 

518 

.44 



OJ990526_05.0419.C26 

2971 
GENSCAN 
2971 
.6 



OJ990526 05.0419.C27 



53478 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f i Exons 

GI Descrip. 

J;j Seq. No. 

1 U Gene No . 

tj Start 

I ; | Name 

^5 Start 

if- GI 
1 ^ Exons 

p Seq. No. 

vj Gene No. 

L 7 Start 

= Z Name 

^ Start 

Q GI 

[3 Exons 

Seq. No. . . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



110560 Strand 

1 End 421 

OJ99052 6_05 . 04 1 9 . C27 . ol . np Method AAT/NAP 

1 End 421 

4417306 Score 154 
1. .421 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



52331 

110561 

740 

OJ990526_05.0419.C27.ol.gs 

740 

none 

740. .873 



52332 

110562 

1 

OJ990526_05. 
1 

4680186 
1..30, 653.. 



0419.C31.ol.np 



839 



Seq. ID OJ990526_05.0419.C27 
Strand 

End 873 

Method GENSCAN 

End 873 

Score .54 



Seq. ID OJ990526_05.0419.C31 

Strand + 

End 839 

Method AAT/NAP 

End 839 

Score 205 



(AF111709) unknown [Oryza sativa subsp. indica] 



52332 

110562 

1 

OJ990526_05.0419.C31.ol.gs 

303 

none 

303. .454 

52333 

110563 

742 

OJ990526_05.0419.C33.ol.gs 

742 

none 

742. .918 



Seq. ID OJ990526_05.0419.C31 

Strand + 

End 839 

Method GENSCAN 

End 4 54 

Score .55 



Seq. ID OJ990526_05.0419.C33 
Strand 

End 918 

Method GENSCAN 

End 918 

Score 1 



52334 Seq. ID OJ990526_05 . 04 19 . C36 

110564 Strand + 

1 End 833 

OJ990526_05.0419.C36.ol.np Method AAT/NAP 

1 End 833 

3650036 Score 345 

1.-519, 569.-833 

(AC005396) Ac-like transposase [Arabidopsis thaliana] 



52334 Seq. ID 

110564 Strand 

1 End 

OJ990526_05.0419.C36.ol.gs Method 

139 End 

none Score 



OJ990526_05.0419.C36 

+ 

833 

GENSCAN 

570 

.4 



53479 



Exons 



139. .570 



Seq. No. 52334 Seq. ID 

Gene No. 110565 Strand 

Start 3143 End 

Name OJ990526_05.0419.C36.ol.gp Method 

Start 3143 End 

GI 72524_1.R1084 Score 

Exons 3143. . 3453 

GI Descrip. • 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa. genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ990526_05.0419.C36 
+ 

3453 
AAT/GAP 
3453 
414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52334 

110566 

3406 

OJ990526_05.0419.C36.o2.np 

3406 

7106512 



Seq. ID OJ990526_05.0419.C36 

Strand + 

End 6307 

Method AAT/NAP 

End 6307 

Score 84 



3406.. 3466, 3539.. 3591, 6289.. 6307 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 52334 

Gene No. 110567 

'f Start 2205 

^ Name OJ990526_05.0419.C36.ol.tm 

V* Start 1 

fjj GI none 

fj Exons 1..342, 1..336, 3.. 344 

Seq. No. 52334 

Gene No. 110567 

Start 2205 

Name OJ990526_05 . 0419.C36.ol . tw 

Start 388 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_05.0419.C36 
6232 

TBLASTX: Maize 

344 

391 



OJ990526_05.0419.C36 
6232 

TBLASTX: Wheat 

667 

112 



388. .525, 388. .525, 527. .667, 535. .618 



Seq. No. 52334 

Gene No. 110567 

Start 2205 

Name OJ990526_05.0419.C36.o2.gs 

Start 2205 

GI none 

Exons 2205.. 2747, 3164.. 3215, 3501, 
4367.. 4397, 6202.. 6232 



OJ990526_05.0419.C36 

6232 
GEN SCAN 
6232 
.82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3711, 3764. .3857, 3933. .4044, 



Seq. No. 52335 Seq. ID 

Gene No. 110568 Strand 

Start 444 End 

Name OJ99052 6_05 .0419. C37 . ol . gs Method 

Start 44 4 End 

GI none Score 

Exons 444.. 614, 1909.. 2150, 2266.. 2395 



OJ990526_05.0419.C37 
+ 

2395 
GEN SCAN 
2395 
.46 



Seq. No. 
Gene No. 



52335 
110569 



Seq. ID 
Strand 



OJ990526 05.0419.C37 



53480 



ri I 



Start 


1908 




Name 


OJ990526_05 


. 0419 .C37 . ol . 


Start 


1908 




GI 


none 




Exons 


1908 . . 1995 




Seq. No. 


52336 




Gene No. 


110570 




Start 


253 




Name 


OJ990526 05 


.0419.C38.ol. 


Start 


253 




GI 


none 




Exons 


253.-464, 634. .721, 1107 


Seq. No. 


52336 




Gene No. 


110570 




Start 


253 




Name 


OJ990526 05 


.0419.C38.ol. 


Start 


1149 




GI 


6983859 




Exons 


1149. .1946 




GI Descrip. 


(AP001168) 


Similar to 22 




(AF061282) 


[Oryza sativa 


Seq. No. 


52336 




Gene No. 


110570 




Start 


253 




Name 


OJ990526 05 


.0419.C38.ol. 


Start 


1265 




GI 


none 




Exons 


1265. .1369, 


1372. .1698, 


Seq. No. 


52336 




Gene No. 


110570 




Start 


253 




Name 


OJ990526 05 


. 0419.C38 .ol . 


Start 


1411 




GI 


none 




Exons 


1411. .1746, 


1412. . 1753, 




1765. .1863 




Seq. No. 


52337 




Gene No. 


110571 




Start 


1067 




Name 


OJ990526 05 


.0419.C40.ol. 


Start 


1067 




GI 


none 




Exons 


1067. .1211, 


1369. .1454, 


Seq. No. 


52338 




Gene No. 


110572 




Start 


1209 




Name 


OJ990526 05 


.0419.C41.o2. 


Start 


1209 




GI 


4680186 




Exons 


1209. .1250, 


3020. .3230 


GI Descrip. 


(AF111709) 


unknown [Oryz 



End 

Method 
End . 
Score 



1995 
AAT/GAP 
1995 
120 



Seq. ID OJ990526_05.0419.C38 
Strand 

End 1946 

Method GENSCAN 

End 1317 

Score .84 



Seq. ID OJ990526_05.0419.C38 
Strand 

End 1946 

Method AAT/NAP 

End 1946 

Score 684 



Seq. ID OJ990526_05. 0419.C38 
Strand 

End 1946 

Method TBLASTX : Mai ze 

End 1856 

Score 224 



Seq. ID OJ990526_05.0419.C38 
Strand 

End 1946 

Method TBLASTX : Wheat 

End 1880 

Score 189 



Seq. ID OJ990526_05.0419.C40 

Strand + 

End 2268 

Method GENSCAN 

End 2268 

Score .7 



Seq. ID OJ990526_05.0419.C41 

Strand + 

End 3230 

Method AAT/NAP 

End 3230 

Score 147 



53481 





Seq. No. 


52338 


Seq. ID 


OJ990526_05.0419.C41 




Gene No. 


110573 


Strand 






O LcHT L 


o / J 


End 


3721 




Name 


OJ990526 05.0419.C41.ol.np 


Method 


AAT/NAP 




Start 


290 


End 


1654 




GI 


6983859 


Score 


1849 




Exons 


290. .1654 








GI Descrip. 


(AP001168) Similar to 22 JcDa 


kafirin cluster; Ty3-Gypsy type 






(AF061282) [Oryza sativa] 








oeq . no . 




oeq. ±u 


ujyyuo^b u o . u h x y . l,4 i 




Gene No. 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05.0419.C41.o3.tw 


Method 


TBLASTX: Wheat 




Start 


305 


End 


635 




GI 


none 


Score 


135 




Exons 


305. .634, 354. .635 








oeq . wo . 


CO O Oft 


Seq. ID 


OJ990526_05.0419.C41 




Gene No. 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05.0419.C41.o3.tm 


Method 


TBLASTX: Maize 


J. 


Start 


317 


End 


461 




GI 


none 


Score 


98 


%J 


Exons 


317. .457, 323. .442, 366. .461 






i y 


oeq . lno . 




Seq. ID 


OJ990526_05.0419.C41 




Gene No. 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05-0419. C41.ol.gs 


Method 


GEN SCAN 


W 


Start 


375 


End 


3721 


I LI 


GI 


none 


Score 


.57 


= 


Exons 


375. .1151, 1211. .1707, 2933.. 


3075, 3641. .3721 


a. -j 


Seq. No. 


52338 


Seq. ID 


OJ990526_05.0419.C41 




bene lno . 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05.0419.C41.ol.tm 


Method 


TBLASTX: Maize 


r j: 


Start 


485 


End 


1080 


r ~e 


GI 


none 


Score 


63 




Exons 


485. .655, 485. .667, 495. .668, 


673. .747, 


741. .920, 778. .894, 






843. .920, 918. .1076, 929. .1072, 937.. 1080 




oeq. LNO. 


52338 


Seq. ID 


OJ990526_05.0419.C41 




Gene No. 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05.0419.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


635 


End 


1258 




GI 


none 


Score 


185 




Exons 


635. .673, 673.-747, 705. .1166 


, 741. .1232, 937. .1203, 1214. .125 




Seq. No. 


52338 


Seq. ID 


OJ990526_05.0419.C41 




Gene No. 


110573 


Strand 






Start 


375 


End 


3721 




Name 


OJ990526 05.0419.C41.o2.tm 


Method 


TBLASTX: Maize 




Start 


1128 


End 


1419 



53482 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Cj Start 

gfi Exons 

Seq. No. 

Gene No. 
LJ Start 
n Name 
«"s Start 

!* GI 
Exons 

%i Seq. No. 

Gene No. 

Start 
:Z Name 
u Start 
P GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



none Score 96 

1128. .1226, 1132. .1227, 1224. .1418, 1232. .1417, 1234. .1419 



End 

Method 
End 
Score 



52338 
110573 
375 

OJ990526_05.0419.C41.ol.ts 
1223 
none 

1223. .1465, 1230. .1466 

52338 
110573 
375 

. OJ990526_05.0419.C41.ol.tc 
1241 
none 

1241. .1384, 1242. .1382, 1385. .1558 



Seq. ID OJ990526_05.0419.C41 
Strand 

3721 

TBLASTX: Soybean 
1466 
167 



Seq. ID OJ990526_05.0419.C41 
Strand 

3721 

TBLASTX: Cress 
1558 
96 



End 

Method 
End 
Score 



52338 

110573 

375 

OJ990526_05.0419.C41.o2.tw 
1264 
none 



Seq. ID OJ990526_05.0419.C41 
Strand 

End 3721 

Method TBLASTX : Wheat 

End 1783 

Score 136 



1264.. 1539, 1265.. 1783, 1269.. 1634, 1622.. 1783 



52339 

110574 

1691 

OJ990526_05.0419.C4 3.ol.gs 

1691 

none 

1691. .1996 



Seq. ID OJ990526_05.0419.C43 

Strand + 

End 1996 

Method GENSCAN 

End 1996 

Score .89 



Seq. ID OJ990526_05.0419.C43 
Strand 

832 

AAT/GAP 
832 
1013 



52339 
110575 
265 

OJ990526_05 . 04 19 . C4 3 . ol . gp 
265 

4879016 
26S..832 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



End 

Method 

End 

Score 



Seq. ID OJ990526_05.0419.C43 
Strand 

End 2133 

Method AAT/NAP 

End 2133 

Score 152 



52339 
110576 
1372 

OJ990526_05.0419.C43.ol.np 
1372 
6523547 
1372. .2133 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



52340 



Seq. ID OJ990526_05.0419.C46 



53483 



Gene. No. 110577 Strand 

Start 1 End 

Name OJ99052 6_05 . 04 19 . C4 6 . ol . np Method 

Start 1 End 

GI 4416302 Score 

Exons 1..828 

GI Descrip. (AF105716) copia-type pol polyprotein 

Seq. No. 52340 Seq. ID 

Gene No. 110577 Strand 

Start 1 End 

Name OJ990526_05. 0419.C4 6.ol.gs Method 

Start 43 End 

GI none Score 

Exons 43.. 247, 285.. 370 

Seq. No. 52340 Seq. ID 

Gene No. 110577 Strand 

Start 1 End 

Name OJ990526_05. 0419.C4 6.o2 . tm Method 

Start 48 End 

GI none Score 

Exons 48. .185, 49. .231, 61. .231 



+ 

828 

AAT/NAP 

828 

882 

[Zea mays] 

OJ990526_05.0419.C46 
+ 

828 

GENSCAN 

370 

.42 



OJ990526_05.0419.C46 
+ 

828 

TBLASTX: Maize 

231 

189 



Seq. No. 52340 Seq. ID 

Gene No. 110577 Strand 

Start 1 End 

Name OJ990526_05 . 04 19 . C4 6 . ol . tw . Method 

Start 55 End 

GI none Score 

Exons 55.. 204, 229.. 486, 240.. 368 



OJ990526_05.0419.C46 
+ 

828 

TBLASTX: Wheat 

486 

105 



Seq. No. 52340 Seq. ID 

Gene No. 110577 Strand 

Start 1 End 

Name OJ990526_05. 0419.C4 6.ol.tm Method 

Start 232 End 

GI none Score 

Exons 232. .828, 240. .746, 520. .789 



OJ990526_05.0419.C4 6 
+ 

828 

TBLASTX: Maize 

828 

667 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



52340 Seq. ID 

110577 Strand 

1 End 

OJ990526_05.0419.C4 6.ol.ts Method 

250 End 

none Score 



OJ99052 6_05.0419.C4 6 
+ 

828 

TBLASTX : Soybean 

828 

298 



250. .639, 354. .596, 658. .828, 672. .743 



Seq. No. 52340 Seq. ID 

Gene No. 110577 Strand 

Start 1 End 

Name OJ990526_05 . 04 1 9 . C4 6 . o2 . tw Method 

Start 523 End 

GI none Score 

Exons 523.-648, 652.. 774, 667.. 825 



OJ990526_05.0419.C46 
+ 

828 

TBLASTX: Wheat 

825 

88 



Seq. No, 



52341 



Seq. ID OJ990526_05.0419.C47 



53484 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110578 Strand 

51 End 

OJ9 9052 6_05 . 0 4 1 9 . C4 7 . ol . gs Method 

51 End 

none Score 
51. .211 



52342 

110579 

1 

OJ990526_06.0419.C2.ol.np 
1 

6522552 

1..178, 239. .316, 465. .567, 
(AL132967) putative protein 



+ 

211 

GENSCAN 

211 

.8 



OJ990526 06. 0419. C2 



Seq. ID 
Strand 

End 832 
Method AAT/NAP 
End 832 
Score 147 
787. .832 

[Arabidopsis thaliana] 



52342 Seq. ID 

110579 Strand 
1 End 
OJ990526_06 . 04 19 . C2 . ol . gs Method 
14 End 
none Score 

14. .143, 249. .316, 465. .600 

52342 
110579 
1 

OJ990526_06.0419.C2.ol.tm 
59 

none 

59. .145, 63. .143, 238. .318, 
487. .522, 488.-523 

52343 
110580 
179 

OJ990526_06.0419.C3.ol.gs 
179 

none Score 
179. .376 



OJ990526_06.0419.C2 
832 

GENSCAN 

600 

.63 



Seq. ID OJ990526_06.0419.C2 
Strand 

End 832 

Method TBLASTX : Mai ze 

End 523 

Score 66 

240. .323, 461. .490, 462. .491, 



Seq. ID OJ990526_06.0419.C3 
Strand 

End 376 
Method GENSCAN 
End 376 
.72 



52344 

110581 

1068 

OJ990526_06.0419.C5.ol.gs 

1068 

none 

1068. .1151 



Seq. ID OJ990526_06.0419.C5 

Strand + 

End 1151 

Method GENSCAN 

End 1151 

Score .81 



52345 Seq. ID 

110582 Strand 

202 End 

OJ990526_06.0419.C6.ol.gs Method 

202 End 

none Score 

202. .341, 900. .921 



OJ990526_06.0419.C6 
921 

GENSCAN 

921 

.91 



53485 






Seq. No. 


52346 


Seq. ID 


OJ990526_06.0419. 


C8 




Gene No. 


110583 


Strand 


+ 






Start 


1456 


End 


1638 






Name 


OJ990526 06 0419 C8 ol as 


Method 


GENSCAN 






Start 


1456 ~ 


End 


1638 






(IT 
ox 


none 


Score 


. 69 






Rvon s 


1456 1638 










Seq . No . 


52346 


Seq. ID 


OJ990526 06 0419 


C8 




Gene No. 


110584 


Strand 








Start 


251 


End 


1676 






Name 


OJ990526 06 0419 C8 ol riD 


Method 


AAT/NAP 






Start 


251 ~~ 


End 


1676 






GI 


5852084 


Score 


93 






F.3C on ^ 


251 339. 1605 1676 










\J _L» IV V O -L. • 


(AL117264) zwh0007 1 TOrvza 


sat iva ] 








O C U * Lw • 


52347 


Seq. ID 


OJ990526 06 0419 


Cll 






110585 


Strand 








Start 


1 


End 


500 






Name 


OJ990526 06.0419.Cll.ol.gp 


Method 


AAT/GAP 






Start 


I 


End 


323 






GI 




Score 


363 






P von q 


1 98 218 323 












1 269594 1/emb 1 CAA10 98 9 1 2 Oe 


-20 (AJ222784) ribosomal like-pr< 






rHoT"Hpiini vul narpl ' 

L llWi. xJ.C UlLl V \Ji -L- Ca j_ ^ J 








f [| 


Qpfj Ma 


52347 


Seq. ID 


OJ990526_06.0419. 


Cll 




Gene No . 


110585 


Strand 








Start 


1 


End 


500 






Name 


OJ990526 06.0419.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


500 




- ~ 


GI 


7486871 


Score 


55 








1..41, 207. .500 








- sf 


(IT nf^sofin 


hypothetical protein T12G13 


.150 - Arabidopsis thaliana 




~, . 3 




gi I 52 62204 |emb ICAB45801.il 


(AL080252) 


putative protein 








[Arabidopsis thaliana] gi | 7267472 | emb | CAB77956 . 1 | (AL161511 


* J 




putative protein [Arabidopsis thaliana] 




f 1 


Seq. No. 


52347 


Seq. ID 


OJ990526_06.0419. 


Cll 


y 


Gene No. 


110585 


Strand 








Start 


1 


End 


500 






Name 


OJ990526 06.0419.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


26 


End 


335 






GI 


none 


Score 


73 






P von 


26. .100, 35. .100, 39. .107, 


215. .334, 219. .335 






Seq. No. 


52348 


Seq. ID 


OJ990526_06.0419. 


C14 




Gene No. 


110586 


Strand 








Start 


547 


End 


606 






Mama 


OJ990526 06.0419.C14.ol.gs 


Method 


GENSCAN 






Start 


547 


End 


606 






GI 


none 


Score 


.43 






Exons 


547. . 606 










Seq. No. 


52349 


Seq. ID 


OJ990526_06.0419. 


C15 




Gene No. 


110587 


Strand 







53486 



Start 
Name 
Start 
GI 

Exons 



595 End 

OJ99052 6_0 6 . 0 4 1 9 . C15 . ol . gs Method 

595 End 

none Score 
595. .699 



699 

GEN SCAN 

699 

.68 



Seq. No. 52350 Seq. ID 

Gene No. 110588 Strand 

Start 84 End 

Name OJ990526_06 . 04 19 . C16 . ol . gs Method 

Start 84 End 

GI none Score 

Exons 84.. 272 



OJ990526_06.0419.C16 
272 

GENSCAN 

272 

.53 



Seq. No. 52351 Seq. ID 

Gene No. 110589 Strand 

Start 298 End 

Name 0 J99052 6_0 6 . 0 4 1 9 . CI 9 . ol . gs Method 

Start 298 End 

GI none Score 

Exons 298.. 419 



OJ990526_06.0419.C19 
419 

GENSCAN 

419 

.71 



Seq. No. 52352 Seq. ID 

Gene No. 110590 Strand 

Start 246 End 

Name 0 J9 90 52 6_0 6 . 0 4 1 9 . C2 0 . ol . gs Method 

Start 246 End 

GI none Score 

Exons 246.. 399 

Seq. No. 52353 Seq. ID 

Gene No. 110591 Strand 

Start 758 End 

" Name OJ990526_06 . 0419 . C21 . ol . gs Method 

_ Start 758 End 

GI none Score 

J Exons 758.. 911, 2349.-2554 



OJ990526_06.0419.C20 
+ 

399 

GENSCAN 

399 

.48 



OJ990526_06.0419.C21 
+ 

2554 
GENSCAN 
2554 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52354 

110592 

1 

OJ990526_06 . 04 19 . C22 . ol . np 
1 

6522938 

1..30, 665.-925 
(AL132978) putative protein 
gi | 6523028 | emb | CAB62296 . 1 | 
[Arabidopsis thaliana] 

52354 

110592 

1 

OJ990526_06.0419.C22.ol.gs 

623 

none 

623. .808 



Seq. ID OJ990526_06.0419.C22 

Strand + 

End 925 

Method AAT/NAP 

End 925 

Score 134 

[Arabidopsis thaliana] 
(AL132976) putative protein 



Seq. ID OJ990526_06.0419.C22 

Strand + 

End 925 

Method GENSCAN 

End 808 

Score .94 



53487 



Seq. No. 52355 

Gene No. 110593 

Start 274 

Name OJ990526_06. 0419.C27 .ol .gs 

Start 274 

GI none 

Exons 274.. 350, 851.. 1004 



Seq. ID OJ990526_06.0419.C27 
Strand 

End 1004 

Method GENSCAN 

End 1004 

Score .49 



Seq. No. 52356 

Gene No. 110594 

Start 1 

Name OJ990526_06 . 04 19 . C29 . ol . gp 

Start 1 

GI LIB3431-047-P1-N1-H10 

Exons 1 . .263 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990526_06.0419.C29 
Strand 

263 

AAT/GAP 
263 
501 



End 

Method 

End 

Score 





O C ^ . IN VJ • 


52356 












OJQQ0 6 




UCilC IN(J . 


110595 










Oil a.1 IKJL 






o Lai u 


630 










FnH 


1 674 

X V / *i 




INailLC 


OJ990526 06, 


.0419 


• v.* c- y 




.gp 


Mot" HaH 


AAT /cap 




O Lai l_ 


472 










Fnd 


74 9 


Ji 


ul 


2311117 










Score 


4 7^ 
ft / o 


EL 

~B 


Exons 


472. .749 
















OC^i LN W • 


52356 










OC^« IU 






OCilC LNU • 


110595 














~. 

ST 


O Lai U 


630 










FnH 


X O / ft 


y 


ix dltic 


OJ990526 06. 


.0419 


CO Q 


nl 

■ VJ X 


. gs 


Mot- hnH 


OCj IN O V^rtLN 




iD u ai L. 


630 










FnH 


1 674 




OX 


none 










Score 




j 2 


Exons 


630. .746, 1585.. 


1 6.1 A 
X D / *± 












Seq. No. 


52357 










Seq. ID 


OJ990526_ 




Gene No. 


110596 










Strand 






Start 


1299 










End 


1347 




Name 


OJ990526 06, 


,0419 


-C32. 


.Ol 


.gs 


Method 


GENSCAN 




Start 


1299 








End 


1347 




GI 


none 










Score 


.68 




Exons 


1299. .1347 
















Seq. No. 


52358 










Seq. ID 


OJ990526^ 




Gene No. 


110597 










Strand 






Start 


151 










End 


187 




Name 


OJ990526 06. 


.0419 


.C33. 


.Ol 


.gs 


Method 


GENSCAN 




Start 


151 








End 


187 




GI 


none 










Score 


.8 




Exons 


151. .187 
















Seq. No. 


52359 










Seq. ID 


OJ990526_ 




Gene No. 


110598 










Strand 


+ 




Start 


1925 










End 


2713 




Name 


OJ990526 06. 


0419 


.C34, 


.ol. 


.gs 


Method 


GENSCAN 




Start 


1925 










End 


2713 




GI 


none 










Score 


. 9 




Exons 


1925. .2713 















53488 





Seq. No. 


52359 


Seq. ID 


OJ990526_06.0419.C34 




Gene No. 


110598 


Strand 


+ 




Start 


1925 


End 


2713 




Name 


OJ990526 06.0419.C34.ol.np 


Method 


AAT/NAP 




Start 


2056 


End 


2671 




GI 


6522933 


Score 


382 




Exons 


2056. .2671 








GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 




Cpn Wo 

tD C *J • l' U • 


52360 


Seq. ID 


OJ990526_06.0419.C35 




Gene No. 


110599 


Strand 






Start 


758 


End 


3954 




Name 


OJ990526 06.0419.C35.ol.gs 


Method 


GENSCAN 




Start 


758 


End 


3343 




GI 


none 


Score 


.79 




Exons 


758. .1001, 1175. .1604, 2627. 


.2770, 3252.. 3343 




Seq. No. 


52360 


Seq. ID 


OJ990526_06.0419.C35 




Gene No. 


110599 


Strand 






Start 


758 


End 


3954 




Name 


OJ990526 06.0419.C35.ol.np 


Method 


AAT/NAP 




Start 


834 


End 


1850 




GI 


7441829 


Score 


124 




Exons 


834. .1010, 1252. .1555, 1674. 


.1850 






GI Descrip. 


proline-rich cell wall protein - upland cotton 


m 




gi|435039|gb|AAA79360.1| (L17308) proline-rich cell wall pr< 


r !! 




[Gossypium hirsutum] 






? ~b 


Seq. No. 


52360 


Seq. ID 


OJ990526_06.0419.C35 


ly 


Gene No. 


110599 


Strand 






Start 


758 


End 


3954 




Name 


OJ990526 06.0419.C35.ol.tm 


Method 


TBLASTX: Maize 




Start 


2619 


End 


3954 


_ - 


GI 


none 


Score 


131 




Exons 


2619.. 2771, 2622.. 2759, 2624 


..2770, 3250. .3345, 3261. .3344, 






3436.. 3516, 3645.. 3731, 3649 


..3714, 3828. .3935, 3844. .3954, 






3845. .3931 






. ^ 


Seq. No. 


52360 


Seq. ID 


OJ990526_06.0419.C35 






110599 


Strand 






Start 


758 


End 


3954 




Name 


OJ990526 06.0419.C35.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2619 


End 


3932 




GI 


none 


Score 


101 




Exons 


2619.. 2771, 2624.. 2770, 2634 


..2780, 3250. .3345, 3261. .3344, 






3637.. 3714, 3645.. 3731, 3828 


..3932, 3845. .3931 




O ~ ^ • IN KJ * 


52361 


Seq. ID 


OJ990526_06.0419.C36 




Gene No. 


110600 


Strand 






Start 


140 


End 


519 




Name 


OJ990526 06.0419.C36.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


519 




GI 


none 


Score 


.99 




Exons 


140. .256, 408. .519 








Seq. No. 


52362 


Seq. ID 


OJ990526_06.0419.C37 



53489 



Gene -No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110601 
393 

OJ990526_06.0419.C37.ol. 

257 

none 

257. .316, 261. .311, 393. 
803. .937, 3509.. 3559 

52362 

110601 

393 

OJ990526_06.0419.C37.ol. 

393 

none 

393.-469, 625. .706, 790. 

52362 

110601 

393 

OJ990526_06.0419.C37.ol. 

411 

none 

411. .485, 608. .709, 624. 

52362 

110601 

393 

OJ990526_06.0419.C37.ol. 

426 

none 

426. .485, 606. .707, 790, 
3518. .3565 

52363 

110602 

559 

OJ990526_06.0419.C42.ol, 

200 

none 

200. .283, 232. .279, 312, 
384. .461, 467. .625, 468, 
663. .722 



ts 



Strand 
End 

Method 

End 

Score 



3721 

TBLASTX: Soybean 

3559 

60 



,452, 456. .485, 617. .685, 790. .927, 



Seq. ID OJ990526_06.0419.C37 
Strand 

End 3721 

Method GENSCAN 

End 3721 

Score . 93 
2442..2483, 3518. .3721 



gs 

.927, 
tm 

.707, 
tc 

.834, 



tm 



371, 
,620, 



Seq. ID OJ990526_06.0419.C37 
Strand 

End 3721 

Method TBLASTX : Mai ze 

End 927 

Score 66 

790. .927, 803. .925 

Seq. ID OJ990526_06.0419.C37 
Strand 

End 3721 

Method TBLASTX : Cress 

End 3565 

Score 47 

791. .847, 826. .924, 827. .937, 



Seq. ID OJ990526_06.0419.C42 

Strand + 

End 1111 

Method TBLASTX: Maize 

End 722 

Score 70 

312. .368, 382..423, 384. .461, 
469. .648, 616. .648, 661. .699, 



Seq. No. 


52363 












Seq. ID 


OJ990526 


Gene No. 


110602 












Strand 


+ 


Start 


559 












End 


1111 


Name 


OJ990526 


06. 


0419 


C42 


-Ol 


gs 


Method 


GENSCAN 


Start 


559 












End 


722 


GI 


none 












Score 


.6 


Exons 


559. .722 
















Seq. No. 


52363 












Seq. ID 


OJ990526 


Gene No. 


110602 












Strand 


+ 


Start 


559 












End 


1111 


Name 


OJ990526 


06. 


0419 


C42 


.ol 


,gp 


Method 


AAT/GAP 


Start 


612 












End 


1111 


GI 


none 












Score 


989 



53490 



Exons 


£19 1111 
0±Z. . .11X1 


Seq. No. 


52364 


Gene No. 


110603 


Start 


iu yu 


Name 


ujyyuD^b ud. u4iy.u4o.ozi 


Start 


T1 Q 

/ 10 


GI 


none 


Exons 


"71ft P7^ 79^ ft79 794 


Seq. No. 




Gene No. 




Start 


1090 


Name 


OJ990526 06.0419.C43.ol 


Start 


1089 


GI 


none 


Exons 


1089. .1277, 1090. .1308, 




1859. .1909 




Seq. ID. OJ990526_06.0419.C43 

Strand + 

End 3007 

.tm Method TBLASTX : Maize 

End 924 

Score 202 
..873, 871. .885, 886. .921, 886. .924 

Seq. ID OJ990526_06.0419.C43 

Strand + 

End 3007 

.tm Method TBLASTX : Maize 

End 1910- 

Score 168 
1149. .1265, 1193. .1315, 1854. .1910, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52364 
110603 
1090 

OJ990526_06.0419 
1090 
1931653 

1090. .1311, 1644 
(U95973) unknown 

52364 

110603 

1090 

OJ990526_06.0419. 

1090 

none 

1090. .1308, 1152. 

52364 

110603 

1090 

OJ990526_06.0419. 

1090 

none 

1090. .1308, 1152, 



Seq. ID OJ990526_06.0419.C43 

Strand + 

End 3007 

,C43.ol.np Method AAT/NAP 

End 3007 

Score 429 
..1989, 2920.. 3007 

protein [Arabidopsis thaliana] 



C43.ol.tc 



,1259 



C43.ol.ts 



Seq. ID OJ990526_06.0419.C43 

Strand + 

End 3007 

Method TBLASTX : Cress 

End 1308 

Score 215 



Seq. ID OJ990526_06.0419.C43 

Strand + 

End 3007 

Method TBLASTX : Soybean 

End 1343 

Score 256 



.1343 



Seq. No. 


52364 








Seq. ID 


OJ990526_ 


Gene No. 


110603 








Strand 


+ 


Start 


1090 








End 


3007 


Name 


OJ990526 06. 


0419 


.C43.ol 


gs 


Method 


GENS CAN 


Start 


1092 








End 


2423 


GI . 


none 








Score 


.74 


Exons 


1092. . 1311, 


1644 


. .19Q6, 


2139. 


.2211, 2265.. 2423 


Seq. No. 


52364 








Seq. ID 


OJ990526_ 


Gene No. 


110603 








Strand 


+ 


Start 


1090 








End 


3007 


Name 


OJ990526 06 


0419 


.C43.ol 


gp 


Method 


AAT/GAP 


Start 


1647 








End 


1869 



53491 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



427391 Score 405 

1647. .1869 

52365 
110604 
1092 

OJ990526_06. 0419.C4 4 .ol.tc 
607 
none 

607. .675, 787. .900, 798. .893, 898. .1137 



Seq. ID OJ990526_06.0419.C44 
Strand + 

1604 

TBLASTX: Cress 
1137 
55 



End 

Method 

End 

Score 



52365 

110604 

1092 

OJ990526_06.0419.C44 .ol. ts 
616 
none 



Seq. ID OJ990526_06.0419.C44 

Strand + 

End 1604 

Method TBLASTX : Soybean 

End 1104 

Score 63 



616. .675, 787. .903, 798. .893, 895. .1104, 916. .1002 



52365 

110604 

1092 

OJ990526_06.0419.C44 .ol.gp 

1092 

2311117 

1092. .1290, 1582. .1604 



Seq. ID OJ990526_06.0419.C44 



Strand 
End 

Method 

End 

Score 



+ 

1604 
AAT/GAP 
1604. 
358 



52366 
110605 
58 

OJ990526_06.0419.C45.ol.gp 
58 

LIB3431-047-P1-N1-H10 
58. .113 

•5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. ID OJ990526_06.0419.C45 
Strand + 

113 

AAT/GAP 
113 
86 



End 

Method 

End 

Score 



52366 

110606 

39 

OJ990526_06.0419.C45.ol.np 
39 

6522552 



Seq. ID OJ990526_06.0419.C45 
Strand 

End 1941 

Method AAT/NAP 

End 1941 

Score 482 



39. .122, 300. .395, 486. .638, 755. .1042, 1125. .1267, 1351. .1579, 
1643.. 1703, 1852.. 1941 

(AL132967) putative protein [Arabidopsis thaliana] 



52366 

110606 

39 

OJ990526_06.0419.C45.ol.ts 
66 

none 



Seq. ID OJ990526_06.0419.C45 
Strand 

End 1941 

Method TBLASTX : Soybean 

End 632 

Score 72 



66. .125, 273. .398, 310. .396, 484. .597, 486. .632, 502. .612 



52366 
110606 



Seq. ID OJ990526_06.0419.C45 
Strand 



53492 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39 End 

OJ990526 J) 6 . 0 4 1 9 . C4 5 . ol . gs Method 

300 End 

none Score 



1941 
GENSCAN 
1933 
.83 



300. .395, 755.-849, 996. .1056, 1139. .1267, 1375. .1530, 
1636. .1703, 1852. .1933 



52366 

110606 

39 

OJ990526_06. 0419 . C45 . ol . tm 

932 

none 



Seq. ID OJ990526_06-.0419.C45 
Strand 

End 1941 

Method TBLASTX : Mai ze 

End 1910 

Score 152 



932. .1063, 937. .1068, 938. .1063, 1133. .1210, 1139. .1249, 
1140. .1313, 1447. .1530, 1454. .1531, 1625. .1705, 1627. .1710, 
1848. . 1877, 1849. .1878, 1874. .1909, 1875. .1910 



52367 Seq. ID 

110607 Strand 

1 End 
OJ990526_06.0419.C4 6.ol.gp Method 

1 End 

none Score 
1. .88 



OJ990526_06.0419.C46 
88 

AAT/GAP 

88 

126 



Seq. No. 52367 

Gene No. 110608 

Start 70 

Name OJ99052 6_06 . 04 1 9 . C4 6 . ol . gs 

Start 70 

GI none 

Exons 70.. 245, 631.. 757, 815.. 928 

Seq. No. 52368 

Gene No. 110609 

Start 1105 

Name OJ990526_06 . 04 19 .C48 . ol . gs 

Start 1105 

GI none 

Exons 1105.. 1218 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_06.0419.C46 
928 

GENSCAN 

928 

.46 



Seq. ID OJ990526_06.0419.C48 

Strand + 

End 1218 

Method GENSCAN 

End 1218 

Score .73 



^ Seq. No. 52369 Seq. ID 

Gene No. 110610 Strand 

Start 475 End ' 

Name OJ990526_06 . 0419 . C50 . ol . gs Method 

Start 475 End 

GI none Score 

Exons 475. .739, 789.-898 

Seq. No. 52369 Seq. ID 

Gene No. 110611 Strand 

Start 2041 End 

Name OJ990526_06 . 0419. C50 . o2 . gs Method 

Start 2041 End 

GI none Score 

Exons 2041.. 2225, 2557.. 2572 



OJ990526_06.0419.C50 
+ 

898 

GENSCAN 

898 

.72 



OJ990526_06.0419.C50 

2572 
GENSCAN 
2572 
.87 



53493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
□ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52370 

110612 

150. 

OJ990526_06.0419.C54 .ol.gs 

150 

none 

150. .239 

52371 

110613. 

333 

OJ990526_06.0419.C55.ol.gs 

333 

none 

333. .396, 1329. .1435 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_06.0419.C54 

4- 

239 

GENSCAN 

239 

.44 



OJ990526_06.0419.C55 

■ + 

1435 
GENSCAN 
1435 
.42 



OJ990526 06.0419.C55 



52371 Seq. ID 

110614 Strand 

689 End 8 68 

. OJ990526_06 . 04 19 . C55 . ol . gp Method AAT/GAP 
689 End 868 

2798151 Score 143 

689. .757, 800. .868 

5670155/gb|AF161269. 1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 

52372 Seq. ID OJ990526_06 . 04 19 . C56 

110615 Strand 

1 End 1519 

OJ990526 06-0419. C56.ol.np Method AAT/NAP 
1 " End 1519 

7485231 Score 230 

1..19, 949. .1519 

hypothetical protein A_IG002N01 . 30 - Arabidopsis thaliana 
(fragment) gi I 2191151 1 gb | AAB61038 . 1 1 (AF007269) contains 
similarity to membrane associated salt-inducible protein 
[Arabidopsis thaliana] 



52372 

110615 

1 

OJ990526_06.0419.C56.ol.gs 

740 

none 

740. .1461 

52372 

110615 

1 

OJ990526_06.0419.C56.ol.tc 

947 

none 

947. .1219, 960. .1220 

52372 

110615 

1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990526_06.0419.C56 

1519 
GENSCAN 
1461 
.81 



OJ99052 6_06.0419.C56 
1519 

TBLASTX: Cress 

1220 

126 



OJ990526 06.0419.C56 



1519 



53494 



Name OJ990526_06. 0419.C56.ol . ts Method 

Start 947 End 

GI none Score 

Exons 947.. 1285, 960.. 1262 

Seq. No. 52372 Seq. ID 

Gene No. 110615 Strand 

Start 1 End 

Name OJ99052 6_06.0419.C56.ol.tm Method 

Start 947 End 

GI none Score 

Exons 947.. 1228 



TBLASTX: Soybean 

1285 

148 



OJ990526_06.0419.C56 
1519 

TBLASTX: Maize 

1228 

230 



Seq. No. 52373 Seq. ID 

Gene No. 110616 Strand 

Start 18 End 

Name 0 J99052 6_06 . 04 19 . C57 . ol . gs Method 

Start 18 End 

GI none Score 

Exons 18.. 338 



OJ990526_06.0419.C57 
+ 

338 

GEN SCAN 

338 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52374 

110617 

2987 

OJ990526_06.0419.C58.ol.gp 
2724 

45288 1.R1084 



OJ990526 06.0419.C58 



Seq. ID _ 
Strand 

End 5847 
Method AAT/GAP 
End 4113 
Score 1049 

2724..2996, 3116. .3220, 3310. .3360, 3624. .3689, 3969. .4113 
, 4678385/emb|CAB41117.1| 3.0e-26 (AL049656) putative protein 
[Arabidopsis thaliana] ' 



52374 

110617 

2987 

OJ990526_06.0419.C58.o2.gs 

2987 

none 

2987. .3037, 
5694. .5847 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990526_06.0419.C58 

5847 
GENSCAN 
5847 
.54 



3116. .3220, 3969. .4073, 4763. .4810, 5420. .5603, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



52374 Seq. ID 

110617 Strand 
2987 End 
OJ990526_06.0419.C58 .ol.np Method 
3113 End 
7487743 Score 
3113.. 3220, 3310.. 3360, 
4763. .4810, 5420. .5699 

hypothetical protein T6G15.140 - Arabidopsis thaliana 
gi|4678385|emb|CAB41117.1| (AL049656) putative protein 
[Arabidopsis thaliana] gi | 7268062 | emb | CAB78401 . 1 | (AL161536) 
putative protein [Arabidopsis thaliana] 



OJ990526_06.0419.C58 

5847 
AAT/NAP 
5699 
667 

3624. .3689, 3969. .4129, 4297. .4393, 



52374 - Seq. ID 

110617 Strand 

2987 End 

OJ990526 06.0419.C58.ol.tm Method 



OJ990526_06.0419.C58 
5847 

TBLASTX: Maize 



53495 



Start 
GI 

Exons 



5494 End 5838 

none Score 124 

5494. .5601, 5495. .5602, 5496. .5603, 5689. .5838, 5695. .5835 



Seq. No. 52375 

Gene No. 110618 

Start 560 

Name OJ990526_06 . 0419 . C59. ol . gs 

Start 560 

GI none 

Exons 560.. 609, 686.. 848, 1581.. 1617 

Seq. No. 52376 

Gene No. 110619 

Start 1038 

Name OJ990526_06. 0419 .C60 .ol . gs 

Start 1038 

GI none 

Exons 1038.. 1094 



Seq. ID OJ990526_06.0419.C59 

Strand + 

End 1617 

Method GENS CAN 

End 1617 

Score .45 



Seq. ID OJ990526_06.0419.C60 

Strand + 

End 1094 

Method GENS CAN 

End 1094 

Score . 62 



ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52376 
110620 
106 

OJ990526_06.0419.C60.ol.np 
106 

6721516 
106. .156, 1361. .1608 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990526_06.0419.C60 

Strand • - 

End 1608 

Method AAT/NAP 

End- 1608 

Score 160 



52377 

110621 

719 

OJ990526_06.0419.C61.ol.gs 

719 

none 



Seq. ID OJ990526_06.0419.C61 

Strand + 

End 5835 

Method GENSCAN 

End 5717 

Score . 8 



719. .851, 2493. .2734, 3625. .3730, 5558. .5717 



52377 
110621 
719 

OJ990526_06.0419.C61.ol.gp 
5603 

uC-osflcypl26a04bl 
5603. .5835 

, 2695941/emb|CAA10989| 2.0e-20 (AJ222784) ribosomal like-protein 
[Hordeum vulgare] 1 



Seq. ID OJ990526_06.0419.C61 

Strand + 

End 5835 

Method AAT/GAP 

End 5835 

Score 411 



52377 

110622 

1 

OJ990526_06.0419.C61.ol.np 
1 

6721516 



Seq. ID OJ990526_06.0419.C61 
Strand 

End 2798 

Method AAT/NAP 

End 2798 

Score 609 



1..418, 809. .1050, 2739. .2798 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 



52378 



Seq. ID OJ990526_06.0419.C62 



53496 



Gene No. 110623 

Start 1 

Name 0 J99052 6_0 6.0419. C62 . ol . gp 

Start 1 

GI 10072_1.R1084 

Exons 1..82, 450.. 539 

GI Descrip. 1 5262204/emb | CAB45801 . 1 1 2, 
[Arabidopsis thaliana] 1 



Strand 
End 

Method 

End 

Score 



+ 

539 

AAT/GAP 

539 

274 



0e-25 (AL080252) putative protein 



Seq. No. 52378 Seq. ID 

Gene No. 110624 Strand 

Start 450 End 

Name OJ990526_06 . 0419. C62 . ol . gs Method 

Start 450 End 

GI none Score 

Exons 450.. 701, 1177.. 1199 



OJ990526_06.0419.C62 
+ 

1286 
GENSCAN 
1199 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52378 Seq. ID 

110624 Strand 

450 End 
OJ990526_06 . 0419 . C62 . o2 . gp Method 

665 End 

none Score 

665. .701, 880. .1286 



OJ990526_06.0419.C62 
+ 

1286 
AAT/GAP 
1286 
826 



52379 Seq. ID 

110625 Strand 
255 End 
0 J99052 6_06 . 0419. C63 . ol . np Method 
255 End 
7513394 Score 
255.-369, 825. .918, 1023. .1078 

transcription regulator NC2 alpha chain - human 
gi|1491710|emb|CAA65358.1| (X96506) alpha subunit 
heterodimer with NC2 alpha/Drl [Homo sapiens] 



OJ990526_06.0419.C63 
+ 

1078 
AAT/NAP 
1078 
92 



forms 



52379 Seq. ID 

110625 Strand 
255 End 
OJ990526_06.0419.C63.ol.gp Method 
297 End 
34342JL.R1084 Score 
297. .369, 825. .918 

, 1491710/emb|CAA65358| 2.0e-22 (X96506) alpha subunit; forms 
heterodimer with NC2 alpha/Drl [Homo sapiens] 1 



OJ990526_06.0419.C63 
+ 

1078 
AAT/GAP 
918 
268 



52379 Seq. ID 

110625 Strand 

255 End 
OJ990526_06.0419.C63.ol.gs Method 

297 End 

none Score 

297. .369, 825. .918 



OJ990526_06.0419.C63 
+ 

1078 
GENSCAN 
918 
.73 



Seq. No. 
Gene No. 
Start 



52380 

110626 

155 



Seq. ID OJ990526_06.0419.C68 
Strand + 
End 715 



53497 




Name 


nTQQO^fi Ofi 041 Q P£ft 


ol • gs 


Mot* hnH 


\J £j IN O \^f\ IN 






Start 


IDj 




FnH 


71 S 

/ X <J 








none 






. 94 






Exons 


IRE; 17? fi^l 7 1 R 












Seq. No. 


52380 




Seq. ID 


OJ990526_06. 


0419. 


C68 


Gene No. 


110627 




Strand 








btart 


£1 4 
O 1 4 




FnH 


960 






Name 


riTQQn^9fi 0£ 041 Q P£ft 
Uu""UJt D U D . U4 J. y . UDO . 


- 

ol . gp 


Mot - h i"*iH 


AAT/ftAP 
nn x / Oil l 






Start 


£1 A 
Ol** 




FnH 








GI 


0oo4 /o 




Score 


690 






Exons 


61 4 QfiO 












Seq. No. 


52381 




Seq. ID 


OJ990526_06. 


0419. 


C69 


Gene No. 


110628 




Strand 








Of v_ 4- 

b tar u 


yo / 




End 


4054 






Name 


PiTqqor^^ 0£ 041Q p^q 


ol.tc 


Method 


TBLASTX: Cress 




Start 






End 


1054 






GI 


none 




Score 


88 






Exons 


? 69 ?0 1^7 7 4ft 


864, 749.-844, 961 


'..1044, 974. 


1 0S4 

. X \J «J *i 




Seq. No. 


52381 




Seq. ID 


OJ990526_06. 


0419. 


C69 


Gene No. 


110628 




Strand 








btart 


yo / 




End 


4054 






Name 


nTQQntiOC 041Q P£G 

ujyyuozo uo . Ufiiy . uoy . 


ol . gs 


Method 


GENSCAN 






Start 


y o / 




End 


4054 






GI 


none 




Score 


.99 






Exons 


Q£7 11^4 17fi7 1 QS4 


, 2881. 


.2966, 3908.. 4054 






Seq. No. 


52382 




Seq. ID 


OJ990526_06. 


0419. 


C71 


Gene No. 


110629 




Strand 








otart 


i m 

101 




End 


4057 






Name 


PiTQQrm9£ 0£ 041 Q P71 


ol.gp 


Method 


AAT/GAP 






Start 


1 CI 

101 




End 


1718 






GI 


none 




Score 


570 






Exons 


1 M 97fl 1 094 1 1 04 

101..Z/0, lULl . . 11U4/ 


1592. . 


1718 








Seq. No. 


52382 




Seq. ID 


OJ990526_06. 


0419. 


C71 


Gene No. 


110629 




Strand 








o tar u 


151 




End 


4057 






Name 


OJ990526 06.0419.C71. 


ol . gs 


Method 


GENSCAN 






O 4- -i -v»4- 

otart 


1024 




End 


4057 






GI 


none 




Score 


.98 






Exons 


1024.. 1104, 1592.. 1723, 3324 


..3452, 3992. .4057 






O s-v XT « 

beq. no. 


52383 




Seq. ID 


OJ990526_06. 


0419. 


C73 


Gene No. 


110630 




Strand 








Start 


553 




End 


751 






Name 


OJ990526 06.0419.C73. 


ol.np 


Method 


AAT/NAP 






Start 


553 




End 


751 






GI 


5852084 




Score 


84 






Exons 


553. .751 












GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


52384 




Seq. ID 


OJ990526_06. 


0419. 


C75 


Gene No. 


110631 




Strand 








Start 


661 




End 


1282 







53498 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

C3 Seq. No. 
Gene No. 
Start 



Til 



Name 



Start 
H GI 
LlJ Exons 
i3 GI Descrip. 



OJ99052 6_06 . 04 19 . C7 5 . ol . gp Method AAT/GAP 
661 End 752 

.34342_1.R1084 Score 146 

661. .752 

, 1491710/emb|CAA65358| 2.0e-22 (X96506) alpha subunit; forms 
heterodimer with NC2 alpha/Drl [Homo sapiens] * 



52384 

110631 

661 

OJ990526_06.0419.C75-ol.gs 

661 

none 

661. .754, 1210. .1282 

52385 

110632 

2560 

OJ99052 6_06.0419.C76.o2.gp 

2560 

none 

2560. .2991 



Seq. ID OJ990526_06.0419.C75 
Strand 

End 1282 

Method GEN SCAN 

End 1282 

Score .53 



Seq. ID OJ990526_06.0419.C76 

Strand + 

End 2991 

Method AAT/GAP 

End 2991 

Score 782 



Seq. ID OJ990526_06.0419.C76 
Strand 

End 1458 

Method AAT/GAP 

End 1458 

Score 281 



52385 
110633 
146 

OJ99052 6_06.0419.C7 6.ol.gp 
146 

568758 
146. .223, 1363. .1458 

1491710/emb|CAA65358| 2.0e-12 (X96506) alpha subunit; forms 
heterodimer with NC2 alpha/Drl [Homo sapiens] 



Seq. No. 


52385 


Seq. ID 


OJ990526_06.0419.C76 


Gene No. 


110633 


Strand 




Start 


146 


End 


1458 


Name 


OJ990526 06.0419.C76.ol.gs 


Method 


GEN SCAN 


Start 


151 


End 


1395 


GI 


none 


Score 


.88 


Exons 


151. .223, 1363. .1395 






Seq. No. 


52386 


Seq. ID 


OJ990526_06.0419.C77 


Gene No. 


110634 


Strand 




Start 


26 


End 


1266 


Name 


OJ990526 06.0419.C77.ol.gs 


Method 


GENSCAN 


Start 


26 


End 


1026 


GI 


none 


Score 


.6 


Exons 


26. .213, 292. .368, 446. .793, 


913. .1026 




Seq. No. 


52386 


Seq. ID 


OJ990526_06.0419.C77 


Gene No. 


110634 


Strand 




Start 


26 


End 


1266 


Name 


OJ990526 06.0419.C77.ol.gp 


Method 


AAT/GAP 


Start 


89 


End 


584 


GI 


10072 1.R1084 


Score 


595 


Exons 


89. .213, 292. .368, 446. .584 






GI Descrip. 


, 5262204/emb|CAB45801.1| 2.0e 


-25 (AL080252) putative protein 



53499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 1 

52386 

110634 

26 

OJ990526_06.0419.C77.o2.tm 
89 

none 



Seq. ID OJ990526_06. 04.19. C77 
Strand 

End 1266 

Method TBLASTX: Maize 

End 660 

Score 133 



89. .208, 89. .208, 91. .219, 292. .375, 292. .369, 294. .377, 
294. .371, 505. .660, 516. .596 



52386 

110634 

26 

OJ990526_06.0419-C77.ol.np 
90 

7486871 



Seq. ID OJ990526_06.0419.C77 
Strand 

End 1266 

Method AAT/NAP 

End 1266 

Score 249 



90. .213, 292. .368, 458. .783, 909. .1018, 1179. .1266 
hypothetical protein T12G13.150 - Arabidopsis thaliana 
gi|5262204 | emb | CAB45801.il (AL080252) putative protein 
[Arabidopsis thaliana] gi | 7267472 | emb | CAB77956 . 1 | (AL161511) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ990526_06.0419.C77 
Strand 

End 1266 

Method AAT/GAP 

End 1018 

Score 4 93 



52386 
110634 
26 

OJ990526JD6 . 04 19 . C77 . o2 . gp 
630 

uC-osflcypl26a04bl 
630.. 793, 913.. 1018 

' 2695941/emb | CAA1098 9 | 2.0e-20 (AJ222784) ribosomal like-protein 
[Hordeum vulgare] ■ 



52386 

110634 

26 

OJ990526_06.0419.C77.ol.tm 

665 

none 



Seq. ID OJ990526_06.0'419.C77 
Strand 

End 1266 

Method TBLASTX : Mai ze 

End 1030 

Score 73 



665. .724, 721. .795, 730. .795, 734. .802, 910. .1029, 914. .1030 



52387 
110635 
44 

OJ990526_06.0419.C82.ol.gs 
44 

none 

44 . .186, 554. .573 

52388 
110636 
503 

OJ990526_06.0419.C85.ol.gs 
503 
none 

503. .664, 2842.-2882, 2992. .3214 



Seq. ID OJ990526_06.0419.C82 
Strand 

End 573 

Method GENSCAN 

End 573 

Score .43 



Seq. ID OJ990526_06.0419.C85 
Strand 

End 3214 

Method GENSCAN 

End 3214 

Score .43 



53500 



£3 



Seq. No. 


52389 






Seq. ID 


OJ990526_ 


06. 


0419. 


C86 


Gene No. 


110637 






Strand 


+ 








Start 


2805 






End 


3035 








Name 


OJ990526 06 


.0419.C86.ol. 


gp 


Method 


AAT/GAP 








Start 


2805 






End 


3035 








GI 


none 






Score 


412 








Exons 


2805. .3035 
















Seq. No. 


52390 






Seq. ID 


OJ990526_ 


06. 


0419. 


C87 


Gene No. 


110638 






Strand 










Start 


61 






End 


297 ' 








Name 


OJ990526 06 


.0419.C87.ol 


gp 


Method 


AAT/GAP 








Start 


61 






End 


297 








GI 


none 






Score 


418 








Exons 


61. .297 
















Seq. No. 


52391 






Seq. ID 


OJ990526_ 


06 


.0419 


C88 


Gene No. 


110639 






Strand 


+ 








Start 


1040 






End 


2168 








Name 


OJ990526 06 


.0419.C88.o2 


.np 


Method 


AAT/NAP 








Start 


1040 






End 


2168 








GI 


7340920 






Score 


149 








Exons 


1040. .1084, 


2053. .2168 






sativa] 








GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52391 
110640 
928 

OJ990526_06.0419.C88.ol.np 
928 

7340920 
928. .1043, 1994. .2033 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990526 06.0419.C88 



2033 
AAT/NAP 
2033 
123 



52392 Seq. ID 

110641 Strand 

1839 End 

0 J990 4 1 6_08 . 0 4 1 9 . CI . o2 . np Method 

1839 End 

5922623 Score 



OJ990416_08.0419.C1 
+ 

4485 
AAT/NAP 
4485 
156 



1839. .1919, 2441. .2587, 2775.-2846, 3147. .3266, 4387. .4485 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5522. .5600, 6481. .6619, 7011. .7216 

(AP001389) ESTs AU077873 ( S1878 ) , D40121 (S187 8 ) correspond to a 
region of the predicted gene. -Similar to Arabidopsis thaliana 
60S ribosomal protein L13 (P41127) [Oryza sativa] 



52392 

110642 

5522 

OJ990416_08.0419.Cl.o3.np 

5522 

7248415 



OJ990416_08.0419.C1 
+ 

7216 
AAT/NAP 
7216 
343 



Seq. No. 



52392 



Seq. ID OJ990416_08.0419.C1 



53501 



Gene No. 


110642 




Strand 


+ 


Start 


5522 




End 


7216 


NI j3 m o 






Method 


AAT/GAP 


Start 


7022 




End 


7166 


GI 


3763385 




Score 


200 


Exons 


7022. .7166 








GI Descrip. 


2695941/emb|CAA10989| 2.0e 


-20 


(AJ222784) ribosomal like-protein 




[Hordeum vulgare] 








Seq. No. 


52392 




Seq. ID 


OJ990416_08.0419.C1 


Gene No. 


110643 




Strand 


- 


Start 


1 




End 


1764 


Name 


OJ990416 08.0419. Cl.ol.np 




Method 


AAT/NAP 




1 




End 


1764 


GI 


7228457 




Score 


2402 


Exons 


1..1331, 1393. .1764 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


52392 




Seq. ID 


OJ990416_08.0419.C1 


bene lno . 


110644 




Strand 




Start 


5076 




End 


5504 


Name 


OJ990416 08.0419.Cl.ol.tw 




Method 


TBLASTX: Wheat 


Start 


.718 




End 


1107 


GI 


none 




Score 


94 


Exons 


718. .975, 755. .991, 958. .1056, 


959. .1039, 1063. .1107 


Seq. No. 


52392 




Seq. ID 


OJ990416_08.0419.C1 


bene lno . 


110644 




Strand 




Start 


5076 




End 


5504 


Name 


OJ990416 08.0419.Cl.ol.tm 




Method 


TBLASTX: Maize 


Start 


820 




End 


1068 


GI 


none 




Score 


107 


Exons 


820. .1068, 821. .1066 








Seq. No. 


52392 




Seq. ID 


OJ990416_08.0419.C1 


bene lno . 


110644 




Strand 




Start 


5076 




End 


5504 


Name 


OJ990416 08-0419. CI. o3.gs 




Method 


GENSCAN 


Start 


5076 




End 


5504 


GI 


none 




Score 


.67 


Exons 


5076.. 5504 








Seq. No. 


52393 




Seq. ID 


OJ990416_08.0419.C2 


bene lno . 


110645 




Strand 


+ 


Start 


254 




End 


2282 


Name 


OJ990416 08.0419.C2.ol.gs 




Method 


GENSCAN 


Start 


254 




End 


2061 


GI 


none 




Score 


.46 


Exons 


254. .270, 571. .719, 786.-975,. 


984. .1692, 1707. .1849, 1953. .2061 


Seq. No. 


52393 




Seq. ID 


OJ990416_08.0419.C2 


Gene No. 


110645 




Strand 


+ 


Start 


254 




End 


2282 


Name 


OJ990416 08.0419.C2.ol.np 




Method 


AAT/NAP 


Start 


590 




End 


2282 



53502 




GI 


6907089 


Score 


2233 






590. .1849, 1953. .2282 




sativa] 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 




Seq. No. 


52394 


Seq. ID 


OJ990416_08.0419. 


C4 


Gene No. 


110646 


Strand 






Start 


4 60 


End 


1340 




Name 


OJ990416 08.0419.C4.ol.gs 


Method 


GENSCAN 




Start 


460 


End 


1340 






none 


Score 


.66 




Exons 


460. .554, 1235. .1340 








Seq. No. 


52395 


Seq. ID 


OJ990416_08.0419. 


C7 


Gene No. 


110647 


Strand 






Start 


47 


End 


856 




Name 


OJ990416 08.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


856 






none 


Score 


.63 




Exons 


47. .856 








Seq. No. 


52396 


Seq. ID 


OJ990416_08.0419. 


C8 


Gene No. 


110648 


Strand 






Start 


49 


End 


393 




Name 


OJ990416 08-0419. C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


49 


End 


357 




rij 


none 


Score 


89 




J_J \J I 1 w 


49. .264, 53.-265, 271. .357 








Seq. No. 


52396 


Seq. ID 


OJ990416_08.0419 


C8 


Gene No. 


110648 


Strand 






Start 


49 


End 


393 




Name 


OJ990416 08.0419.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


49 


End 


393 




GI 


none 


Score 


104 




Exons 


49. .264, 116. .265, 298. .393 








Seq. No. 


52397 


Seq. ID 


OJ990416_08.0419 


.C9 


Gene No. 


110649 


Strand 


+ 




Start 


659 


End 


800 




Name 


OJ990416 08.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


659 


End 


800 




GI 


none 


Score 


.52 




Exons 


659. .800 








Seq. No. 


52398 


Seq. ID 


OJ990416_08.0419 


.Cll 


Gene No. 


110650 


Strand 






Start 


170 


End 


1118 




Name 


OJ990416 08.0419.Cll.ol.gs 


Method 


GENSCAN 




Start 


170 


End 


1118 




GI 


none 


Score 


.41 




Exons 


170. .334, 1028. .1118 








Seq. No. 


52399 


Seq. ID 


* OJ990416_08.0419 


.C13 


Gene No. 


110651 


Strand 






Start 


926 


End 


1601 




Name 


OJ990416 08.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


926 


End 


1601 





53503 





none 




Score 


.78 


IT 1 vr\n q 


926 992 1233 1601 








Seq. No. 


52400 




Seq. ID 


OJ990416_08.0419.C17 


Gene No. 


110652 




Strand 


+ 


O Lai >- 


2 




End 


706 


LNdilLC 


OJ990416 08 0419.C17.ol 


. qs 


Method 


GENSCAN 


olqi l. 


2 ~~ 




End 


706 


bl 






Score 


. 95 


Hj jfY W 1 1 1— ' 


2. .706 








Seq. No. 


52400 




Seq. ID 


OJ990416_08.0419.C17 


Gene No. 


110652 




Strand 


+ 


O Lai L 


2 




End 


706 


Ma mo 
LN cl lilt; 


OJ990416 08 0419 C17.ol 


• tin 


Method 


TBLASTX: Maize 


O Lai L 


132 ~~ 




End 


544 


r; t 






Score 


73 


uAUll O 


132 191, 133.. 543, 134 


. . 544 






Seq. No. 


52401 




Seq. ID 


OJ990416_08.0419.C18 


Gene No. 


110653 




Strand 




UlQi L 


458 




End 


1094 


IN ail it; 


OJ990416 08 0419 C18 ol 


. qs 


Method 


GENSCAN 


a r*"h 
jLdi L 


*1 «J o 




End 


1094 


PT 


none 




Score 


. 9 




4^ft 4R0 1010 1 094 








o c q • in u . 


52402 




Seq. ID 


OJ990416 08.0419.C21 




110654 




Strand 




O Lai L 


1593 




End 


4027 


Name 


OJ990416 08.0419.C21.ol 


-tc 


Method 


TBLASTX: Cress 


Start 


489 




End 


3638 


GI 


none 




Score 


59 




489. .632, 1583. .1675, 1595. .1693, 1611 


..1688, 1858. .1983, 




1858. .1983, 1869. .1985, 


2248. 


2310, 2409. .2489, 2419. .2493, 




2579.. 2635, 2586.. 2636, 


2949. 


3083, 2954.. 3085, 3203.. 3262, 




3204.. 3266, 3208.. 3297, 


3435. 


3602, 3435.-3638, 3442. .3636 


Con Mn 


52402 




Seq. ID 


OJ990416_08.0419.C21 




110654 




Strand 




Start 


1593 




End 


4027 


Name 


OJ990416 08.0419.C21.ol 


• gp 


Method 


AAT/GAP 


Start 


1289 




End 


4027 


(IT 


25 1.R1084 




Score 


2143 . 




1289. .1691, 1870. .1982, 


2248. 


.2310, 2409. .2486, 2585. .2638, 




2954. .3082, 3204. .3296, 


3435. 


.3633, 3967.. 4027 


vj x ut; o o J. • 


'2780746/dbj IBAA24364 | 


0.0e+00 (AB005290) plastid RNA polymerase 




sigma factor [Oryza sativa] ' 






OCLJ. LN O • 


52402 




Seq. ID 


OJ990416_08.0419.C21 


Gene No . 


110654 




Strand 




Start 


1593 




End 


4027 


Name 


OJ990416 08.0419.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1580 




End 


3638 


GI 


none 




Score 


100 


Exons 


1580.. 1693, 1620.. 1688, 


1869. 


.1985, 1873. .1986, 2248. .2310, 




2258.. 2293, 2409. .2489, 


2419. 


.2493, 2579.-2635, 2580.. 2621, 



53504 








2954 . 


. 3085, 


2992 . 


.3099, 3204.. 3266, 


3208. .3297, 




3433 3636. 


3435 . 


. 3638, 


3442 . 


. JUJU 






O ,»-» j**t Mo 

064. WO. 










Seq. ID 


OJ990416_ 


08.0419.C21 




1 10654 

J. 1 v u J ^ 








Strand 






Start 


1593 








End 


4027 




Name 


OJ990416 08 


.0419. 


C21.ol. 


np 


Method 


AAT/NAP 




O Lai L 


1586 








End 


4027 






2780746 








Score 


1257 




Exons 


1586. .1691, 


1870. 


.1982, 


2248. 


.2310, 2409. .2486, 


2585. .2638, 




2954. .3082, 


3204. 


.3296, 


3435. 


.3633, 3967. .4027 






(AB005290) plastic! RNA polymerase sigma factor 


[Oryza sativc 




52402 








Seq. ID 


OJ990416_ 


_08.0419.C21 


Gene No. 


110654 








Strand 






Start 


1593 








End 


4027 




LN dilie 


OJ990416 08 


.0419. 


C21.ol 


gs 


Method 


GEN SCAN 




OLalL 


1593 








End 


3633 






none 








Score 


.86 




jiiXunb 


1593. .1691, 


2248. 


.2310, 


2585. 


.2638, 2954. .3082, 


3204. .3296, 




3435 . . 3633 














oeq. iNo . 


52402 








Seq. ID 


OJ990416 


08 . 0419. C21 


f Q« A MO 

bene inl> . 


110654 








Strand 






Start 


1593 








End 


4027 




Name 


OJ990416 08 


.0419. 


C21.ol 


. tin 


Method 


TBLASTX: 


Maize 


O Lax L 


1917 








End 


2640 




PT 


none 








Score 


84 




LiXOIlO 


1917. .1985, 


1918. 


.1983, 




.2308, 2247. .2309, 


2248. .2310, 




2248. .2310, 


2409. 


.2489, 


2409. 


.2489, 2410. .2493, 


2577. .2639, 




2583. .2639, 


2584. 


.2640 










Seq. No. 


52402 








Seq. ID 


OJ990416 


_08.0419.C21 


Gene No. 


110654 








Strand 






O L.CL — L. 


1593 








End 


4027 




Name 


OJ990416 08 


.0419. 


C21.o2 


. tm 


Method 


TBLASTX: 


Maize 


Of art 
O Lai L 


3489 








End 


4025 






none 








Score 


165 




VP V /"NT"* c? 

EjXOIlb 


3489. .3647, 


3490. 


.3636, 


3495. 


.3641, 3966.. 4025, 


3972. .4025 


Seq. No. 


52403 








Seq. ID 


OJ990416 


_08.0419.C22 


Gene No. 


110655 








Strand 


+ 




O LOL L 


848 








End 


1442 




Name 


OJ990416 08 


.0419. 


C22.ol 


.gs 


Method 


GENSCAN 




Orarf 
OLdlL 


848 








End 


1442 




fZT 


none 








Score 


.87 




Exons 


848. .876, 1414. .1442 










Seq. No. 


52404 








Seq. ID 


OJ990416 


_08.0419.C23 


Gene No. 


110656 








Strand 


+ 




Start 


435 








End 


890 




Name 


OJ990416 08 


.0419. 


C23.ol 


.gs 


Method 


GENSCAN 




Start 


435 








End 


890 




GI 


none 








Score 


.59 




Exons 


435. .890 














Seq. No. 


52405 








Seq. ID 


OJ990416 


_08.0419.C24 



53505 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 Seq. No. 

J Gene No. 

3 start 

7- Name 

y Start 
GI 

3 Exons 

J GI Descrip. 



110657 Strand 
245 End 1789 

OJ990416_08.0419.C24 .ol.gp Method AAT/GAP 
245 End 1789 

10719JL.R1084 Score 1099 

245. .606, 741. .904, 1040. .1173, 1768. .1789 

, 2832633/emb|CAA16762.1| 1.0e-104 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990416_08.0419.C24 
Strand 

End 1789 
Method TBLASTX : Mai ze 
End 1191 
Score 84 

419. .445, 515. .604, 516. .605, 528. .602, 544. .633, 545. .625, 
744. .905, 744. .905, 745. .906, 745. .918, 1038. .1175, 1039. .1191, 
1041. .1172 



52405 

110657 

245 

0 J9904 1 6_08 . 04 1 9 . C2 4 . ol . tm 
419 
none 



Seq. ID OJ990416_08.0419.C24 
Strand 

End 1789 

Method TBLASTX : Soybean 

End 1176 

Score 75 

535. .633, 539. .607, 744. .905, 745. .906, 1035. .1175, 1038. .1172, 
1039. .1176, 1039. .1176 



52405 
110657 
245 

OJ990416_08.0419.C24 .ol. ts 
535 
none 



Seq. ID OJ990416_08 .0419.C24 
Strand 

End 1789 

Method AAT/NAP 

End 1173 

Score 491 



52405 
110657 
245 

OJ990416_08.0419.C24 .ol.np 
538 

7487137 

538. .606, 741. .904, 1040. .1173 

hypothetical protein T18B16.20 - Arabidopsis thaliana 
gi | 28326331 emb | CAA16762 . 1| (AL021711) putative protein 
[Arabidopsis thaliana] gi I 7268700 | emb | CAB78907 . 1 1 (AL161550) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


52405 




Seq. ID 


OJ990416_08 .0419.C24 


Gene No. 


110657 




Strand 




Start 


245 




End 


1789 


Name 


OJ990416 08.0419.C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


544 




End 


906 


GI 


none 




Score 


65 


Exons 


544. .633, 545. .607, 750. 


.869, 


751. .870, 


859. .906, 867. .905 


Seq. No. 


52405 




Seq. ID 


OJ990416_08 .0419.C24 


Gene No. 


110657 




Strand 




Start 


245 




End 


1789 


Name 


OJ990416 08.0419.C24.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1038 




End 


1175 


GI 


none 




Score 


85 


Exons 


1038. .1172, 1038.. 1175, 


1039. 


.1173 




Seq. No. 


52406 




Seq. ID 


OJ990416_08.0419.C25 



53506 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110658 Strand + 

356 End 2482 

OJ990416_08.0419.C25.ol.gp Method AAT/GAP 

356 End 1790 

3766667 Score 663 

356. .447, 991. .1098, 1377. .1430, 1524. .1638, 1747. .1790 



52406 



110658 
356 

OJ990416_08.0419.C25.ol.gs 

358 

none 



Seq. ID OJ990416_08.0419.C25 



Strand + 

End 2482 

Method GENSCAN 

End 24 82 

Score .88 

358. .447, 991. .1098, 1377. .1430, 1524. .1638, 1747. .1904, 
2190.. 2285, 2375.. 2482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52406 



Seq. ID OJ990416 08.0419.C25 



110659 Strand 
4141 End 4929 

OJ990416_08. 0419.C25.ol.np Method AAT/NAP 
3986 End 4929 

6069646 Score 1007 

3986. .4929 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


52406 




Seq. ID 


OJ990416_08. 0419.C25 


Gene No. 


110659 




Strand 




Start 


4141 




End 


4929 


Name 


OJ990416 08.0419.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4001 




End 


4557 


GI 


none 




Score 


182 


Exons 


4001. .4204, 4226. .4291, 


4297. 


.4557 




Seq. No. 


52406 




Seq. ID 


OJ990416_08.0419.C25 


Gene No. 


110659 




Strand 




Start 


4141 




End 


4929 


Name 


OJ990416 08.0419.C25.o2. 


gs 


Method 


GENSCAN 


Start 


4141 




End 


4832 


GI 


none 




Score 


.87 


Exons 


4141. .4368, 4428. .4589, 


4698. 


.4832 




Seq. No. 


52407 




Seq. ID 


OJ990416_08.0419.C26 


Gene No. 


110660 




Strand 




Start 


113 




End 


174 


Name 


OJ990416 08.0419.C26.ol. 


gp 


Method 


AAT/GAP 


Start 


113 




End 


174 


GI 


77434 1.R1084 




Score 


86 


Exons 


113. .174 








GI Descrip. 


, 2827528/emb|CAA16536. 1 | 


2 .0e 


-10 (AL021633) predicted protein 




[Arabidopsis thaliana] ' 








Seq. No. 


52407 




Seq. ID 


OJ990416_08.0419.C26 


Gene No. 


110661 




Strand 





53507 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1055 End 1252 

OJ9904 16_08 . 04 19 . C26 . ol . gs Method GEN SCAN 

1055 End 1252 

none Score . 52 
1055. .1252 



52408 
110662 
1 

OJ990416_08.0419.C27 .ol.np 
1 

7228457 
1..369, 433. .843 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990416_08.0419.C27 
Strand + 

843 

AAT/NAP 
843 
1259 



End 

Method 

End 

Score 



52408 

110662 

1 

OJ990416_08.0419.C27.o2.tw 
9 

none 

9. .245, 10. .276 

52408 

110662 

1 

OJ990416_08.0419.C27 .ol.gs 
70 

none 

70. .369, 433. .806 

52408 

110662 

1 

OJ990416_08.0419.C27.ol.tw 

440 

none 

440. .628, 441. .842, 442. .843 

52408 

110662 

1 

OJ990416_08.0419.C27.ol.ts 

481 

none 

481. .705, 712. .843 

52408 

110662 

1 

OJ990416_08.0419.C27.ol.tm 

571 

none 

571. .840, 606. .830 



Seq. ID OJ990416_08.0419.C27 

Strand + 

End 843 

Method TBLASTX : Wheat 

End 27 6 

Score 268 



Seq. ID OJ990416_08.0419.C27 

Strand + 

End 843 

Method GENSCAN 

End 806 

Score . 6 



Seq. ID OJ990416_08.0419.C27 

Strand + 

End 843 

Method TBLASTX : Wheat 

End 843 

Score 102 



Seq. ID OJ990416_08.0419.C27 

Strand + 

End 843 

Method TBLASTX : Soybean 

End 843 

Score 109 



Seq. ID OJ990416_08.0419.C27 

Strand + 

End 84 3 

Method TBLASTX : Mai ze 

End 84 0 

Score 277 



53508 



Seq. No. 52409 

Gene No. 110663 

Start 224 

Name OJ9904 16_08 .0419. C30 . ol . gs 

Start 224 

GI none 

Exons 224.. 367 



Seq. ID OJ990416_08.'0419.C30 

Strand + 

End 367 

Method GEN SCAN 

End 367 

Score .88 



Seq. ID OJ990416_08.0419.C30 
Strand 

End 138 

Method AAT/GAP 

End 138 

Score 227 



Seq. No. 52409 
Gene No. 110664 
Start 1 

Name OJ990416_08 . 0419. C30 . ol .gp 

Start 1 

GI LIB3432-011-P1-K1-A7 
Exons 1 . . 138 

GI Descrip. ' 131332/sp | P0944 9 | PSBH_ORYSA 5.0e-25 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] 1 



Seq. No. 


52409 








Seq. ID 


OJ990416_08 


.0419. 


C30 


Gene No. 


110665 








Strand 










994 








End 


1647 






Name 


OJ990416 08 


.0419 


.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


137 






GI 


none 








Score 


210 






Exons 


2. .133, 2.. 


136, 


3. .137 












Seq. No. 


52409 








Seq. ID 


OJ990416_08 


.0419. 


C30 


Gene No. 


110665 








Strand 








Start 


994 








End 


1647 






Name 


OJ990416 08 


.0419 


.C30.o2. 


gs 


Method 


GEN SCAN 






Start 


994 








End 


1647 






GI 


none 








Score 


.8 






Exons 


994. .1169, 


1563. 


.1647 












Seq. No. 


52410 








Seq. ID 


OJ990416_08 


.0419. 


C31 


Gene No. 


110666 








Strand 


+ 






Start 


724 








End 


4123 






Name 


OJ990416 08 


.0419 


.C31.ol. 


gs 


Method 


GENSCAN 






Start 


724 








End 


4123 






GI 


none 








Score 


.59 






Exons 


724.. 966, 1327.. 


1633, 1777.. 


1836, 3532 


..3800, 3992 


. .4123 


Seq. No. 


52410 








Seq. ID 


OJ990416_08 


.0419. 


C31 


Gene No. 


110667 








Strand 








Start 


4364 








End 


5792 






Name 


OJ990416 08 


.0419 


.C31.o2. 


gs 


Method 


GENSCAN 






Start 


4364 






End 


5792 






GI 


none 








Score 


.48 






Exons 


4364. .4476, 


4552 


. .4600, 


4908 


..5140, 5749. .5792 






Seq. No. 


52411 








Seq. ID 


OJ990416_08 


.0419. 


C35 


Gene No. 


110668 








Strand 


+ 







53509 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



409 



End 

Method 
End 
Score 



926 

AAT/GAP 
926 
748 



OJ990416J38 . 04 19 . C35 . ol . gp 
409 

19007_1.R1084 
409. .471, 584. .926 

, 3334112/sp|O04066|ACBP_RICCO 3.0e-35 ACYL-COA-BINDING PROTEIN 
(ACBP) >gi_1938236_emb_CAA70200_ (Y08996) acyl-CoA-binding 
protein [Ricinus communis] ' 



Seq. No. 


52411 




Seq. ID 


OJ990416_08.0419.C35 


Gene No. 


110668 " 




Strand 


+ 


Start 


409 




End 


926 


Name 


OJ990416 08.0419.C35.ol. 


np 


Method 


AAT/NAP 


Start 


409 




End 


666 


GI 


6002102 




Score 


158 


Exons 


409. .471, 584. .666 








GI Descrip. 


(AJ249833) Acyl-CoA binding protein (ACBP) [Digitalis lanata] 


Seq. No. 


52411 




Seq. ID 


OJ990416_08.0419.C35 


Gene No . 


110668 




Strand 


+ 


Start 


409 




End 


926 


Name 


OJ990416 08.0419.C35.ol. 


gs 


Method 


GENSCAN 


Start 


584 




End 


666 


GI 


none 




Score 


. 67 


Exons 


584. .666 








Seq. No. 


52411 




Seq. ID 


OJ990416_08.0419.C35 


G@n@ No . 


110669 




Strand 




Start 


1 9f)fi 
1ZUD 




End 


1950 


Name 


OJ990416 08.0419.C35.o2 


gs 


Method 


GENSCAN 


Start 


1206 




End 


1796 


GI 


none 




Score 


.96 


p von s 


1206. .1796 








Seq. No. 


52411 




Seq. ID 


OJ990416_08 .0419.C35 


Gene No . 


110669 




Strand 




Start 


1206 




End 


1950 


Name 


OJ990416 08.0419.C35.o2 


.gp 


Method 


AAT/GAP 


Start 


1492 




End 


1950 


GI 


none 




Score 


837 


Exons 


1492. .1950 








Seq. No. 


52411 




Seq. ID 


OJ990416_08.0419.C35 


Gene No. 


110670 




Strand 




Start 


2804 




End 


4954 


Name 


OJ990416 08.0419.C35.o3 


.gp 


Method 


AAT/GAP 


Start 


2646 




End 


4954 


GI 


3377 1.R1084 




Score 


1688 


Exons 


2646. .2974, 3081. .3149, 


3256. 


.3337, 3528. .3694, 4393. .4587, 




4817. .4954 








GI Descrip. 


'2264310/dbj IAB005238.1 


IAB005238 l.Oe 


-15 Arabidopsis thaliana 




genomic DNA, chromosome 


5, PI 


clone: MKP11, complete sequence' 


Seq. No. 


52411 




Seq. ID 


OJ990416_08.0419.C35 


Gene No. 


110670 




Strand 




Start 


2804 




End 


4954 


Name 


OJ990416 08.0419.C35.ol 


.tm 


Method 


TBLASTX: Maize 



53510 



04- -i v>4- 


9 7 "37 

z / o / 








End 


3328 




GX 


none 








Score 


41 




Exons 


9 7 "3 7 9 7 £ Q 


97 

4 / OO . 


.4 / O 4 / 


97 fi 4 
Z / Oft . 


.2960/ 2798.. 2977/ 


97QQ 

4/33. • 4 J / J , 




oon/i 9 Q"7 "7 
ZOU4 . . Z y / / , 


jUO 1 . 


. 014 0/ 


^n fi 9 


.3150/ 3083.. 3151, 


JUO J • ■ J J. J X / 




J4J4 • . JJ4 / / 


'ion 

J4Ji. 


. OOZO 










Seq. No. 


CO / 1 1 

Oz4 11 








Seq. ID 


OJ990416 




Gene No. 


Tin en n 








Strand 






Start 


2804 








End 


4954 




Name 


OJ990416_08 


.0419. 


C35.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


zoU4 








End 


4486 




GI 


none 








Score 


174 




Exons 


ZOU4 . .43 / / , 


ZO U J . 


.43/0/ 


O U O X . 


.3161, 3082. .3150, 


-59-59 3339 

J 4 J 4 * • J J J -7 / 




ozol . . Jj4U/ 


OZj 1 . 


. 00 4 U / 


"5 £.97 
0 Dz / . 


.3691, 3528.-3692, 


JJlO • • J U 3 4 , 




jjZ 3 . .0030/ 


^o 


"37 94 
. O / Z 4 / 


4 "3 Q4 

4 0 3 4. 


.4486 






Seq. No. 


c 0 /I 1 1 








Seq. ID 


OJ990416 


Oft 0419 C35 


Gene No. 


110670 








Strand 






Start 


2804 








End 


4954 




Name 


ujyyu4io uo 


n/ii q 
. U4 i y . 


Ljj . OO 


. qs 


Method 


GENSCAN 




Start 


ZOU4 








End 


4633 




GI 


none 








Score 


.72 




Exons 


ZoU4 . . z y / 4 , 


JUo 1 . 


. oi4 y / 


0Z O o . 


.3337, 3528. .3694, 


4 ^Q^ 4 4 Q7 




/I c c n /I CQO 
4 OOU . . 4 DJO 














Seq. No. 


52411 








Seq. ID 


OJ990416 


UO • Ufti3. tJJ 


Gene No. 


110670 








Strand 






Start 


2804 








End 


4954 




Name 


r\ loon ji 1 c no 
UjyyU41o Uo 


C\A 1 Q 

. U4 i y . 


Ljj • OX 


. us 


Method 


TBLASTX : 




Start 










End 


4503 




GI 


none 








Score 


119 




Exons 


OQCC 9 Q7 7 

4000 . . z y / / , 


4 O DO . 


OQTC 
• 43/0/ 


^OQ 1 
OUO 1 . 


.3161, 3082.. 3150, 


0404. • J J J 3 / 




ooci oo/i n 
OZDl . . J .34 U , 


"5 A QQ 

o4 yo • 


• o oyo / 


*3 R9 7 
OOZ / • 


.3694/ 4393.. 4503/ 


4?Q4 44Q° 

4J34 • • 4 1 34 


Seq. No. 


CO^I 1 

Oz4 11 








Seq. ID 


OJ990416 


nft 04 1 q r^s 

UO ■ U4X3.V^JJ 


Gene No . 


Hub /U 








Strand 






Start 


2804 








End 


4954 




Name 


OJ990416_08 


.0419. 


C35.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


OOZ / 








End 


4925 




f T 

bl 


none 








Score 


151 




Exons 


ooz / . . joyi, 


"3 R 9 7 
O04 / . 


. o o y 4 , 


004 O . 


.3692/ 3529.-3693/ 


4^Q^ 4 4 7 6 

4030. .44 ' U / 




a o fi /i a Ann 
4 034 ..44/// 


4 4 jj . 


/l c. n "5 
. 4 0 UO / 


A A Q n 
4 4 0 U . 


.4503/ 4556.-4585/ 


4 JJ / • .4000, 




/i ceo /t C Q 7 
4DOO . . 4 Do / / 


A q n 9 
4 o Uz . 


,4o / y / 


4 o 1 o . 


.4925/ 481 


34. .4916 




Seq. No. 


52412 








Seq. ID 


OJ990416 


_08.0419.C36 


Gene No. 


110671 








Strand 


+ 




r*4- -h, v~ +- 

brart 


1 








End 


341 




Name 


OJyyU4io Uo 


. U4 iy . 


Lj 0 . Ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


341 




GI 


none 








Score 


674 




Exons 


1 . . o41 














Seq. No. 


52412 








Seq. ID 


OJ990416 


_08.0419.C36 


Gene No. 


110672 








Strand 






Start 


1 








End 


1053 




Name 


OJ990416 08 


.0419. 


C36.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1053 





53511 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6729546 Score 233 

1.-19, 371. .812, 1003. .1053 

(AL132977) putative protein [Arabidopsis thaliana] 



52412 

110672 

1 

OJ990416_08.0419.C36.ol.tm 

300 

none 



Seq. ID OJ990416_08.0419.C36 
Strand 

End 1053 

Method TBLASTX: Maize 

End 857 

Score 45 



300. .344, 306. .362, 365. .415, 365. .412, 403. .441, 413.-. 523, 
455. .745, 487. .729, 500. .730, 534. .746, 752. .856, 753. .857 



52412 

110672 

1 

OJ990416_08.0419.C36.ol.ts 

449 

none 

449. .490, 503. .703, 521. .703 

52412 
.110672 
1 

OJ990416_08.0419.C36.ol.tw 

516 

none 

516. .665, 521. .700, 534. .701 

52412 

110672 

1 

OJ990416_08.0419.C36.ol.tc 

521 

none 

521. .703, 537. .704 

52413 

110673 

995 

OJ990416_08.0419.C37.ol.gs 

995 

none 

995. .1280, 1454. .1771 



Seq. ID OJ990416_08.0419.C36 
Strand 

End 1053 

Method TBLASTX : Soybean 

End 703 

Score 95 



Seq. ID OJ990416_08.0419.C36 
Strand 

End 1053 

Method TBLASTX : Wheat 

End 701 

Score 165 



Seq. ID OJ990416_08.0419.C36 
Strand 

End 1053 

Method TBLASTX: Cress 

End 704 

Score 146 



Seq. ID OJ990416_08.0419.C37 
Strand 

End 1771 

Method GEN SCAN 

End 1771 

Score .81 



52414 
110674 
589 

OJ990416_08.0419.C39.ol.gp 
260 

38012_1.R1084 
260. .340 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



Seq. ID OJ990416_08.0419.C39 
Strand 

End 1011 

Method AAT/GAP 

End 340 

Score 108 



52414 
110674 



Seq. ID OJ990416_08.0419.C39 
Strand 



53512 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



589 



End 

Method 
End 
Score 



1011 
AAT/GAP 
573 
452 



OJ990416_08.0419.C39.o2.gp 
304 

LIB3434-035-P1-K1-A7 
304. .573 

■ 5441876/dbj | AP000367.il AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 


52414 






Seq. ID 


OJ990416 


Gene No. 


110674 






Strand 




Start 


589 






End 


1011 


Name 


OJ990416 08.0419.C39. 


ol 


.gs 


Method 


GENSCAN 


Start 


589 






End 


1011 


GI 


none 






Score 


.57 


Exons 


589. .1011 










Seq. No. 


52415 






Seq. ID 


OJ990416 


Gene No. 


110675 






Strand 


+ 




1 






End 




Name 


OJ990416 08.0419.C40. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


501 


GI 


5295948 






Score 


119 


Exons 


1..29, 234. .501 










GI Descrip. 


(AB026295) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52415 






Seq. ID 


OJ990416 


bene ino . 


110675 






Strand 


r 


Start 


1 






End 


501 


Name 


OJ990416 08.0419.C40. 


ol 


.gs 


Method 


GENSCAN 


Start 


196 






End 


490 


GI 


none 






Score 


.73 


Exons 


196. .490 










Seq. No. 


52416 






Seq. ID 


OJ990416 


CI. oriQ W /~\ 

ucllc LNU . 


110676 






Strand 


_i_ 

T 


Start 


66 






. End 


195 


Name 


OJ990416 08.0419.C43. 


ol 


.gs 


Method 


GENSCAN 


Start 


66 






End 


195 


GI 


none 






Score 


.97 


Exons 


66. .195 










Seq. No. 


52416 






Seq. ID 


OJ990416 


Gene No. 


110677 






Strand 




Start 


856 






End 


1382 


Name 


OJ990416 08.0419.C43. 


ol 


.tm 


Method 


TBLASTX:! 


Start 


856 






End 


999 


GI 


none 






Score 


126 


Exons 


856. .999, 860. .994 










Seq. No. 


52416 






Seq. ID 


OJ990416_ 


Gene No. 


110677 






Strand 




Start 


856 






End 


1382 


Name 


OJ990416 08.0419.C43. 


o2 


.gs 


Method 


GENSCAN 


Start 


856 






End 


1191 


GI 


none 






Score 


.9- 


Exons 


856. .1191 











53513 



Seq. No. 52416 Seq. ID OJ9904 16_08 . 04 19 . C4 3 

Gene No. 110677 Strand 

Start 856 End 1382 

Name OJ990416_08 . 0419.C43. ol .np Method AAT/NAP 

Start 859 End 1382 

GI 7228457 Score 857 

Exons 859.. 1382 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ990416_08.0419.C43 
1382 

TBLASTX: Wheat 
1377 
77 

868. .993, 872. .994, 1024. .1098, 1168. .1377, 1187. .1330 



Seq. No. 52416 Seq. ID 

Gene No. 110677 Strand 

Start 856 End 

Name OJ990416_08 . 0419 . C43 . ol . tw Method 

Start 868 End 

GI none Score 
Exons 



Seq. No. 52417 

Gene No. 110678 

Start 1079 

Name OJ9904 16_08 . 04 19 . C4 6 . ol .np 

Start 1079 

GI 7340924 

Exons 1079.. 1258 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ990416_08.0419.C46 
Strand 

End 1258 

Method AAT/NAP 

End 1258 

Score 86 



Seq. No. 52418 Seq. ID 

Gene No. 110679 Strand 

Start 648 End 

Name OJ990226_08 . 04 20 . CI . ol . gs Method 

Start 648 End 

GI none Score 

Exons 648.. 881 



OJ990226_08.0420.C1 
+ 

881 

GEN SCAN 

881 

.94 



Seq. No. 


52419 


Seq. ID 


OJ990226_08 


.0420 


,C3 


Gene No. 


110680 


Strand 


+ 






Start 


657 


End 


849 






Name 


OJ990226 08.0420.C3.ol.gs 


Method 


GENSCAN 






Start 


657 


End 


849 






GI 


none 


Score 


.95 






Exons 


657. .849 










Seq. No. 


52420 


Seq. ID 


OJ990226_08 


.0420 


.C4 


Gene No. 


110681 


Strand 








Start 


51 


End 


4458 






Name 


OJ990226 08.0420.C4.ol.gs 


Method 


GENSCAN 






Start 


51 


End 


4458 






GI 


none 


Score 


.83 






Exons 


51. .781, 955. .1030, 1147. .2239, 2295.. 


2860, 3249.. 


3328, 






3480. .3540, 4107. .4183, 4385.. 


4458 









Seq. No. 52420 Seq. ID OJ990226_08 . 0420 . C4 

Gene No. 110681 Strand 

Start 51 End 4458 

Name OJ990226 08 . 0420 . C4 . ol . gp Method AAT/GAP 



53514 



Start 


1863 








End 


2313 




none 








Score 


832 


R von ^ 


1863. .2313 












Seq. No. 


52420 








Seq. ID 


OJ990226_ 


Gene No. 


110681 








Strand 




Start 


51 








End 


4458 


Name 


OJ990226 08 


.0420. 


C4.o2. 


gp 


Method 


AAT/GAP 


Start 


3783 ~ 








End 


4220 ' 




2427623 








Score 


815 




3783. .4220 












Seq. No. 


52421 








Seq. ID 


OJ990226_ 


Gene No. 


110682 








Strand 




Start 


1371 








End 


1568 


Name 


OJ990226 08 


.0420. 


C7.ol. 


tw 


Method 


TBLASTX : 1 


Start 


1215 ~ 








End 


1568 




none 








Score 


42 


R von ^ 


1215. .1262, 


1217. 


.1261, 


1373. 


.1528, 1376.. 1561, 


Seq. No. 


52421 








Seq. ID 


OJ990226 


Gene No. 


110682 








Strand 




Start 


1371 








End 


1568 


Name 


OJ990226 08 


.0420. 


,C7.ol. 


tm 


Method 


TBLASTX:! 


Start 


1293 








End 


1567 


GI 


none 








Score 


81 


Exons 


1293. .1565, 


1295. 


. .1567 









ij Seq. No. 52421 Seq. ID 

Gene No. 110682 Strand 

H Start 1371 End 

^ Name OJ990226_08 . 0420 . C7 . ol . gs Method 

s Start 1371 End 

fl GI none Score 

% J . Exons 1371. .1544 

f Z Seq. No. 52422 Seq. ID 

^ Gene No. 110683 Strand 

□ Start 1852 End. 

O Name OJ990226_08 . 0420 . C9 . ol . gp Method 

Start 1673 End 

GI 2799559 Score 

Exons 1673.. 2031 

Seq. No. 52422 Seq. ID 

Gene No. 110683 Strand 

Start 1852 End 

Name OJ990226_08 . 0420 . C9 . o2 . gs Method 

Start 1852 End 

GI none Score 

Exons 1852.. 1917 

Seq. No. 52423 Seq. ID 

Gene No. 110684 Strand 

Start 392 End 

Name OJ990226_08 . 0420 . Cll . ol . np Method 

Start 392 • End 



OJ990226_08.0420.C7 

1568 
GENSCAN 
1544 
.43 



OJ990226_08.0420.C9 

2031 
AAT/GAP 
2031 
553 



OJ990226_08.0420.C9 

2031 
GENSCAN 
1917 
.83 



OJ990226_08.0420.C11 
+ 

1638 

AAT/NAP 

1638 



53515 



GI 


4680186 


Score 


166 




Exons 


392. .623, 1453. .1638 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


52423 


Seq. ID 


OJ990226 08.0420 


.Cll 


Gene No. 


110684 


Strand 


+ 




OLal L 


~j j 


End 


1638 




Name 


OJ990226 08.0420.Cll.o2.np 


Method 


AAT/NAP 




Start 


812 


End 


1579 




GI 


4680183 


Score 


181 




Exons 


812. .882, 1490. .1579 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


52424 


Seq. ID 


OJ990226_08.0420 


.C13 


Gene No. 


110685 


Strand 






Start 


657 


End 


1515 




Name 


OJ990226 08.0420.C13.ol.np 


Method 


AAT/NAP 






657 


End 


1515 




GI 


1346109 


Score 


1092 




Exons 


657. .1515 








GI Descrip. 


GUANINE NUCLEOTI DE-BINDING 


PROTEIN BETA SUBUNIT-LIKE PROTEIN 




(GPB-LR) (RWD) gi | 540535 | dbj IBAA07404 | 


(D38231) RWD [Oryza 




sativa] 








Seq. No. 


52424 


Seq. ID 


OJ990226J38.0420 


.C13 


Gene No. 


110685 


Strand 






Of a r-t* 


657 


End 


1515 




Name 


OJ990226 08.0420.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


765 


End 


1499 




GI 


none 


Score 


227 




Exons 


765. .1499, 768. .992, 769.. 
1198.. 1323, 1378.. 1467 


1161, 1065.. 


1139, 1158.. 1256, 




Seq. No. 


52424 


Seq. ID 


OJ990226_08.0420 


.C13 


Gene No. 


110685 


Strand 






Start 


657 


End 


1515 




Name 


OJ990226 08.0420.C13.ol.gp 


Method 


AAT/GAP 




Start 


768 


End 


1104 




GI 


38014 1.R1084 


Score 


630 




Exons 


768. .1104 









GI Descrip. 1 134 6109 /sp | P4 9027 | GBLP_ORYSA 3.0e-54 GUANINE NUCLEOTI DE-BINDING 



PROTEIN BETA SUBUNIT-LIKE PROTEIN (GPB-LR) (RWD) 
>gi_540535_dbj_BAA07404_ (D38231) RWD [Oryza sativa] 1 



Seq. No. 


52424 










Seq. ID 


OJ990226_08.0420. 


C13 


Gene No. 


110685 










Strand 






Start 


657 










End 


1515 




Name 


OJ990226 08 


.0420 


.C13 


.ol 


,gs 


Method 


GENSCAN . 




Start 


768 








End 


1421 




GI 


none 










Score 


.45 




Exons 


768. .1421 
















Seq. No. 


52424 










Seq. ID 


OJ990226_08.0420. 


C13 


Gene No. 


110685 










Strand 






Start 


657 










End. 


1515 




Name 


OJ990226 08 


.0420 


.C13 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


780 • 










End 


14 69 





53516 








none 


Score 


145 






780. .1160, 783. .1106, 936. .1049, 948.. 


1112, 985.. 1158, 






1026 1115 1068 1139, 1197 


..1253, 1197. .1469, 1198. .1320, 






1??4 1388 1224 1352. 1227 


..1265, 1251. .1313, 1335. .1448, 






1381. .1467 








C £i rr Ma 
oeq ■ INU . 


52424 


Seq. ID 


OJ990226_08.0420.C13 




^Ann Ma 


110685 


Strand 






Start 


657 


End 


1515 




Name 


OJ990226 08.0420.C13.ol.ts 


Method 


TBLASTX: Soybean . 




OLal L 


783 


End 


1469 






none 


Score 


154 




IT v ATI Q 


783. .992, 783. .1160, 936. .1055, 948. .1112, 985. .1158, 






1074. .1115, 1197. .1469, 1198 


..1467, 1224. .1388, 1224. .1352, 






1335. .1448, 1374. .1469 










52424 


Seq. ID 


OJ990226_08.0420.C13 




Gene No. 


110685 


Strand 






O Lai L 


657 


End 


1515 




Name 


OJ990226 08.0420.C13.o2.gp 


Method 


AAT/GAP 




Start 


1328 


End 


1515 






uC-osflcypl72d01bl 


Score 


376 






1328. .1515 










1 1346109/ sp| P4 9027 | GBLP ORYSA 1.0e-43 


GUANINE NUCLEOTI DE-BINE 


: j 


PROTEIN BETA SUBUNIT-LIKE PROTEIN (GPB-LR) (RWD) 


r 1 1 




>gi_540535_dbj_BAA07404_ (D38231) RWD 


[Oryza sativa] 1 


? 


Seq. No. 


52425 


Seq. ID 


OJ990226_08.0420.C14 




Gene No. 


110686 


Strand 


+ 


^ is? 


OLal L 


1169 


End 


2670 


%3 


Name 


OJ990226 08.0420.C14.ol.gs 


Method 


GENS CAN 


?r= 

5 br 


Of- a r 4- 


1169 


End 


2643 






none 


Score 


.4 


r ^ 

c ST 


E* von d 


1169. .1402, 1639. .1710, 1879 


..2055, 2346.-2438, 2488.-2643 


*"' y 




52425 


Seq. ID 


OJ990226_08.0420.C14 


u 


Gene No. 


110686 


Strand 


+ 




Start 


1169 


End 


2670 




Name 


OJ990226 08.0420.C14.ol.np 


Method 


AAT/NAP 


r ™ 




1169 


End 


2670 




(IT 


6522538 


Score 


167 






1169. .1402, 1639.. 1710, 2644 


. .2670 








(AL132955) putative protein 


[Arabidopsis thaliana] 






52426 


Seq. ID 


OJ990226_08.0420.C20 




Gene No. 


110687 


Strand 


+ 




Start 


1 


End 


187 




Name 


OJ990226 08.0420.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


187 




ox 


1346109 


Score 


124 






1. .187 








GI Descrip. 


GUANINE NUCLEOTI DE-BINDING PROTEIN BETA SUBUNIT-LIKE PROTEIN 




(GPB-LR) (RWD) gi | 540535 | dbj IBAA07404 | 


(D38231) RWD [Oryza 






sativa] 








Seq. No. 


52426 


Seq. ID 


OJ990226_08.0420.C20 




Gene No. 


110688 


Strand 


-i- 



53517 



Start 
Name 
Start 
GI 

Exons 



1142 End 1683 

OJ990226_08 . 0420 . C20 . o2 . gp Method AAT/GAP 

1142 End 1492 

none Score 671 
1142. .1492 



Seq. No. 52426 Seq. ID 

Gene No. 110688 Strand 

Start 1142 End 

Name OJ990226_08 . 0420 . C20 . ol . gs Method 

Start 1157 End 

GI none Score 

Exons 1157.. 1683 



OJ990226_08.0420.C20 
+ 

1683 
GENSCAN 
1683 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52426 
110689 
75 

OJ990226 
75 

38014_1 
75. .492 
'1346109 
PROTEIN 
>gi_5405 



_08.0420.C20.ol.gp 
R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990226_08.0420.C20 
492 

AAT/GAP 

492 

811 



/sp| P4 9027 |GBLP_ORYSA 3.0e-54 GUANINE NUCLEOT I DE-BINDING 
BETA SUBUNIT-LIKE PROTEIN (GPB-LR) (RWD) 
35_dbj_BAA074 04_ (D38231) RWD [Oryza sativa] ' 



t sr 



Seq. No. 52427 Seq. ID 

Gene No. 110690 Strand 

Start 13 End 

Name OJ990226_08 . 04 20 . C21 . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13. .405, 1332.. 1617, 2044.. 2247, 2288. 

3283.. 3386, 3507.. 3611, 4594.. 4807 



OJ990226_08.0420.C21 
+ 

4807 
GENSCAN 
4807 
.62 

.2430, 2894. .3190, 



Seq. No. 52427 

Gene No. 110691 

Start 5689 

Name OJ990226_08 . 0420 . C21 . o2 . gs 

Start 5689 

GI none 
Exons 



Seq. ID OJ990226_08.0420.C21 

Strand + 

End 17993 

Method GENSCAN 

End 16312 

Score .66 



5689. .7114, 7320. .7345, 7613. .8284, 1014 1 .. 10263, 10510 .. 1098 6, 
12291. .12833, 13054 .. 13531, 13630 .. 137 60, 14389 .. 14733, 
14893. .15049, 15127 .. 15419, 15535 .. 15594 , 16051 16140 , 
16217. .16312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



52427 

110691 

5689 

OJ99022 6_08.0420.C21.ol.np 

10859 

6692258 



Seq. ID OJ990226_08.0420.C21 

Strand + 

End 17993 

Method AAT/NAP 

End 17993 

Score 931 



10859. .10916, 12371. .12833, 13054 .. 13531, 13630 .. 13762, 
14364. .14530, 14576 .. 14733, 14893 .. 1504 9, 15127 .. 154 19, 
15535. .15621, 17961.. 17993 

(AC010870) unknown protein [Arabidopsis thaliana] 



52427 



Seq. ID OJ990226_08.0420.C21 



53518 



Gene No. 


110692 




Strand 


+ 




O L.O. IT L. 


1 ft 9^1 




End 


18425 




Name 


nTQQn??^ nft 04?n r?i 


o 4 . q s 




GENSCAN 




Q -3 


1 ft 9 "31 _ 




End 


18425 




r* t 
bl 


none 




Score 


. 81 




v /"n c 

Lxons 


1 ft 9 ^1 1 ft 4 ? S 










oeq . ino . 


52427 




Seq. ID 


OJ990226_08.0420 


.C21 


Gene No. 


110693 




Strand 






Start 


16805 




End 


17231 




Name 


OJ990226 08.0420.C21 


. o3. tm 


Method 


TBLASTX: Maize 




o tar l. 


6592 




End 


7122 




C T 


none 




Score 


54 




Exons 


6592.. 6738, 6748. .6816, 6748 


..6816, 6820. .6846, 6846. .7118, 




6850.. 7116, 6916.. 7122 








Seq. No. 


52427 




Seq. ID 


OJ990226_08.0420 


.C21 


Gene No. 


110693 




Strand 






otait 


16805 




End 


17231 




Name 


OJ990226_08.0420.C21 


.o2. tm 


Method 


TBLASTX: Maize 




O -f- o v+- 


1 1 Q"3£ 
11? jO 




End 


13533 




bl 


none 




Score 


62 




Exons 


11936. .12082, 13057. 


.13128, 


13309. .13533, 13341. .13532 




oeq. no. 


52427 




Seq. ID 


OJ990226_08.0420 


. C21 


Gene No . 


110693- 




Strand 






Start 


16805 




End 


17231 




Name 


OJ990226 08.0420.C21 


.ol.tc 


Method 


TBLASTX: Cress 




OLalL 


14400 




End 


15594 




bl 


none 




Score 


182 




Exons 


14400. .14684, 14401. 


.14538, 


14584. .14733, 148 93 .. 15051 , 






14910. .14948, 14935. 


.15039, 


15123. .15419, 15125. .15421, 






15125. .15325, 15365. 


.15433, 


15532. .15594, 15534.. 15581 




oeq • lno . 


52427 




Seq. ID 


OJ990226_08.0420 


. C21 


Gene No. 


110693 




Strand 






Start 


16805 




End 


17231 




Name 


OJ990226 08.0420.C21 


.ol.ts 


Method 


TBLASTX : Soybean 






14584 




End 


15419 




bl 


none 




Score 


79 




Exons 


14584 . .14730, 14893. 


.15051, 


15104. .15325, 15120. .15419, 






15126. .15344 










oeq . jno . 


52427 




Seq. ID 


OJ990226_08.0420 


.C21 


Gene No. 


110693 




Strand 






Start 


16805 




End 


17231 




Name 


OJ990226 08.0420.C21 


. ol . tm 


Method 


TBLASTX: Maize 




o tart 


14882 




End 


15358 




bl 


none 




Score 


170 




Exons 


14882. .15049, 14902. 


.15051, 


14 902. .15042, 15123. .15335, 






15125. .15325, 15128. 


.15358 








Seq. No. 


52427 




Seq. ID 


OJ990226_08.0420 


.C21 


Gene No. 


110693 




Strand 






Start 


16805 




End 


17231 




Name 


OJ990226 08.0420.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14884 




End 


15298 





53519 



GI 

Exons 



none Score 122 

14884. .15051, 15104. .15298, 15120. .15296 



Seq. No. 52427 Seq. ID 

Gene No. 110693 Strand 

Start 16805 End 

Name OJ990226_08 . 0420 . C21 . o3 . gs Method 

Start 16805 End 

GI none Score 

Exons 16805. .16912, 17106.. 17231 



OJ990226_08.0420.C21 

17231 
GENSCAN 
17231 
.46 



Seq. No. 52427 Seq. ID 

Gene No. 110693 Strand 

Start 16805 End 

Name OJ990226_08 . 0420 . C21 . ol . gp Method 

Start 16883 End 

GI LIB3431-002-P1-N1-A10 Score 

Exons 16883. . 17212 



OJ990226_08.0420.C21 

17231 
AAT/GAP 
17212 
653 



GI Descrip. ' 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 



similar sequence to Pib gene' 



Seq. No. 


52428 




Seq. ID 


OJ990226_08 


.0420. C22 


Gene No. 


110694 




Strand 


+ 




Start 


988 




End 


1158 




Name 


OJ990226 08.0420.C22.ol 


.gs 


Method 


GENSCAN 




Start 


988 




End 


1158 




GI 


none 




Score 


.56 




Exons 


988. .1158 










Seq. No. 


52428 




Seq. ID 


OJ990226_08 


.0420. C22 


Gene No. 


110695 




Strand 






Start 


203 




End 


696 




Name 


OJ990226 08.0420.C22.ol 


.gp 


Method 


AAT/GAP 




Start 


203 




End 


696 




GI 


LIB3477-003-P1-K1-E9 




Score 


132 




Exons 


203. .228, 620. .696 










GI Descrip. 


'2498586/sp|Q40638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)" 


>gi_ 


J.173557 (U31771) Ory s 


1 [Oryza 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52428 Seq. ID 

110696 Strand 

1839 End 
OJ990226_08 . 0420 . C22 . o2 . gs Method 

1839 End 

none Score 

1839. .1982, 2036. .2074, 2234. .2248 



OJ990226_08.0420.C22 

2248 
GENSCAN 
2248 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52429 

110697 

57 

OJ990226_08.0420.C24.ol.gs 
57 

none 



Seq. ID OJ990226_08.0420.C24 
Strand 

End 3461 

Method GENSCAN 

End 3461 

Score .53 



57. .167, 1611. .1706, 1796. .1921, 2802. .2970, 3056. .3181, 
3370. .3461 



53520 



Seq. No. 52430 

Gene No. 110698 

Start 1427 

Name OJ99022 6_08 . 0420 . C25 . ol . np 

Start 1427 

GI 6553935 

Exons 1427.. 1617, 1876.. 2060 

GI Descrip. (AC011915) putative tRNA isopentenyl transferase [Arabidopsis 
thaliana] 



Seq. ID OJ990226_08.0420.C25 

Strand + 

End 2060 

Method AAT/NAP 

End 2060 

Score 187 



Seq. No. 52431 Seq. ID 

Gene No. 110699 Strand 

Start 7 End 

Name OJ990226_08 . 0420 . C26. ol . gs Method 

Start 7 End 

GI none Score 

Exons 7.. 138, 879.. 975 



OJ990226_08.0420.C26 
975 

GENSCAN 

975 

.87 



Seq. No. 52432 Seq. ID 

Gene No. 110700 Strand 

Start 445 End 

Name OJ99022 6_08 . 0420 . C27 . ol . gs Method 

Start 44 5 End 

GI none Score 

Exons 445.. 533, 1996.. 2112, 2951.. 3239 



OJ990226_08.0420.C27 
+ 

3239 
GENSCAN 
3239 
.56 



Seq. No. 52432 Seq. ID 

Gene No. 110701 Strand 

Start 2529 End 

Name OJ990226_08 . 0420 . C27 . ol . gp Method 

Start 2529 End 

GI 4715238 Score 

Exons 2529.. 2840, 2924.. 2968 



OJ990226_08.0420.C27 

2968 
AAT/GAP 
2968 
659 





Seq. No. 


52433 






Seq. ID 


OJ990226 




Gene No. 


110702 






Strand 


+ 


hi 


Start 


312 






End 


2221 


•~ ^ 


Name 


OJ990226 08 


.0420.C28.ol. 


gs 


Method 


GENSCAN 




Start 


312 






End 


2221 


?-= 


GI 


none 






Score 


.5 


f ~ 

z : 


Exons 


312. .452, 2138. .2221 










Seq. No. 


52433 






Seq. ID 


OJ990226 




Gene No. 


110703 






Strand 






Start 


3094 






End 


3564 




Name 


OJ990226 08 


.0420.C28.o2. 


gs 


Method 


GENSCAN 




Start 


3094 






End 


3564 




GI 


none 






Score 


. 67 




Exons 


3094. .3207, 


3248. .3315, 


3360. 


.3564 






Seq. No. 


52434 






Seq. ID 


OJ990226 




Gene No. 


110704 






Strand 


+ 




Start 


1 






End 


2148 




Name 


OJ990226 08 


.0420.C29.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2148 




GI 


5777623 






Score 


188 




Exons 


1..51, 1682 


..1841, 2118. 


.2148 







53521 



GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



beq . no t 


DZfi 






Gene No . 


11U / uo 


St rand 




Start 


OTA 

0 / U 




10 fi 


Name 


uoyyuzzo uo . U4 c. u . y . ox . gs 


irie tnou 




Start 


O / U 


hina 


x o y H 


H T 


none 


Score 


. JO 


Exons 










52435 


Seq. ID 


OJ990426 02 0419 C3 


Gene No. 


110706 


Strand 


+ _ 


Start 


1 


End 


484 


Name . 


OJ990426 02.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


481 


GI 


7228457 


Score 


787 


Exons 


1. .481 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, 


polyprotein 


l . (AF098806) [Oryza 



sativa] 



Seq. No. 


52435 




Seq. ID 


OJ99Q426 


Gene No. 


110706 




Strand 


+ 


Start 


1 




End 


A O A 

484 


Name ". 


OJ990426 02 . 0419 . C3 . ol . 


gs 


Method 


GEN SCAN 


Start 


74 




End 


484 


GI 


none 




Score 


.99 


Exons 


74 . .4 84 








Seq. No. 


52436 




Seq. ID 


OJ990426 


Gene No. 


110707 




Strand 




Start 


583 




End 


798 


Name 


OJ990426 02. 0419. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


583 




End 


798 


GI 


none 




Score 


.41 


Exons 


583. .798 








Seq. No. 


52437 




Seq. ID 


OJ990426 


Gene No. 


110708 




Strand 


+ 


Start 


35 




End 


761 


Name 


OJ990426 02.0419.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


35 


End 


761 


GI 


7523490 




Score 


118 


Exons 


35. .219, 339..S76, 741. 


.761 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52437 




Seq. ID 


OJ990426 


Gene No. 


110708 




Strand 


+ 


Start 


35 




End 


761 


Name 


OJ990426 02.0419.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


142 


End 


744 


GI 


none 




Score 


.99 


Exons 


142. .744 








Seq. No. 


52438 




Seq. ID 


OJ990426 


Gene No. 


110709 




Strand 




Start 


1 




End 


947 



53522 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 26_02.0419.C12.ol.np Method AAT/NAP 
1 End 941 

7510201 Score 184 

1..208, 814. .941 

hypothetical protein Y54G11A.2 - Caenorhabditis elegans . 
gi|4008441|emb|CAA22448.1| (AL034488) predicted using 
Genefinder; cDNA EST yk433c6.3 comes from this gene; cDNA EST 
EMBL:D72601 comes from this gene; cDNA EST EMBL:D75524 comes 
from this gene; cDNA EST yk433c6.5 comes from this gene 
[Caenorhabditis elegans] 



52438 Seq. ID 

110709 Strand 

1 End 
OJ990426_02.0419.C12.ol.gs Method 

105 End 

none Score 

105. .208, 814. .941 



OJ990426_02.0419.C12 
947 

GENSCAN 

941 

.99 



OJ990426 02.0419.C12 



52438 Seq. ID 

110709 Strand 
1 End 94 7 

OJ990426_02 . 0419 . C12 . ol . gp Method AAT/GAP 
824 End 947 

uC-osroM202004gl2bl Score 217 

824. .947 

l 4008441/emb|CAA22448.1| 5.0e-20 (AL034488) predicted using 
Genefinder; cDNA EST yk433c6.3 comes from this gene; cDNA EST 
EMBL:D72601 comes from this gene; cDNA EST EMBL:D75524 comes 
from this gene; cDNA EST yk433c6.5 comes from this gene 
[Caenorhabditis ele' 



Seq. No. 


52439 




Seq. ID 


OJ990426_02.0419.C13 


Gene No. 


110710 




Strand 


+ 


Start 


277 




End 


831 


Name 


OJ990426 02.0419.C13.ol 


.gs 


Method 


GENSCAN 


Start 


277 




End 


831 


GI 


none 




Score 


.9 


Exons 


277. .461, 744. .831 








Seq. No. 


52440 




Seq. ID 


OJ990426_02.0419.C18 


Gene No. 


110711 




Strand 


+ 


Start 


325 




End 


914 


Name 


OJ990426 02.0419.C18.ol 


.gs 


Method 


GENSCAN 


Start 


325 




End 


914 


GI 


none 




Score 


1 


Exons 


325.-483, 591. .914 








Seq. No. 


52440 




Seq. ID 


OJ990426_02.0419.C18 


Gene No. 


110712 




Strand 




Start 


1350 




End 


1703 


Name 


OJ990426 02.0419.C18.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


1190 




End 


1588 


GI 


none 




Score 


55 


Exons 


1190.. 1252, 1202.. 1252, 


1213. 


.1317, 1348. .1461, 1352. .1462, 




1353.. 1469, 1539.. 1583, 


1539. 


.1586, 1541. .1588 



53523 



Seq. No. 52440 Seq. ID 

Gene No. 110712 Strand 

Start 1350 End 

Name OJ990426_02 . 0419 .C18 . ol .np Method 

Start 1202 End 

GI 6692680 Score 

Exons 1202.. 1247, 1354.. 1460, 1539.. 1703 
GI Descrip. (AC007592) F12K11.12 [Arabidopsis thaliana] 



OJ990426_02.0419.C18 

1703 
AAT/NAP 
1703 
89 



Seq. No. 52440 Seq. ID 

Gene No. 110712 Strand 

Start 1350 End 

Name OJ 99042 6_0 2. 0419. C18.o2.gs Method 

Start 1350 End 

GI none Score 

Exons 1350.. 1460 



OJ990426_02.0419.C18 

1703 
GEN SCAN 
1460 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52441 Seq. ID 

110713 Strand 

169 End 

OJ990426_02 . 0419 . C21 . ol . gs Method 

169 End 

none Score 



OJ990426_02.0419.C21 

1828 
GENSCAN 
1828 
.55 



169. .346, 391. .499, 505. .568, 726.-936, 1136. .1179, 1615. .1828 



52442 

110714 

150 

OJ990426_02.0419.C24.ol.gs 

150 

none 

150. .756 



Seq. ID OJ990426_02.0419.C24 

Strand + 

End 756 

Method GENSCAN 

End 756 

Score .78 



Seq. No. 


52443 




Seq. ID 


OJ990426_02.0419 


.C25 


Gene No. 


110715 




Strand 


+ 




Start 


120 




End 


1339 




Name 


OJ990426 02.0419.C25. 


ol . gs 


Method 


GENSCAN 




Start 


120 




End 


1339 




GI 


none 




Score 


.49 




Exons 


120. .365, 758. .1339 










Seq. No. 


52444 




Seq. ID 


OJ990426_02.0419 


.C2 6 


Gene No. 


110716 




Strand 






Start 


25 




End 


1276 




Name 


OJ990426 02.0419.C26. 


ol.gs 


Method 


GENSCAN 




Start 


25 




End 


1227 




GI 


none 




Score 


.94 




Exons 


25. .755, 885. .1227 










Seq. No. 


52444 




Seq. ID 


OJ990426_02.0419 


.C26 


Gene No. 


110716 




Strand 






Start 


25 




End 


1276 




Name 


OJ990426 02.0419.C26. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


35 




End 


285 




GI 


none 




Score 


46 




Exons 


35. .73, 40. .285, 146. 


.283 









53524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



52444 Seq. ID OJ990426_02 . 04 19 . C26 

110716 Strand 

25 End 1276 

OJ990426_02. 0419.C26.ol.np Method AAT/NAP 

46 End 1276 

4544372 Score 584 

46. .1276 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



52444 
110716 
25 

OJ99042 6_02.0419.C26.ol.tw 
61 

none 

61-. 468, 116. .460 

52444 

110716 

25 

OJ990426_02.0419.C26.ol.ts 

628 

none 

628. .1029, 806. .922 

52444 

110716 

25 

OJ990426_02.0419.C26.o2.tw 

670 

none 

670. .741, 754. .846, 883. .1047 

52444 

110716 

25 

OJ990426_02.0419.C26.ol.tm 

883 

none 

883. .1260 



Seq. ID OJ990426_02.0419.C26 
Strand 

End 1276 

Method TBLASTX : Wheat 

End 4 68 

Score 121 



Seq. ID OJ990426__02.0419.C26 
Strand 

End 1276 

Method TBLASTX : Soybean 

End 1029 

Score 90 



Seq. ID OJ990426_02.0419.C26 
Strand 

End 1276 

Method TBLASTX : Wheat 

End 1047 

Score 124 



Seq. ID OJ990426_02.0419.C26 
Strand 

End 1276 

Method TBLASTX : Mai ze 

End 1260 

Score 212 



52445 
110717 
1 

OJ990426_02.0419.C28.ol.np 
1 

7228457 
1..648, 675. .2200 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ990426_02.0419.C28 
Strand 

2200 
AAT/NAP 
2200 
3252 



End 

Method 

End 

Score 



52445 

110717 

1 

OJ990426 02.0419.C28.o3.tw 



Seq. ID OJ990426_02.0419.C28 
Strand 

End 2200 

Method TBLASTX : Wheat 



53525 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



End 
Score 



1 

none 

1..177, 2. .169 

52445 
110717 
1 

OJ990426_02.0419.C28.ol.tm 
154 
none 

154. .459, 154. .510, 164. .475 

52445 
110717 
1 

OJ990426_02.0419.C28.ol.tw 
178 
none 

178. .639, 184. .639, 185. .640, 198. .641 



177 
83 



Seq. ID OJ990426_02.0419.C28 
Strand 

End 2200 

Method TBLASTX : Mai ze 

End 510 

Score 116 



Seq. ID OJ990426_02.0419.C28 
Strand 

End 2200 

Method TBLASTX : Wheat 

End 641 

Score 218 



52445 

110717 

1 

OJ990426_02.0419.C28.o2.tw 

765 

none 



Seq. ID OJ990426_02.0419.C28 
Strand 

End 2200 

Method TBLASTX : Wheat 

End 1254 

Score 159 



765.. 1253, 766.. 1059, 1081.. 1254 



52446 

110718 

192 

OJ990426_02.0419.C29.ol.gs 

192 

none 

192. .329 

52447 

110719 

202 

OJ990426_02.0419.C30.ol.gs 

202 

none 

202. .426, 590. .712, 802. .949 



Seq. ID OJ990426_02.0419.C29 

Strand + 

End 329 

Method GENSCAN 

End 32 9 

Score .58 



Seq. ID OJ990426_02.0419.C30 
Strand 

End 1016 

Method GENSCAN 

End 94 9 

Score .83 



52447 
110719 
202 

OJ990426_02.0419.C30.ol.np 
205 

4218011 

205. .426, 551. .712, 802. .1016 

(AC006135) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C30 
Strand 

End 1016 

Method AAT/NAP 

End 1016 

Score 299 



52447 

110719 

202 

OJ990426 02.0419.C30.ol.tm 



Seq. ID OJ990426_02.0419.C30 
'Strand 

End 1016 

Method TBLASTX : Mai ze 



53526 



Start 






End 


964 


GI 


none 




Score 


70 


Exons 


OCQ A O Q C/|C OOI ^Ad 


• . Oil, 


785. .964, 790. .948 


Seq. No. 


52447 




Seq. ID 


OJ990426_02.0419.C30 


Gene No. 


110719 




Strand 


- 


Start 


o n o 
zuz 




End 


1016 


Name 


vjjyyufi^D uz . U4iy . lju . oi 


-I- c 


Method 


TBLASTX : Soybean 


Start 


04 0 




End 


958 


GI 


none 




Score 


107 


Exons 


c /| c 701 *7R>1 Q/lfi ft^£ 








Seq. No. 






Seq. ID 


OJ990426_02.0419.C32 


Gene No. 


1 1 mon 




Strand 


- 


Start 


89 




End 


1641 


Name 


OJ990426 02.0419.C32.ol 


.gp 


Method 


AAT/GAP 


otart 


89 




End 


1637 


GI 


17122 1.R1084 




Score 


1232 


Exons 


89. .528, 623. .786, 1575 


. .1637 






GI Descrip. 


' 525725'5/dbj IAP000364.1 


IAP000364 l.Oe- 


17 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


52448 




Seq. ID 


OJ990426_02.0419.C32 


Gene No. 


110720 




Strand 




Start 


89 




End 


1641 


Name 


OJ990426 02.0419.C32.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


625 




End 


1641 


GI 


none 




Score 


90 


Exons 


625. .771, 626. .793, 630 


. .785, 


1576. .1641, 1582. .1641 


Seq. No. 


52449 




Seq. ID 


OJ990426_02.0419.C43 


Gene No . 


110721 




Strand 


+ 


bLari: 


652 




End 


973 


Name 


OJ990426 02.0419.C43.o2 


.np 


Method 


AAT/NAP 


Start 


652 




End 


973 




5922623 




Score 


67 


Exons 


652.. 731, 950.. 973 








GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gil 6016856 |dbj IBAA85199 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


52449 




Seq. ID 


OJ990426_02.0419.C43 


Gene No. 


110722 




Strand 




Start 


1 




End 


855 


Name 


OJ990426 02.0419.C43.ol 


.np ■ 


Method 


AAT/NAP 


Start 


1 




End 


574 


GI 


6721562 




Score 


886 


Exons 


1. .574 









GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



52449 

110722 

1 



Seq. ID OJ990426_02.0419.C43 

Strand 

End 855 



53527 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

£3 Seq. No. 

t3 Gene No. 

ff5 Start 

2]l Name 

Start 

U GI 

ij Exons 

Seq. No. 

Gene No. 
!j a Start 
1=3 Name 

Start 
U GI 
] ~ Exons 
!!f GI Descrip. 

O Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



OJ990426_02.0419.C43.ol.gs 
21 

none 

21. .199, 208. .592, 649. .855 

52450 

110723 

543 

OJ990426_02.0419.C44 .ol.gs 

543 

none 

543. .614 



Method 

End 

Score 



GENSCAN 

855 

.76 



Seq. ID OJ990426_02.0419.C44 

Strand + 

End 614 

Method GENSCAN 

End 614 

Score .68 



52450 
110724 
298 

OJ990426_02.0419iC44.ol.np 
298 

4680186 
298. .519, 859. .909 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990426_02.0419.C44 
Strand 

909 

AAT/NAP 
909 
313 



End 

Method 

End 

Score 



52451 

110725 

196 

OJ990426_02.0419.C45.ol.gs 

196 

none 

196. .421 



Seq. ID OJ990426_02.0419.C45 

Strand + 

End 421 

Method GENSCAN 

End 421 

Score .46 



52452 
110726 
212 

OJ990426_02.0419.C66.ol.np 
212 

6006359 
212. .309, 723. .779 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990426_02.0419.C66 

Strand + 

End 779 

Method AAT/NAP 

End 779 

Score 74 



52452 

110726 

212 

OJ990426_02.0419.C66.ol.gs 

212 

none 

212. .313 



Seq. ID OJ990426_02.0419.C66 

Strand + 

End 779 

Method GENSCAN 

End 313 

Score . 93 



52453 
110727 
1 

OJ990426_02.0419.C67.ol.np 
1 

3355308 
1. .510 

(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C67 

Strand + 

End 864 

Method AAT/NAP 

End 510 

Score 250 



52453 



Seq. ID OJ990426_02.0419.C67 



53528 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110727 Strand 

1 End 
0 J9904 2 6_02 .0419. C67 . o2 . np Method 

1 End 

5852093 Score 
1..73, 739. .864 

(AL117264) zwhl6.1 [Oryza sativa] 

52453 Seq. ID 

110727 Strand 

1 End 
OJ990426_02.0419.C67.ol.gs Method 

2 End 
none Score 
2. .538 



+ 

864 

AAT/NAP 

864 

94 



OJ990426_02.0419.C67 
+ 

864 

GENSCAN 

538 

.99 



Seq. No. 52453 Seq. ID 

Gene No. 110728 Strand 

Start 1532 End 

Name OJ990426_02 .0419. C67 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..105, 2.. 361 



OJ990426_02.0419.C67 
1654 

TBLASTX: Cress 

361 

281 



Seq. No. 52453 Seq. ID 

Gene No. 110728 Strand 

Start 1532 End 

Name OJ99042 6_02 . 0419 . C67 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..123, 2.. 346, 277.. 327 



OJ990426_02.0419.C67 
1654 

TBLASTX: Maize 

346 

290 



Seq. No. 52453 Seq. ID 

Gene No. 110728 Strand 

Start 1532 End 

Name OJ990426_02 . 0419 . C67 . ol . ts Method 

Start 4 End 

GI none Score 

Exons 4.. 90, 4.. 105, 5.. 322 



OJ990426_02.0419.C67 
1654 

TBLASTX : Soybean 

322 

61 



Seq. No. 52453 Seq. ID 

Gene No. 110728 Strand 

Start 1532 End 

Name OJ990426_02 . 0419.C67 .o2 .gs Method 

Start 1532 End 

GI none Score 

Exons 1532.. 1654 



OJ990426_02.0419.C67 

1654 
GENSCAN 
1654 
.73 



Seq. No. 52454 Seq. ID 

Gene No. 110729 Strand 

Start 444 End 

Name 0 J 9 9 0 4 2 6_0 2.0419.C70.ol.gs Met hod 

Start 444 End 

GI none Score 

Exons 444.. 908, 1744.. 1782 



OJ990.426_02.0419.C70 
+ 

1782 
GENSCAN 
1782 
.84 



Seq. No. 



52454 



Seq. ID OJ990426_02.0419.C70 



53529 



Gene No. 


i 1 moo 
110 12. y 






Start 


444 






Name 


OJ990426 02.0419.C70 


.ol. 


tm 


Start 


762 






GI 


none 






Exons 


762. .908, 766. .915, 


770. 


.916, 


Seq. No. 


52455 






Gene No . 


11U f 3v 






Start 


275 






Name 


OJ990426 02.0419.C73 


.ol. 


gs 


Start 


275 






GI 


none 






Exons 


275. .415, 734. .869 






Seq. No. 


52456 






Gene No. 


110731 






Start 


1 






Name 


OJ990426 02.0419.C74 


.ol. 


gp 


Start 


1 






GI 


3760640 






Exons 


1. .66 






GI Descrip. 


4176420/dbj IBAA37167 


1 2. 


0e-ll 



Strand 
End 

Method 

End 

Score 



+ 

1782 

TBLASTX: Maize 

1782 

202 



Seq. ID OJ990426_02.0419.C73 
Strand 

End 869 
Method GENSCAN 
End 8 69 

Score - . 53 



Seq. ID OJ990426_02.0419.C74 

Strand + 

End 66 

Method AAT/GAP 

End 66 

Score 101 



[Arabidopsis thaliana] 



Seq. No. 


52456 








Seq. ID 


OJ990426 


Gene No. 


110732 








Strand 




Start 


1051 








End 


1891 


Name 


OJ990426 02. 


.0419. 


C74.ol. 


gs 


Method 


GENSCAN 


Start 


1051 








End 


1891 


GI 


none 








Score 


.76 


Exons 


1051. .1067, 


1450. 


.1681, 


1739. 


.1891 




Seq. No. 


52457 








Seq. ID 


OJ990426 


Gene No. 


110733 








Strand 


+ 


Start 


4195 








End 


8374 


Name 


OJ990426 02. 


.0419. 


C81.o3. 


gs 


Method 


GENSCAN 


Start 


4195 








End 


7321 


GI 


none 








Score 


.81 


Exons 


4195. .5101, 


5216. 


.5731, 


6075. 


.7321 




Seq. No. 


52457 








Seq. ID 


OJ990426 


Gene No. 


110733 








Strand 


+ 


Start 


4195 








End 


8374 


Name 


OJ990426 02. 


,0419. 


C81.ol. 


np 


Method 


AAT/NAP 


Start 


5649 






End 


8374 


GI 


6665543 








Score 


904 . 


Exons 


5649. .5731, 


5855. 


.5944, 


6075. 


.7130, 8347. .8374 



GI Descrip. (AC013289) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 52457 

Gene No. 110734 

Start 347 

Name OJ990426_02 . 0419 . C81 . ol . gs 

Start 347 

GI none 

Exons 347.. 477 



Seq. ID OJ990426_02.0419.C81 
Strand 

End 477 

Method GENSCAN 

End 4 77 

Score .86 



53530 



Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No . 


110735 








Strand 




Start 


1199 








End 


3082 


Name 


OJ990426 02. 


0419. 


C81.o2. 


gs 


Method 


GEN SCAN 


Start 


1199 








End 


3082 


GI 


none 








Score 


.45 


Exons 


1199. .1273, 


1502. 


.1828, 


2645. 


.2686, 3062. .3082 


Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 


Name 


OJ990426 02. 


0419. 


C81.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4275 








End 


4454 


GI 


none 








Score 


99 


K von <5 


4275. .4451, 


4276. 


.4452, 


4299. 


.4454 




Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 


Name 


OJ990426 02. 


0419. 


C81.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4303 








End 


7138 


GI 


none 








Score 


101 




4303. .4401, 


4582. 


.4755, 


5023. 


.5097, 5242. .5313, 5665. .5727, 




6203. .6556, 


6278. 


.6523, 


6358. 


.6537, 6577..6882, 6578. .7138, 




6587 . . 6895 












Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 


Name 


OJ990426 02 


.0419 


.C81.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4948 








End 


5745 


GI 


none 








Score 


51 


Exons 


4948. .5001, 


5038 


. .5103, 


5541. 


.5735, 5542.-5736, 5551.. 5745, 




5553. .5738 












Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 


Name 


OJ990426 02 


.0419 


.C81.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6152 








End 


7123 


GI 


none 








Score 


413 


Exons 


6152. . 6571, 


6269 


. .6547, 


6352. 


.6618, 6584. .7123, 6601. .6936, 




6626. .7114 












Seq. No. 


52457 








Seq. ID 


OJ990426_02.0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 


Name 


OJ990426 02 


.0419 


.C8I.0I 


. ts 


Method 


TBLASTX : Soybean 


Start 


6155 








End 


6952 


GI 


none 








Score 


171 


Exons 


6155. .6409, 


6245 


. .6412, 


6407. 


.6556, 6418. .6552, 6581. .6952, 




6586. .6903 












Seq. No. 


52457- 








Seq. ID 


OJ990426_02. 0419.C81 


Gene No. 


110736 








Strand 




Start 


8077 








End 


8368 



53531 



Name 

Start 

GI 

Exons 



0 J9904 2 6_02 . 04 1 9 . C8 1 . ol . tw Method TBLASTX : Wheat 
6212 End 6637 

none Score 410 

6212.. 6556, 6252.. 6374, 6355.-6537, 6578.-6637 



Seq. No. 52457 

Gene No. 110736 

Start 8077 

Name 0 J99042 6_02 . 04 1 9 . C8 1 . o2 . tw 

Start 6638 

GI none 

Exons 6638.. 6766, 6767.. 6904, 6781. 



Seq. ID OJ990426_02.0419.C81 
Strand 

End 8368 

Method TBLASTX : Wheat 

End 6906 

Score 133 
.6906 



Seq. No. 52457 

Gene No. 110736 

Start 8077 

Name OJ99042 6_02 . 04 1 9 . C8 1 . o4 . gs 

Start 8077 

GI none 

Exons 8077.. 8211, 8255.. 8368 

Seq. No. 52458 

Gene No. 110737 

Start 24 

Name OJ990426_02 . 04 19 . C82 . ol . gs 

Start 24 

GI none 

Exons 24.. 76, 156.. 363 



Seq. ID OJ990426_02.0419.C81 
Strand 

End 8368 

Method GEN SCAN 

End 8368 

Score .78 



Seq. ID OJ990426_02.0419.C82 

Strand + 

End 363 

Method GENSCAN 

End 363 

Score .48 



Seq. No. 52458 

Gene No. 110738 

Start 4 60 

Name OJ990426_02 . 04 19 . C82 . o2 . gs 

Start 4 60 

GI none 

Exons 460. . 611 



Seq. ID OJ990426_02.0419.C82 
Strand 

End 611 

Method GENSCAN 

End 611 

Score .71 



Seq. No. 52458 
Gene No. 110739 
Start 538 

Name OJ990426_02 . 0419.C82 .ol .np 

Start 538 
GI 6063554 
Exons 538.. 718 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990426_02.0419.C82 

Strand 

End 718 

Method AAT/NAP 

End 718 

Score 83 



Seq. No. 52459 

Gene No. 110740 

Start 191 

Name OJ990426_02 . 04 19 . C95 . ol . gs 

Start 191 

GI none 

Exons 191.. 328 



Seq. ID OJ990426_02.0419.C95 

Strand + 

End 328 

Method GENSCAN 

End 328 

Score .49 



Seq. No. 



52460 



Seq. ID OJ990426 02.0419.C97 



53532 



f^pnp No 


110741 


Strand 


+ 


Start 


757 


End 


1122 


Name 


OJ990426 02.0419.C97.ol.gp 


Method 


AAT/GAP 


»j Lai L. 


757 


End 


1122 




511 11 1 R1 084 

J Ji Ji X . I\ X U O M 


Score 


720 




7 57 Tl9 9 








M 490919 /ah 1 H61 181 1 ORH61 181 7 


. 0e-21 Oryza rufipogon 




4 — rnnirifl t~p — CoA 1 iaase aene. 


Xll L X Kji 1 X , 


^>ai l_ X o X OC^UCllUC 


Seq. No. 


52460 


Cppr T n 
OCL] • X U 


O.T990496 09 041 9 P97 


Gene No. 


110742 


Strand 




Start 


33 


End 


1121 


IN dlLlt: 


OJ990426 02 0419 C97 ol as 


L. 1C L11UU 


GENS CAN 


O L CtX L. 


11 _ 


FnH 


1109 




nunc 


OLUi C 


• *j 




11 120 762 980 1029 1102 






Seq. No. 


52460 




OJ990426 02 0419 C97 


Gene No. 


110742 


Strand 






33 


End 


1121 


Name 


H.T990496 0? 0419 P97 nl tm 


Met hriH 

L1C l_ 1 1 Wk_i 


TRT.A9TX * Ma izp 


O Ldl L 


898 _ 


FnH 


1191 




none 


Score 


1 99 




898 972 899 979 900 980 

QJ _7 O • * Zs 1 / \JZfZt+*ZstZ*f ZJ\J\J**J\)\Jf 


Q70 QQl 
z? f U • . zjz/O 


Q79 1191 979 1191 

, _7/^..XX^X, Zs 1 £~ * «XX^--L 


Seq. No. 


52461 


c prT t n 

Octj . x u 


O.T9Q0496 09 041 9 PI 01 


Gene No. 


110743 


Strand 






21 


End 


90 


LN exult; 


OJ990426 02 0419 C103 ol as 

\J\jzjz}\j 1 ±£.\j uttU'iiJ«uiUJtUi«yo 


L1C UllkJU 


LN O V^xliN 


OLal L 


91 _ 


FnH 


90 




ii.Ullt: 




91 


C 1 von e 


21 90 

x . • z* \j 






Seq. No. 


52462 




n.TQQ0496 09 041 9 P105 


Gene No. 


110744 


Strand 






1757 


End 


2850 


LN aiue 


0.7990426 02 0419 fl 05 ol as 

WO Zs Zs \J ^ \J ULiUMi^i^/iUJtUiiUS 


Method 


GENSCAN 


O UaX L. 


1757 ~~ 


End 


2850 


\J X 


none 


Score 


.85 




1757 1818 2160 2150 2786 


.2850 




O C q • IN U . 


594 69 


Seq. ID 


OJ99042 6_02. 0419.C105 


Gene No. 


110744 


Strand . 




Start 


1757 


End 


2850 


LN0.1UG 


OJ990426 02 0419 C105 ol tm 


Method 


TBLASTX: Maize 


q-t- a r 4- 

O Lai L 


1 961 ~~ 

X Zf \J X 


End 


2349 


riT 

V3X 


none 


Score 


82 


F VrtTI <3 
EjAUilO 


1 961 9018 1 969 9094 1 969 


.2039, 1964. .2038, 2019. .2060, 




2170 2259 2173 2280 2174 


.2269, 2263..2349, 2267.. 2305 


Sea No 


52462 


Seq. ID 


OJ990426_02.0419.C105 


Gene No. 


110744 


Strand 




Start 


1757 


End 


2850 


Name 


OJ990426 02.0419.C105.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1961 


End 


2355 


GI 


none 


Score 


108 


Exons 


1961.. 2002, 2007.. 2060, 2173. 


.2280, 2174. .2269, 2263. .2355 



53533 



Seq. No. 


52462 


Seq. ID 


OJ990426_02.0419.C105 


Gene No. 


110744 


Strand 




Start 


1757 


End 


2850 


LN CHUC 


OJ990426 02-0419. C105.ol.np 


Method 


AAT/NAP 


Start 


1962 


End 


2328 




6714453 


Score 


185 


Exons 


1962. .2057, 2160. .2328 








(AC011620) unknown protein [Arabidopsis thaliana] 


Seq. No. 


52462 


Seq. ID 


OJ990426_02.0419.C105 




1 1 C\1 A A 
LIU / 4 4 


Strand 




o Lai. u 


1757 


End 


2850 


Name 


OJ990426 02.0419.C105.ol.tc 


Method 


TBLASTX: Cress 


OLdl U 


1964 


End 


2310 


GI 


none 


Score 


59 


Fl vnns 


1964.. 2059, 1968.. 2060, 2174 


..2269, 2174. .2248, 2176. .2310 


Seq . No . 


52463 


Seq. ID 


OJ990426_02.0419.C108 


Gene No. 


liU / 4 j 


Strand 


+ 


Start 


560 


End 


1000 


Name 


OJ990426 02.0419.C108.ol.gp 


Method 


AAT/GAP 


O Lai i_ 


560 


End 


939 


GI 


15594 1.R1084 


Score 


678 




560. .939 






W X L/C O l** X J_ * 


•3402679 6.0e-09 (AC004697) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


52463 


Seq. ID 


OJ990426_02.0419.C108 


fipnp No 


110745 


Strand 


+ 


O U d i- L. 


560 


End 


1000 


Name 


OJ990426 02.0419.C108.ol.gs 


Method 


GENSCAN 


Jldi I 


734 


End 


1000 


GI 


none 


Score 


1 


F.von^ 


734. .1000 






Seq. No. 


52463 


Seq. ID 


OJ990426_02.0419.C108 


CrPne No 


110745 


Strand 


+ 




560 


End 


1000 


Name 


OJ990426 02.0419.C108.ol.tm 


Method 


TBLASTX: Maize 




764 


End 


949 




none 


Score 


283 


P. von «3 


764.-949, 772. .948 






Seq. No. 


52463 


Seq. ID 


OJ990426_02.0419.C108 


flpnp No 


110745 


Strand 


+ 


J Lai L 


560 


End 


1000 


ln aiuc 


OJ990426 02.0419.C108.ol.ts 


Method 


TBLASTX : Soybean 


O Lai l_ 


791 


End 


940 


GI 


none 


Score 


220 


Exons 


791. .940, 802. .939 






Seq. No. 


52463 


Seq. ID 


OJ990426_02.0419.C108 


Gene No. 


110745 


Strand 


+ 


Start 


560 


End 


1000 


Name 


OJ990426 02.0419.C108.ol.tc 


Method 


TBLASTX: Cress 


Start 


800 


End 


951 



53534 



GI 

Exons 



none 

800. .949, 805. .951 



Score 



216 



Seq. No. 52464 

Gene No. 110746 

Start 45 

Name OJ990426_02 . 0419 . Clll . ol . gp 

Start 45 

GI 15594_1.R1084 

Exons 45.-232, 414.. 522 

GI Descrip. '3402679 6.0e-09 (AC004697) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990426_ 
+ 

556 

AAT/GAP 

522 

538 



02. 0419. Clll 



unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52464 

110746 

45 

OJ990426_02.0419.Clll.ol.tm 
45 

none 



Seq. ID OJ990426_02. 0419. Clll 

Strand + 

End 556 

Method TBLASTX : Maize 

End 533 

Score 258 



45. .230, 45. .230, 46. .231, 46. .231, 388. .489, 413. .523, 
413. .520, 414. .533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52464 

110746 

45 

OJ990426__02. 0419. Clll. ol.ts 
45 

none 



Seq. ID OJ990426_02. 0419. Clll 

Strand + 

End 556 

Method TBLASTX : Soybean 

End 526 

Score 276 



45. .230, 46. .231, 64. .237, 83. .232, 391. .489, 413. .523, 413. .526 



Seq. No. 


52464 








Seq. ID 


OJ990426_ 


02 


0419 


Clll 


Gene No. 


110746 








Strand 


+ 








Start 


45 








End 


556 








Name 


OJ990426 


_02.0419.C111- 


ol 


.gs 


Method 


GENSCAN 








Start 


46 








End 


556 








GI 


none 








Score 


.63 








Exons 


46. .232, 


414. .556 
















Seq. No. 


52465 








Seq. ID 


OJ990426_ 


02 


0419 


C113 


Gene No. 


110747 








Strand 


+ 








Start 


488 








End 


961 








Name 


OJ990426 


_02.0419.C113. 


ol 


.gp 


Method 


AAT/GAP 








Start 


488 








End 


924 








GI 


none 








Score 


859 








Exons 


488. .924 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52465 Seq. ID 

110747 Strand 

488 End 

OJ990426_02.0419.C113.ol.tm Method 

657 End 

none Score 



OJ990426__02.0419.C113 
+ 

961 

TBLASTX: Maize 

961 

77 



657. .782, 663. .782, 664. .783, 780. .959, 783. .959, 785. .961 

OJ990426_02.0419.C117 
726 



52466 

110748 

1 



Seq. ID 

Strand 

End 



53535 




Name OJ990426_02 . 04 19 . C117 . ol . np Method AAT/NAP 

Start 1 End 72 6 

GI . 4587572 Score 576 

Exons 1 . . 726 

GI Descrip. (AC006550) Similar to gb|U70015 lysosomal trafficking regulator 
from Mus musculus and contains 2 PF 100400 WD40, G-beta repeats. 
ESTs gb|T43386 and gb|AA395236 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


52467 


Seq. ID 


OJ990426_02.0419 


.C121 


UC11C LV\J . 


110749 


Strand 






otai i 


596 


End 


1406 






OJ990426 02 0419 C121 ol ctd 


Method 


AAT/GAP 




<ZtA rt" 


596 ~ 


End 


908 




ox 


^7S8959 


Score 


569 




Hi A.VJ1 lo 


S96 908 








Seq. No. 


52467 


Seq. ID 


OJ990426JD2.0419 


.C121 


\JJd 11™ llU • 


110749 


Strand 






q+- a r +- 


596 


End 


1406 




IN CL1U U 


OJ990426 02.0419.C121.ol.tm 


Method 


TBLASTX: Maize 




OLdlU 


720 


End 


1406 




OX 


none 


Score 


137 




Exons 


720. .932, 749. .934, 767. .937, 


1359. .1406 




Dci|> IN (J . 


52468 


Seq. ID 


OJ990426_02.0419 


.C122 


Gene No. 


110750 


Strand 






Start 


379 


End 


3260 




Name 


OJ990426 02.0419.C122.ol.gs 


Method 


GENSCAN 




u Lai L 


379 


End 


3260 




\J X 


none 


Score 


.87 




DAUllO 


379. .437, 541. .1369, 2175. .2519, 2594. 


.3056, 3157.. 3260 




Con Wn 


52468 


Seq. ID 


OJ990426JD2.0419 


.C122 


Gene No. 


110750 


Strand 






Start 


379 


End 


3260 




Name 


OJ990426 02.0419.C122.ol.tm 


Method 


TBLASTX : Mai-ze 




Cf art 


569 


End 


1371 






none 


Score 


178 




Hi AUllO 


569. .730, 570. .788, 571. .789, 


577. .789 


, 786. .992, 786.. 


1070, 




790. .1254, 790. .1248, 794. .1255, 806.. 


1255, 1238.. 1351, 






1255. .1350, 1263. .1370, 1263. 


.1370, 1264. .1371 




Seq. No. 


52468 


Seq. ID 


OJ990426JD2.0419 


.C122 


Gene No. 


110750 


Strand 






Start 


379 


End 


3260 




Name 


OJ990426 02.0419.C122.o2.tm 


Method 


TBLASTX: Maize 




Start 


2179 


End 


2572 




GI 


none 


Score 


196 




Exons 


2179. .2424, 2181. .2420, 2430. 


.2492, 2431. .2493, 2519. .2572 


Seq. No. 


52468 


Seq. ID 


OJ990426_02.0419 


.C122 


Gene No. 


110750 


Strand 






Start 


379 


End 


3260 




Name 


OJ990426 02.0419.C122.ol.gp 


Method 


AAT/GAP 




Start 


2275 


End 


2822 




GI 


uC-osflcypl24f 12bl 


Score 


904 





53536 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2275. .2519, 2594. .2822 

•5257255/dbj IAP000364 .1IAP000364 1.0e-17 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



52469 

110751 

863 

OJ990426_02.0419.C123.ol.gs 

863 

none 

863. .1018 

52470 

110752 

5486 

OJ990426_02.0419.C124.o2.gs 

5486 

none 

5486. .5595, 5725. .6526 



Seq. ID OJ990426_02.0419.C123 
Strand 

End 1018 

Method GENSCAN 

End 1018 

Score . 9 



Seq. ID OJ990426_02.0419.C124 

Strand + 

End 6619 

Method GENSCAN 

End 6526 

Score .82 



52470 
110752 
5486 

OJ990426_02.0419.C124.ol.np 
5486 
2464912 
5486. .6619 

(Z99708) salt-inducible like protein [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C124 
Strand + 

6619 
AAT/NAP 
6619 
596 



End 

Method 

End 

Score 



Seq. ID OJ990426_02.0419.C124 
Strand 

End 5121 

Method TBLASTX : Mai ze 

End 853 

Score 735 



52470 
110753 
223 

OJ990426_02.0419.C124.ol.tm 
217 
none 

217. .852, 221. .853, 224. .853 

52470 
110753 
223 

OJ990426_02.0419.C124.ol.gs 
223 
none 

223. .972, 3182. .3367, 3590. .3652, 3750.. 3821, 3918.. 4326, 
4727. .5100 



Seq. ID OJ990426_02.0419.C124 
Strand 

End 5121 

Method GENSCAN 

End 5100 

Score .92 



Seq. No. 


52470 






Seq. ID 


OJ990426_ 


02. 


.0419. 


C124 


Gene No. 


110753 






Strand 










Start 


223 






End 


5121 








Name 


OJ990426 02. 


0419. 


C124 .ol.gp 


Method 


AAT/GAP 








Start 


2074 






End 


3250 








GI 


3758958 






Score 


662 








Exons 


2074. .2347, 


3182. 


.3250 












Seq. No. 


52470 






Seq. ID 


OJ990426_ 


02, 


.0419. 


C124 


Gene No. 


110753 






Strand 










Start 


223 






End 


5121 









53537 



Name 

Start 

GI 

Exons 



OJ990426_02.0419.C124.o2.tm 

4774 

none 

4774. .4890, 4775. .4843, 4891. 



Method TBLASTX : Mai ze 
End 5121 
Score 88 

5121, 4937.. 5101, 5023.. 5115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52470 
110754 
5588 • 

OJ990426_02.0419.C124.ol.tc 

5588 

none 

5588.-5776, 5912. .5998, 5978. 
6272. .6619, 6310. .6444, 6497. 

52470 

110754 

5588 

OJ99042 6_02.0419.C124.o3.tm 

5951 

none 

5951. .6619, 6290. .6616 



Seq. ID OJ990426_02.0419.C124 
Strand 

End 6619 

Method TBLASTX: Cress 

End 6619 

Score 88 

.6220, 5998.-6246, 5999.-6247, 
.6619 

Seq. ID OJ990426_02.0419.C124 
Strand 

End 6619 

Method TBLASTX : Maize 

End 6619 

Score 325 



Seq. No. 52470 

Gene No. 110754 

Start 5588 

Name OJ990426__02.0419.C124 .ol.ts 

Start 5960 

GI none 

Exons 5960.. 6607, 5971.. 6195, 6212. 



Seq. ID OJ990426_02.0419.C124 
Strand 

End 6619 

Method TBLASTX : Soybean 

End 6619 

Score 280 

.6616, 6296.. 6391, 6305.. 6619 



Seq. No. 52471 

Gene No. 110755 

Start 294 

Name OJ990426_02 . 0419 . C125 . ol . gs 

Start 294 

GI none 

Exons 294.. 406, 723.. 843 



Seq. ID OJ990426_02.0419.C125 

Strand + 

End 843 

Method GEN SCAN 

End 843 

Score .61 



Seq. No. 52472 

Gene No. 110756 

Start 712 

Name OJ990426_02 . 0419 .C128 . ol - gs 

Start 712 

GI none 

Exons 712.. 944, 1034.. 1224 

Seq. No. 52473 

Gene No. 110757 

Start 4 4 

Name OJ990426_02 . 0419 .C129 . ol . gs 

Start 4 4 

GI none 

Exons 4 4.. 158 



Seq. ID OJ990426_02.0419.C128 

Strand + 

End 1224 

Method GENSCAN 

End 1224 

Score .58 



Seq. ID OJ990426_02.0419.C129 

Strand + 

End 158 

Method GENSCAN 

End 158 . 

Score . 4 



Seq. No. 
Gene No. 
Start 



52473 

110758 

5232 



Seq. ID OJ990426_02.0419.C129 
Strand + 
End 5570 
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Name 


OJ990426 02.0419.C129.o2.gs 


Method 


GENS CAN 




Start 


5232 


End 


5570 




GI 


none 


Score 


1 




Exons 


5232. .5570 








Seq. No. 


52473 


Seq. ID 


OJ990426_02.0419 


.C129 


Gene No. 


110759 


Strand 






Start 


5801 


End 


6626 




Name 


OJ990426 02.0419.C129.ol.tm 


Method 


TBLASTX: Maize 




Start 


194 


End 


404 




GI 


none 


Score 


91 




Exons 


194. .400, 224 . .397, 249. .404 








Seq. No. 


52473 


Seq. ID 


OJ990426_02.0419 


.C129 


Gene No. 


110759 


Strand 






Start 


5801 


End 


6626 




Name 


OJ990426 02.0419.C129.o3.gs 


Method 


GENSCAN 




Start 


5801 


End 


6626 




GI 


none 


Score 


.62 




Exons 


5801. .6096, 6516. .6626 








Seq. No. 


52474 


Seq. ID 


OJ990426 02.0419 


.C130 


Gene No. 


110760 


Strand 


+ 




Start 


142 


End 


2318 




Name 


OJ990426 02.0419.C130.ol.np 


Method 


AAT/NAP 




Start 


142 


End 


2318 




GI 


7340858 


Score 


65 




Exons 


142. .199, 1469. .1716, 2255.. 


2318 






GI Descrip. 


(AP001551) Similar to Arabidopsis thaliana chromosome 2 


BAC 




clone F4L23 ; hypothetical protein. (AC002387) [Oryza sativa] 


Seq. No. 


52474 


Seq. ID 


OJ990426 02.0419 


C130 


Gene No. 


110760 


Strand 


+ 




Start 


142 


End 


2318 




Name 


OJ990426 02.0419.C130.ol.gs 


Method 


GENSCAN 




Start 


1037 


End 


2187 




GI 


none 


Score 


.56 




Exons 


1037.. 1173, 1179.. 1440, 1499 


..1742, 1866. .2187 




Seq. No. 


52475 


Seq. ID 


OJ990426_02.0419 


C131 


Gene No. 


110761 


Strand 






Start 


1 


End 


1060 . 




Name 


OJ990426 02.0419.C131.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1060 




GI 


6850308 


Score 


571 




Exons 


1..811, 1024. .1060 









GI Descrip. (AC009999) Contains similarity to a Lipase-like protein from 
Ipomoea nil gb|U55867 and contains a Lipase PF 1017 64 domain. 
[Arabidopsis thaliana] 



Seq. No. 52475 

Gene No. 110761 

Start 1 

Name OJ990426_02 . 0419 . C131 . ol . ts 

Start 25 

GI none 
Exons 



Seq. ID OJ990426_02.0419.C131 
Strand 

End 1060 

Method TBLASTX : Soybean 

End 760 

Score 57 



25. .51, 58. .114, 188. .226, 299. .358, 422. .547, 426. .539, 
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566.. 616, 665.. 760 

Seq. No. 52475 

Gene No. 110761 

Start 1 

Name OJ990426_02 . 04 19 . C131 . ol .gs 

Start 37 

GI none 

Exons 37.. 772 



Seq. ID OJ990426_02.0419.C131 

Strand • - 

End 1060 

Method GEN SCAN 

End 772 

Score .74 



Seq. No. 52475 

Gene No. 1107 61 

Start 1 

Name OJ990426_02 . 0419 .C131 .ol . tm 

Start 58 

GI none 
Exons 



Seq. ID OJ990426_02.0419.C131 
Strand 

End 1060 

Method TBLASTX: Maize 

End 622 

Score 64 



58. .117, 154. .219, 189. .356, 299.-358, 422. .523, 422. .547, 
584. .622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52476 
110762 
1 

OJ990426_02.0419.C134.ol.np 
1 

7248392 
1..336, 957. .1054 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990426_02.0419.C134 
Strand 

End 1054 

Method AAT/NAP 

End 1054 

■ Score 142 



Seq. ID OJ990426_02.0419.C135 

Strand + 

End 1669 

Method AAT/GAP 

End 1669 

Score 157 



52477 
110763 
1104 

OJ990426_02.0419.C135.ol.gp 
1104 

uC-osflcyp088bl2bl 
1104. .1212, 1649. .1669 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52477 

110764 

2071 

OJ990426_02.0419.C135.o3.np 

2071 

7228450 



Seq. ID OJ990426_02.0419.C135 

Strand + 

End 2588 

Method AAT/NAP 

End 2588 

Score 178 



2071. .2132, 2274. .2389, 2475. .2588 

(AP001366) hypothetical protein [Oryza sativa] 

52477 Seq. ID OJ99042 6_02 . 04 19 . C135 

110765 Strand 

1 End 2323 

OJ990426_02.0419.C135.o2.np Method AAT/NAP 

1 End 2323 

5295955 Score 143 

1..24, 407. .530, 2265. .2323 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



53540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
^ Start 
%J Name 
m Start 

?i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12 Seq. No. 
?i Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



52477 
110765 
1 

OJ990426_02.0419.C135.ol.np 
180 

7248392 
180. .285 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990426_02.0419.C135 
Strand 

End 2323 

Method AAT/NAP 

End 285 

Score 90 



52478 

110766 

1 

OJ99042 6_02.0419.C136.ol.np 
1 

7487046 



Seq. ID OJ990426_02.0419.C136 
Strand 

End 1856 

Method AAT/NAP 

End 1856 

Score 541 



1..104, 1001. .1186, 1684. .1856 

hypothetical protein T16B24.10 - Arabidopsis thaliana 
gi|3402679|gb|AAC28982.1| (AC004697) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C136 
Strand 

End 1856 

Method TBLASTX : Maize 

End 174 7 

none Score 66 

2. .106, 2. .106, 66. .110, 977. .1183, 997. .1188, 999. .1187, 
1678. .1737, 1684. .1743, 1685. .1747 



52478 

110766 

1 

OJ990426_02.0419.C136.ol.tm 
2 



52478 

110766 

1 

OJ990426_02.0419.C136.ol.gs 
20 

none 



Seq. ID OJ990426_02.0419.C136 
Strand 

End 1856 

Method GENSCAN 

End 1785 

Score .98 



20. .104, 1001. .1186, 1684. .1785 



52478 

110766 

1 

OJ990426_02.0419.C136.ol.ts 
66 

none 



Seq. ID OJ990426_02.0419.C136 
Strand 

End 1856 

Method TBLASTX : Soybean 

End 1187 

Score 192 



66. .110, 977. .1183, 999. .1187, 1008. .1187 



52478 
110766 
1 

OJ990426_02.0419.C136.ol.gp 
1042 
3106512 
1042. .1190 

3402679 6.0e-09 (AC004697) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ990426_02.0419.C136 
Strand 

End 1856 

Method AAT/GAP 

End 1190 

Score 256 



52478 
110766 



Seq. ID OJ990426_02.0419.C136 
Strand 
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Start 
Name 
Start 
GI 

Exons 



OJ990426_02.0419.C136.o2.ts 

1684 

none 

1684.. 1845, 1685.. 1846 



End 1856 

Method TBLASTX : Soybean 

End 1846 

Score 140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52479 
110767 
1 

OJ990426_02.0419.C137.ol.np 
1 

7487046 



Seq. ID OJ990426_02.0419.C137 
Strand 

2806 
AAT/NAP 
2806 
1406 



End 

Method 
End 
Score 

1..197, 458.-676, 784. .1035, 1125. .1226, 1810. .2007, 2085. .2369, 
2771. .2806 

hypothetical protein T16B24.10 - Arabidopsis thaliana 
gi|3402679|gb|AAC28982.1| (AC004697) unknown protein 
[Arabidopsis thaliana] 



52479 
110767 
1 

OJ990426_02.0419.C137.ol.gs 
27 

none 

27. .197, 456 



Seq. ID OJ990426_02.0419.C137 
Strand 

End 2806 

Method GENSCAN 

End 2369 

Score .93 

676, 784. .1035, 1125. .1226, 1810. .2007, 2085. .2369 



52479 
110767 
1 

OJ990426_02.0419.C137.ol.ts 
27 

none 

27. .200, 28. .156, 78. .176, 455. .556, 455. .556 



Seq. ID OJ990426_02.0419.C137 
Strand 

End 2806 

Method TBLASTX : Soybean 

End 556 

Score 102 



Seq. ID OJ990426_02.0419.C138 
Strand 

End 254 6 

Method AAT/NAP 
End 2423 
Score 655 

132. .214, 302. .475, 1341. .1468, 1575. .1670, 2208. .2423 
hypothetical protein T16B24.10 - Arabidopsis thaliana 
gi|3402679|gb|AAC28982.1| (AC004697) unknown protein 
[Arabidopsis thaliana] 



52480 

110768 

132 

OJ990426_02.0419.C138.ol.np 
132 

7487046 



52480 

110768 

132 

OJ990426_02.0419.C138.ol.gs 

302 

none 



Seq. ID OJ990426_02.0419.C138 
Strand 

End 254 6 

Method GENSCAN 

End 254 6 

Score . 65 



302. .475, 1341. .1468, 1575. .1679, 2202. .2546 



52480 

110768 

132 

OJ990426 02.0419.C138.ol.tc 



Seq. ID OJ990426_02 .0419.C138 
Strand 

End 2546 

Method TBLASTX : Cress 



53542 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

f=t Seq. No. 

~~Z Gene No. 

I* Start 

^ Name 

fU Start 

C3 GI 

|:i Exons 

lf s - Seq. No. 

i y Gene No . 

s Start 

[i Name 

vj Start 

f " Exons 

[3 Seq. No. 
fj Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1340 End 2355 

none Score 87 

1340. .1456, 1365. .1463, 1578. .1676, 1604. .1675, 1618. .1689, 

2214. .2354, 2233.-2355 



52481 

110769 

506 

OJ990426_02.0419.C141.ol.gs 

506 

none 

506. .511, 668. .787 



Seq. ID OJ990426_02.0419.C141 

Strand + 

End 787 

Method GENSCAN 

End 787 

Score .61 



52482 
110770 
1 

OJ990426_02.0419.C143.ol.np 
1 

5733874 
1..94, 1408. .1461 

(AC007932) F11A17.8 [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C143 
Strand + 

1461 
AAT/NAP 
1461 
97 



End 

Method 

End 

Score 



52482 

110770 

1 

OJ990426_02.0419.C143.ol.gp 

1049 

none 

1049. .1461 

52482 

110771 

293 

OJ990426_02.0419.C143.ol.gs 

293 

none 

293. .436, 504. .664, 873. .977 



Seq. ID OJ990426_02.0419.C143 

Strand + 

End 1461 

Method AAT/GAP 

End 1461 

Score 768 



Seq. ID OJ990426_02.0419.C143 

Strand 

End 977 

Method GENSCAN 

End 977 

Score .43 



52483 
110772 
1 

OJ990426_02.0419.C144 .ol.np 
1 

5733874 
1..23, 211. .431, 550. .945 

(AC007932) F11A17.8 [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C144 
Strand + 

945 

AAT/NAP 
945 
612 



End 

Method 

End 

Score 



Seq. ID OJ990426_02.0419.C144 

Strand + 

End 945 

Method TBLASTX: Soybean 

End 945 

none Score 67 

239. .439, 242. .439, 258. .449, 547. .621, 706. .945, 744. .944 



52483 

110772 

1 

OJ990426_02.0419.C14 4 .ol.ts 
239 



52483 
110772 



Seq. ID OJ990426_02.0419.C144 
Strand + 
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Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
W Gene No. 
*3 Start 
ff\ Name 
th Start 

'•^ Exons 

i=y GI Descrip. 



OJ990426_02.0419.C14 4.o2.tm 

239 

none 

239. .370, 239. .373, 258. .374 

52483 

110772 

1 

OJ990426_02.0419.C144.ol.gs 

242 

none 

242. .431, 550. .907 

52483 

110772 

1 

OJ990426_02.0419.C144.ol.tc 

303 

none 

303. .449, 304. .432, 305. .433, 



End 945 

Method TBLASTX: Maize 

End 374 

Score 112 



Seq. ID OJ990426_02.0419.C144 

Strand + 

End 945 

Method GEN SCAN 

End 907 

Score .66 



Seq. ID OJ990426_02.0419.C144 
Strand 
End 

Method 
End 
Score 

539. .616, 547. .648, 549. .629 



+ 

945 

TBLASTX : Cress 

648 

185 



Seq. ID OJ990426_02.0419.C144 

Strand + 

End 945 

Method AAT/GAP 

End 945 

Score 815 



52483 
110772 
1 

OJ990426_02.0419.C144.ol.gp 
376 

47342_1.R1084 
376. .428, 547..94S 

1 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



1^ Seq. No. 
H Gene No. 

Start 

Name 
,1 Start 

=f Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52483 

110772 

1 

OJ990426_02.0419.C144.ol.tm 

377 

none 



Seq. ID OJ990426_02.0419.C144 

Strand + 

End 945 

Method TBLASTX: Maize 

End 933 

Score 80 



377. .439, 381. .452, 547. .933, 550. .930 



52483 

110772 

1 

OJ990426_02.0419.C144.o2.tc 

700 

none 

700. .945, 804. .944 

52484 

110773 

1 

OJ990426_02.0419.C147.ol.gs 
1 

none 
1. .384 



Seq. ID OJ990426_02.0419.C144 

Strand + 

End 94 5 

Method TBLASTX : Cress 

End 945 

Score 236 



Seq. ID OJ990426_02.0419.C147 

Strand + 

End 384 

Method GENS CAN 

End 384 

Score 1 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;~ Seq. No. 
^ Gene No. 

Start 
\1 Name 
ffj Start 

Exons 



52484 
110773 
1 

OJ990426_02.0419.C147.ol.np 
1 

6453866 
1. .339 

(AC011717) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C147 

Strand + 

End 384 

Method AAT/NAP 

End 339 

Score 168 



52485 

110774 

366 

OJ990426_02.0419.C148.ol.gp 

366 

none 

366. . 693 



Seq. ID OJ990426_02.0419.C148 

Strand + 

End 693 

Method AAT/GAP 

End 693 

Score 633 



52485 
110775 
664 

OJ990426_02.0419.C148.ol.np 
664 

4587566 
664. .886 

(AC006550) Contains 2 PF| 00400 WD40, G-beta repeats 
[Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C148 
Strand 

End 886 

Method AAT/NAP 

End 886 

Score 142 



52485 

110775 

664 

OJ990426_02.0419.C148.ol.tm 

676 

none 



Seq. ID OJ990426_02.0419.C148 
Strand 

End 886 

Method TBLASTX : Maize 

End 885 

Score 85 



676. .798, 694. .795, 740. .796, 753. .809, 792.-875, 793. .885, 
797. .877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52485 Seq. ID OJ990426_02 . 04 19 . C14 8 

110775 Strand 

664 End 886 

OJ990426_02.0419.C148.o2.gp Method AAT/GAP 

780 End 886 

LIB3433-031-P1-K1-D7 Score 207 

780. .886 

'6015437/dbj I AB008112.il AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



52486 

110776 

690 

OJ990426_02.0419.C151.ol.gs 

690 

none 

690. .868, 1031. .1129 

52486 

110777 

1207 



Seq. ID OJ990426_02.0419.C151 

Strand + 

End 1129 

Method GENSCAN 

End 1129 

Score .79 



Seq. ID OJ990426_02.0419.C151 
Strand 

End 1450 



53545 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
^ Gene No. 
*3 Start 
%2 Name 
IXi Start 

fjj GI 
\% Exons 

Seq. No. 
%~J Gene No. 
fy Start 

Name 
I» Start 

y-4 Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990426_02.0419.C151.o2.gs 

1207 

none 

1207. .1355, 1387. .1450 

52487 

110778 

81 

OJ990426_02.0419.C152.ol.gs 
81 

none 

81. .131, 165. .242 

52487 

110779 

636 

OJ990426_02.0419.C152.o2.gs 

636 

none 

636..6S2, 737. .814 

52488 

110780 

478 

OJ990426_02.0419.C154.ol.gs 

478 

none 

478. .528, 693. .1007 



Method 

End 

Score 



GEN SCAN 

1450 

.7 



Seq. ID OJ990426_02.0419.C152 

Strand + 

End 242 

Method GEN SCAN 

End 242 

Score .86 



Seq. ID OJ990426_02.0419.C152 

Strand 

End 814 

Method GENSCAN 

End 814 

Score . 63 



Seq. ID OJ990426_02.0419.C154 

Strand + 

End 1007 

Method GENSCAN 

End 1007 

Score .45 



52489 
110781 
58 

OJ990426_02.0419.C155.ol.np 
58 

6751698 

58. .186, 658..758, 1195. .1286 

(AC018908) putative GCN4 -complementing protein, 3'partial 
[Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419.C155 
Strand + 

1286 
AAT/NAP 
1286 
157 



End 

Method 
End 
Score 



Seq. ID OJ990426_02.0419.C155 

Strand + 

End 1286 

Method GENSCAN 

End 1265 

Score . 66 



52489 
110781 
58 

OJ990426_02.0419.C155.ol.gs 
634 
none 

634. .758, 1195. .1265 

52490 
110782 
1 

OJ990426_02. 0419 . C156 . ol . np 
1 

6465806 

1..30, 1479. .1583, 1936. .1980, 2090. .2155, 2239.-2286, 
2373.-2468, 2548. .2589, 2709. .2912, 3276.-3429, 3584. .3774, 
4140. .4226, 4463. .4735, 4818. .4854 

(AJ130878) GCN4 -complementing protein (GCP1) [Arabidopsis 



Seq. ID OJ990426_02.0419.C156 

Strand + 

End 4854 

Method AAT/NAP 

End 4854 

Score 7 95 



53546 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 

52490 Seq. ID 

110782 Strand 

1 End 
OJ990426_02.0419.C156.ol.gs Method 

177 End 

none Score 



OJ990426_02.0419.C156 
+ 

4854 
GEN SCAN 
4717 
.7 



177. .207, 854. .934, 1504. .1583, 2090. .2155, 2239. .2286, 
2709. .2924, 3276. .3398, 3562.-3774, 4140. .4226, 4469. .4717 



Seq. No. 52490 
Gene No. 110782 
Start 1 

Name OJ990426_02 . 0419 . C156 . o2 . ts 

Start 2087 
GI none 
Exons 2087.. 2155, 

2372. .2479, 

2706. .2756 



2236.. 2289, 2247. 
2373.. 2501, 2545. 



Seq. ID OJ990426_02.0419.C156 

Strand + 

End 4854 

Method TBLASTX : Soybean 

End 2756 

Score 73 

.2288, 2368.-2469, 2369.-2473, 
.2592, 2546.-2596, 2548.-2592, 



-5. ~Z 



Seq. No. 52490 Seq. ID 

Gene No. 110782 Strand 

Start 1 End 

Name OJ990426_02 . 0419 . C156 . ol . tc Method 

Start 2364 End 

GI none Score 
Exons 



OJ990426_02.0419.C156 
+ 

4854 

TBLASTX: Cress 

2840 

129 



2364. .2465, 2367. .2465, 2372. .2473, 2548. .2592, 2706. .2840, 
2715. .2801 



Seq. No. 52490 

Gene No. 110782 

Start 1 

Name OJ990426_02.0419.C156.ol.gp 

Start 3598 

GI LIB3434-026-P1-K1-B6 

Exons 3598.. 3774, 4140.. 4226, 4469 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4578 

•1931654 2.0e-19 (U95973) BRCAl-associated RING domain protein 
isolog [Arabidopsis thaliana] 1 



OJ990426_02.0419.C156 
+ 

4854 
AAT/GAP 
4578 
628- 



Seq. No. 52490 

Gene No. 110782 Strand 

Start 1 End 

Name OJ990426_02 . 0419 . C156 . ol . ts Method 

Start 4579 End 

GI none Score 

Exons 4579. .4719, 4580. .4711, 4591. .4719 



Seq. ID OJ990426_02.0419.C156 
+ 

4854 

TBLASTX : Soybean 
4719 
221 



Seq. No. 52491 Seq. ID 

Gene No. 110783 Strand 

Start 1 End 

Name OJ990426_02 . 0419 . C157 . ol . gp Method 

Start 1 End 

GI LIB3434-026-P1-K1-B6 Score 

Exons 1..124 

GI Descrip. 1 1931654 2.0e-19 (U95973) BRCAl-associated RING domain protein 
isolog [Arabidopsis thaliana] 1 



OJ990426_02.0419.C157 
+ 

1936 
AAT/GAP 
124 
206 



53547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 



52491 

110783 

1 

OJ990426_02.0419.C157 .ol.np 
1 

1931654 



Seq. ID OJ990426_02.0419. 

Strand + 

End 1936 

Method AAT/NAP 

End 1936 

Score 290 



C157 



1..263, 1142. .1263, 1897. .1936 

(U95973) BRCAl-associated RING domain protein isolog 
[Arabidopsis thaliana] 



52491 

110783 

1 

OJ990426_02.0419.C157.ol.ts 
125 
none 



Seq. ID OJ990426_02.0419 

Strand + 

End 1936 

Method TBLASTX : Soybean 

End 1210 

Score 221 



.C157 



125. .265, 126. .257, 137. .265, 1142. .1210 



52491 

110783 

1 

OJ990426_02.0419.C157.ol.gs 

131 

none 

131. .263, 1142. .1263 

52492 

110784 

1 

OJ990426_02.0419.C158.ol.gp 
1 

3107662 

1..69, 1311. .1498 



Seq. ID OJ990426_02.0419 

Strand + 

End 1936 

Method GEN SCAN 

End 1263 

Score .7 



Seq. ID OJ990426_02.0419 

Strand + 

End 2453 

Method AAT/GAP 

End 1498 

Score 454 



.C157 



■ C158 



52492 
110784 
1 

OJ990426_02.0419.C158.ol.np 
1 

1931654 

1..69, 1311. .1726, 2333.-2444 

(U95973) BRCAl-associated RING domain protein isolog 
[Arabidopsis thaliana] 



Seq. ID OJ990426_02.0419 

Strand + 

End 2453 

Method AAT/NAP 

End 2444 

Score 360 



.C158 



52492 

110784 

1 

OJ990426_02.0419.C158.ol.gs 

1305 

none 

1305. .1726, 2333.-2453 

52492 

110785 

3443 

OJ990426 02.0419.C158.ol.tm 



Seq. ID OJ990426_02.0419 

Strand + 

End 2453 

Method GENSCAN 

End 2453 

Score .73 



Seq. ID OJ990426JD2.0419 
Strand 

End 3546 

Method TBLASTX : Mai ze 



.C158 



.C158 



53548 






Start 


1 


End 


2440 






GI 


none 


Score 


82 






Exons 


1..51, 1..48, 3. .53, 1308. .1727, 1308. 


.1727, 1309. .1737, 








1310. .1747, 1480. .1728, 2310. 


.2438, 2321.. 2440, 2333.. 2440 




Seq. No. 


52492 


Seq. ID 


OJ990426_02.0419. 


C158 




Gene No. 


110785 


Strand 


- 






Start 


3443 


End 


3546 






Name 


OJ990426 02.0419.C158.o2.np 


Method 


AAT/NAP 






Start 


3443 " 


End 


3546 






GI 


7340920 


Score 


1 1 o 






Exons 


3443. .3546 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52493 


Seq. ID 


OJ990426_02.0419. 


C159 




Gene No. 


110786 


Strand 


- 






Start 


99 


End 


641 






Name 


OJ990426 02.0419.C159.ol.gs 


Method 


GENSCAN 






Start 


99 


End 


C A 1 






GI 


none 


Score 


.74 






Exons 


99. .226, 304. .447, 501. .641 










Seq. No. 


52494 


Seq. ID 


OJ990426_02.0419. 


C160 




Gene No. 


110787 


Strand 


- 






Start 


620 


End 


689 






Name 


OJ990426 02.0419. C160.ol.gs 


Method 


GENSCAN 




r J 


Start 


620 


End 








GI 


none 


Score 


.54 






Exons 


620. .689 








b. "1 


Seq. No. 


52495 


Seq. ID 


OJ990426JD2.0419. 


C162 


5 s • s 


Gene No. 


110788 


Strand 


+ 






Start 


20 


End 


810 




3 


Name 


OJ990426 02.0419.C162.ol.gs 


Method 


GENSCAN 






Start 


20 


End 


o 1U 






GI 


none 


Score 


.81 




f r 


Exons 


20. .119, 358. .810 










Seq. No. 


52495 


Seq. ID 


OJ990426_02.0419. 


C162 




Gene No. 


110789 


Strand 


+ 






Start 


734 


End 


1643 






Name 


OJ990426 02.0419.C162.ol.tc 


Method 


TBLASTX: Cress 






Start 


384 


End 


1 o4 o 






GI 


none 


Score 


81 






Exons 


384. .497, 744. .815, 1344. .1643, 1425.. 


1628, 1490. .1642 






Seq. No. 


52495 


Seq. ID 


OJ990426_02.0419. 


C162 




Gene No. 


110789 


Strand 


+ 






Start 


734 


End 


1643 






Name 


OJ990426 02.0419.C162.o2.tm 


Method 


TBLASTX: Maize 






Start 


623 


End 


812 






GI 


none 


Score 


203 






Exons 


623. .790, 624. .812 










Seq. No. 


52495 


Seq. ID 


OJ990426_02.0419. 


C162 




Gene No. 


110789 


Strand 


+ 






Start 


734 


End 


1643 





53549 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



OJ990426_02 . 04 19 . CI 62 . ol . np Method AAT/NAP 
734 End 1643 

6665543 Score 356 

734. .810, 975. .1064, 1216. .1643 

(AC013289) putative protein kinase [Arabidopsis thaliana] 



52495 

110789 

734 

OJ990426_02.0419.C162.ol.tm 

1045 

none 



Seq. ID OJ990426_02.0419.C162 

Strand + 

End 164 3 

Method • TBLASTX : Mai ze 

End 1643 

Score 84 



1045. .1131, 1046. .1129, 1214. .1402, 1218. .1643, 1287. .1643 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52495 

110789 

734 

OJ990426_02.0419.C162.ol.ts 

1293 

none 



Seq. ID OJ990426_02.0419.C162 

Strand + 

End 1643 

Method TBLASTX : Soybean 

End 1643 

Score 57 



1293. .1370, 1296. .1550, 1548. .1643 



52495 

110789 

734 

OJ990426_02.0419.C162.ol.tw 

1353 

none 



Seq. ID OJ990426_02.0419.C162 

Strand + 

End 1643 

Method TBLASTX : Wheat 

End 1643 

Score 324 



1353. .1643, 1405. .1515, 1490. .1642 



52496 
110790 
1 

OJ990426_02.0419.C163.ol.np 
1 

6587816 
1. .1068 

(AC010924) Contains similarity to gb|AJ009696 wall-associated 
kinase 1 from Arabidopsis thaliana and contains a protein kinase 
PF| 00069 domain. 



Seq. ID OJ990426_02.0419.C163 

Strand + 

End 1068 

Method AAT/NAP 

End 1068 

Score 822 



52496 

110790 

1 

OJ990426_02.0419.C163.ol.tm 
21 

none 



Seq. ID OJ990426_02.0419.C163 

Strand + 

End 1068 

Method TBLASTX : Maize 

End 991 

Score 405 



21. .446, 141. .215, 221. .439, 453. .770, 524. .769, 525. .770, 
6S6..775, 794. .991, 922. .972 



Seq. No. 52496 

Gene No. 110790 

Start 1 

Name OJ990426_02 . 0419 . C163 . ol . ts 

Start 21 

GI none 
Exons 



Seq. ID OJ990426_02.0419.C163 

Strand + 

End 1068 

Method TBLASTX : Soybean 

End 774 

Score 57 



21. .98, 24. .278, 111. .230, 276. .425, 287. .415, 450. .773, 



53550 





456. .752, 508. .774, 542. .772 






Seq. No. 


52496 


Seq. ID 


OJ990426_02.0419.C163 


Gene No. 


110790 


Strand 


+ 


Start 


i 
l 


End 


t n c o 

1U DO 


Name 


OJ990426 02,0419. C163.ol.tc 


Method 


TBLASTX: Cress 


Start 


72 


End 


1006 


GI 


none 


Score 


364 


Exons 


72. .425, 153. .392, 218. .415, 


277. .441, 


280. .417, 444. .773, 




524. .751, 812. .1006 






Seq. No. 


52496 


Seq. ID 


OJ99042 6_02 .0419.C163 


Gene No . 


1 1U / y U 


Strand 


+ 


Start 


1 . 


End 


1068 


Name 


OJ990426 02.0419.C163.ol.tw 


Method 


TBLASTX: Wheat 


Start 


81 


End 


485 


GI 


none 


Score 


403 


Exons 


81. .425, 133. .426, 133. .243, 


218. .406, 


270. .446, 447. .485 


Seq. No. 


52496 


Seq. ID 


OJ990426_02.0419.C163 


Gene No . 


iiu / yu 


Strand 


+ 


Start 


1 


End 


1068 


Name 


OJ990426 02.0419.C163.o2.tw 


Method 


TBLASTX: Wheat 


Start 


527 


End 


775 


GI 


none 


Score 


122 


Exons 


527. .610, 528. .635, 636. .773, 


650. .775 




Seq. No. 


52497 


Seq. ID 


OJ990426_02.0419.C164 


Gene No . 


i 1 m qi 

i iu / y ± 


Strand 




Start 


3239 


End 


3583 


Name 


OJ990426 02.0419.C164.ol.tm 


Method 


TBLASTX: Maize 


Start 


3150 


End 


3582 


GI 


none 


Score 


92 


Exons 


3150. .3392, 3247. .3381, 3468. 


.3581, 3484. .3582 


Seq. No. 


52497 


Seq. ID 


OJ990426_02.0419.C164 


Gene No. 


110791 


Strand 




Start 


3239 


End 


3583 


Name 


OJ990426 02.0419.C164.ol.np 


Method 


AAT/NAP 


Start 


3239 


End 


3583 


GI 


3810596 


Score 


141 


Exons 


3239. .3583 






GI Descrip. 


(AC005398) putative retroelement pol polyprotein [Arabidopsi; 




thaliana] 






Seq. No. 


52498 


Seq. ID 


OJ990426_02.0419.C165 


Gene No. 


110792 


Strand 




Start 


1 


End 


3362 


Name 


OJ990426 02.0419.C165.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3362 


GI 


6466937 


Score 


1825 


Exons 


1. .3362 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsi: 




thaliana] 






Seq. No. 


52498 


Seq. ID 


OJ990426_02.0419.C165 


Gene No. 


110792 


Strand 





53551 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 End 

OJ9904 26_02 . 04 19 . C165 . o3 . tm Method 

3 End 

none Score 
3. .428, 7. .342, 21. .407 

52498 Seq. ID 

110792 Strand 

1 End 

OJ990426_02.0419.C165.ol.ts Method 

21 End 

none Score 
21. .392, 112. .393 

52498 Seq. ID 

110792 Strand 

1 End 

OJ990426_02 . 0419 .C165 . o2 . tw Method 

261 End 

none Score 
261. .401, 261. .659 

52498 Seq. ID 

110792 Strand 

1 End 

0 J990 4 2 6_02 . 0 4 1 9 . C 1 65 . o4 . tm Method 

429 End 

none Score 



3362 

TBLASTX: Maize 

428 

161 



OJ99042 6_02.0419.C165 
3362 

. TBLASTX : Soybean 
393 
156 



OJ99042 6_02.0419.C165 
3362 

TBLASTX: Wheat 

659 

62 



OJ99042 6_02.0419.C165 
3362 

TBLASTX: Maize 

836 

55 



429. .665, 489. .635, 654. .836, 655. .834 

52498 Seq. ID 

110792 Strand 

1 End 

OJ990426_02.0419.C165.ol.tm Method 

837 End 

none Score 
837. .1373, 855. .1373, 868. .1368 



52498 

110792 

1 

OJ990426_02.0419.C165.o4 .ts 

840 

none 

840. .1094, 889. .1092 

52498 

110792 

1 

OJ990426_02.0419.C165.o3.tw 

1005 

none 

1005.. 1403, 1039.. 1395 

52498 

110792 

1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ99042 6_02.0419.C165 
3362 

TBLASTX: Maize 

1373 

157 



OJ99042 6_02. 0419.C165 
3362 

TBLASTX : Soybean 

1094 

121 



OJ99042 6_02. 0419.C165 
3362 

TBLASTX: Wheat 

1403 

132 



OJ99042 6_02.0419.C165 
3362 



53552 



Method 
End 
Score 



Name OJ990426_02 . 0419. C165 . o2 .ts 

Start 1128 

GI none 

Exons 1128.. 1478, 1132.. 1491 

Seq. No. 52498 

Gene No. 110792 

Start 1 

Name OJ990426_02.0419.C165.ol.tw 

Start .1455 

GI none 

Exons 1455.. 1937, 1485.. 1817, 1489.. 1857 



TBLASTX : Soybean 

1491 

133 



Seq. ID OJ990426_02.0419.C165 
Strand 

End 3362 

Method TBLASTX : Wheat 

End 1937 

Score 115 



Seq. No. 52498 

Gene No. 110792 

Start 1 

Name OJ990426_02 . 0419 . C165 . o2 . tm 

Start 1558 

GI none 

Exons 1558.. 2085, 1560.. 2036 

Seq. No. 52498 

Gene No. 110792 

Start 1 

Name OJ990426_02 . 0419.C165 .o3. ts 

Start 1587 

GI none 

Exons 1587.. 1901 



Seq. ID OJ990426_02.0419.C165 
Strand 

End 3362 

Method TBLASTX :Maize 

End 2085 

Score 205 



Seq. ID OJ990426_02.0419.C165 
Strand 

End 3362 

Method TBLASTX : Soybean 

End 1901 

Score 234 



LJ Seq. No. 

. Gene No . 

If, Start 

5 - Name 

s Start 

£3 gi 

"-J. Exons 

Seq. No. 
!f Gene No. 
U Start 
Lj Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52498 

110792 

1 

OJ990426_02 .0419. C165 . o5 . tm 

2154 

none 



Seq. ID OJ990426_02.0419.C165 
Strand 

End 3362 

Method TBLASTX : Maize 

End 2773 

Score 134 



2154.. 2237, 2319.. 2567, 2645.. 2773 



52499 
110793 

1 End 
OJ990426_02.0419.C172.ol.np Method 
1 End 
4680179 Score 
1. .2800 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990426_02.0419.C172 
Strand 

2800 
AAT/NAP 
2800 
4746 



52499 Seq. ID OJ990426_02 . 04 19 . C172 

110794 Strand 

3055 End 3873 

OJ990426_02.0419.C172.o2.np Method AAT/NAP 

3055 End 3873 

5042448 Score 1111 

3055.. 3873 

(AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 



52499 



Seq. ID OJ990426_02.0419.C172 



53553 




Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.o5. 


, tw 


Method 


TBLASTX: Wheat 


Start 


4 




End 


164 


GI 


none 




Score 


199 


Exons 


4. .156, 4. .156, 6. .164 








Seq. No. 


52499 




Seq. ID 


OJ99042 6_02.0419.C172 


Gene No . 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9 




End 


545 


GI 


none 




Score 


49 


Exons 


9. .545, 91. .228, 268. .534 






Seq. No. 


52499 




Seq. ID 


OJ990426_02.0419.C172 


Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


12 




End 


257 


GI 


none 




Score 


198 


Exons 


12 . . 257 








Seq. No. 


52499 




Seq. ID 


OJ990426_02.0419.C172 


Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


165 




End 


566 


GI 


none 




Score 


270 


Exons 


165. .566, 199. .546, 464.. 


565 






Seq. No. 


52499 




Seq. ID 


OJ990426_02.0419.C172 


Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


279 




End 


674 


GI 


none 




Score 


110 


Exons 


279. .470, 279. .638, 280. . 


543, 


558. .638, 


595. .645, 630. .674, 




642. .674 








Seq. No. 


52499 




Seq. ID 


OJ990426_02.0419.C172 


Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


561 




End 


1028 


GI 


none 




Score 


131 


Exons 


561. .1028, 595. .957 








Seq. No. 


52499 




Seq. ID 


OJ990426_02.0419.C172 


Gene No. 


110795 




Strand 




Start 


4501 




End 


4595 


Name 


OJ990426 02.0419.C172.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


615 




End 


1097 


GI 


none 




Score 


165 


Exons 


615. .1097, 624. .968, 658. 


.993 






Seq. No. 


52499 




Seq. ID 


OJ99042 6_02.0419.C172 



53554 




Gene No. 


110795 






Strand 




Of a r-t 


4 SOI 






End 


4595 


Name 




• U*i 1 J • Ul f C . U J 






TBLASTX* Sovbean 




747 ~~ 

/HI 






Fnd 


1061 




none 








60 


Exons 


747 1 061 


748 Q4S 










52499 






Seq. ID 


OJ990426_02.0419 


Gene No. 


110795 






Strand 




Start 


4501 






End ' 


4595 


Name 


OJ990426 02 


.0419.C172.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


1254 






End 


1676 


GI 


none 






Score 


109 


Exons 


1254. .1442, 


1261. .1416, 


1482. 


.1676, 1528.. 1626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52499 

110795 

4501 

OJ990426_02 

2019 

none 

2019. .2315, 



0419.C172.o3. tm 



2031.. 2315, 2128. 



52499 

110795 

4501 

OJ990426__02.0419.C172.o3.tw 

2196 

none 

2196. .2525, 2196. .2555, 2197, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2298 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2529 



OJ99042 6_02.0419.C172 
4595 

TBLASTX: Maize 

2315 

106 



OJ990426_02.0419.C172 
4595 

TBLASTX: Wheat 

2555 

122 



OJ990426 02.0419.C172 



52499 Seq. ID 

110795 Strand 

4501 End 4595 

OJ990426_02 . 0419 . C172 . ol . gp Method AAT/GAP 

4501 End 4595 

1631463 Score 170 

4501. .4595 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

52500 Seq. ID OJ99042 6_02 . 04 19 . C173 

110796 Strand + 

1 End 5303 

OJ990426_02 . 0419 .C173 . ol . np Method AAT/NAP 

1 End 4869 

4680183 Score 214 

1..33, 4099. .4169, 4780. .4869 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 

52500 Seq. ID OJ99042 6_02 . 0419 . C173 

110796 Strand + 

1 End 5303 

OJ990426_02 . 04 19 .C173 . ol . gs Method GEN SCAN 

608 End 1800 

none Score . 43 



53555 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



608. .636, 919. .1093, 1123. .1217, 1467. .1800 



52500 Seq. ID 

110796 Strand 
1 End 
OJ990426_02.0419.C173.ol.gp Method 
3956 End 
1631463 Score 
3956. .4168, 5235. .5303 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990426_02.0419.C173 
+ 

5303 
AAT/GAP 
5303 
471 



52500 Seq. ID 

110797 Strand 

4124 End 
OJ990426_02.0419.C173.o2.gs Method 

4124 End 

none Score 

4124. .4164, 5252. .5298, 5612. .5757 



OJ990426_02.0419.C173 

5757 
GENSCAN 
5757 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52501 Seq. ID OJ99042 6_02 . 04 19 . C174 

110798 Strand 

451 End 1044 

OJ990426_02.0419.C174.ol.gp Method AAT/GAP 

451 End 1044 

1631463 Score 208 

451. .551, 1004. .1044 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



52502 Seq. ID 

110799 Strand 
1 End 
OJ990426_02.0419.C175.ol.np Method 
1 End 
5689236 Score 
1..58, 375. .451, 546. .597, 703. .780, 
(AB024291) ZmRR2 [Zea mays] 
(AB031012) response regulator 2 [Zea mays] 



OJ990426_02.0419.C175 
+ 

1167 
AAT/NAP 
1161 
316 

885. . 955, 1080. . 1161 
gil 60098 97 | db j | BAA85113.il 



52502 

110799 

1 

OJ990426_02.0419.C175.ol.gs 

184 

none 



Seq. ID OJ990426 02.0419.C175 



Strand 
End 

Method 

End 

Score 



+ 

1167 
GENSCAN 
1167 
.87 



184. .268, 320. .451, 546. .592, 703. .780, 885. .955, 1080. .1167 



52502 

110800 

1522 

OJ990426_02.0419.C175.ol.tm 

390 

none 



Seq. ID OJ990426_02.0419.C175 



Strand 
End 

Method 

End 

Score 



1779 

TBLASTX: Maize 

1158 

86 



390. .470, 391. .471, 545. .586, 702. .797, 706. .780, 879.-956, 



53556 



884. .958, 884. .961, 1072. .1158, 1080. .1154 



Seq. No. . 


52502 


Seq. ID 


OJ99042 6_02. 0419.C175 


i^ene wo . 


110800 


Strand 




Start 


1522 


End 


1779 


Name 


OJ990426 02.0419.C175.ol.tc 


Method 


TBLASTX: Cress 


Start 


391 


End 


1152 




none 


Score 


48 


Exons 


391. .462, 544. .594, 545.-589, 


708. .782, 


712. .780, 869. . 961, 




879.-956, 1047. .1151, 1072. .1152 




beq. ino . 


52502 


Seq. ID 


OJ990426 02.0419.C175 


Gene No . 


110800 


Strand 




otarr 


1522 


End 


1779 


Name 


OJ990426 02.0419.C175.ol.ts 


Method 


TBLASTX : Soybean 


o tar u 


700 


End 


1146 




none 


Score 


99 


Exons 


700. .780, 711. .782, 872. .961, 


879. .956, 


1072. .1146, 1074. .1133 


C? a j»» XT r\ 

beq. INO. 


52502 


Seq. ID 


OJ990426 02.0419.C175 


Gene No. 


110800 


Strand 




Start 


1522 


End 


1779 


Name 


OJ990426 02.0419.C175.o2.gs 


Method 


G EN SCAN 

\J _J twJ Willi 


Start 


1522 


End 


1779 


bl 


none 


Score 


. 67 


Exons 


1522. .1779 






Seq. No. 


52503 


Seq. ID 


OJ990426_02.0419.C17 6 


Gene No . 


110801 


Strand 


+ 


start 


1 


End 


506 


Name 


OJ990426 02.0419.C176.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


506 


GI 


7339707 


Score 


139 


Exons 


1..89, 199. .280, 358. .506 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


beq . ino . 


52503 


Seq. ID 


OJ990426 02.0419.C176 


Gene No. 


110802 


Strand 




b tar u 


22 


End 


784 


Name 


OJ990426 02.0419.C176.ol.gs 


Method 


GEN SCAN 


btart 


22 


End 


784 


H T 


none 


Score 


.47 


Exons . . 


22. .194, 727. .784 






Seq. No. 


52504 


Seq. ID 


OJ990426_02.0419.C182 


Gene No . 


110803 


Strand 




Start 


1 


End 


814 


Name 


OJ990426 02.0419.C182.ol.np 


Method 


AAT/NAP 




1 


End 


814 


GI 


4454668 


Score 


644 


Exons 


1. .814 






GI Descrip. 


(AF060119) restriction endonuclease [Pasteurella haemolytica] 


Seq. No. 


52504 


Seq. ID 


OJ9904 2 6_02. 041-9.C182 


Gene No. 


110803 


Strand 




Start 


1 


End 


814 


Name 


OJ990426 02.0419.C182.ol.gs 


Method 


GENSCAN 



53557 



Start 


156 




End 


800 




GI 


none 




Score 


.84 




Exons 


156. .800 










Seq. No. 


52505 




Seq. ID 


OJ990816_08 


.0419. CI 


Gene No. 


110804 




Strand 






Start 


1 




End 


863 




Name 


OJ990816 08. 0419. CI. ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


•863 




GI 


4587598 




Score 


220 




Exons 


1..213, 288. .354, 602.. 


635, 


726. .863 






GI Descrip. 


(AC006951) 3-oxoacyl carrier protein synthase [Arabidopsis 




thaliana] 










Seq. No. 


52506 




Seq. ID 


OJ990816_08 


.0419. C2 


Gene No. 


110805 




Strand 


+ 




Start 


3950 




End 


5773 




Name 


OJ990816 08.0419.C2.o3. 


np 


Method 


AAT/NAP 




Start 


3950 




End 


5529 




GI 


6721558 




Score 


265 




Exons 


3950. .4049, 4751. .4888, 


5323. .5529 






GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






gi | 6815083 | dbj | BAA90369 


.11 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


52506 




Seq. ID 


OJ990816 08 


.0419. C2 


Gene No. 


110805 




Strand 


+ 




Start 


3950 




End 


5773 




Name 


OJ990816 08.0419.C2.o4. 


np 


Method 


AAT/NAP 




Start 


4287 




End 


5773 




GI 


6721561 




Score 


651 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4287. .4350, 4938. .5128, 5199. .5257, 5327. .5773 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52506 



110806 
1 

OJ990816_08.0419.C2.ol.np 
1 

4587598 

1..23, 103. .201, 1041. .1325 

(AC006951) 3-oxoacyl carrier protein synthase [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990816 08. 0419. C2 



1343 
AAT/NAP 
1325 
224 



Seq. No. 52506 Seq. ID 

Gene No. 110806 Strand 

Start 1 End 

Name OJ990816_08 . 0419. C2 .ol . gs Method 

Start 87 End 

GI none Score 

Exons 87.. 210, 990.. 1343 



OJ990816_08.0419.C2 

1343 
GENSCAN 
1343 
.92 



Seq. No. 



52506 



Seq. ID OJ990816_08.0419.C2 



53558 




Gene No. 


110807 


Strand 


- 




Start 


1414 


End 


3501 






OJ990816 08.0419.C2.o2.np 


Method 


AAT /NAP 




O Lai L 


1414 


End 


3501 




ox 


7523517 


Score 


202 




Hi AU1 1 o 


1414. .1433, 3005. .3059, 3203. 


.3501 






(IT Hp^rrin 
ox ucoui - L r*^ • 


(AP001633) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


52507 


Seq. ID 


OJ990816_08.0419 


.C3 


Gene No. 


110808 


Strand 






Start 


237 


End 


1780 




Name 


OJ990816 08.0419.C3.ol.gs 


Method 


GEN SCAN 




Start 


237 


End 


1726 




GI 


none 


Score 


.79 




T? von q 


237. .1079, 1179. .1726 








Seq. No. 


52507 


Seq. ID 


OJ990816 08.0419 


.C3 


Gene No. 


110808 


Strand 






Start 




End 


1780 




Name 


OJ990816 08.0419.C3.ol.np 


Method 


AAT /NAP 




k_> UQl L. 


240 


End 


1780 




OX 


5902445 


Score 


1350 




l?Ynn q 

LAUI I O 


240. .1484, 1524. .1780 








OX UCOLl -L . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


52507 


Seq. ID 


OJ990816_08.0419 


.C3 


Gene No. 


1 1 nftofi 

11UOUO 


Strand 






Start 


237 


End 


1780 






OJ990816 08.0419.C3.ol.tw 


Method 


TBLASTX: Wheat 




^1-3 rt- 


249 


End 


857 




ox 


none 


Score 


62 




Fvnn e 


249. .380, 250. .375, 405. .857, 


601. .708, 


757. .843 




Seq. No. 


52507 


Seq. ID 


OJ990816_08.0419 


.C3 


Gene No. 


11UOUO 


Strand 






Start 


237 


End 


1780 




LN dlLLC 


OJ990816 08.0419.C3.o2.tm 


Method 


TBLASTX: Maize 




Cf orf 
O L.CLX L. 


285 


End 


551 




GI 


none 


Score 


141 




P, von 


285. .368, 369. .551 








Seq. No. 


52507 


Seq. ID 


OJ990816_08.0419 


.C3 


Gene No. 


110808 


Strand 






Start 


237 


End 


1780 




Name 


OJ990816 08.0419,C3.o2.tw 


Method 


TBLASTX: Wheat 




OUQl l 


981 


End 


1364 




CAT 

0 X 


none 


Score 


188 






981. .1364, 982. .1356 








Seq. No. 


52507 


Seq. ID 


OJ990816_08.0419 


,C3 


Gene No. 


110808 


Strand 






Start 


237 


End 


1780 




Name 


OJ990816 08.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1059 


End 


1364 




GI 


none 


Score 


180 




Exons 


1059.. 1364, 1060.. 1347 









53559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52508 

110809 

1 

OJ990816_08.0419.C4.ol.np 
1 

7228457 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4527 

Method AAT/NAP 

End 4527 

Score 1798 



1..26, 256. .402, 524. .1415, 1470. .3252, 3534. .3667, 4410. .4527 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 52508 

Gene No. 110809 

Start 1 

Name OJ990816_08 . 0419. C4 . ol . gs 

Start 8 

GI none 
Exons 



Seq. ID OJ990816_08. 0419.C4 
Strand 

End 4527 

Method GENS CAN 

End 4518 

Score . 4 



8. .441, 492. .1292, 1380. .1838, 1892. .3533, 3696. .3857, 
4050. .4400, 4445. .4518 



Seq. No. 52508 

Gene No. 110810 

Start 4445 

Name OJ990816_08 . 0419 . C4 . o5 . tw 

Start 25 

GI none 

Exons 25.. 279, 50. .280 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Wheat 

End 280 

Score 100 



Seq. No. 52508 

Gene No. 110810 

Start 4445 

Name OJ990816_08 . 0419. C4 . ol . ts 

Start 289 

GI none 

Exons 289. .456, 476.. 592, 576.. 719 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Soybean 

End 719 

Score 126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52508 

110810 

4445 

OJ990816_08.0419.C4.o2.tw 

344 

none 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Wheat 

End 7 67 

Score 70 



344. .460, 346. .474, 467. .592, 468. .593, 486. .662, 576. .767, 
607. .762 



Seq. No. 52508 

Gene No. 110810 

Start 4445 

Name OJ9908 1 6_08 . 04 1 9 . C4 . o2 . tm 

Start 4 67 

GI none 

Exons 467.. 592, 582.. 821, 607.. 825 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX: Maize 

End 825 

Score 118 



Seq. No. 52508 

Gene No. 110810 

Start 4445 

Name OJ990816 08 . 04 19 . C4 . ol . tm 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Mai ze 



53560 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Ljj Seq. No. 
■J% Gene No. 
f\i Start 

t LA 

Name 
!L Start 

Exons 

Seq. No. 
= ~ Gene No. 
^ Start 
==l Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



852 End 
none Score 
852. .1208, 880. .1146, 906. .1154 



1208 
212 



52508 

110810 

4445 

OJ990816_08.0419.C4.ol.tw 

882 

none 

882. .1337, 883. .1338 

52508 

110810 

4445 

OJ990816_08.0419.C4.o2.ts 

933 

none 

933. .1067, 1074. .1298 

52508 

110810 

4445 

OJ990816_08.0419.C4 .o3.tw 

1487 

none 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4962 

Method TBLASTX : Wheat 

End 1338 

Score 354 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4962 

Method TBLASTX : Soybean 

End 1298 

Score 112 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Wheat 

End 197 5 

Score 38 



1487. .1540, 1530. .1763, 1540. .1605, 1648. .1761, 1793. .1975, 
1866. .1967 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4962 

Method TBLASTX : Wheat 

End 2998 

none Score 88 

2606. .2881, 2607. .2834, 2840. .2953, 2892. .2942, 2954. .2998 



52508 

110810 

4445 

OJ990816_08.0419.C4 .o4 .tw 
2606 



52508 

110810 

4445 

OJ990816_08.0419.C4.o3.tm 

2720 

none 

2720. .2959 



Seq. ID OJ990816_08.0419.C4 
Strand 

End 4 962 

Method TBLASTX : Mai ze 

End 2959 

Score 180 



52508 
110810 
4445 

OJ990816_08.0419.C4.o2.np 
4445 
7523517 
4445. .4518, 4663. .4962 

(AP001633) hypothetical protein [Oryza. sativa] 



Seq. ID OJ990816_08.0419.C4 
Strand 

4962 
AAT/NAP 
4962 
204 



End 

Method 

End 

Score 



52509 

110811 

244 



Seq. ID OJ990816_08.0419.C5 
Strand + 
End 1052 



53561 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
C3 GI 
Q Exons 
fn GI Descrip. 

It Seq. No. 

*=* s Gene No. 

IJ Start 

O Name 

rQ Start 

~'J GI 

Z„ Exons 

U GI Descrip. 

- 2 

^ Seq. No. 
,=% Gene No. 
pi Start 
':~ Name 
U Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Method GENSCAN 
End 1052 
Score .78 



Seq. ID OJ990816_08.0419.C5 



OJ990816_08.0419.C5.ol.gs 
244 
none 

244. .335, 1004. .1052 
52509 

110812 Strand 
1 End 1316 

OJ990816_08 .0419.C5 .ol .np Method AAT/NAP 

1 End 1316 

6069646 Score 176 

1..411, 1296. .1316 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



52510 Seq. ID 

110813 Strand 

1 End 

OJ990816_08.0419.C6.ol.np Method 

1 End 

6063540 Score 
1..30, 486. .607, 786. .813 
(AP000615) similar to OsMlo-hl. (Z95353 



OJ990816_08.0419.C6 
+ 

813 

AAT/NAP 
813 
70 



[Oryza sativa] 



52511 
110814 
1 

OJ990816_08 .0419.C8.ol.np 

1 

6633848 

1..24, 717. .1103, 1199. .1236 

(AC008047) F2K11.18 [Arabidopsis thaliana] 



Seq. ID OJ990816_08.0419.C8 
Strand 

End 1236 

Method AAT/NAP 

End 1236 

Score 477 



52511 

110814 

1 

OJ990816_08.0419.C8.ol.gs 

202 

none 

202. .267, 684. .1082 



Seq. ID OJ990816_08.0419.C8 
Strand 

End 1236 

Method GENSCAN 

End 1082 

Score .49 



Seq. ID OJ990816_08.0419.C8 
Strand 

1236 
AAT/GAP 
1029 
1159 



52511 
110814 
1 

OJ990816_08.0419.C8 .ol.gp 
425 

16664_1.R1084 
425. .1029 

'2660670 6.0e-29 (AC002342) putative Cu2+-transporting ATPase 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



52511 

110814 

1 



Seq. ID OJ990816_08.0419.C8 
Strand 

End 1236 



53562 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990816_08.0419.C8.ol. ts 

714 

none 

714. .1106, 733. .1110, 1178. 

52511 

110814 

1 

OJ990816_08.0419.C8.ol.tc 

732 

none 



Method 
End 
Score 
1234 



TBLASTX : Soybean 

1234 

365 



Seq. ID OJ990816_08.0419.C8 
Strand 

End 1236 

Method TBLASTX : Cress 

End 1113 

Score 132 



732. .929, 733. .927, 915. .1106, 919. .1113 



Seq. ID OJ990816_08.0419.C8 
Strand 

End 1236 

Method TBLASTX : Mai ze 

End 1038 

Score 289 



52511 
110814 
1 

OJ9908 16_08 . 04 19 . C8 . ol . tm 
732 
none 

732. .1037, 733. .1038 

52512 
110815 
242 

OJ9908 16_08 . 04 1 9 . C9 . ol . gp 
242 

3279_2.R1084 
242. .393, 1168. .1296, 1404. .1472 

'2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis 
thaliana] ' 



Seq. ID OJ990816_08.0419.C9 
Strand 

End 1472 

Method AAT/GAP 

End 1472 ' 

Score 503 



52512 

110816 

2490 

OJ990816_08.0419.C9.ol.tm 

241 

none 

241. .399, 242. .424 

52512 

110816 

2490 

OJ9908 16_08 . 04 1 9 . C9 . ol . tw 

241 

none 

241. .381, 242. .382, 242.-382 

52512 

110816 

2490 

OJ990816_08.0419.C9.ol.ts 

242 

none 

242. .370, 244. .375 

52512 
110816 



Seq. ID OJ990816_08.0419.C9 
Strand 

End 2807 

Method TBLASTX : Maize 

End 424 

Score 246 



Seq. ID OJ990816_08.0419.C9 
Strand 

End 2807 

Method TBLASTX : Wheat 

End 382 

Score 235 



Seq. ID OJ990816_08.0419.C9 
Strand 

End ' 2807 

Method TBLASTX : Soybean 

End 375 

Score 166 



Seq. ID OJ990816_08.0419.C9 
Strand 



53563 




Start 


o/i on 
z4 yu 








IjIIU 


£. O U / 




Name 


n TQQO Q1 C HQ 

uj y yu o id uo 


. u *i ± y 


.C9.ol.gs 




\J Cj IN O v^-rt-lN 




Start 


z 4 y u 










C. O \J 1 




GI 


none 








Score 






Exons 


O A on OCT? 

^4 yu . .ZD / / , 




. . Zo U / 










Seq. No. 


COC1 o 








Seq. ID 


OJ990816_ 


dp ri4iQ no 


Gene No. 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


1154 








End 


3618 




GI 


2312476 








Score 


726 




Exons 


1154. .1272, 


3071 


. .3169, 


3244. 


.3345, 3426.-3485, 


3570. .3618 


GI Descrip. 


2689720 6.0e-33 


(AF037168) DnaJ homologue [Arabidopsis thaliana 


Seq. No. 


52513 








Seq. ID 


OJ990816 


_08. 0419. C10 


Gene No. 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


.gs 


Method 


GENSCAN 




btart 


1174 








. End 


4438 




GI 


none 








Score 


.92 




Exons 


1174 . . 1272 , 


3071 


. .3169, 


3244. 


.3345, 34 


26. .3485, 


jj / U. .OO/O, 




3784. .3866, 


4042 


. .4132, 


4231. 


.4438 






Seq. No. 


52513 








Seq. ID 


OJ990816 


_08. 0419. CIO 


Gene No . 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1174 








End 


4447 




GI 


2689720 








Score 


674 




Exons 


1174 . . 1272, 


3071 


. .3169, 


3244. 


.3345, 3426.-3485, 


JJ /U . . JO / O , 




3784. .3866, 


4042 


. .4127, 


4223. 


.4447 






GI Descrip. 


(AF037168) 


DnaJ homologue [Arabidopsis 


thaliana 


] 


Seq. No. 


52513 








Seq. ID 


OJ990816 


_08. 0419. C10 


Gene No. 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 


btart 


3049 








End 


3480 




GI 


none 








Score 


177 




Exons 


3049. .3171, 


3065 


. .3169, 


3067. 


.3171, 3239. .3298, 


3241. .3345, 




3243. .3344, 


3423 


. .3479, 


3426. 


.3479, 3427. .3480 




Seq. No. 


52513 








Seq. ID 


OJ990816 


_08. 0419. C10 


Gene No. 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3062 








End 


4135 




GI 


none 








Score 


133 




Exons 


3062. .3169, 


3073 


. .3156, 


3241. 


.3342, 3243.. 3350, 


3567. .3677, 




3569. .3676, 


3718 


. .3867, 


3719. 


.3871, 4010. .4135, 


4041. .4133 


Seq. No. 


52513 








Seq. ID 


OJ990816 


_08. 0419. C10 


Gene No. 


110817 








Strand 


+ 




Start 


1154 








End 


4448 




Name 


OJ990816 08 


.0419 


.ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3062 








End 


3646 





53564 



w 

GI none Score 163 

Exons 3062. .3169, 3073. .3171, 3080. .3175, 3085. .3171, 3239. .3316, 

3241. .3342, 3243. .3365, 3429. .3491, 3521. .3646, 3567. .3644 



Seq. No. 52513 

Gene No. 110817 

Start 1154 

Name OJ9908 16_08 . 0 4 1 9 . C10 . o2 . tm 

Start 3797 

GI none 
Exons 



Seq. ID OJ990816_08. 0419. C10 

Strand + 

End 4448 

Method TBLASTX: Maize 

End 4448 

Score 82 



3797. .3871, 3797. .3868, 4037. .4132, 4041. .4133, 4223. .4351, 
4261. .4359, 4264. .4359, 4359. .4448, 4359.-4448 



Seq. No. 


52514 








Seq. ID 


OJ990816_ 


_08 


.0419 


.Cll 


Gene No. 


110818 








Strand 


+ 








Start 


1450 








End 


2836 








Name 


OJ990816 08 


.0419 


.Cll.o2 


• gp 


Method 


AAT/GAP 








Start 


1450 








End 


2836 








GI 


none 








Score 


700 








Exons 


1450. .1598, 


2390 


. . 2448, 


2560. 


.2652, 2758.. 2836 








Seq. No. 


52514 








Seq. ID 


OJ990816_ 


_08 


.0419 


.Cll 


Gene No. 


110818 








Strand 


+ 








Start 


1450 








End 


2836 








Name 


OJ990816 08 


.0419 


.Cll.ol 


.gs 


Method 


GEN SCAN 








Start 


1535 








End 


1919 








GI 


none 








Score 


.48 








Exons 


1535. .1598, 


1822 


. .1919 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52514 Seq. ID OJ9908 16_08 . 04 19 . Cll 

110819 Strand 

159 End 246 

OJ990816_08.0419.Cll.ol.gp Method AAT/GAP 

159 End 246 

LIB3477-003-P1-K1-E9 Score 132 

159. .246 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 52514 

Gene No. 110820 

Start 1534 

Name OJ990816_08 . 0419 .Cll . ol . ts 

Start 1534 

GI none 

Exons 1534. .1599, 2388. .2447, 2389. 

2554. .2652, 2556. .2651, 2557. 



OJ990816_08. 0419. Cll 
2834 

TBLASTX: Soybean 
2834 
79 

2389. .2448, 2543. .2650, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2448, 

.2652, 2748. .2831, 2757. .2834 



Seq. No. 52515 

Gene No. 110821 

Start 533 

Name OJ990816J38 . 0419 .C13 . ol . gs 

Start 533 

GI none 

Exons 533. .756 



Seq. ID OJ990816_08.0419.C13 

Strand + 

End 756 

Method GENSCAN 

End 756 

Score .89 



53565 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52516 
110822 
1 

OJ990816_08.0419.C14.ol.np 
1 

3953482 
1..38, 401. .1337 

(AC002328) F2202.27 [Arabidopsis thaliana] 



Seq. ID OJ990816_08.0419.C14 

Strand + 

End 1349 

Method AAT/NAP 

End 1337 

Score 531 



Seq. No. 52516 Seq. ID 

Gene No. ' 110822 Strand 

Start 1 End 

Name OJ990816_08.0419.C14 .ol.gs Method 

Start 78 End 

GI none Score 

Exons 78.. 1349 



OJ990816_08.0419.C14 
+ 

1349 
GENSCAN 
1349 
.85 



Seq. No. 52517 

Gene No. 110823 

Start 1 

Name OJ990816_08.0419.C15.ol.np 

Start 1 

GI 6630685 

Exons 1..1059 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method AAT/NAP 

End 1059 

Score 1426 



iy Seq. No. 

I j Gene No. 

uj Start 

~i Name 

lf u Start 

f * GI 

s Exons 

f ^ 
~J 

%J Seq. No. 

l 2 Gene No. 

r ^ Start 

:^ Name 

U Start 

□ GI 

Exons 



52517 

110823 

1 

OJ990816_08.0419.C15.o2.tm 
1 

none 

1..270, 1..267, 3. .269 

52517 

110823 

1 

OJ990816_08.0419.C15.ol.gs 

169 

none 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method TBLASTX: Maize 

End 270 

Score 321 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method GENSCAN 

End 4066 

Score .79 



169. .370, 572. .745, 2724. .3458, 3495. .4066 



Seq. No. 


52517 








Seq. ID 


OJ990816_08.0419, 


,C15 


Gene No. 


110823 








Strand 


+ 




Start 


1 








End 


4066 




Name 


OJ990816 


_08.0419.C15 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


208 








End 


639 




GI 


none 








Score 


102 




Exons 


208. .369, 


382. .639 












Seq. No. 


52517 








Seq. ID 


OJ990816_08.0419. 


.C15 


Gene No. 


110823 








Strand 


+ 




Start 


1 








End 


4066 




Name 


OJ990816 


08.0419.C15 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


394 








End 


1156 




GI 


none 








Score 


907 





53566 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



394. .1056, 396. .1070, 733. .1071, 957. .1061, 959. .1072, 
959. .1081, 1100. .1156 



52517 

110823 

1 

OJ990816_08.0419.C15.ol.ts 

403 

none 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method TBLASTX : Soybean 

End 1068 

Score 308 



403. .786, 408. .779, 415. .786, 820. .1068, 828. .995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
£3 Start 

y gi 

m Exons 

l't Seq. No. 

^ Gene No. 

iU Start 

Kj Name 

?y Start 

I~ Exons 

j 3 ? GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52517 
110823 
1 

OJ990816_08.0419.C15.ol.tc 
583 
none 

583. .672, 676. .810, 796. .1041 

52517 

110823 

1 

OJ990816_08.0419.C15.o2.tw 
676 
none 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method TBLASTX : Cress 

End 1041 

Score 65 



Seq. ID OJ990816_08.0419.C15 

Strand + 

End 4066 

Method TBLASTX : Wheat 

End 1008 

Score 105 



676. .801, 696. .797, 820. .1008, 876. .995 



Seq. ID OJ990816_08.0419.C16 

Strand + 

End 772 

Method AAT/NAP 

End 772 

Score 92 



52518 
110824 
1 

OJ990816_08.0419.C16.ol.np 
1 

1491621 
1..38, 136. .300, 632. .772 

(Z78205) UL36 [Bovine herpesvirus 1] gi I 2653311 1 emb | CAA0 6097 | 
(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



52518 

110824 

1 

OJ990816_08.0419.C16.ol.gs 
83 

none 

83. .135, 181. .410 



Seq. ID OJ990816_08.0419.C16 

Strand + 

End 772 

Method GENSCAN 

End 410 

Score . 64 



Seq. ID OJ990816_08.0419.C17 
Strand + 

388 

AAT/GAP 
388 
533 



52519 
110825 
92 

OJ990816_08.0419.C17.ol.gp 
92 

35223_1.R1084 
92. .388 

' 4 557587 /ref | NP_000128 . 1 1 pFAH | 1 . Oe-38 fumarylacetoacetase 
>gi_119778_sp_P16930_FAAA_HUMAN FUMARYLACETOACETASE 
(FUMARYLACETOACETATE HYDROLASE) ( BETA-DIKETONASE ) (FAA) 
>gi_106043_pir A37926 fumarylacetoacetase (EC 3.7.1.2) - human 



End 

Method 

End 

Score 



53567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



>gi_182393 (M55150) f umarylacetoacetate hydrolase [Homo 
sapiens] 1 



52520 

110826 

1 

OJ990816_08.0419.C18.ol.np 
1 

548492 



Seq. ID OJ990816_08.0419.C18 
Strand 

End 1288 

Method AAT/NAP 

End 1227 

Score 443 



1..126, 673. .1053, 1122. .1227 

EXOPOLYGALACTURONASE PRECURSOR (EXOPG) (PECTINASE) (GALACTURAN 
1, 4-ALPHA-GALACTURONIDASE) gi | 629853 1 pi r| IS30066 
polygalacturonase - maize gi I 288379 I emb | CAA45751 . 1 1 (X64408) 
polygalacturonase [Zea mays] 



52520 

110826 

1 

OJ990816_08.0419.C18.ol.tw 
1 

none 



Seq. ID OJ990816_08.0419.C18 
Strand 

End 1288 

Method TBLASTX : Wheat 

End 94 5 

Score 81 



1.-126, 5. .127, 673. .945, 674. .799, 875.-943 



52520 

110826 

1 

OJ990816_08.0419.C18-ol.tm 
7 

none 



Seq. ID OJ990816_08.0419.C18 
Strand 

End 1288 

Method TBLASTX : Mai ze 

End 1033 

Score 114 



7. .126, 11. .127, 673. .1032, 677. .799, 875. .1033 



52520 
110826 
1 

OJ990816_08.0419.C18.ol.gs 
16 

none 

16. .126, 673. .1275 

52520 
110826 
1 

OJ990816_08.0419.C18.ol.ts 
685 
none 

685.-798, 859.. 1008, 875.. 1009 



Seq. ID OJ990816_08.0419.C18 
Strand 

End 1288 

Method GEN SCAN 

End 1275 

Score .97 



Seq. ID OJ990816_08.0419.C18 
Strand 

End 1288 

Method TBLASTX : Soybean 

End 1009 

Score 60 



Seq. ID OJ990816_08.0419.C18 
Strand 

1288 
AAT/GAP 
1288 
968 



52520 
110826 
1 

OJ990816_08.0419.C18.ol.gp 
791 

uC-osflM202035c05bl 
791.. 1288 

, 4826572/emb|CAB42886.1| 3.0e-12 (AJ238848) polygalacturonase 
[Phleum pratense] ' 



End 

Method 

End 

Score 



53568 



Seq. No. 52521 
Gene No. 110827 
Start 1 

Name OJ990816_08 . 04 19 . C19 . ol . gp 

Start 1 

GI uC-osflm202106g07bl 
Exons 1..238, 347.. 589 

GI Descrip. ' 4760370/gb | AAD29109 . 1 | AF082565_1 4.0e-36 (AF082565) ATP 
dependent copper transporter [Arabidopsis thaliana] 
>gi_4760380_gb_AAD29115.1_ (AF091112) ATP dependent copper 
transporter [Arabidopsis thaliana] ' 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method AAT/GAP 

End 589 

Score 934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52521 

110827 

1 

OJ990816_08.0419.C19.ol.np 
109 

6633848 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method AAT/NAP 

End 1644 

Score 898 



109. .254, 327. .601, 1107. .1274, 1357. .1644 
(AC008047) F2K11.18 [Arabidopsis thaliana] 



52521 

110827 

1 

OJ990816_08.0419.C19.ol.ts 

113 

none 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method TBLASTX : Soybean 

End 1172 

Score 56 



113. .241, 156. .239, 329.-577, 344. .601, 345. .602, 1086. .1172 



Seq. No. 52521 

Gene No. 110827 

Start 1 

Name OJ990816_08 . 0419 .C19.o2 . tm 

Start 116 

GI none 
Exons 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method TBLASTX : Mai ze 

End 605 

Score 53 



116. .238, 156. .239, 329. .586, 330. .605, 332. .601 



Seq. No. 52521 

Gene No. 110827 

Start 1 

Name OJ990816_08 . 04 19 . CI 9 . ol . gs 

Start 116 

GI none 
Exons 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method GENSCAN 

End 1568 

Score .66 



116. .238, 347. .558, 985. .1102, 1107. .1274, 1357. .1568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52521 

110827 

1 

OJ990816_08.0419.C19.o2.tc 

176 

none 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method TBLASTX : Cress 

End 1277 

Score 4 6 



176. .238, 183. .239, 332. .499, 357. .476, 1095. .1277 



Seq. No. 52521 

Gene No. 110827 

Start 1 

Name OJ990816 08 . 0419 .C19 . ol . tm 



Seq. ID OJ990816_08.0419.C19 
Strand 

End 1644 

Method TBLASTX: Maize 



53569 



3 C£ 



Q 4- a r-+- 


1 1 04 




End 


1509 




PT 






Score 


213 




Exons 


1104 1 ?74 


1104 1277 1105 


.1275, 1199. .1297, 1354 1509, 




1354 . . 1509 










Seq. No. 


52521 




Seq. ID 


OJ990816_08.0419. 


C19 


Gene No. 


110827 




Strand 






Q-l-a r-f" 
O.LaL L. 


1 




End 


1644 




Naitie 


O.TQQDftl 6 Ofl 


0419 PI 9 ol tr 


Method 


TBLASTX: Cress 




C -4- 3 


1369 ~~ 




End 


1639 




pt 






Score 


46 






1369 1638, 


1373. . 1429, 1386. 


.1601, 1511.. 1639 




Seq. No. 


52521 




Seq. ID 


OJ990816JD8.0419. 


C19 


Gene No. 


110827 




Strand 


- 




O L. Cl J. L. 


1 




End 


1644 




Mama 


OJ990816 08 


0419 C19 o2.ts 


Method 


TBLASTX: Soybean 




jLalt 


1 378 ~ 




End 


1635 






nnnp 




Score 


105 




T* 1 von Q 


1378 1635- 


1378 .1635 








Seq. No. 


52522 




Seq. ID 


OJ990816_08.0419. 


C21 


Gene No. 


110828 




Strand 


+ 




OLai u 


534 




End 


743 




Name 


OJ990816 08 


.0419.C21.ol.gs 


Method 


GENS CAN 






534 




End 


743 




PT 


none 




Score 


.93 




Exons 


534. .563, 613. .743 








o C • IN w . 


52523 




Seq. ID 


OJ990816JD8.0419. 


C24 


Gene No. 


110829 




Strand 






Start 


1 




End 


1371 




Name 


OJ990816 08 


.0419.C24.ol.np 


Method 


AAT/NAP 




Cfarf 


1 




End 


1371 




TT 

ul 


7340860 




Score 


54 






1..32, 1044 


..1193, 1348. .1371 








PT Plocpn n 
vJJ J. UcjuLIJJ* 


(AP001551) 


EST D24084 (R1183) 


corresponds to a region of 


the 


predicted gene.; hypothetical protein 


[Oryza sativa] 






52524 




Seq. ID 


OJ990816_08.0419. 


C25 


Gene No. 


110830 




Strand 


+ 




Start 


1359 




End 


4397 




Mama 
LN CUUC 


OJ990816 08 


.0419.C25.ol.np 


Method 


AAT/NAP 






1359 




End 


4397 




PT 


6006367 




Score 


67 




Exons 


1359. .1398, 


2873. .3096, 4340. 


.4397 








(AP000559) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


52524 




Seq. ID 


OJ990816_08.0419. 


C25 


Gene No. 


110830 




Strand 


+ 




Start 


1359 




End 


4397 




Name 


OJ990816 08 


. 0419.C25.o2.gs 


Method 


GEN SCAN 




Start 


3198 




End 


4336 




GI 


none 




Score- 


.48 




Exons 


3198. .3357, 


3573.-3743, 3790. 


.3874, 4076. .4336 




Seq. No. 


52525 




Seq. ID 


OJ990816_08.0419. 


C27 



53570 



Gene No 


110831 




Strand 




Start 


50 




End 


213 


Name 


OJ990816 08.0419.C27.ol 


-gs 


Method 


GENSCAN 


Start 


50 




End 


204 


GI 


none 




Score 


.92 


Exons 


50. .204 








Seq. No. 


52525 




Seq. ID 


OJ990816_08.0419.C27 


Gene No . 


110831 




Strand 




Start 


50 




End 


213 


Name 


OJ990816 08.0419.C27.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


50 




End 


213 


GI 


none 




Score 


183 


Exons 


50. .205, 51. .206, 112.. 


213 


, 132. .212 




Seq. No. 


52526 




Seq. ID 


OJ990816_08.0419.C28 


Gene No . 


110832 




Strand 




Start 


878 




End 


1178 


Name 


OJ990816 08.0419.C28.ol 


.gs 


Method 


GENSCAN 


Start 


878 




End 


1178 


GI 


none 




Score 


.76 


Exons 


878. .1178 








Seq. No. 


52527 




Seq. ID 


OJ990816_08.0419.C29 


Gene No. 


110833 




Strand 


+ 


Start 


1 




End 


594 


Name 


OJ990816 08.0419.C29.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


594 


GI 


7488431 




Score 


125 


Exons 


1..121, 272. .594 








GI Descrip. 


zinc finger protein F15B8. 


140 - Arabidopsis thaliana 




gil 4678280 | emb | CAB41188 


.11 


(AL049660) 


zinc finger-like prot 




[Arabidopsis thaliana] 








Seq. No. 


52527 




Seq. ID 


OJ990816_08.0419.C29 


Gene No . 


110833 




Strand 


+ 


Start 


1 




End 


594 


Name 


OJ990816 08.0419.C29.ol 


.gs 


Method" 


GENSCAN 


Start 


58 




End 


594 


GI 


none 




Score 


.81 


Exons 


58. .594 








Seq. No. 


52528 




Seq. ID 


OJ990816_08.0419.C30 


Gene No. 


110834 




Strand 


+ 


Start 


1 




End 


436 


Name 


OJ990816 08.0419.C30.ol 


.np 


Method 


AAT/NAP 


Start 


1 


End 


436 


GI 


7488431 




Score 


481 , 


Exons 


1. .436 








GI Descrip. 


zinc finger protein F15B8. 


L40 - Arabidopsis thaliana 




gil 46782801 emb ICAB4 1188 


.11 


(AL049660) 


zinc finger-like prot 




[Arabidopsis thaliana] 








Seq. No. 


52528 




Seq. ID 


OJ990816_08.0419.C30 


Gene No. 


110834 




Strand 


+ 


Start 


1 




End 


436 


Name 


OJ990816 08.0419.C30.ol 


• gs 


Method 


GENSCAN 



53571 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



58 

none 
58. .417 

52528 

110835 

1268 

OJ990816_08.0419.C30.ol.tm 
15 

none 

15. .131, 16. .132 

52528 

110835 

1268 

OJ990816_08. 0419.C30.ol.ts 
16 

none 

16. .309, 21. .140, 216. .251 

52528 

110835 

1268 

OJ990816_08.0419.C30.o2.gs 

1268 

none 

1268. .1469 

52529 

110836 

127 

OJ990816_08.0419.C32.ol.np 
127 

6166555 



End 
Score 



417 



Seq. ID OJ990816_08.0419.C30 
Strand 

End 14 69 

Method TBLASTX : Mai ze 

End 132 

Score 188 



Seq. ID OJ990816_08.0419.C30 
Strand 

End 1469 

Method TBLASTX : Soybean 

End 309 

Score 438 



Seq. ID OJ990816_08.0419.C30 
Strand 

End 1469 

Method GENSCAN 

End 1469 

Score .71 



Seq. ID OJ990816_08.0419.C32 

Strand + 

End 706 

Method AAT/NAP 

End 706 

Score 158 



127. .227, 315. .403, 490. .540, 676. .706 

MLO PROTEIN HOMOLOG 1 (ATMLO-Hl) gi | 27 658 17 | emb | CAB08 605 I 
(Z95352) AtMlo-hl [Arabidopsis thaliana] 
gi|3892049|gb|AAC78258.1|AAC78258 (AC002330) AtMlo-hl 
[Arabidopsis thaliana] 



Seq. No. 


52529 








Seq. ID 


OJ990816_ 


08 


.0419. 


C32 


Gene No. 


110836 








Strand 


+ 








Start 


127 








End 


706 








Name 


OJ990816 


08.0419.C32 


.ol 


.gs 


Method 


GENSCAN 








Start 


153 








End 


403 








GI 


none 








Score 


.79 








Exons 


153. .227, 


315. .403 
















Seq. No. 


52530 








Seq. ID 


OJ990816_ 


08 


.0419. 


C34 


Gene No. 


110837 








Strand 










Start 


1 








End 


76 








Name 


OJ990816 


08.0419.C34 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1 








End 


76 








GI 


5005058 








Score 


135 








Exons 


1. .76 


















Seq. No. 


52530 








Seq. ID 


OJ990816_ 


08 


.0419. 


C34 



53572 




Gene No. 


110838 


Strand 




Start 


1186 


End 


1595 


Name 


OJ990816 08.0419.C34 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1104 


End 


1569 


GI 


none 


Score 


376 


Rvons 


1104. .1466, 1177. .1467, 1177. 


.1473, 1178. .I486, 1430. .1567, 




1448. .1567, 1468. .1569, 1470. 


.1568 




??prr No . 


52530 


Seq. ID 


OJ990816_08.0419.C34 


Gene No. 


110838 


Strand 




Start 


1186 


End 


1595 


Name 


OJ990816 08.0419.C34.ol.np 


Method 


AAT/NAP 


Start 


1186 


End 


1595 


GI 


5478530 


Score 


142 


J__r \J iiu 


1186. .1595 






GI Descrio. 


(AF130441) UVB-resistance protein UVR8 


[Arabidopsis thaliana] 


Seq. No. 


52530 


Seq. ID 


OJ990816_08.0419.C34 


Gene No. 


110838 


Strand 




Start 


1186 


End 


1595 


Name 


OJ990816 08.0419.C34.ol,ts 


Method 


TBLASTX: Soybean 


Start 


1188 


End 


1484 


GI 


none 


Score 


224 


Exons 


1188. .1484, 1189. .1479 






Seq. No. 


52531 


Seq. ID 


OJ990816_08 .0419.C35 


Gene No. 


110839 


Strand 


+ 


Start 


2315 


End 


2532 


Name 


OJ990816 08.0419.C35.ol.gp 


Method 


AAT/GAP 


Start 


2315 


End 


2532 


GI 


none 


Score 


338 


Exons 


2315. .2532 






Seq. No. 


52531 


Seq. ID 


OJ990816_08.0419.C35 


Gene No. 


110840 


Strand 




Start 


146 


End 


1810 


Name 


OJ990816 08.0419.C35.ol.gs 


Method 


GENS CAN 


Start 


146 


End 


1781 


GI 


none 


Score 


. 93 


Exons 


146. .334, 1493. .1781 






Sea. No. 


52531 


Seq. ID 


OJ990816 08.0419.C35 


Gene No. 


110840 


Strand 




Start 


146 


End 


1810 


Name 


OJ990816 08.0419.C35.ol.np 


Method 


AAT/NAP 


Start 


1408 


End 


1810 


GI 


7489243 


Score 


185 


Exons 

JUJ \J X 1 O 


1408. .1810 






GI Descrip . 


hypothetical protein (orf in 


Lhca3.St . 


1 promoter) - potato 


Seq. No. 


52531 


Seq. ID 


OJ990816_08.0419.C35 


Gene No. 


110841 


Strand 




Start 


2312 


End 


4187 


Name 


OJ990816 08.0419.C35.o2.ts 


Method 


TBLASTX: Soybean 


Start 


141 


End 


480 


GI 


none 


Score 


66 


Exons 


141. .284, 162. .293, 399. .458, 


403. .480 





53573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52531 

110841 

2312 

OJ990816_08. 
2312 

606_7.R1084 
2312. .3182, 



0419.C35.o2.gp 



3731. .3792, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3890. .4087, 



OJ990816_08.0419.C35 

4187 
AAT/GAP 
4187 
1626 
4128. .4187 



'309673 1 
sativum] ' 



.Oe-15 (L19651) light harvesting protein [Pisum 



Seq. No. 52531 
Gene No. 110841 
Start 2312 

Name OJ99081 6_08 . 04 19 . C35 . ol 

Start 2549 
GI none 

Exons 2549.. 2749, 2552.. 2632, 

2993. .3181, 2997. .3122, 
3891. .3950 

Seq. No. 52531 

Gene No. 110841 

Start 2312 

Name OJ990816JD8 . 0419 .C35 . ol 

Start 2549 

GI none 

Exons 2549. .2749, 2567.. 2644, 
2969. .3187, 3730. .3795, 



Seq. ID OJ990816_08.0419.C35 
Strand 

End 4187 
.tc Method TBLASTX: Cress 

End 3950 

Score 98 
2568. .2690, 2789.-2992, 2820. .2993, 
3011. .3178, 3730. .3795, 3731. .3793, 



Seq. ID OJ990816_08.0419.C35 
Strand 

End 4187 
.ts Method TBLASTX : Soybean 

End 3965 

Score 71 
2568. .2690, 2789. .3181, 2814. .3122, 
3731. .3793, 3891. .3965 



Seq. No. 52531 Seq. ID 

Gene No. 110841 Strand 

Start 2312 End 

Name OJ990816_08 . 0419 . C35 . ol . tm Method 

Start 2564 End 

GI none Score 

Exons 2564.. 2749, 2565.. 2690, 2789.. 3181, 2814 

3725. .3793, 3730. .3795, 3731. .3793, 3890 

3945. .4019, 3965. .4021 



OJ990816 08.0419.C35 



4187 

TBLASTX: Maize 
4021 
138 

3119, 2969. 
3934, 3891. 



,3187, 
,3947, 



Seq. No. 52531 Seq. ID 

Gene No. 110841 Strand 

Start 2312 End 

Name OJ99081 6_08 .0419. C35 . ol . tw Method 

Start 2564 End 

GI none Score 

Exons 2564.. 2827, 2565.. 2690 



OJ990816_08.0419.C35 
4187 

TBLASTX: Wheat 

2827 

142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52531 
110841 
2312 

OJ990816_08 
2567 
4585882 
2567. .3182, 



OJ990816 08.0419.C35 



Seq. ID _ 
Strand 

End 4187 

Method AAT/NAP 

End 4033 

Score 1016 
3890. .4033 

(AC005850) PSI type III chlorophyll a/b-binding protein 
[Arabidopsis thaliana] 



0419.C35.o2.np 



3731. .3792, 



'53574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52531 

110841 

2312 

OJ990816_08 .0419. C35 . o2 . tw 
3096 
none 



Seq. ID OJ990816_08.0419.C35 
Strand 

End 4187 

Method TBLASTX : Wheat 

End 4022 

Score 82 



3096. .3161, 3097. .3162, 3098. .3187, 3098. .3181, 3725. .3781, 
3730.. 3795, 3731. .3793, 3883.. 3999, 3885.. 4022, 3892.. 4002 



52532 
110842 
1 

OJ990816_08.0419.C36.ol.np 
1 

4835781 
1..21, 588. .860 

(AC007296) F25C20.9 [Arabidopsis thaliana] 



Seq. ID OJ990816_08.0419.C36 
Strand 

End 8 60 

Method AAT/NAP 

End 8 60 

Score 136 



52533 

110843 

394 

OJ990816_08.0419.C37.ol.gs 

394 

none 

394. .843 



Seq. ID OJ990816_08.0419.C37 
Strand 

End 843 

Method GEN SCAN 

End 84 3 

Score . 63 



Seq. ID OJ990816_08.0419.C42 
Strand + 

770 

AAT/NAP 
770 
169 



52534 
110844 
1 

OJ990816_08.0419.C42.ol.np 
1 

7485140 
1..29, 337. .435, 576. .770 

hypothetical protein - Arabidopsis thaliana 
gi I 2244785 | embl CAB10208.il (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi I 7268134 | emb | CAB78471 . 1 1 (AL161538) 
hypothetical protein [Arabidopsis thaliana] 



End 

Method 

End 

Score 



52534 

110845 

575 

OJ990816_08.0419.C42.ol.tm 

320 

none 



Seq. ID OJ990816_08.0419.C42 
Strand 

End 770 

Method TBLASTX : Maize 

End 719 

Score 104 



320. .433, 334. .459, 334. .432, 335. .451, 568. .660, 575. .688, 
576. .719 



52534 

110845 

575 

OJ990816_08.0419.C42.ol.tc 

340 

none 

340. .459, 575. .679, 576. .686 



Seq. ID OJ990816_08.0419.C42 
Strand 

End 770 

Method TBLASTX : Cress 

End 68 6 

Score 117 



Seq. No, 



52534 



Seq. ID OJ990816_08.0419.C42 



53575 



Gene No. 110845 

Start 575 

Name OJ990816_08 . 041.9 - C42 . ol , 

Start 340 

GI none 

Exons 340.. 459, 575.. 691, 576, 

Seq. No. 52534 

Gene No. 110845 

Start 575 

Name OJ9908 1 6_08 . 04 19 . C4 2 . ol . 

Start 575 

GI LIB3432-013-P1-K1-D1 

Exons 575.. 770 
GI Descrip. ' 2245074/emb | CAB10496 . 1 
[Arabidopsis thaliana] 1 



ts 



.683 



Strand 
End 

Method 

End 

Score 



770 

TBLASTX : Soybean 

691 

115 



gp 



Seq. ID OJ990816_08.0419.C42 
Strand 

End 770 

Method AAT/GAP 

End 770 



Score 296 
I 2.0e-19 (Z97343) hypothetical protein 



Seq. No. 


52535 




Seq. ID 


OJ990816_08.0419.C45 


Gene No. 


110846 




Strand 




O Lai. U 


fin? 




End 


885 


Name 




■ t_.ni 


Method 


TBLASTX: Maize 




fin? ~~ 




End 


885 


rij 

ul 






Score 


58 




fin? fiR? fi?9 fi7^ fi^ 


fisn 


633. .692, 


776. .883, 777. .884, 




7Qft ftft4 ft?fi RRR 








Seq. No. 


52536 




Seq. ID 


OJ990816_08.0419.C46 


Gene No. 


110847 




Strand 






x \J -7 




End 


612 


Name 


O.TQQflftl fi Oft OdlQ P4fi r»1 


.gs 


Method 


GEN SCAN 


OtdLL 


1 HQ ~ 

J- U -7 




End 


612 




none 




Score 


1 


Exons 


1 HQ fil 9 








Seq. No. 


52536 




Seq. ID 


OJ990816_08.0419.C46 


Gene No. 


110848 




Strand 




Start 


1624 




End 


4765 


Name 


OJ990816 08.0419.C46.o2 


.gs 


Method 


GEN SCAN 


Start 


1624 




End 


3443 


GI 


none 




Score 


.57 


Exons 


1624. .1754, 1765. .I860, 


2371. 


.2488, 3294..3443 


Seq. No. 


52536 




Seq. ID 


OJ990816_08.0419.C46 


Gene No. 


110848 




Strand 




Start 


1624 




End 


4765 


Name 


OJ990816 08.0419.C46.ol 


.np 


Method 


AAT/NAP 


Start 


3052 




End 


4765 


GI 


6721516 




Score 


470 


Exons 


3052.. 3223, 3775.. 4109, 


4524 . 


.4765 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52536 




Seq. ID 


OJ990816_08.0419.C46 


Gene No. 


110849 




Strand 




Start 


5055 




End 


5531 


Name 


OJ990816 08.0419.C46.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5055 




End 


5531 


GI 


none 




Score 


83 



53576 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
[3 Name 
t3 Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5055.. 5177, 5241. .5531 

52536 

110849 

5055 

OJ990816_08.0419.C4 6.ol.tw 

5088 

none 

5088. .5222, 5235. .5477 



Seq. ID OJ990816_08.0419.C46 
Strand 

End 5531 

Method TBLASTX : Wheat 

End 5477 

Score 8 9 



52537 
110850 
1 

OJ990816_08.0419.C47.ol.np 
1 

4587598 
1..136, 220. .291, 371. .529 

(AC006951) 3-oxoacyl carrier protein synthase [Arabidopsis 
thaliana] 



Seq. ID OJ990816_08.0419.C47 
Strand + 

535 

AAT/NAP 
529 
303 



End 

Method 

End 

Score 



52537 

110850 

1 

OJ990816_08.0419.C47.ol.tm 
50 

none 



Seq. ID OJ990816_08.0419.C47 

Strand + 

End 535 

Method TBLASTX : Maize 

End 4 57 

Score 126 



50. .136, 52. .135, 53. .136, 54. .137, 55. .138, 217. .291, 217. .291, 
370. .456, 371. .457 



52537 

110850 

1 

OJ990816_08.0419.C47.ol.gs 
54 

none 

54. .136, 371. .535 



Seq.. ID OJ990816_08.0419.C47 

Strand + 

End 535 

Method GENSCAN 

End 535 

Score .51 



52538 
110851 
1871 

OJ990816_08.0419.C48.ol.gp 
1871 

22743_1.R1084 
1871. .2171 

'3157928 6.0e-69 (AC002131) Similar to f umarylacetoacetate 
hydrolase, gb_L41670 from Emericella nidulans . [Arabidopsis 
.thaliana] 1 



Seq. ID OJ990816_08.0419.C48 
Strand + 

2171 
AAT/GAP 
2171 
552 



End 

Method 

End 

Score 



Seq. ID OJ990816_08.0419.C48 

Strand + 

End 2171 

Method AAT/NAP 

End 2165 

Score . 158 



52538 
110851 
1871 

OJ990816_08.0419.C48.ol.np 
1956 
3157928 
1956. .2165 

(AC002131) Similar to fumarylacetoacetate hydrolase, gb|L41670 
from Emericella nidulans. [Arabidopsis thaliana] 



53577 



Seq. No. 52538 

Gene No. 110852 

Start 1820 

Name OJ990816_08 . 0419 .C4 8 . ol . gs 

Start 1820 

GI none 

Exons 1820.. 2083 



Seq. ID OJ990816_08.0419.C48 
Strand 

End 2173 

Method GENSCAN 

End 2083 

Score .98 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52538 

110852 

1820 

OJ990816_08.0419.C48.ol.tm 

1908 

none 



Seq. ID OJ990816_08. 0419.C48 
Strand 

End 2173 

Method TBLASTX: Maize 

End 2173 

Score 129 



1908. .2033, 1937. .2062, 2033. .2173, 2073. .2171 



52539 

110853 

245 

OJ990816_08.0419.C4 9.ol.tm 

238 

none 



Seq. ID OJ990816_08.0419.C49 

Strand + 

End 1196 

Method TBLASTX: Maize 

End 1120 

Score 100 



238. .306, 239. .307, 395. .520, 396. .521, 406. .537, 406. .522, 
611. .685, 613. .687, 613. .687, 614. .709, 1030. .1107, 1031. .1120, 
1037. .1111 



Seq. No. 52539 

Gene No. 110853 

Start 245 

Name OJ990816_08 . 0419.C4 9. ol . ts 

Start 239 

GI none 
Exons 



Seq. ID OJ990816_08.0419.C49 

Strand + 

End 1196 

Method TBLASTX : Soybean 

End 1120 

Score 73 



239. .316, 395. .523, 396. .521, 405. .539, 614. .709, 622. .687, 
1030. .1113, 1031. .1120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52539 

110853 

245 

OJ990816_08.0419.C4 9.ol.np 
245 

3157928 



Seq. ID OJ990816_08.0419.C49 

Strand + 

End 1196 

Method AAT/NAP 

End 1196 

Score 321 



245. .307, 396. .520, 613. .687, 1033. .1196 

(AC002131) Similar to f umarylacetoacetate hydrolase, gb|L41670 
from Emericella nidulans. [Arabidopsis thaliana] 



52539 

110853 

245 

OJ990816_08.0419.C4 9.ol.gp 
246 

22743 1.R1084 



Seq. ID OJ990816_08.0419.C49 

Strand + 

End 1196 

Method AAT/GAP 

End 1108 

Score 558 



246. .307, 396. .520, 613. .687, 1033. .1108 

1 3157928 6.0e-69 (AC002131) Similar to f umarylacetoacetate 
hydrolase, gb_L41670 from Emericella nidulans. [Arabidopsis 
thaliana] 1 



53578 




Seq. No. 


52539 




Seq. ID 


OJ990816_08.0419 


.C49 


Gene No. 


110853 




Strand 


+ 




Start 


245 




End 


1196 




Name 


OJ990816 08 0419 C4 9 ol 


. gs 


Method 


GENSCAN 




qf art 


24 9 ~~ 




End 


1108 




rir 
yjj. 


i IU11C 




Score 


.97 




IT vr>n e 
LjAUIIO 


249 307. 396 520. 613 


. . 687, 


1033. .1108 




o e q • in u • 


L. ^} ^> Zf 




Seq. ID 


OJ990816_08.0419 


.C49 


Gene No. 


110853 




Strand 


+ 




Start 


245 




End 


1196 




Name 


OJ990816 08.0419.C49.ol 


.tw 


Method 


TBLASTX: Wheat 




O Cdi L 


287 




End 


1120 






none 




Score 


34 




P von q 


287. .307, 395. .520, 396 


. .521, 


404. .523, 611. .685, 612.. 


686, 




613. .687, 614. .709, 1031. .1120, 1031.. 


1111 




Seq. No. 






Seq. ID 


OJ990816 08 0419 


.C51 


Gene No. 


110854 




Strand 


+ ~~ 




Cf art 


150 




End 


321 




Name 


OJ990816 08.0419.C51.ol 


■ gp 


Method 


AAT/GAP 




O Lai L 


150 




End 


215 






none 




Score 


83 




Exons 


150. .215 










Seq. No. 


52540 




Seq. ID 


OJ990816JD8.0419 


.C51 


Gene No. 


110854 




Strand 


+ 




O Lai L. 


150 




End 


321 




iMcUUt: 


OJ990816 08.0419.C51.ol 


.gs 


Method 


GENSCAN 




o Lai i_ 


150 




End 


321 






none 




Score 


.89 






150. .321 










Seq. No. 


52540 




Seq. ID 


OJ990816_08.0419 


.C51 


Gene No. 


110855 




Strand 








1273 




End 


3242 - 




In ctlllc 


OJ990816 08.0419.C51.o2 


.gs 


Method 


GENSCAN 




qf arr 


1273 




End 


3242 




(IT 


none 




Score 


.81 






1273.. 1339, 2104.. 2230, 


2528. 


.2627, 3138.. 3242 






52540 




Seq. ID 


OJ990816_08.0419 


.C51 




110855 




Strand 






Start 


1273 




End 


3242 




Name 


OJ990816 08.0419.C51.ol 


.np 


Method 


AAT/NAP 




Start 


1763 




End 


3134 




GI 


485459 




Score 


111 




Exons 


1763. .1921, 2104. .2184, 


2542. 


.2601, 3071.. 3134 






hypothetical protein 2 


(phaCl 


5 1 region) - Pseudomonas 






aeruginosa gi | 45390 | emb | CAA47150 . 1 | (X66592) 0RF2 [Pseudomoi 




aeruginosa] 










Seq. No. 


52540 




Seq. ID 


OJ990816_08.0419 


.C51 


Gene No. 


110856 




Strand 






Start 


3251 




End 


6774 




Name 


OJ990816 08.0419.C51.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1789 




End 


2630 





53579 



GI 

Exons 



none Score 91 

1789. .1923, 1789. .1923, 1790. .1924, 2083. .2169, 2103. .2174, 
2514. .2582, 2514. .2630, 2515. .2628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52540 

110856 

3251 

OJ990816_08.0419.C51.ol.tm 

1801 

none 



Seq. ID OJ990816_08.0419.C51 
Strand 

End 6774 

Method TBLASTX : Mai ze 

End 3237 

Score 158 



1801. .1923, 1802. .1921, 1809. .1922, 2083. .2169, 2084. .2170, 
2103. .2171, 2103. .2174, 2107. .2175, 2514. .2582, 2515. .2580, 
2520. .2585, 3108. .3191, 3109. .3192, 3187. .3237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52540 

110856 

3251 

OJ990816_08.0419.C51.o2.np 

3251 

114403 



OJ990816 08.0419.C51 



Seq. ID _ 
Strand 

End 6774 
Method AAT/NAP 
End 6774 
Score 99 
3251. .3270, 4535. .4664, 6748. .6774 

ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67 8 18 | pir | | PWRPA 
H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - rape 
mitochondrion gi | 19554 | emb | CAA39483 . 1 | (X56008) Fl-ATPase alpha 
subunit (ATPA) [Brassica napus] 



Seq. No. 


52540 




Seq. ID 


OJ990816_08.0419.C51 


Gene No. 


110856 




Strand 




Start 


3251 




End 


6774 


Name 


OJ990816 08.0419.C51.o3 


.gs 


Method 


GEN SCAN 


Start 


4491 




End 


6556 


GI 


none 




Score 


.86 


Exons 


4491. .4784, 5407. .5577, 


5746 


..5885, 6448. .6556 


Seq. No. 


52541 




Seq. ID 


OJ990816_08.0419.C52 


Gene No. 


110857 




Strand 


+ 


Start 


57 




End 


1365 


Name 


OJ990.816 08.0419.C52.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


54 




End 


673 


GI 


none 




Score 


152 


Exons 


54. .158, 56. .160, 396.. 


524, 


396. .524, 


397. .525, 561. .668, 




598. .672, S99..673 








Seq. No. 


52541 




Seq. ID 


OJ990816_08.0419.C52 


Gene No. 


110857 




Strand 


+ 


Start 


57 




End 


1365 


Name 


OJ990816 08.0419.C52.ol 


.np 


Method 


AAT/NAP 


Start 


57 




End 


1365 


GI 


7485140 




Score 


461 


Exons 


57. .160, 399. .525, 599. 


.693, 


984. .1111 


, 1312.. 1365 



GI Descrip. 



Seq. No. 
Gene No. 



hypothetical protein - Arabidopsis thaliana 
gi I 2244785 | emb | CAB10208.il (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268134 | emb | CAB7847 1 . 1 | (AL161538) 
hypothetical protein [Arabidopsis thaliana] 



52541 
110857 



Seq. ID OJ990816_08.0419.C52 
Strand + 



53580 




Start 


57 


End 


1365 








Name 


OJ990816 08.0419.C52.ol.gs 


Method 


GENSCAN 








Start 


376 


End 


1107 








GI 


none 


Score 


.75 








Exons 


376. .504, 599. .693, 984. .1107 












Seq. No. 


52542 


Seq. ID 


OJ990816_ 


08 


.0419 


.C55 




1 1 rift sr 


on di iu 










Start 


285 


End 


675 








Name 


OJ990816 08.0419.C55.ol.gs 


Method 


GENSCAN 








Start 


285 


End 


675 








GI 


none 


Score 


.65 








Exons 


285. .340, 612. .675 












Seq. No. 


52543 


Seq. ID 


OJ991107_ 


4 4 


.0421 


.CI 






J Li aiiu 


+ 








Start 


136 


End 


630 








Name 


OJ991107 44.0421.Cl.ol.gs 


Method 


GENSCAN 








Start 


136 


End 


630 








GI 


none 


Score 


.51 








Exons 


136. .630 












Seq. No. 


52543 


Seq. ID 


OJ991107_ 


_44 


.0421 


.CI 


Gene No. 


110860 


Strand 










Cf art- 


1 


End 


785 








Name 


OJ991107 44.0421.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


785 








GI 


4680184 


Score 


243 








Exons 


1. .785 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


52544 


Seq. ID 


OJ991107_ 


4 4 


.0421 


.C2 


UCllC IN (J ■ 


110861 


Strand 


.(- 








Start 


136 


End 


270 








Name 


OJ991107 44.0421.C2.ol.gs 


Method 


GENSCAN 








Start 


136 


End 


270 








GI 


none 


Score 


.66 








Exons 


136. .270 












Seq. No. 


52544 


Seq. ID 


OJ991107_ 


4 4 


.0421 


.C2 


Gene No. 


110862 


Strand 










Start 


43 


End 


1699 








Name 


OJ991107 44.0421.C2.ol.np 


Method 


AAT/NAP 








Start 


43 


End 


1699 








GI 


6907088 


Score 


388 








Exons 


43.. 253, 967.. 1386, 1562.. 1699 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


52544 


Seq. ID 


OJ991107_ 


44 


.0421 


-C2 




110863 


Strand 










Start 


2297 


End 


3881 








Name 


OJ991107 44.0421.C2.o2.gs 


Method 


GENSCAN 








Start 


2297 


End 


3881 








GI 


none 


Score 


.66 








Exons 


2297. .2385, 3483. .3590, 3665. 


.3881 










Seq. No. 


52544 


Seq. ID 


OJ991107_ 


44 


.0421 


.C2 



53581 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

fl GI 

*f Exons 

\2 GI Descrip. 



*7i Seq. No - 
^ Gene No. 
Q Start 
fy Name 
Start 

K Exons 



110864 Strand 

5403 End 5623 

OJ991107_4 4 . 04 21 . C2 . o2 . np Method AAT/NAP 

5403 End 5623 

3738331 Score 74 
5403. .5623 

(AC005170) unknown protein [Arabidopsis thaliana] 



52545 Seq. ID 

110865 Strand 

303 End 

OJ991107_44 .0421.C3.ol.gs Method 

303 End 

none Score 



OJ991107_44.0421.C3 

+ 

4125 
GENSCAN 
4125 
.57 



303. .436, 504. .776, 998. .1197, 2707. .2892, 3115. .3306, 
3717. .3834, 4100. .4125 



52545 Seq. ID 

110866 Strand 

5062 End 

0 J991107_4 4 . 0421 . C3 . ol . np Method 

4931 End 

7484819 Score 



OJ991107_44 .0421. C3 

7112 
AAT/NAP 
7011 
222 



4931. .4985, 5075. .5186, 5603. .5766, 6817. .7011 
auxin-induced protein IAA20 - Arabidopsis thaliana 
gi|3522954|gb|AAC34236.1| (AC004411) auxin-induced protein 
(IAA20) [Arabidopsis thaliana] 



52545 

110866 

5062 

OJ991107_4 4 .0421.C3.o2.gs 
5062 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
5062. .5186, 5588. .5814, 6812. .7029 



Seq. ID 

Strand 

End 

Method 

End 

Score 



r- Seq. No. 


52545 








\2 Gene No. 


110866 








12 Start * 


5062 








?=z Name 


OJ991107 44 


.0421 


.C3.ol 


.gp 


^ Start 


6796 








GI 


none 








Exons 


6796. .7112 








Seq. No. 


52546 








Gene No. 


110867 








Start 


4564 








. Name 


OJ991107 44 


.0421 


.C4.o2 


. gs 


Start 


4564 








GI 


none 








Exons 


4564. .4754, 


5283 


. .5465 


, 5529 


Seq. No. 


52546 








Gene No. 


110868 








Start 


1316 








Name 


OJ991107 44 


.0421 


.C4.ol 


.gp 


Start 


1316 









OJ991107_44.0421.C3 

7112 
GENSCAN 
7029 
.86 



OJ991107_44 .0421.C3 

7112 
AAT/GAP 
7112 
521 



Seq. ID OJ991107_44.0421.C4 
Strand + 

5858 
GENSCAN 
5858 
.81 



End 

Method 

End 

Score 



,5858 



Seq. ID OJ991107_44.0421.C4 
Strand 

End 1407 

Method AAT/GAP 

End 1407 



53582 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5867_1.R1084 Score 130 

1316. .1407 

•464986/spl P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin—protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 52547 Seq. ID 

Gene No. 110869 Strand 

Start 4342 End 

Name OJ991107_4 4 . 0421 . C5 . o2 . gs Method 

Start 4342 End 

GI none Score 
Exons 



OJ991107_44 .0421.C5 
+ 

8711 
GEN SCAN 
8576 
.82 



4342. .4367, 4708. .4735, 5254. .5837, 6365. .6520, 6629. .7715, 
7806. .7898, 8060. .8125, 8195. .8278, 8372. .8576 



Seq. ID OJ991107_44.0421.C5 
Strand + 
End 8711 
Method AAT/NAP 
End 8711 
Score 203 
7348. .7428, 7850. .7898, 8060. .8125, 
o^-.^/u, <^,<...^x, 8654. .8711 
(AC003970) Unknown protein [Arabidopsis thaliana] gi 1 3929586 
(AF100166) phytochrome interacting factor 3 [Arabidopsis 
thaliana] 



52547 

110869 

4342 

OJ991107_44.0421.C5.ol.np 
4436 
3482928 
4436. .4481, 
8213. .8278, 



5138. 
8372. 



.5211, 
.8521, 



Seq. No. 52547 Seq. ID 

Gene No. 110870 Strand 

Start 2699 End 

Name OJ991107_4 4 . 0421 . C5 . ol . gs Method 

Start 2699 End 

GI ' none Score 

Exons 2699,. 2829, 2899.. 2923 



OJ991107_44.0421.C5 

2923 
GEN SCAN 
2923 
.51 



Seq. No. 52547 
Gene No. 110871 
Start 7674 

Name OJ991107_4 4 . 0421 . C5 . ol . tm 

Start 7674 
GI none 

Exons 7674.. 7721, 7691.. 7723, 7767. 

8050. .8124, 8051. .8128, 8060. 
8372.. 8401, 8373.. 8402 

Seq. No. 52547 

Gene No. 110871 

Start 7674 

Name OJ991107_44 . 0421 . C5 . ol . tc 

Start 8050 

GI none 

Exons 8050.. 8127, 8051.. 8128, 8069. 
8369. .8416, 8444. .8500 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.7898, 7784 
.8134, 8210 



OJ991107 44. 0421. C5 



8566 

TBLASTX: Maize 
8402 
55 

7903, 7784. 
8281, 8210, 



.7906, 
.8281, 



Seq. ID OJ991107_44.0421.C5 
Strand 

End 8566 

Method TBLASTX : Cress 

End 8500 

Score 121 

.8137, 8201. .8311, 8210. .8281, 



53583 



Seq. No. 


52547 






Seq. ID 


OJ991107_44.0421 


C5 


Gene No. 


110871 






Strand 






Start 


7674 






End 


8566 




in a. in c 


OJ991107 44 


. 0421 . 


C5 ol ts 


Method 


TBLASTX: Soybean 




O Lai L- 


8050 ~~ 






End 


8566 




OX 


none 






Score 


108 






8050 8124 


8051 . 


8125 8060 


..8137, 8216. .8281, 8359. .8391 




Oi JUi • O Jit./ 


8531 . 


. 8566 








Seq. No. 


52548 






Seq. ID 


OJ991107 44 0421 


C6 


Gene No. 


110872 






Strand 


+ 




ij Lai L. 


301 






End 


3316 




LN CllllG 


OJ991107 44 


.0421. 


C6. ol . gs 


Method 


GEN SCAN 




OL.di.L- 


301 






End 


3316 






none 






Score 


.47 






301. .409, 716. .820, 1928. .2030, 2395.. 


2525, 2842. .2877, 






3206. .3316 












Qprr No 


52548 






Seq. ID 


OJ991107_44.0421 


C6 


Gene No. 


110873 






Strand 






Start 


2817 






End 


3373 




Mama 
IN dlLLC 


OJ991107 44 


.0421. 


C6. ol . gp 


Method 


AAT/GAP 






2817 






End 


3373 




OX 


21474 1.R1084 




Score 


242 




Pyrin Q 


2817. .2838, 


3226. 


• jj/j 










'3894159 2. 


Oe-10 




hypothetical protein [Arabidop 




thaliana] ' 












Seq. No. 


52548 






Seq. ID 


OJ991107_44.0421 


.C6 


Gene No. 


110874 






Strand 






Start 


3585 






End 


5793 




IN CULLC 


OJ991107 44 


.0421. 


C6.o2.gs 


Method 


GEN SCAN 




Cfarf 
O lal L. 


3585 






End 


5793 




OX 


none 






Score 


.83 




Pynn q 

Hi ALJilO 


3585. .3770, 


3850. 


.3948, 4043 


..4115, 4200. .4310, 4407. .4580 




4690. .4966, 


5030. 


.5327, 5378 


..5520, 5646. .5793 




Seq. No. 


52548 






Seq. ID 


OJ991107_44.0421 


.C6 




110874 






Strand 






Of- =it-1- 

O L.O.X L. 


3585 






End 


5793 




IN CtlUC 


OJ991107 44 


.0421. 


C6.ol.tw 


Method 


TBLASTX: Wheat 




C-r a rt 
O L.CLX L. 


4241 






End 


4763 




ox 


none 






Score 


68 






4241. .4312, 


4412. 


.4594, 4419 


..4544, 4683. .4763 




Seq. No. 


52549 






Seq. ID 


OJ991107_44.0421 


.C7 


Gene No. 


110875 






Strand 


+ 




Start 


2221 






End 


2469 




Name 


OJ991107 44 


.0421. 


C7 . o2 . np 


Method 


AAT/NAP 




Start 


2221 






End 


2469 




GI 


862343 






Score 


182 




Exons 


2221. .2469 












GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 





gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 

53584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52549 
110876 
1 

OJ991107_44.04 21.C7.ol.np 
1 

4680204 
1. .1390 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991107_44.0421.C7 
Strand 

End 1390 

Method AAT/NAP 

End 1390 

Score 736 



52549 

110876 

1 

OJ991107_44.0421.C7.ol.tw 

345 

none 

345. .515, 510. .554, 555. .644, 
637. .747 



Seq. ID OJ991107_44 .0421. C7 
Strand 

End 1390 

Method TBLASTX : Wheat 

End 747 

Score 58 

560. .745, 596. .745, 607. .747, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991107_44 .0421.C8 
Strand 

End 4749 

Method AAT/GAP 

End 4162 

Score 6757 



52550 
110877 
69 

OJ991107_44.0421.C8 .ol.gp 
69 

342_1.R1084 
69. .584, 694. .798, 917. .4162 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ991107_44.0421.C8 
Strand 

End 4749 

Method AAT/GAP 

End 4166 

Score 6761 



52550 
110877 
69 

OJ991107_44.0421.C8.o2.gp 
69 

342_1.R1084 
69. .584, 694. .798, 917. .4166 

•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



52550 

110877 

69 

OJ991107_44 . 0421 . C8 . o4 . gp 
238 

342 1.R1084 



Seq. ID OJ991107_44.0421.C8 
Strand 

End 4749 

Method AAT/GAP 

End 4329 

Score 6659 



238. .584, 694. .798, 917. .4329 

, 4574406/gb|AAD24042.1| 0 . 0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



52550 

110877 

69 

OJ991107_44.0421.C8.o5.gp 
241 

342 1.R1084 



Seq. ID OJ991107_44 .0421.C8 
Strand 

End 4749 

Method AAT/GAP 

End 4329 

Score 6653 



241. .584, 694. .798, 917. .4329 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 



53585 



sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52550 
110877 
69 

OJ991107_44.0421.C8.o3.gp 
247 

342 1.R1084 



Seq. ID OJ991107_44.0421.C8 
Strand 

4749 
AAT/GAP 
4329 
6641 



End 

Method 
End 
Score 

2477.584, 694. .798, 917. .4329 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



4_J ~ \^ • INU • 


52550 






Seq. ID 


OJ991107_44.0421.C8 


VJJCL I ™ IVU i 


110877 






Strand 






69 






End 


4749 


Name 


OJ991107 44 


. 0421 


C8 ol as 


Method 


GEN SCAN 


UL.Q1 I. 


1001 ~~ 






End 


4333 


(IT 


none 






Score 


.91 


Exons 


1001. .1073, 


1146 


..3217, 3521. 


.4333 




Sea No 


52550 






Seq. ID 


OJ991107_44 .0421.C8 




110877 






Strand 




Start 


69 






End 


4749 


Name 


OJ991107 44 


. 0421 


C8 ol no 


Method 


AAT/NAP 


Start 


1022 ~~ 






End 


4749 


(IT 


4 680203 






Score 


3302 




1022 1999, 


2276 


' 2506, 2660 


.4333, 4693.. 4749 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 


Sea No 


52550 






Seq. ID 


OJ991107_44.0421.C8 


VjCIIC LNW * 


110877 






Strand 




Start 


69 






End 


4749 


Name 


OJ991107 44 


. 0421 


08 ol tw 


Method 


TBLASTX: Wheat 


Start 


1076 ~ 






End 


2393 


GI 


none 






Score 


131 


Exons 


1076. .1168, 


1157 


..1237, 1250. 


.1390, 1251. .1391, 1338. .1433, 




1370. .1429, 


1436 


..1480, 1441. 


.1476, 1475. .2392, 1482. .2393 










Seq. ID 


OJ991107_44 .0421.C8 


Gene No. 


110877 






Strand 




Start 


69 






End 


4749 


Name 


OJ991107 44 


.0421 


.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


1657 






End 


2109 


GI 


none 






Score 


188 


Exons 


1657. .1908, 


1658 


..2095, 1658. 


.2101, 1662. .2105, 1668. .2105, 




1927. .2109 










Seq. No. 


52550 






Seq. ID 


OJ991107_44 .0421.C8 


Gene No. 


110877 






Strand 




Start 


69 






End 


4749 


Name 


OJ991107 44 


.0421 


.C8.o2.tm 


Method 


TBLASTX: Maize 


Start 


2036 






End 


2350 


GI 


none 






Score 


150 


Exons 


2036. .2350, 


2064 


. .2339 






Seq. No. 


52550 






Seq. ID 


OJ991107_44.0421.C8 


Gene No. 


110877 






Strand 





53586 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


,C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2394 








End 


2804 


GI 


none 








Score 


76 


Exons 


2394. .2480, 


2396. 


, .2485, 


2396. 


.2479, 2512. .2724, 2513. .2731, 




2553. .2735, 


2741. 


. .2803, 


2754. 


.2804 




Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421.C8 


Gene No . 


110877 








Strand 


— 


Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2837 








End 


3079 


GI 


none 








Score 


216 


Exons 


2837. .3079 












Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421.C8 


Gene No . 


110877 








Strand 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2909 








End 


3366 


GI 


none 








Score 


52 


Exons 


2909. .3103, 


3113. 


.3232, 


3113. 


.3238, 3232.. 3354, 3238.. 3366 


Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421. C8 


Gene No. 


110877 








Strand 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2943 








End 


3411 


GI 


none 








Score 


173 


Exons 


2943. .3149, 


2948. 


.3151, 


2948. 


.3172, 3152.. 3238, 3153.. 3239, 




3253. .3357, 


3257. 


.3346, 


3358. 


.3411, 3359.. 3403 


Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421.C8 


Gene No . 


110877 








Strand 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3232 








End 


3548 


GI 


none 








Score 


69 


Exons 


3232. .3420, 


3260. 


.3355, 


3401. 


.3541, 3429. .3548 


Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421.C8 


Gene No. 


110877 








Strand 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3280 








End 


3710 


GI 


none 








Score 


64 


Exons 


3280. .3429, 


3293. 


.3421, 


3298. 


.3429, 3440. .3577, 3441. .3545, 




3572. .3634, 


3627. 


.3710, 


3635. 


.3709 




Seq. No. 


52550 








Seq. ID 


OJ991107_44 .0421.C8 


Gene No. 


110877 








Strand 




Start 


69 








End 


4749 


Name 


OJ991107 44 


.0421. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3631 








End 


3982 


GI 


none 








Score 


181 


Exons 


3631. .3882, 


3641. 


.3892, 


3642. 


.3884, 3667. .3891, 3875. .3982 



53587 



# • 



Seq. No. 


52550 






Seq. ID 


OJ991107 


_44. 


0421.C8 


Gene No. 


110877 






Strand 








Start 


69 






End 


4749 






IH CHUG 


O.TQQ1 1 0*7 4 4 




9P 


Method 


AAT/GAP 






Start 


3878 






End 


4381 






GI 


2310235 






Score 


245 






Exons 


3878. .3903, 


4194. .4381 












GI Descrip. 


5852182/emb 


ICAB55420.il 


9.0e- 


13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 














Seq. No. 


52551 






Seq. ID 


OJ991107 


_4 4 . 


0421. CIO 


Gene No. 


110878 






Strand 








Start 


14 68 






End 


2270 






Name 


OJ991107 44 


.0421. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1468 






End 


2270 






GI 


7242910 






Score 


81 






Exons 


1468. .1550, 


1629. .1769, 


2231. 


.2270 








GI Descrip. 


(AP001383) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


52552 






Seq. ID 


OJ991107 


_44 . 


0421. Cll 


Gene No. 


110879 






Strand 


+ 






O Lai L 


000 Q 






End 


5473 






Name 


OJ991107 44 


.0421.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


2229 






End 


5473 






GI 


none 






Score 


.86 






Exons 


2229. .2603, 


2693. .3044, 


3119. 


.3266, 3341. .3421, 


3846. .4017, 




4315. .4353, 


4579. .4738, 


4871. 


.4974, 5174. .5473 






Seq. No. 


52552 






Seq. ID 


OJ991107 


_44. 


0421. Cll 


Gene No. 


110879 






Strand 


+ 






Start 


2229 






End 


5473 






Name 


OJ991 107 44 


.0421.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


2238 






End 


5470 






GI 


6715441 






Score 


2178 






Exons 


2238. .2603, 


2693. .2878, 


2960. 


.3044, 3119. .3266, 


3341. .3421, 




3846. .4017, 


4579. .4738, 


4871. 


.4974, 5174. .5470 






GI Descrip. 


(AF218052) 


protoporphyrinogen 


IX oxidase [Zea mays] 




Seq. No. 


52552 






Seq. ID 


OJ991107_ 


_44. 


0421. Cll 




1 1 nflfin 

IIUOOU 






Strand 


+ 






Start 


5443 






End 


5620 






Name 


OJ991107 44 


.0421.Cll.ol 


.gp 


Method 


AAT/GAP 






Start 


5443 




End 


5620 






GI 


2796535 






Score 


283 






Exons 


5443. .5620 














Seq. No. 


52552 






Seq. ID 


OJ991107_ 


_44. 


0421. Cll 


otrl 1 tJ \S\j • 


1 1 HRfll 
llUOOl 






Strand 


+ 






Start 


9020 






End 


9895 






Name 


OJ991107 44 


.0421.Cll.o2 


. gs 


Method 


GENSCAN 






Start 


9020 




End 


9895 






GI 


none 






Score 


.97 






Exons 


9020. .9082, 


9686. .9895 












Seq. No. 


52552 






Seq. ID 


OJ991107_ 


_44. 


0421. Cll 


Gene No. 


110881 






Strand 


+ 






Start 


9020 






End 


9895 







53588 




Name OJ991107_44 . 0421 . Cll . o2 . gp Method AAT/GAP 

Start 9391 End 9814 

GI LIB3477-003-P1-K1-E9 Score 76 

Exons 9391.. 9465, 9786.. 9814 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52552 
110882 
12411 

OJ991107_4 4.0421.Cll.o2.np 
12411 
6721547 
12411. .12498 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 12498 

Method AAT/NAP 

End 12498 

Score 90 



52552 

110883 

13603 

OJ991107_4 4.0421.Cll.ol.tc 

2397 

none 

2397. .2462, 2399. .2497, 2472. 
2692. .2943, 2693. .2878, 2959. 
2972. .3052, 3106. .3270, 3111. 
3342. .3401, 3843. .4019, 3844. 
4585. .4761, 4588. .4743, 4867. 
5171. .5473, 5171. .5329, 5215. 



Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Cress 

End 5473 

Score 109 

.2537, 2480.. 2521, 2529.. 2606, 
.3051, 2963.. 3058, 2964.. 3059, 
.3251, 3112. .3267, 3342. .3422, 
.4071, 4542. .4739, 4584. .4658, 
.4974, 4869. .4973, 4879. .4974, 
.5331 



Seq. No. 52552 
Gene No. 110883 
Start 13603 

Name OJ991107_44 . 0421 . Cll . ol . tm 

Start 2397 
GI none 

Exons 2397.. 2606, 2399.-2584, 2563. 

2958. .2999, 2959. .3051, 2972. 
3111. .3275, 3113. .3295, 3119. 



Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Maize 

End 3322 

Score 348 

.2604, 2692. .2898, 2693. .2878, 
.3052, 2975.. 3058, 3106.. 3288, 
.3322 



Seq. No. 52552 

Gene No. 110883 

Start 13603 

Name OJ991107_4 4 . 0421 . Cll . o3 . ts 

Start 2397 

GI none 

Exons 2397.. 2537, 2399.. 2521, 2538. 



Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Soybean 

End 2606 

Score 163 
.2606, 2563.. 2601 



Seq. No. 52552 

Gene No. 110883 

Start 13603 

Name OJ991107_44 . 0421 . Cll . ol . ts 

Start 2708 

GI none 

Exons 2708.. 2881, 2710.. 2880, 2929. 

3108. .3173, 3111. .3236, 3112. 



Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Soybean 

End 3255 

Score 233 

.3051,' 2943. .3053, 2972.. 3052, 
.3255, 3113.. 3226, 3124.. 3234 



53589 



Seq. No. 52552 
Gene No. 110883 
Start 13603 

Name OJ991107_44 . 0421 .Cll .o2 . tm 

Start 3332 
GI none 

Exons 3332.. 3421, 3339.. 3419, 3843. 

3908. .4018, 4546. .4740, 4560. 
4685. .4753, 4867. .4974, 4868, 
5171. .5479, 5171. .5443, 5337, 

Seq. No. 52552 
Gene No. 110883 
Start 13603 

Name OJ991107_44 . 0421 .Cll .o2 .ts 

Start 3341 
GI none 

Exons 3341.. 3424, 3342.. 3422, 3843. 

4584. .4739, 4585. .4761, 4588. 
4869. .4970, 5171. .5500, 5192. 
5270. .5425 



Seq. ID OJ991107_44 .0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Mai ze 

End 5480 

Score 116 
.4016, 3847. .4017, 3847. .4017, 
.4739, 4578. .4742, 4579. .4761, 
.4972, 4869. .4973, 4870. .4974, 
.5480 

Seq. ID OJ991107_44. 0421. Cll 

Strand + 

End 14261 

Method TBLASTX : Soybean 

End 5500 

Score 119 

.4016, 3844. .4023, 4581. .4661, 
.4743, 4707. .4763, 4867. .4974, 
.5230, 5215. .5325, 5234. .5281, 





Seq. No. 


52552 




Seq. ID 


OJ991107_ 


_44 


.0421. Cll 


~ S3. 


Gene No. 


110883 




Strand 


+ 








Start 


13603 




End 


14261 








Name 


OJ991107 44. 0421. Cll. o3 


.np 


Method 


AAT/NAP 








Start 


13603 




End 


14261 






f y 


GI 


7340909 




Score 


189 






— rs. 
S ; 


Exons 


13603. .13885, 14082.. 14261 










S : H 


GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 






9. 


Seq. No. 


52553 




Seq. ID 


OJ991107_ 


_44 


.0421.C12 




Gene No. 


110884 




Strand 










Start 


1 




End 


1419 








Name 


OJ991107 44.0421.C12.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1419 








GI 


7340909 




Score 


108 








Exons 


1.-123, 1368. .1419 












? 

^ B?. 


GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 






~ =s. 


Seq. No. 


52553 




Seq. ID 


OJ991107_ 


_4 4 


.0421.C12 




Gene No. 


110885 




Strand 










Start 


1420 




End 


6787 








Name 


OJ991107 44.0421.C12.ol 


. gs 


Method 


GENSCAN 








Start 


1420 




End 


6787 








GI 


none 




Score 


.65 








Exons 


1420. .1452, 2354. .2478, 


3458. 


.3507, 3848. .4042, 


5598. .5649, 



5764. .5885, 6717. .6787 



Seq. No. 52554 Seq. ID 

Gene No. 110886 Strand 

Start 695 End 

Name OJ991107_44 . 0421 . C15 . ol . gs Method 

Start 695 End 

GI none Score 

Exons 695.. 8 63 



OJ991107_44.0421.C15 
+ 

863 

GENSCAN 

863 

.84 



53590 





Sea No 


52554 




Seq. ID 


OJ991107 




Gene No. 


110887 




Strand 


+ 




Start 


764 




End 


960 




Name 


OJ991107 44 .0421.C15.ol. 


np 


Method 


AAT/NAP 




Start 


764 ~~ 




End 


960 




GI 


7340909 




Score 


126 




Rxon s 


764 . . 960 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sat iva ] 




Seq. No. 


52555 




Seq. ID 


OJ991107 




Gene No. 


110888 




Strand 


+ 




Start 


888 




End 


949 




Name 


OJ991107 44. 0421. CI 6. ol. 


gs 


Method 


GEN SCAN 




Start 


888 ~~ 




End 


949 




GI 


none 




Score 


. 96 




Exons 


888. . 949 










Seq. No. 


52555 




Seq. ID 


OJ991107 




Gene No. 


110889 




Strand 


+ 




Start 


2433 




End 


2801 




Name 


OJ991107 44 0421 C16 o2 


gs 


Method 


GENSCAN 




Start 


2433 ~ 




End 


2801 




GI 


none 




Score 


. 8 




P, von s 


2433 2614. 2685 2801 








: 


Sea No 


52555 




Seq. ID 


OJ991107 




Gene No. 


110890 




Strand 






Start 


1 




End 


255 


M 


Name 


OJ991107 44 .0421.C16.ol. 


np 


Method 


AAT/NAP 


5 . 3 


Start 


1 — 




End 


255 




GI 


7340909 




Score 


163 




Exons 


1. .255 








ry 

s 


GI Dpsrrin 


(AP001550) hvDothetical 


protein [Oryza 


sat iva 1 


f ^ 


Sea No 

ij * LIU • 


52556 




Seq. ID 


OJ991107 


V~s 


Gene No . 


110891 




Strand 


+ 




Start 


86 




End 


4404 




Name 


OJ991107 44.0421.C17.ol. 


gs 


Method 


GENSCAN 




Start 


86 




End 


4171 




GI 


none 




Score 


.61 




Exons 


86. .307, 935. .1179, 1341 


..1586, 1677.. 


1859, 194 






2521.. 2689, 3528.. 3627, 


3975. . 


4171 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52556 

110891 

86 

OJ991107_44 . 0421 . C17 . ol . np 
985 

6899918 



Seq. ID OJ991107_44.0421.C17 

Strand + 

End 4404 

Method AAT/NAP 

End 4 4 04 

Score 343 



985. .1173, 1278. .1350, 1429. .1586, 1665. .1859, 1946. .2070, 
2515. .2691, 4375. .4404 

(AL138651) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 52556 

Gene No. 110891 

Start 86 

Name OJ991107_44 . 0421 . C17 . ol . gp 



Seq. ID OJ991107_44.0421.C17 

Strand + 

End 4 4 04 

Method AAT/GAP 



53591 



Start 


1950 


End 


2076 






GI 


none 


Score 


177 






Exons 


1950. .2076 










Seq. No. 


52556 


Seq. ID 


OJ991107_44 


.0421. 


C17 


Gene No. 


110892 


Strand 








Start 


2518 


End 


2846 






Name 


OJ991107 44.0421.C17.o2.gp 


Method 


AAT/GAP 






Start 


2518 


End 


2846 






GI 


none 


Score 


359 






Exons 


2518. .2691, 2795. .2846 










Seq. No. 


52557 


Seq. ID 


OJ991107_44 


.0421. 


C18 


Gene No. 


110893 


Strand 


+ 






Start 


1868 


End 


2176 






Name 


OJ991107 44.0421.C18.ol.np 


Method 


AAT/NAP 






Start 


1868 


End 


2176 






GI 


7340909 


Score 


164 






Exons 


1868. .2176 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52557 


Seq-. ID 


OJ991107_44 


.0421. 


C18 


Gene No. 


110894 


Strand 








Start 


1306 


End 


2103 






Name 


OJ991107 44.0421.C18.ol.gs 


Method 


GEN SCAN 






Start 


1306 


End 


2103 






GI 


none 


Score 


.58 






Exons 


1306. .1458, 1912. .1954, 2090 


. .2103 








Seq. No. 


52558 


Seq. ID 


OJ991107 44 


.0421. 


C19 


Gene No. 


110895 


Strand 


+ 






Start 


927 


End 


11482 






Name 


OJ991107 44.0421.C19.ol.gs 


Method 


GEN SCAN 






Start 


927 


End 


11482 






GI 


none 


Score 


.52 






Exons 


927. .982, 2377. .2548, 4980.. 


5171, 5232 


..5545, 5555 


. .6120 






6377. .6552, 6987. .7121, 8667 


..8719, 10417. .10495, 


11351. 


'.11482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52558 

110895 

927 

OJ991107_44.0421.C19.o2.np 

5014 

6907106 



Seq. ID OJ991107_44.0421.C19 

Strand + 

End 11482 

Method AAT/NAP 

End 6180 

Score 387 



5014. .5450, 5719. .5921, 5994. .6180 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



52558 

110896 

13102 

OJ991107_44.0421.C19.o2.gs 

13102 

none 



Seq. ID OJ991107_44 .0421.C19 

Strand + 

End 16888 

Method GENSCAN 

End 16888 

Score . 4 



13102. .13185, 16365. .16426, 16735.. 16888 

52558 Seq. ID OJ991107_4 4 . 0421 . C19 



53592 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



110897 Strand 

1 End 1474 

OJ991107_44 . 0421 . C19 . ol . np Method AAT/NAP 

1 End 1474 

7340909 Score 106 
1..190, 1447. .1474 

(AP001550) hypothetical protein [Oryza sativa] 



52558 

110898 

18074 

OJ991107_4 4 .0421.C19.ol.tm 

5708 

none 



Seq. ID OJ991107_44.0421.C19 
Strand 

End 18157 

Method TBLASTX : Mai ze 

End 6084 

Score 78 



5708. .5743, 5723. .5788, 5732. .5818, 5758. .5820, 5817. .5849, 
5820. .5897, 5850. .6083, 5853. .6050, 5868. .5987, 6019. .6084 



Seq. No. 52558 

Gene No. 110898 

Start 18074 

Name OJ991107_44 . 0421 ,C19.o3 .gs 

Start 18074 

GI none 

Exons 18074. .18157 



Seq. ID OJ991107_44.0421.C19 
Strand 

End 18157 

Method GEN SCAN 

End 18157 

Score .44 



Seq. No. 52559 

Gene No. 110899 

Start 2562 

Name OJ991107_4 4 . 042 1 . C20 . o2 . gp 

Start 2562 

GI 62726_1.R1084 

Exons 2562.. 2646 

GI Descrip. '3482929 4.0e-17 (AC003970) Putative transcription factor 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 
I* Start 
If Name 
^ Start 
C3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991107_44.0421.C20 
Strand + 

2646 
AAT/GAP 
2646 
144 



End 

Method 

End 

Score 



52559 

110900 

688 

OJ991107_44 .0421.C20.ol.gs 

688 

none 



Seq. ID OJ991107_44.0421.C20 
Strand 

End 2646 

Method GENSCAN 

End 2646 

Score .52 



688. .824, 2416. .2520, 2589.-2646 



Seq. ID OJ991107_44.0421.C20 
Strand 

2646 
AAT/GAP 
2399 
97 



52559 
110900 
688 

OJ991107_44 .0421.C20.ol.gp 
2302 

90742_1.R1084 
2302. .2399 

'5734616/dbj I AP000391. 1 IAP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



End 

Method 

End 

Score 



Seq. No. 52560 

Gene No. 110901 

Start 1 

Name OJ991107_35 . 04 21 . CI . ol . np 



Seq. ID OJ991107_35.0421.C1 

Strand 

End 627 

Method AAT/NAP 



53593 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



627 
699 



2498930 
1..399, 567. .627 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT ION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 


52561 


Seq. ID 


OJ991107 


Gene No. 


110902 


Strand 


+ 


Start 


1 


End 


775 


Name 


OJ991107 35.0421.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


775 


GI 


5042454 


Score 


349 


Exons 


1..235, 750. .775 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


h? a S— _i_ v d j 


Seq. No. 


52561 


Seq. ID 


OJ991107 


Gene No. 


110902 


Strand 


+ 


Start 


1 


End 


775 


Name 


OJ991107 35.0421.C8.o2.np 


Method 


AAT/NAP 


Start 


226 


End 


775 


GI 


5922623 


Score 


211 




226. .306, 688..77S 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj | BAA85199.il 


(AP000570) 


hypotheti 




[Oryza sativa] 






Seq. No. 


52562 


Seq. ID 


OJ991107 


Gene No. 


110903 


Strand 


+ 


Start 


78 


End 


518 


Name 


OJ991107 35.0421.C9.ol.gs 


Method 


\JC-i la <D \^r\vt 


Start 


78 


End 


518 


GI 


none 


Score 


.86 


Exons 


78. .153, 325. .518 






Seq. No. 


52562 


Seq. ID 


OJ991107 


Gene No. 


110904 


Strand 


+ 


Start 


3596 


End 


6588 


Name 


OJ991107 35.0421.C9.o3.gs 


Method 


GENSCAN 


Start 


3596 


End 


5372 


GI 


none 


Score 


.88 


F.5f nr<? 


3596.. 3650, 3910.. 4120, 4217.. 5372 




Seq. No. 


52562 


Seq. ID 


OJ991107 


Gene No. 


110904 


Strand 


+ 


Start 


3596 


End 


6588 


Name 


OJ991107 35.0421.C9.o2.np 


Method 


AAT/NAP 


Start 


3984 


End 


6588 


GI 


7228457 


Score 


3279 


Exons 


3984. .5309, 5373. .6207, 6330. .6374, 6551.. 6588 


GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 




retrotransposon RetroSorl, 


polyprotein 


. (AF0988I 




sativa] 






Seq. No. 


52562 


Seq. ID 


OJ991107_ 


Gene No. 


110904 


Strand 


+ 


Start 


3596 


End 


6588 


Name 


OJ991107 35.0421.C9.o4.gs 


Method 


GENSCAN 



53594 




OLai i 


5436 




End 


6359 


(IT 


none 




Score 


. 98 


Fvnn q 

Hi AUllO 


5436 6359 










52562 




Seq. ID 


OJ991107 


Gene No . 


110905 




Strand 




Start 


1 




End 


3472 


Name 


OJ991107 35,0421. C9 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


3472 


GI 


5042454 




Score 


3745 


Exons 


1..492, 1127. .2833, 


2889. . 


3005, 3343.. 


3472 


GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 



Seq. No. 52562 

Gene No. 110905 

Start 1 

Name OJ991107_35 . 0421 . C9 . o4 . tw 

Start 1769 

GI none 
Exons 



Seq. ID OJ991107_35.0421.C9 



Strand 
End 

Method 

End 

Score 



3472 

TBLASTX: Wheat 

2161 

89 



1769. .2026, 1803. .2042, 2009. .2107, 2010. .2090, 2114. .2161 



Seq. No. 52562 

Gene No. 110905 

Start 1 

Name OJ991107_35 . 0421 . C9 . o3 . tm 

Start 1871 

GI none 

Exons 1871.. 2119, 1872.. 2156 



Seq. ID OJ991107_35.0421.C9 
Strand 

End 3472 

Method TBLASTX : Maize 

End 2156 

Score 103 



- 3 

'"4 



Seq. No. 52562 

Gene No. 110906 

Start 4730 

Name OJ991107_35 . 0421 . C9 . o3 . tw 

Start 4730 

GI none 

Exons 4730.. 4903, 4731.. 5216, 4925. 

Seq. No. 52562 

Gene No. 110907 

Start 5381 

Name OJ991107_35 . 0421 . C9 . ol . tw 

Start 5381 

GI none 

Exons 5381.. 5842, 5382.. 5843 



Seq. ID OJ991107_35.0421.C9 
Strand 

End 5216 

Method TBLASTX : Wheat 

End 5216 

Score 412 
.5212 

Seq. ID OJ991107_35.0421.C9 
Strand 

End 58 67 

Method TBLASTX : Wheat 

End 5843 

Score 584 



Seq. No. 52562 

Gene No. 110907 

Start 5381 

Name OJ991107_35 . 0421 . C9 . o2 . ts 

Start 5421 

GI none 

Exons 5421.. 5645, 5652.. 5786 



Seq. ID OJ991107_35.0421.C9 
Strand 

End 5867 

Method TBLASTX : Soybean 

End 5786 

Score 117 



Seq. No. 52562 

Gene No. 110907 

Start 5381 

Name OJ991107 35 . 0421 . C9 . ol . tm 



Seq. ID OJ991107_35.0421.C9 
Strand 

End 5867 

Method TBLASTX : Maize 



53595 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5511 End 
none Score 
5511. .5867, 5546. .5857, 5634. .5867 



52562 

110908 

5894 

OJ991107_35.0421.C9.o2.tm 

5894 

none 

5894. .6259, 5895.-6278 

52562 

110908 

5894 

OJ991107_35.0421.C9.o2.tw 

5952 

none 

5952. .6374, 5957. .6346 

52562 

110908 

5894 

OJ991107_35.0421.C9.ol.ts 

6030 

none 

6030.. 6371, 6047.. 6190 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



52563 Seq. ID 

110909 Strand 
2291 End 
OJ991107_35 . 0421 . C10 . ol . np Method 
2291 End 
5042454 Score 
2291. .2426, 2760. .3000 

(AC007789) putative polyprotein [Oryza 

52563 Seq. ID 

110910 Strand 
1 End 
OJ991107_35. 0421. C10. o2.np Method 
1 End 
6907089 Score 
1. .1181 

(AP001129) hypothetical protein [Oryza 

52563 Seq. ID 

110910 Strand 

1 End 

OJ991107_35 . 0421 . C10 . ol . gs Method 

216 End 

none Score 
216. .1181 



5867 
388 



OJ991107_35.0421.C9 
6374 

TBLASTX: Maize 

6278 

352 



OJ991107_35.0421.C9 
6374 

TBLASTX: Wheat 

6374 

461 



OJ991107_35.0421.C9 
6374 

TBLASTX: Soybean 

6371 

241 



OJ991107_35. 0421. C10 
+ 

3000 
AAT/NAP 
3000 
228 

sativa] 

OJ991107_35. 0421. C10 

2867 
AAT/NAP 
1181 
1552 

sativa] 

OJ991107_35. 0421. C10 

2867 
GEN SCAN 
1181 
.96 



Seq. No. 
Gene No. 
Start 



52563 

110910 

1 



Seq. ID 

Strand 

End 



OJ991107_35. 0421. C10 
2867 



53596 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991107_35 . 0421 . CIO . o3 . np Method AAT/NAP 

404 End 2867 

5922623 Score 332 

404. .440, 2018. .2093, 2262. .2409, 2787. .2867 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 52564 

Gene No. 110911 

Start 12 

Name OJ991107_35 . 0421 . Cll . ol . gs 

Start 12 

GI none 

Exons 12. .185, 404. .496, 638.. 751 



Seq. ID OJ991107_35. 0421. Cll 

Strand + 

End 751 

Method GENSCAN 

End 751 

Score .61 



Seq. No. 52564 Seq. ID OJ991107_35 . 0421 . Cll 

Gene No. 110912 Strand 

Start 1 End 529 

Name OJ991107_35 . 0421 .Cll . ol . np Method AAT/NAP 

Start 1 End 529 

GI 5922623 Score 156 

Exons 1..72, 449.. 529 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



12 



Seq. No. 52564 

Gene No. 110913 

Start 2281 

Name OJ991107_35 . 0421 . Cll . o2 . gs 

Start 2281 

GI none 

Exons 2281.. 2347, 2385.-2422 

Seq. No. 52565 

Gene No. 110914 

Start 858 

Name OJ991107_35 . 0421 . C12 . ol . np 

Start 858 

GI 3980412 

Exons 858.. 884, 2117.. 2526, 3241. 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,3370, 3776 



OJ991107_35. 0421. Cll 

2422 
GENSCAN 
2422 
.74 



OJ991107_35.0421.C12 
+ 

4283 
AAT/NAP 
4283 
310 

,.4152, 4183. .4283 



(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



Seq. No. 


52565 








Seq. ID 


OJ991107_35.0421 


.C12 


Gene No. 


110914 








Strand 


+ 




Start 


858 








End 


4283 




Name 


OJ991107 35. 


0421 


.C12.ol, 


.gs 


Method 


GENSCAN 




Start 


2072 






End 


4251 




GI 


none 








Score 


.52 




Exons 


2072. .2515, 


3574 


. .4251 










Seq. No. 


52565 








Seq. ID 


OJ991107_35.0421 


.C12 


Gene No. 


110914 








Strand 


+ 




Start 


858 








End 


4283 




Name 


OJ991107 35. 


0421 


.C12.ol. 


,tm 


Method 


TBLASTX: Maize 





53597 




C+- art 


2159 




End 


3935 


GI 


none 




Score 


75 


E vons 


2159. . 2218, 


2237.. 2368, 3789. 


.3935, 3829. .3912 


Seq. No. 


52565 




Seq. ID 


OJ991107_35.04 21.C12 


Gene No. 


110914 




Strand 


+ 


Start 


858 




End 


4283 


N 3.IU6 


OJ991107 35 


. 0421.C12.ol . ts 


Method 


TBLASTX: Soybean 


Start 


2162 ~ 




End 


2368 


GI 


none 




Score 


67 


P. von 


2162. 2239. 


2249. .2368 






Sea No 


52566 




Seq. ID 


OJ991107_35.0421.C13 


f^pnps Mo 

Vj ^ 1 i I 1 ! W . 


110915 




Strand 


+ 


Start 


1 




End 


3700 


Name 


OJ991107 35 


.0421.C13.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3023 


GI 


3980413 




Score 


1291 




1..452, 729 


..870, 944. .1051, 


1491. . 1703 


, 1814. .1924, 2474. .2668, 




2819. .3023 








f^T Dp cjp t* "i r> 

Ui. L/C O v_,X. J. ^/ ■ 


(AC004561) 


putative pumilio/Mpt5 family RNA-binding protein 




[Arabidopsis thaliana] 






CpfT \fO 


52566 




Seq. ID 


OJ991107_35.0421.C13 


Gene No. 


110915 




Strand 


+ 


Start 


1 




End 


3700 


Name 


OJ991107 35 


-0421.C13.ol.gs 


Method 


GENSCAN 


Start 


50 




End 


3700 


GI 


none 




Score 


.8 


Rvon 


50. .202, 242. .452, 729. .870, 


1491. .1703, 1850. .1924, 2474. .2668, 




2819. .2993, 


3696. .3700 






Sea No 


52566 




Seq. ID 


OJ991107_35.0421.C13 


CZ^nc^ Wo 


110916 




Strand 


+ 


Start 


4934 




End 


5467 


Name 


OJ991107 35 


.0421.C13.ol, tm 


Method 


TBLASTX: Maize 


Start 


36 




End 


3195 


GI 


none 




Score 


76 




36. .179, 51 


..161, 58. .195, 188. .412, 192. .449, 194. .451, 




204. .452, 262. .450, 723. .851, 


724. .870, 


727. .870, 733. .873, 




742. .876, 790. .876, 832. .882, 


929. .1036, 935. .1039, 937. .1038, 




950. .1030, 


997. .1056, 1479. .1703, 1486. 


.1689, 1488. .1694, 




1489. .1704, 


1490. .1699, 1506. 


.1703, 1563. .1700, 1811. .1924, 




1811. .1858, 


1813. .1920, 2459. 


.2671, 2459. .2668, 2472. .2669, 




2473. .2670, 


2812.. 2991, 2813. 


.2992, 2819. .2968, 2825. .2971, 




2831. .2968, 


3087.. 3122, 3136. 


.3195 




Sea No 


52566 




Seq. ID 


OJ991107_35.0421.C13 


VJ d 1 ^ W ■ 


110916 




Strand 


+ 


Start 


4934 




End 


5467 


Name 


OJ991107 35 


.0421.C13.o2.ts 


Method 


TBLASTX : Soybean 


Start 


61 




End 


1053 


GI 


none 




Score 


83 


Exons 


61. .156, 14 


8. .195, 181. .345, 


214 . .333, 


279. .344, 346. .450, 




359. .445, 376. .450, 723. .869, 


724. .888, 


727. .870, 727 . .873, 




935. .1039, 


940. .1050, 943. .1053 





53598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

[3 Exons 

f fs Seq. No. 

5:3 Gene No. 

l Jt Start 

^ Name 

Id Start 

%J GI 

Exons 



52566 



Seq. ID OJ991107_35.0421.C13 



110916 








Strand 


+ 




4934 








End 


5467 




OJ991107 35 


.0421 


.C13.ol. 


tc 


Method 


TBLASTX: 


Cress 


727 








End 


2527 




none 








Score 


74 




727. .876, 784. .876, 971. 


. 1039, 


989. .1039, 1479. 


. 1703, 


1490. . 1699, 


1500 


. . 1715, 


1807 . . 


1929, 1811. .1924, 


2459. .2527 


52566 








Seq. ID 


OJ991107 


_35.0421.C1 


110916 








Strand 


+ 




4934 








End 


5467 




OJ991107 35 


.0421 


.C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 


1502 








End 


2971 




none 








Score 


301 




1502. .1699, 


1503 


.1703, 


1807 . . 


1866, 1811. .1867, 


2825. .2971 


52566 








Seq. ID 


OJ991107 


_35.0421.C1 


110916 








Strand 


+ 




4934 








End 


5467 




OJ991107 35 


.0421 


C13.o3. 


ts 


Method 


TBLASTX: 


Soybean 


1868 








End 


2668 




none 








Score 


69 




1868. .1924, 


2459 


.2668, 


2473. . 


2613 






52566 








Seq. ID 


OJ991107 


_35.0421.C1 


110916 








Strand 


+ 




4934 








End 


5467 




OJ991107 35 


.0421 


C13.o2. 


tc 


Method 


TBLASTX: 


Cress 


2812 








End 


2992 




none 








Score 


99 




2812. .2958, 


2812 


.2991, 


2813. . 


2992 







Seq. No. 52566 Seq. ID 

Gene No. 110916 Strand 

Start 4 934 End 

Name OJ991107_35 . 0421 . C13 . o2 . gs Method 

Start 4 934 End 

GI none Score 

Exons 4 934.. 54 4 9 



OJ991107_35.0421.C13 
+ 

5467 
GENSCAN 
5449 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52566 Seq. ID 

110916 Strand 

4 934 End 

OJ991107_35.0421.C13.o2.np Method 

4 934 End 

6523067 Score 
4934. .5467 

(AL133314) putative protein [Arabidopsis thaliana] 



OJ991107_35.0421.C13 
+ 

5467 
AAT/NAP 
5467 
398 



52566 Seq. ID 

110916 Strand 

4 934 End 

OJ991107_35.0421.C13.o3.tc Method 

4991 End 

none Score 



OJ991107_35.0421.C13 
+ 

5467 

TBLASTX: Cress 

5458 

77 



4991. .5083, 5282. .5455, 5290. .5448, 5297. .5458 



53599 




Seq. No. 


52566 








Seq. ID 


OJ991107 


_35.0421 


.C13 


Gene No. 


110916 








Strand 


+ 






Start 


4934 








End 


5467 






Name 


OJ991107 35 


.0421. 


C13.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


5282 








End 


5467 






GI 


none 








Score 


296 






Exons 


5282. .5467, 


5290. 


.5466, 


5294 


. .5467 








Seq. No. 


52566 








Seq. ID 


OJ991107 


_35.0421 


.C13 


Gene No . 


110916 








Strand 


+ 






Start 


4934 








End 


5467 






Name 


OJ991107 35 


.0421. 


C13.o4 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


5282 








End 


5458 






GI 


none 








Score 


201 






Exons 


5282. .5458, 


5290. 


.5454 












Seq. No. 


52567 








Seq. ID 


OJ991107 


_35.0421 


.C14 


Gene No. 


110917 








Strand 


+ 






Start 


1892 








End 


2814 






Name 


OJ991107 35 


.0421. 


C14.o2 


• gp 


Method 


AAT/GAP 






Start 


1892 








End 


2814 






GI 


LIB3431-026 


-Pl-Kl 


-F8 




Score 


751 






Exons 


1892. .2087, 


2154. 


.2327, 


2767 


. .2814 








GI Descrip. 


'3859597 3. 


0e-24 


(AF104919) 


No definition line 


found 






[Arabidopsis thaliana] ' 












Seq. No. 


52567 








Seq. ID 


OJ991107 


_35.0421 


.C14 


Gene No. 


110918 








Strand 


+ 






Start 


3223 








End 


3730 






Name 


OJ991107 35 


.0421. 


C14.o3 


.gp 


Method 


AAT/GAP 






Start 


3223 








End 


3730 






GI 


none 








Score 


756 






Exons 


3223. .3270, 


3375. 


.3730 












Seq. No. 


52567 








Seq. ID 


OJ991107 


_35.0421 


.C14 


Gene No. 


110919 








Strand 


+ 






Start 


4468 








End 


7430 






Name 


OJ991107 35 


.0421. 


C14.o2 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1872 








End 


2330 






GI 


none 








Score 


54 






Exons 


1872. .1928, 


1905. 


.1994, 


1986 


..2090, 2009.. 2089, 


2151. .2258, 




2153. .2242, 


2232. 


.2300, 


2279 


..2329, 2280.. 2330 






Seq. No. 


52567 








Seq. ID 


OJ991107 


_35.0421 


.C14 


Gene No. 


110919 








Strand 


+ 






Start 


4468 








End 


7430 






Name 


OJ991107 35 


.0421. 


C14.ol 


.np 


Method 


AAT/NAP 






Start 


4468 








End 


7430 






GI 


7485695 








Score 


789 






Exons 


4468. .6044, 


7414. 


.7430 













GI Descrip. hypothetical protein F18A5.40 - Arabidopsis thaliana 

gi|4455294 | emb | CAB36829 . 1 | (AL035528) putative protein 
[Arabidopsis thaliana] gi | 7268069 | emb | CAB78407 . 1 | (AL161537) 
putative protein [Arabidopsis thaliana] 

Seq. No. 52567 Seq. ID OJ991107_35 . 0421 . C14 



53600 






110919 

X J- \J Z> X 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35, 


.0421 


.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4507 








End 


6027 


GI 


none 








Score 


84 


Rxon s 


4507 4677, 


4738 


. .5091, 


4747 . 


.5052, 4835. .4876, 4978. .5151, 




4993 5154, 


5062 


. .5283, 


5138 . 


.5179, 5161. .5586, 5200. .5394, 




5305. .5631, 


5314 


. . 5691, 


5364 . 


.5681, 5698.. 6027 


C^arr No 

O C vJ • L N ^ . 


52567 








Seq. ID 


OJ991107_35.0421.C14 


Gene No. 


110919 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35. 


. 0421 


.C14 .o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4507 ~ 








End 


5517 


GI 


none 








Score 


84 


Fix on ^ 


4507 4677, 


4507 


. .4677, 


4516. 


.4677, 4738. .4983, 4759. .4995, 




4804 . . 5298, 


4863 


. .5177, 


5011. 


.5235, 5275. .5517 


Cprr Nn 

k_J ^ V_J . 1 n v_/ . 


52567 








Seq. ID 


OJ991107_35.0421.C14 


Gene No. 


110919 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35, 


. 0421 


.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4516 ~ 








End 


5691 


GI 


none 








Score 


84 


R ynn 

DA WHO 


4516 4677. 


4716 


. . 4967, 


4759. 


.5070, 4957. .5373, 5251. .5691, 




5445. . 5681 












Seq. No. 


52567 








Seq. ID 


OJ991107_35.0421.C14 


Gene No. 


110919 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35 


. 0421 


,C14 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


4716 ~~ 








End 


5600 


GI 


none 








Score 


129 


Exons 


4716. .4928, 


4759 


. . 5028, 


4975 . 


.5331, 5322.. 5600 


Seq. No. 


52567 








Seq. ID 


OJ991107_35.0421.C14 


Gene No. 


110919 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35 


. 0421 


. C14 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5520 _ 








End 


6045 


GI 


none 








Score 


131 


P.ynn c 


5520 5696 


5521 


5700, 


5704 . 


.6045, 5704. .5802 


Seq. No. 


52567 








Seq. ID 


OJ991107_35.0421.C14 


Gene No. 


110919 








Strand 


+ 


Start 


4468 








End 


7430 


Name 


OJ991107 35 


. 0421 


.C14 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5608 ~ 








End 


6057 


GI 


none 








Score 


106 


UAVllO 


5608 5700- 


5628 


5696, 


5728 . 


.6057 




Seq. No. 


52568 








Seq. ID 


OJ991107_35.0421.C15 


Gene No. 


110920 








Strand 


+ 


Start 


96 








End 


473 


Name 


OJ991107 35. 


.0421 


.CIS.ol 


.np 


Method 


AAT/NAP 


Start 


96 








End 


473 


GI 


6686813 








Score 


90 



53601 



Exons 96.. 221, 337.. 473 

GI Descrip. (AJ242602) dihydroxyacetone 3-phosphate reductase [Arabidopsis 
thaliana] 



Seq. No. 52568 Seq. ID 

Gene No. 110920 Strand 

Start 96 End 

Name OJ991107_35 . 0421 . C15 . ol . tm Method 

Start 348 End 

GI none Score 

Exons 348.. 467, 358.. 468 



OJ991107_35.0421.C15 
+ 

473 

TBLASTX: Maize 

468 

170 



Seq. No. 52568 Seq. ID 

Gene No. 110920 Strand 

Start 96 End 

Name OJ991107_35 . 0421 . C15 . ol . gs Method 

Start 358 End 

GI none Score 

Exons 358.. 469 



OJ991107_35.0421.C15 
+ 

473 

GENSCAN 

469 

.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52569 

110921 

1 

OJ991107_35. 0421.C16.ol.np 
1 

1708025 

1.-53, 169. .253, 337. .409, 



Seq. ID OJ991107_35.0421.C16 

Strand + 

End 2286 

Method AAT/NAP 

End 2259 

Score 1052 
766. .983, 1068. .1175, 1278. 



1421. .1458, 1543. .1663, 1734. .1788, 1972. .2020, 2104., 
GLYCEROL- 3-PHOSPHATE DEHYDROGENASE [NAD+] 
gi I 8407 31 1 emb | CAA56125 | (X7 9677 ) glycerol-3-phosphate 
dehydrogenase (NAD+) [Cuphea lanceolata] 



.1341, 
2259 



Seq. No. 52569 

Gene No. 110921 

Start 1 

Name OJ991107_35 . 0421 . CI 6 . ol . gs 

Start 188 

GI none 

Exons 188.. 253, 337.. 409, 766.. 887, 
1421. .1458, 1543. .1663, 1734. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1068 



OJ991107_35.0421.C16 
+ 



2286 
GENSCAN 
2286 
.85 

1175, 1278. 



1788, 1972.. 2020, 



,1341, 
2104. .2286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52569 Seq. ID 

110922 Strand 
5156 End 
OJ991107_35.0421.C16.ol .gp Method 
5156 End 
18837_1.R1084 Score 
5156. .5617, 5707. .5774, 6540. .6810 

' 30804 15 /emb | CAA18734 . 1 1 5.0e-15 (AL022604) cysteine 
proteinase-like protein [Arabidopsis thaliana] 1 



OJ991107_35.0421.C16 

6810 
AAT/GAP 
6810 
1499 



52569 Seq. ID 

110922 Strand 

5156 End 

OJ991107_35 . 0421 . C16 . o2 . np Method 

5364 End 

1345881 Score 



OJ991107_35.0421.C16 

6810 
AAT/NAP 
6629 
582 



53602 



# 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5364. .5612, 5703.. 5774, 6540.. 6629 

CYTOCHROME B5 gi 1 1076743 I pir | | S4 6307 cytochrome b5 - rice 
gi|414705|emb|CAA53366| (X75670) cytochrome b5 [Oryza sativa] 



52569 

110923 

8259 

OJ991107_35.0421.C16.ol.tm 

170 

none 

170. .253, 170. .253, 175. .255, 
762. .992, 763. .993, 764. .982, 
1067. .1186, 1258.. 1329, 1258. 
1413. .1454, 1417. .1458, 1417. 
1540. .1662, 1540. .1662, 1541. 
1726. .1791, 1734. .1796, 1735. 
1971. .2024, 2098. .2313, 2103. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 35.0421.C16 



8646 

TBLASTX: Maize 
2425 
128 

336. .413, 337. .414, 760. .978, 
768. .1010, 1065. .1175, 1065. .1175, 
1345, 1281, 



.1341, 
.1458, 
.1663, 
.1797, 



1280. 
1418. 
1542. 
1969. 



.1459, 
.1667, 



1419. 
1542. 



.2297, 2399. 



.2016, 1970, 
.2425 



.1343, 
.1460, 
.1664, 
.2020, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52569 

110923 

8259 

OJ991107 35.0421.C16.o2.tc 



Seq. ID 
Strand 
End 

Method 

1277 End 
none Score 
1277. .1345, 1278. .1346, 1413. .1454, 1417 
1540. .1647, 1542. .1664, 1733. .1789, 1735 
1970. .2023, 2068. .2166, 2100. .2174 



OJ991107 35.0421.C16 



8646 

TBLASTX: Cress 
2174 
105 

1458, 1540. .1662, 
1797, 1969.. 2022, 



Seq. No. 52569 

Gene No. 110923 

Start 8259 

Name OJ991107_35 . 0421 . C16 . o3 . ts 

Start 1609 

GI none 

Exons 1609.. 1662, 1611.. 1664, 1733. 

1970.. 2020, 2068.. 2247, 2099. 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX : Soybean 

End 2263 

Score 91 

.1789, 1735. .1797, 1969. .2016, 
.2263, 2100. .2249, 2150. .2254 



Seq. No. 52569 
Gene No. 110923 
Start 8259 

Name OJ991107_35 . 0421 .C16.ol . tw 

Start 5281 
GI none 

Exons 5281.. 5301, 5352.. 5453, 5358. 

5677.. 5817, 5703.. 5816, 6537. 
6557. .6613, 6566. .6640 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX: Wheat 

End 6640 

Score 122 

.5630, 5362. .5619, 5529. .5621, 
.6620, 6538. .6609, 6538. .6621, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52569 
110923 
8259 

OJ991107 35.0421.C16.o2.tm 



OJ991107 35.0421.C16 



5323 
none 

5323. .5616, 
5703. .5777, 
6566. .6640 



5360. 
5705. 



.5617, 
.5776, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5361. .5630, 
5708. .5785, 6537. .6623, 6538, 



8646 

TBLASTX: Maize 
6640 
315 

5362. .5619, 5526. 



.5630, 
.6609, 



53603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



!^ Seq. No. 

=f Gene No. 

□ Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fll 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX : Soybean 
End 6614 
none Score 39 

5372. .5410, 5373. .5432, 5400. .5453, 5404. .5613, 5406. .5630, 
5526. .5639, 5672. .5776, 5701. .5775, 5703. .5777, 5703. .5795, 
6537.. 6614, 6538.. 6609 



52569 

110923 

8259 

OJ991107_35.0421.C16.ol.ts 
5372 



52569 

110923 

8259 

OJ991107_35.0421.C16.ol.tc 
5427 
none 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX : Cres s 

End 6611 

Score 200 



5427. .5630, 5428. .5616, 5677. .5775, 5703. .5777, 5715. .5783, 
6537. .6611 



52569 
110923 
8259 

OJ991107_35.0421.C16.o2.gp 
8259 
3767958 
8259. .8565 

3080415/embl CAA18734.il 5.0e-15 (AL022604) cysteine 
proteinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ991107_35.0421.C16 
Strand 

8646 
AAT/GAP 
8565 
572 



End 

Method 

End 

Score 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX : Soybean 

End 864 6 

none Score 102 

8427. .8564, 8428.-8562, 8434. .8571, 8436.-8576, 8577. .8645, 
8578. .8646 



52569 

110923 

8259 

OJ991107_35.0421.C16.o2.ts 
8427 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method TBLASTX: Maize 

End 8640 

none Score 154 

8429. .8575, 8433. .8576, 8433.-8579, 8437. .8577, 8575. .8640, 
8577. .8639 



52569 
,110923 
8259 

OJ991107_35.0421.C16.o3.tm 
8429 



52569 
110923 
8259 

OJ991107_35.0421.C16.o3.np 
8430 
7435808 
8430. .8645 

cysteine proteinase (EC 3.4.22.-) F23E12.90 - Arabidopsis 
thaliana gi I 3080415 | emb | CAA18734 . 1 1 (AL022604) cysteine 
proteinase-like protein [Arabidopsis thaliana] 



Seq. ID OJ991107_35.0421.C16 
Strand 

End 8 64 6 

Method AAT/NAP 

End 8645 

Score 264 



53604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi| 6708181|gb|AAF25831.1|AF191027_l (AF191027) papain-type 
cysteine endopeptidase XCP1 [Arabidopsis thaliana] 
gi| 7270487 | emb | CAB80252.il (AL161587) cysteine proteinase-like 
protein [Arabidopsis thaliana] 

52569 Seq. ID OJ991107_35 . 0421 . C16 

110923 Strand 

8259 End 8646 

OJ991107_35 . 04 2 1 . CI 6 . o3 . tc Method TBLASTX : Cress 
8436 End 8646 

none Score 141 

8436. .8579, 8437. .8577, 8577. .8645, 8584. .8646 

52570 Seq. ID OJ991107_35 . 0421 . C17 

110924 Strand 

1 End 910 

OJ991107_35 . 04 21 . C17 . ol . np Method AAT/NAP 
1 End 890 

4836904 Score 839 

1. .890 

(AC007369) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] gi | 6708183 | gb IAAF25832 . 1 |AF191028_1 (AF191028) 
papain-type cysteine endopeptidase XCP2 [Arabidopsis thaliana] 

52570 Seq. ID OJ991107_35 . 0421 . C17 

110924 Strand 

1 End 910 

OJ991107_35 .0421. C17 . ol . gp Method AAT/GAP 

7 End 366 

LIB3434-057-P1-K1-E4 Score 591 

7. .366 

'1709576/sp|P05994 |PAP4_CARPA 2.0e-19 PAPAYA PROTEINASE IV 

PRECURSOR (PPIV) (PAPAYA PEPTIDASE B) (GLYCYL ENDOPEPTIDASE) 
>gi 953176_emb_CAA54 974_ (X78056) proteinase IV [Carica papaya] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



52570 

110924 

1 

OJ991107_35.0421.C17.ol.tc 
14 

none 



Seq. ID OJ991107_35.0421.C17 

Strand 

End 910 

Method TBLASTX : Cress 

End 800 

Score 76 



14. .73, 15. .92, 186. .257, 240. .281, 282. .800, 331. .474, 550. .795 

52570 Seq. ID OJ991107_35 . 0421 . C17 

110924 Strand 

1 End 910 

OJ991107_35 . 0421 . C17 . ol . ts Method TBLASTX : Soybean 

14 End 801 

none Score 112 

14. .73, 15. .98, 186. .476, 211. .276, 331. .474, 486. .800, 

550. .645, 733. .801 

52570 Seq. ID OJ991107_35 . 0421 . C17 

110924 Strand 

1 End 910 

OJ991107_35 . 0421 . C17 . ol . gs Method GENSCAN 

65 End 890 



53605 




ri T 








Score 


. 62 


FvAn q 


65 . . 890 










Qart Mo 

JCLj. LN VJ ■ 


j j / \j 






Seq. ID 


OJ991107 35 0421. CI 


Gene No . 


110924 






Strand 




Start 


1 






End 


910 


Name 


OJ991107 


35.0421.C17.ol 


tm 


Method 


TBLASTX : Maize 


Start 


198 






End 


853 


GI 


none 






Score 


42 . 


Exons 


198. .488, 


202.. 273, 331 


. 474, 


546. .641, 


547. .621, 624. .794 




625. .798, 


706.. 795, 720 


.797, 


811. .849, 


823. .852, 827. .853 



Seq. No. 52570 Seq. ID 

Gene No. 110924 Strand 

Start 1 End 

Name OJ991107_35 . 0421 . C17 . ol . tw Method 

Start 213 End 

GI none Score 

Exons 213.. 503, 214.. 474 



OJ991107_35.0421.C17 
910 

TBLASTX: Wheat 

503 

158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52570 Seq. ID OJ991107_35 . 0421 . C17 

110924 Strand 

1 End 910 

OJ991107_35.0421.C17.o2.gp Method AAT/GAP 

579 End 910 

428905 Score 623 

579. .910 

170957 6/sp I P05994 | PAP4_CARPA 2.0e-19 PAPAYA PROTEINASE IV 
PRECURSOR (PPIV) (PAPAYA PEPTIDASE B) (GLYCYL ENDOPEPTIDASE) 
>gi 953176_emb_CAA54 974_ (X78056) proteinase IV [Carica papaya] 



Seq. No. 52571 

Gene No. 110925 

Start 4567 

Name OJ991107_35 . 0421 . C18 . o2 . gs 

Start 4567 

GI none 

Exons 4567.. 4646, 4834 
6542.. 6675, 6925 



Seq. ID 
Strand 

End 10178 
Method GEN SCAN 
End 10062 
Score .81 
4892, 5524. .5661, 5875. .6017, 
7066, 7187. .7874, 8829.-9793, 



OJ991107_35.0421.C18 
+ 



6394, 
9848. 



6493, 

,10062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52571 

110925 

4567 

OJ991107_35.0421.C18.ol.np 



Seq. ID 
Strand 
End 

Method 

6196 End 
7106512 Score 
6196. .6255, 6329.-6474, 6599.-6744, 6843 
8578. .8635, 8668. .9793, 9848. .10178 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991107_35.0421.C18 
+ 

10178 
AAT/NAP 
10178 
3149 

6992, 7162. .8078, 



Seq. No. 52571 Seq. ID 

Gene No. 110926 Strand 

Start 12540 End 

Name OJ991107_35 . 0421 . C18 . o3 . np Method 

Start 12540 End 

GI 7106512 Score 



OJ991107_35.0421.C18 
+ 

12721 
AAT/NAP 
12721 
119 



53606 




Exons 12540. .12599, 12673.. 12721 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 52571 

Gene No. 110927 

Start 19274 

Name OJ991107_35 . 0421 .C18 ,o4 

Start 19274 

GI none 

Exons 19274. . 19429, 20084.. 20 

Seq. No. 52571 

Gene No. 110928 

Start 10582 

Name OJ991107_35 . 042 1 . C18 . o3 

Start 10582 

GI none 

Exons 10582. .10739, 10785.. 10 
16403. .16528 



Seq. ID OJ991107_35.0421.C18 

Strand + 

End 23730 

.gs Method GENSCAN 

End 23730 

Score .56 
110, 23521.. 23652, 23704.. 23730 

Seq. ID OJ991107_35.0421.C18 
Strand 

End 16528 

. gs Method GENSCAN 

End 16528 

Score . 5 
907, 12573. .12766, 128 60 .. 13035, 



Seq. No. 52571 

Gene No. 110928 

Start 10582 

Name OJ991107_35 . 0421 . C18 . o2 . np 

Start 10585 

GI 7106513 

Exons 10585. .10735 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



Seq. ID OJ991107_35. 0421. CIS 
Strand 

End 16528 

Method AAT/NAP 

End 10735 

Score 133 



d Seq. No. 

1 Gene No. 

r; Start 

tf Name 

Start 

3 GI 

j Exons 

_ GI Descrip. 



52571 Seq. ID OJ991107_35 . 0421 . C18 

110929 Strand 

19417 End 21156 

OJ991107_35 . 0421 . C18 .ol .gp Method AAT/GAP 

19417 End 21156 

LIB3477-003-P1-K1-E9 Score 153 

19417. .19471, 21075. .21156 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 52571 Seq. ID 

Gene No. 110930 Strand 

Start 25448 End 

Name OJ991107_35 . 0421 . C18 . o5 . gs Method 

Start 25448 End 

GI none Score 

Exons 25448.. 25587 



OJ991107_35.0421.C18 

25587 
GENSCAN 
25587 
.86 



Seq. No. 52572 Seq. ID 

Gene No. 110931 Strand 

Start 677 End 

Name OJ991107_35 . 0421 . C19 . ol . gs Method 

Start 677 End 

GI none Score 

Exons 677.. 771, 1751.. 2198 



OJ991107_35.0421.C19 
+ 

2198 
GENSCAN 
2198 
.9 



53607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991107_35.0421.C19 
+ 

9074 
AAT/NAP 
9074 
638 



52572 Seq. ID 

110932 Strand 
4600 End 
OJ991107_35.0421.C19.ol.np Method 
4 600 End 
6069646 Score 
4600.. 4643, 8288.. 9074 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52572 Seq. ID 

110932 Strand 

4600 End 

OJ991107_35.0421.C19.o2.gp Method 

6307 End 

LIB3477-003-P1-K1-E9 Score 
6307.. 6363, 6450.. 6493 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991107_35.0421.C19 
+ 

9074 
AAT/GAP 
6493 
150 



Seq. No. 52572 Seq. ID 

Gene No. 110932 Strand 

Start 4 600 End 

Name OJ991107_35 . 0421 . C19 . o3 . gs Method 

Start 7050 End 

GI none Score 

Exons 7050.. 7125, 8485.. 8918 



OJ991107_35.0421.C19 
+ 

9074 
GEN SCAN 
8918 
.65 



Seq. No. 52572 Seq. ID 

Gene No. 110933 Strand 

Start 12808 End 

Name OJ991107_35 . 0421 . C19 . o3 . gp Method 

Start 12808 End 

GI none Score 

Exons 12808. .13196 



OJ991107_35.0421.C19 
+ 

14481 
AAT/GAP 
13196 
687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991107_35.0421.C19 



52572 
110933 
12808 

OJ991107_35.0421.C19.o2.np 
12867 
3252868 
12867. .13527, 14094.. 14481 

(AF033536) putative zinc transporter [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



14481 
AAT/NAP 
14481 
926 



52572 Seq. ID 

110934 Strand 

12801 End 
OJ991107_35.0421.C19.o2.tm Method 

8504 End 

none Score 
8504. .8827 



OJ991107_35.0421.C19 
15407 

TBLASTX: Maize 

8827 

243 



53608 




Seq. No. 


52572 


Seq. ID 


OJ991107_35.0421. 


C19 


Gene No. 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35.0421.C19.o4 .gs 


Method 


GENSCAN 




Start 


12801 ~~ 


End 


15407 






none 


Score 


.63 




Exons 


12801. .13433, 14120. .14283, 


14310. .14525, 15341. .15407 






52572 


Seq. ID 


OJ991107_35.0421. 


C19 


VJdlC LNW . 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35.0421.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


12930 


End 


14486 




GI 


none 


Score 


49 




Pyrin 


12930. .13007, 13014. .13295, 


13016. .1327 9, 13434. .1352 6, 






13451.. 13549, 14087.. 14 27 8, 


14116. .14289, 14302. .14484, 






14304 . .14486 








^ <=> rr Nn 

O C \J « IN . 


52572 


Seq. ID 


OJ991107_35.0421. 


C19 


Gene No . 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35.0421.C19.o4.gp 


Method 


AAT/GAP 




Start 


12997 


End 


13391 




GI 


LIB3434-058-P1-K1-B12 


Score 


555 




Pyrin c; 


12997 13028, 13107.. 13391 








OX UCOUJ — L. ^> • 


'3252868 1.0e-17 (AF033536) 


putative 


zinc transporter 






fArabidoosis thalianal ' 








O C ^ . IN \J . 


52572 


Seq. ID 


OJ991107_35.0421. 


,C19 


Cpnp Wn 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35.0421.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12999 


End 


14487 




GI 


none 


Score 


364 




Pyrjn S 


12999 13295. 13025 .. 13279, 


13394. .13528, 13407 .. 13529, 






14081 14203. 14087 14278. 


14116. .14283, 14299. .14487, 






14304 14486 








Qpn Mo 

W • LlW • 


52572 


Seq. ID 


OJ991107_35.0421, 


.C19 


Gene No. 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35 . 0421 .C19.ol . tm 


Method 


TBLASTX: Maize 




Start 


14099 ~ 


End 


14367 




GI 


none 


Score 


228 




TT y nn c* 


14099 14278. 14099 14206. 


14122. .14283, 14299. .14367, 






14304 14366 








S^ci No 


52572 


Seq. ID 


OJ991107_35.0421, 


.C19 


QQjie No . 


110934 


Strand 






Start 


12801 


End 


15407 




Name 


OJ991107 35.0421.C19.o5.gp 


Method 


AAT/GAP 




Start 


14166 


End 


14717 




GI 


56027 1.R1084 


Score 


1046 




Exons 


14166. .14717 








GI Descrip. 


•3252868 3.0e-29 (AF033536) 


putative 


zinc transporter 






[Arabidopsis thaliana] 1 









53609 



Seq. No. 52573 Seq. ID 

Gene No. 110935 Strand 

Start 1 End 

Name OJ991107_35 . 0421 . C20 . ol . np Method 

Start 1 End 

GI 7485195 Score 

Exons 1..174, 465.. 487 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi|2244844 | emb | CAB10266 . 1 1 (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268233 | emb | CAB78529 . 1 1 (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



OJ991107_35.0421.C20 
+ 

1089 
AAT/NAP 
487 
113 



Seq. No. 


52573 




Seq. ID 


OJ991107 


Gene No. 


110935 




Strand 


+ 


Start 


1 




End 


1089 


Name 


OJ991107 35 


.0421.C20.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


1089 


GI 


7339707 




Score 


107 


Exons 


1..53, 333. 


.488, 1071. .1089 






GI Descrip. 


(AP001539) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


52573 




Seq. ID 


OJ991107 


Gene No. 


110935 




Strand 


+ 


Start 


1 




End 


1089 


Name 


OJ991107 35 


.0421.C20.ol.gs 


Method 


GENSCAN 


Start 


33 




End 


227 


GI 


none 




Score 


.95 


Exons 


33. .227 








Seq. No. 


52574 




Seq. ID 


OJ991107 


Gene No. 


110936 




Strand 




Start 


1 




End 


1327 


Name 


OJ991107 35 


.0421.C21.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


851 


GI 


7406669 




Score 


152 


Exons 


1..40, 163. 


.260, 346. .411, 


791. .851 





GI Descrip. (AJ237988) putative ripening-related protein [Vitis vinifera] 



Seq. No. 52574 

Gene No. 110936 

Start 1 

Name OJ991107_35 . 0421 . C21 . ol . gs 

Start 163 

GI none 

Exons 163.. 260, 288.. 411, 791.. 851 



Seq. ID OJ991107_35.0421.C21 
Strand 

End 1327 

Method GENSCAN 

End 851 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52574 

110936 

1 

OJ991107_35.0421.C21.ol.gp 

164 

none 



Seq. ID OJ991107_35.0421.C21 
Strand 

End 1327 

Method AAT/GAP 

End 1327 

Score 807 



164. .260, 346. .411, 791. .857, 1096. .1327 



Seq. No. 
Gene No. 
Start 



52574 

110937 

2066 



Seq. ID OJ991107_35.0421.C21 
Strand 

End 5273 



53610 



Name 

Start 

GI 

Exons 



OJ991107_35 . 04 2 1 . C21 . ol . tw Method TBLASTX : Wheat 

5 End 419 

none Score 71 

5. .46, 163. .270, 164. .262, 347. .412, 351. .419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52574 Seq. ID 

110937 Strand 

2066 End 

OJ991107_35 . 0421 . C21 . o2 . gs Method 

2066 End 

none Score 



OJ991107_35.0421.C21 

5273 
GENSCAN 
5225 
.9 



2066. .2197, 3265.-3333, 3420. .3482, 3904. .4005, 4479. .4658, 
5121. .5225 



Seq. No. 52574 
Gene No. 110937 
Start 2066 

Name OJ991107_35 . 0421 . C21 . o2 . np 

Start 3253 
GI 7486584 

Exons 3253.. 3333, 3420.. 3482, 3904 

5121. .5273 

GI Descrip. hypothetical protein F7H19.90 - Arabidopsis thaliana 

gi|3292816|emb|CAA19806.1| (AL031018) putative fizzy-related 
protein [Arabidopsis thaliana] gi | 7269138 | emb | CAB79246 . 1 1 
(AL161558) putative fizzy-related protein [Arabidopsis thaliana] 



Seq. ID OJ991107_35.0421.C21 
Strand 

End 5273 

Method AAT/NAP 

End 5273 

Score 1007 

,4014, 4096. .4344, 4479. .4658, 



Seq. No. 52574 
Gene No. 110937 
Start 2066 

Name OJ991107_35 . 0421 . C21 . ol . tm 

Start 3265 
GI none 

Exons 3265.-3336, 3272.. 3328, 3420. 

3902. .4006, 3910. .4008, 4073. 
4093. .4404, 4096.. 4164, 4165. 
4557. .4604 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3485, 3424 
.4345, 4077 



OJ991107 35.0421.C21 



5273 

TBLASTX: Maize 
4604 
59 

3483, 3898. 
4349, 4090. 



.4299, 4300. .4347, 4476. 



,4008, 
,4347, 
,4556, 



Seq. No. 52574 Seq. ID 

Gene No. 110937 Strand 

Start 2066 End 

Name OJ991107_35 . 0421 . C21 . ol . ts Method 

Start 3295 End 

GI none Score 
Exons 



OJ991107_35.0421.C21 
5273 

TBLASTX : Soybean 

4602 

66 



3295. .3330, 3412. .3483, 3423. .3482, 3424. .3483, 3898. .4008, 

3916. .4008, 3932. .4006, 4073. .4345, 4085. .4345, 4090. .4347, 

4093. .4347, 4195. .4299, 4300. .4347, 4476. .4601, 4477. .4602, 
4477. .4602 



Seq. No. 52574 

Gene No. 110937 

Start 2066 

Name OJ991107_35 . 0421 . C21 . ol . tc 

Start 3898 

GI none 
Exons 



Seq. ID OJ991107_35.0421.C21 
Strand 

End 5273 

Method TBLASTX : Cress 

End 4347 

Score 93 



3898. .4008, 3914. .4006, 3919. .4008, 4073. .4210, 4096. .4209, 
4216. .4299, 4300. .4347 



53611 



Seq. No. 


52574 








Seq. ID 


OJ991107 35.0421 


.C21 


Gene No. 


110937 








Strand 






Start 


2066 








End 


5273 




Name 


OJ991107 35 


0421 


.C21.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4611 








End 


5273 




GI 


none 








Score 


118 




Exons 


4611. .4661, 


5118 


. .5273, 


5119 


. .5271 






Seq. No. 


52574 








Seq. ID 


OJ991107_35.0421 


. C21 


Gene No. 


110937 








Strand 






Start 


2066 








End 


5273 




Name 


OJ991107 35 


0421 


.C21.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4629 








End 


5259 




GI 


none 








Score 


191 




Exons 


4629. .4661, 


5118 


. .5258, 


5122 


..5259, 5122. .5259 




Seq. No. 


52575 








Seq. ID 


OJ991107_35.0421 


.C22 


Gene No. 


110938 








Strand 






Start 


1 








End 


1062 




Name 


OJ991107 35. 


0421 


.C22.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


296 




GI 


7484957 








Score 


84 




Exons 


1. .296 














GI Descrip. 


extensin homolog 


F28A21 


.80 - 


Arabidopsis thaliana 





gi|4539386|emb|CAB37452.1| (AL035526) extensin-like protein 
[Arabidopsis thaliana] gi | 7268661 | emb | CAB78869 . 1 | (AL161549) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 


52575 


Seq. ID 


OJ991107 


Gene No. 


110938 


Strand 




Start 


1 


End 


1062 


Name 


OJ991107 35.0421.C22.ol. 


gs Method 


GEN SCAN 


Start 


146 


End 


1062 


GI 


none 


Score 


.6 


Exons 


146. .270, 346. .577, 1046. .1062 




Seq. No. 


52576 


Seq. ID 


OJ991107 


Gene No. 


110939 


Strand 


+ 


Start 


1 


End 


945 


Name 


OJ991107 35.0421.C23.ol. 


np Method 


AAT/NAP 


Start 


1 


End 


945 


GI 


5091513 


Score 


934 


Exons 


1. .945 






GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52576 


Seq. ID 


OJ991107 


Gene No. 


110939 


Strand 


+ 


Start 


1 


End 


945 


Name 


OJ991107 35.0421.C23.ol. 


gs Method 


GEN SCAN 


Start 


134 


End 


652 


GI 


none 


Score 


.99 


Exons 


134. .652 






Seq. No. 


52577 


Seq. ID 


OJ991107 


Gene No. 


110940 


Strand 


+ 


Start 


7 


End 


1198 



53612 



Name OJ991107_37 . 0421 . CIO . ol . gs 

Start 7 

GI none 

Exons 7.. 55, 1064.. 1198 

Seq. No. 52578 

Gene No. 110941 

Start 315 

Name OJ991107_37 . 0421 . C12 . ol . gs 

Start 315 

GI none 

Exons 315.. 426, 1120.. 1315 

Seq. No. 52579 

Gene No. 110942 

Start 317 

Name OJ991107_37 . 0421 . C13 . ol . gs 

Start 317 

GI none 

Exons 317.. 407 

Seq. No. 52580 

Gene No. 110943 

Start 57 

Name OJ991107_37 . 0421 . C18 . ol . gs 

Start 57 

GI none 

Exons 57.. 236 



Method 

End 

Score 



GENS CAN 

1198 

.75 



Seq. ID OJ991107_37.0421.C12 
Strand 

End 1315 

Method GENS CAN 

End 1315 

Score .73 



Seq. ID OJ991107_37.0421.C13 

Strand 

End 407 

Method GENSCAN 

End 407 

Score .84 



Seq. ID OJ991107_37.0421.C18 

Strand + 

End 236 

Method GENSCAN 

End 236 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52581 

110944 

79 

OJ991107_37.0421.C22.ol.tm 
61 

none 



Seq. ID OJ991107_37.0421.C22 

Strand 

End 797 

Method TBLASTX : Mai ze 

End 756 

Score 61 



61. .138, 65. .151, 90. .167, 282. .383, 291. .377, 295. .384, 
479. .559, 486.-656, 490. .756, 491. .748, 571. .750 



Seq. ID OJ991107_37.0421.C22 

Strand 

End 7 97 

Method AAT/NAP 

End 7 97 

Score 539 



Seq. No. 52581 
Gene No. 110944 
Start 79 

Name OJ991107_37 . 0421 . C22 . ol . np 

Start 79 
GI 6730082 
Exons 79.. 139, 283.. 380, 490.. 797 

GI Descrip. Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi I 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 52581 

Gene No. 110944 

Start 79 

Name OJ991107_37 . 0421 . C22 . ol . ts 

Start 297 



Seq. ID OJ991107_37.0421.C22 

Strand 

End 7 97 

Method TBLASTX : Soybean 

End 603 



53613 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

297. .383, 298. .384, 523. .603 

52581 

110944 

79 

OJ991107_37 . 0421 . C22 . ol . gs 

299 

none 

299. .380, 490. .747 



Score 8 9 



Seq. ID OJ991107_37.0421.C22 
Strand 

End 7 97 

Method GEN SCAN 

End 747 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52581 

110944 

79 

OJ991107_37.0421.C22.ol.tc 

343 

none 



Seq. ID OJ991107_37.0421.C22 
Strand 
End 

Method 
End 
Score 



797 

TBLASTX: Cress 

750 

54 



343. .384, 345. .383, 523. .603, 542. .601, 616. .750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52582 Seq. ID 

110945 Strand 

171 End 

OJ991107_37 .0421. C24 . ol . tm Method 

163 End 

none Score 



OJ991107_37.0421.C24 
+ 

2304 

TBLASTX : Maize 

2233 

167 



163. .324, 182. .325, 203. .331, 204. .341, 878. .1099, 892. .921, 
924. .1100, 1091. .1147, 1233. .1382, 1237. .1383, 1237. .1383, 
1501. .1650, 1504. .1650, 1505. .1651, 1506. .1664, 1518. .1664, 
1719. .1910, 1727. .1909, 1910. .1984, 1912. .1983, 1913. .1984, 
1914. .1994, 2135. .2164, 2146. .2226, 2148. .2225, 2165. .2233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52582 Seq. ID 

110945 Strand 

171 End 
OJ991107_37.0421.C24.ol.np Method 

171 End 

6730082 Score 

.1142, 1240.. 1383, 1501. 



OJ991107_ 
+ 

2304 
AAT/NAP 
2304 
1256 
.1650, 1728 



37.0421.C24 



1984, 



171. .327, 888, 
2139. .2304 

Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52582 Seq. ID 

110945 Strand 
171 End 
OJ991107_37 . 0421 .C24 .ol .gs Method 
212 End 
none Score 
212. .370, 888. .1034, 1056. .1220, 1240. 
1728. .1895, 1904. .1984, 2140. .2221 



OJ991107_37.0421.C24 
+ 

2304 
GEN SCAN 
2221 
.7 

,1383, 1501. .1650, 



Seq. No. 
Gene No. 



52582 
110945 



Seq. ID OJ991107_37.0421.C24 
Strand + 



53614 






Start 


171 








End 


2304 






Name 


OJ991107 37 


.0421 


.C24.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1321 








End 


2223 . 






GI 


none 








Score 


69 






Exons 


1321. .1383, 


1326 


. .1382, 


1504. 


.1650, 1506.. 1649, 


1725. .1859, 






1733. .1858, 


1869 


. .1958, 


2146. 


.2223, 2166.. 2222 






Seq. No. 


52582 








beq. iu 


r\ TQQ1 1 m 

uj y yi iu / 


_37.0421.C24 




Gene No. 


110945 








Strand 


+ 






Start . 


171. 








End 


2304 






Name 


OJ991107 37 


.0421 


.C24.ol 


.tc 


Method 


TBLASTX : 


Cress 




Start 


1579 








XT' ,-J 

bna 


1 QCQ 






GI 


none 








Score 


o n 
o 9 






Exons 


1579. .1650, 


1725 


. .1859, 


1872. 


1 o c o 

. lybo 








Seq. No. 


52583 








Seq. ID 


oj y y l iu / 


_37.0421.C25 




Gene No. 


1 1 A A A r 

11094 6 








Strand 








Start 


314 








End 


A H C 






Name 


OJ991107 37 


.0421 


.C25.ol 


-gs 


Method 


GENSCAN 






Start 


314 








End 


475 






GI 


none 








Score 


. 0 / 






Exons 


314. .475 
















Seq. No. 


52584 








Seq. ID 


ojy 9110 / 


_37.0421.C26 


— 


Gene No.. 


110947 








Strand 


+ 






Start 


1 








End 


f C\ o 




th 


Name 


OJ991107 37 


. 0421 


.C26.ol 


.np 


Method 


AAT/NAP 




hi 


Start 


1 








End 


693 




S3 


GI 


6979337 








Score 


161 






Exons 


1..369, 641 


. .693 














GI Descrip. 


(AF172282) 


hypothetical 


protein [Oryza 


sativa] 




ru 


Seq. No. 


52584 








Seq. ID 


OJ9911U / 


_37.0421.C26 


= 


Gene No. 


110948 








Strand 








Start 


23 








End 


264 






Name 


OJ991107 37 


.0421 


.C26.ol 


.gs, 


Method 


GENSCAN 




"J 


Start 


23 








End 


A C A 

Z 64 






GI 


none 








Score 


. 66 






Exons 


23. .264 
















Seq. No. 


52585 








Seq. ID. 


OJ 991107 


_37.0421.C29 




Gene No. 


110949 








Strand 


+ 






Start . 


788 








End 


887 






Name 


OJ991107 37 


.0421 


.C29.ol 


• gp 


Method 


AAT/GAP 






Start 


788 






End 








GI 


none 








Score 


174 






Exons 


788. .887 
















Seq. No. 


52585 








Seq. ID 


OJ991107 


_37.0421.C29 




Gene No. 


110950 








Strand 








Start 


964 








End 


1373 






Name 


OJ991107 37 


.0421 


.C29.ol 


.gs 


Method 


GENSCAN 






Start 


964 






End 


1373 






GI 


none 








Score 


.55 






Exons 


964. .1373 
















Seq. No. 


52586 








Seq. ID 


OJ991107 


_37.0421.C34 



53615 






Gene No. 


110951 


Strand 








O Lai- L. 


197 


End 


483 






Name 


O.T991107 37 0421 C34 ol as 


Method 


GENSCAN 






C+- -a •*-+- 


1 Q7 ~" 

X J / 


End 


483 






bi 


none 


Score 


. 58 






IT v e 


197 357. 439 483 












52587 


Seq. ID 


OJ991107 37.0421 


.C35 






110952 


Strand 


+ 






Start 


1 


End 


972 






Name 


OJ991107 37.0421.C35.ol.np 


Method 


AAT/NAP 






O L. ClX L. 


1 


End 


451 






(Z T 


2281633 


Score 


184 








1. .451 










r*T Hd err i n 


(AF003097) AP2 domain containing protein RAP2 . 4 [Arabidopsi 






tflallana J 










Seq. No. 




Q&ri T D 
otrq . If 


OJ991107 37 0421 


. C35 




Gene No. 


110952 


Strand 


+ ~~ 






O L.O.J. L. 


1 


End 


972 






Name 


DTQQ1 1 07 "37 0491 P^S nl rrn 


l JC U 1 IvU 


AAT/GAP 






O Lai <_ 


*7 1 




979 






Vjx 


none 


Score 


1707 




St EJ. 

L ~s 




"7 1 Q70 








% 


Seq. No. 


JO / 




OJ991107 37 0421 


.C35 




Gene No. 


110952 


Strand 


+ " 




: i_J 




1 


End 


972 




r ^ 


Name 


O.TQQ1107 ^7 0491 P*}^ ol rr<? 


Mot" Vi nrl 






J" 


O Udl U 




RnH 
Hillvj. 


4 60 

*! U W 






PT 
OX 


none 


Score 






*3 
f 1 1 


Exons 


i /ten 








= 


Seq. No. 


0<£0O / 


otsq . x u 


O.TQQ1 1 07 ?7 0491 


. C35 


u 


Gene No. 




oil aiiu 


_l_ 




* y 


O L.CIJL L. 


1 


End 


972 






Name 


OJ991107 37.0421.C35.ol.tm 


Method 


TBLASTX: Maize 






OLdl C 


347 


End 


748 




• 


PT 
J. 


none 


Score 


183 




n 




347. .451, 349. .450, 531. .548, 


607. .663 


, 707. .748, 710.. 


748 




Seq. No. 


52588 


Seq. ID 


OJ991107_37.0421 


.C36 




Gene No. 


110953 


Strand 








9t- art- 


1202 


End 


1389 






Name 


OJ991107 37.0421.C36.ol.gs 


Method 


GENSCAN 






Of- r +- 


1202 


End 


1389 






OX 


none 


Score 


.42 






Exons 


1202. .1389 










O fc: L£ . IN (J • 


52589 


Seq. ID 


OJ991107_37.0421 


.C40 




Gene No . 


110954 


Strand 








Start 


136 


End 


926 






Name 


OJ991107 37.0421.C40.o2.np 


Method 


AAT/NAP 






Start 


99 


End 


638 






GI 


6319511 


Score 


115 






Exons 


99.-256, 333. .465, 551. .638 










GI Descrip. 


inner mitochondrial membrane 


protein; 


Scolp 





53616 



gi 1 134307 |sp|P23833|SC01_YEAST SC01 PROTEIN PRECURSOR 
gi|83521|pir| IJE0051 SCOl protein precursor - yeast 
(Saccharomyces cerevisiae) gi | 536256 | emb | CAA84 97 9 I (Z35906) ORF 
YBR037c [Saccharomyces cerevisiae] gi | 666104 | emb | CAA35490 | 
(X17441) SCOl protein precursor [Saccharomyces cerevisiae] 





Seq. No. 


52589 


Seq. ID 


OJ991107_37.0421 


.C40 




Gene No. 


110954 


Strand 








Start 


136 


End 


926 






Name 


OJ991107 37.0421.C40.ol.gp 


Method 


AAT/GAP 






Start 


111 


End 


600 






GI 


57783 1.R1084 


Score 


594 






L7 von q 


111 46S SSI fiflO 










GI Descrip. 


, 3080443/emb|CAA18760.1| 2 . Oe 


-21 (AL022605) putative protein 






[Arabidopsis thaliana] 1 










Seq. No. 


52589 


Seq. ID 


OJ991107 37.0421 


.C40 




Gene No. 


110954 


Strand 


- 






Start 


136 


End 


926 






Name 


OJ991107 37.0421.C40.ol.tm 


Method 


TBLASTX: Maize 






Of a 




End 


656 






GI 


none 


Score 


147 






Exons 


130. .255, 131. .259, 312. .464, 


330. .467, 


332. .466, 520.. 


642, 






552. .656, 552. .656 








% J 


Seq. No. 


52589 


Seq. ID 


OJ991107_37.0421 


.C40 


III 


Gene No. 


110954 


Strand 






fl I 


Start 


136 


End 


926 




£3 


Name 


OJ991107 37.0421.C40.ol.gs 


Method 


GENSCAN 




= : § 


Start 


136 


End 


662 






GI 


none 


Score 


.95 






Exons 


136. .256, 333.-465, 551. .662 








s 


Seq. No. 


52589 


Seq. ID 


OJ991107_37.0421 


.C40 


fl 


Gene No. 


110954 


Strand 








Start 


136 


End 


926 






Name 


OJ991107 37.0421.C40.ol.np 


Method 


AAT/NAP 




r ~ 


Start 


151 


End 


926 






GI 


7487210 


Score 


195 






Exons 


151. .256, 333. .486, 893. .926 










GI Descrip. 


hypothetical protein T19P19.130 - Arabidopsis thaliana 








gi 130804431 emb ICAA18760.il (AL022605) putative protein 








[Arabidopsis thaliana] gi | 7270958 | emb | CAB80637 . 1 | (AL161595) 






putative protein [Arabidopsis 


thaliana] 








Seq. No. 


52589 


Seq. ID 


OJ991107_37.0421 


.C40 




Gene No. 


110954 


Strand 








Start 


136 


End 


926 






Name 


OJ991107 37.0421.C40.ol.ts 


Method 


TBLASTX : Soybean 






Start 


200 


End 


644 






GI 


none 


Score 


54 






Exons 


200. .259, 205. .255, 329. .466, 


330. .467, 


332. .466, 555.. 


638, 






555. .644 










Seq. No. 


52590 


Seq. ID 


OJ991107_37.0421 


.C41 




Gene No. 


110955 


Strand 


+ 






Start 


1 


End 


881 





53617 




Name 


OJ991107 37.0421.C41.ol 


.np 


Method 


AAT/NAP 




1 




End 


881 


o x 


3980411 




Score 


88 




1. .881 










(AC004561) putative proline- 


■rich protein [Arabidopsis thaliana] 


Seq. No. 


52590 




Seq. ID 


OJ991107_37.0421.C41 


Gene No. 


110955 




Strand 


+ 


Start 


1 




End 


881 


IN CllUC 




OQ 


Mot* h aH 




Qta rt 

j Lai U 


265 




End 


840 


ox 


none 




Score 


. 6 




265.-338, 343. .840 








Seq. No. 


52591 




Seq. ID 


OJ991107_37.0421.C49 


Gene No. 


110956 




Strand 


+ 


Start 


48 




End 


891 


LN CHUG 


PiTQQIim "37 H491 P4Q ol 


. qs 


L v ie LflOU. 


O Hi IN O k-.-rt.lN 


o lai L, 


48 




End 


891 


riT 
ox 


none 




Score 


. 63 




48. .351, 759. .891 








Seq. No. 


52592 




Seq. ID 


OJ991107_37.0421.C50 


Gene No. 


110957 




Strand 


+ 


O L. ai L. 


230 




End 


1026 


INclIllt: 


nTQQiir»7 ^7 nd9i r^n oi 


• 9P 


Mof n oo* 
l w ic LIlvJU 


A AT /ftAP 


q+- -» r 4- 
o Lai L, 


230 




End 


1026 


OX 


none 




Score 


1531 


T*" von q 


230. .1026 








Seq. No. 


52593 




Seq. ID 


OJ991107_37 .0421.C57 


Gene No. 


110958 




Strand 




Start 


85 




End 


548 


IN CULLC 




. gs 


Mo 4- V\ o 


O Hi LN O ^rtXN 




85 




End 


548 


ox 


none 




Score 


.62 


F von q 


85.-259, 379.-548 








Seq. No. 


52594 




Seq. ID 


OJ991107_37.0421.C58 


Gene No. 


110959 




Strand 


+ 


Start 


225 




End 


689 


Mama 
INCH LLC 


OJ991107 37.0421.C58.ol 


.gs 


Method 


GENSCAN 


Of- r +- 


225 




End 


689 


ox 


none 




Score 


. 66 


F von q 


225.-244, 491..689 










52595 




Seq. ID 


OJ991107_37.0421.C62 




110960 




Strand 


+ 


Start 


1 




End 


1930 


Name 


OJ991107 37.0421.C62.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1930 


GI 


4582447 




Score 


1019 


Exons 


1. .1930 








GI Descrip. 


(AC007071) putative non- 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


52595 




Seq. ID 


OJ991107_37.0421.C62 



53618 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



110960 Strand 

1 End 

OJ991107_37 . 0421 . C62 . ol . tm Method 

875 End 

none Score 



+ 

1930 

TBLASTX: Maize 

1800 

109 



875. .1039, 1058. .1315, 1213. .1266, 1348. .1488, 1513. .1800 



Seq. ID OJ991107_37.0421.C62 

Strand + 

End 1930 

Method TBLASTX : Wheat 

End 1276 

Score 171 

920. .1063, 922. .1059, 1058. .1114, 1099. .1209, 1104. .1202, 
1108. .1275, 1109. .1276 



52595 

110960 

1 

OJ991107_37 . 0421 . C62 . ol . tw 

920 

none 



52595 

110960 

1 

OJ991107_37.0421.C62.o2.tw 

1452 

none 



Seq. ID OJ991107_37.0421.C62 

Strand + 

End 1930 

Method TBLASTX : Wheat 

End 1869 

Score 371 



1452. .1817, 1453. .1836, 1806. .1832, 1807. .1869 



52596 

110961 

2071 

OJ991107_37.0421.C63.ol.gp 

2071 

3762906 

2071. .2353 

52596 

110962 

786 

OJ991107_37.0421.C63.ol.tw 

369 

none 

369. .725, 725. .778 

52596 

110962 

786 

OJ991107_37.0421.C63.o2.np 
786 

4586043 



Seq. ID OJ991107_37.0421.C63 

Strand + 

End 2353 

Method AAT/GAP 

End 2353 

Score 338 



Seq. ID OJ991107_37.0421.C63 
Strand 

End 4619 

Method TBLASTX : Wheat 

End 778 

Score 219 



Seq. ID OJ991107_37.0421.C63 
Strand 

End 4619 

Method AAT/NAP 

End 4 604 

Score 237 



786.-859, 3330. .3370, 3481. .3557, 3780. .4019, 4526. .4604 
(AC007020) hypothetical protein [Arabidopsis thaliana] 



52596 

110962 

786 

OJ991107_37.0421.C63.o2.gp 
2363 

LIB3434-018-P1-K1-D7 



Seq. ID OJ991107_37.0421.C63 
Strand 

End 4619 

Method AAT/GAP 

End 3554 

Score 1009 



2363. .2783, 3185. .3218, 3334. .3370, 3481. .3554 

'3395440 5.0e-22 (AC004683) hypothetical protein [Arabidopsis 



53619 



thaliana] 1 



<3pn No 


52596 


Gene No. 


110962 


Start 


786 


Name 


OJ991107 37.0421.C63.o2 


Start 


2399 


GI 


none 


Exons 


2399.. 2643, 2709.. 2846, 




4081. .4204, 4530. .4619 


Seq. No. 


52597 


Gene No. 


110963 


Start 


342 


Name 


OJ991107 37.0421.C64.ol 


Start 


342 


GI 


none 


Exons 


342..S73, 1354. .1412 


Seq. No. 


52597 


Gene No. 


110964 


Start 


7301 


Name 


OJ991107 37.0421.C64.o4 


Start 


7301 


GI 


none 


Exons 


7301. .7656 


Seq. No. 


52597 


Gene No. 


110965 


Start 


18026 


Name 


OJ991107 37.0421.C64.o4 


Start 


18026 


GI 


7339707 


Exons 


18026. .18158, 18211. .18 


GI Descrip. 


(AP001539) hypothetical 


Seq. No. 


52597 


Gene No. 


110966 


Start 


2892 


Name 


OJ991107 37.0421.C64.ol 


Start 


2892 


GI 


none 


Exons 


2892. .3139 


Seq. No. 


52597 


Gene No. 


110967 


Start 


3389 


Name 


OJ991107 37.0421.C64.o3 


Start 


3383 


GI 


none 


Exons 


3383. .3472, 3386. .3472, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_37.0421.C63 

4619 
GENSCAN 
4619 
.89 



,3370, 3481. .3557, 3780. .4052, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_37.0421.C64 
+ 

1412 
GENSCAN 
1412 
.73 



OJ991107_37.0421.C64 
+ 

7656 
AAT/GAP 
7656 
669 



OJ991107_37.0421.C64 
+ 



23252 
AAT/NAP 
23252 
81 



,19322, 23234.. 23252 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_37.0421.C64 

3139 
AAT/GAP 
3139 
473 



OJ991107_37.0421.C64 
23252 

TBLASTX: Maize 

4716 

95 



Seq. No. 
Gene No. 



3594. .3818, 3594. 
3845. .4063, 4454, 
4608. .4715, 4624. 

52597 
110967 



87. .3503, 3549. .3590, 3553. .3591, 

.3848, 3595. .3849, 3724. .4062, 3831. .4064, 

.4606, 4458. .4601, 4574. .4618, 4607. .4714, 
.4716, 4666. .4716 



Seq. ID 
Strand 



OJ991107 37.0421.C64 



53620 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3389 End 

OJ991107_37 . 0421 .C64 . ol . np Method 

3389 End 

6016688 Score 



23252 
AAT/NAP 
6090 
995 



3389. .3469, 3552. .3821, 3849. .4061, 4460. .4942, 5578. .6090 
(AC009991) unknown protein [Arabidopsis thaliana] 



Seq. No. 52597 
Gene No. 110967 
Start 3389 

Name OJ991107_37 . 0421 .C64 . o2 . gs 

Start 3389 
GI none 
Exons 3389. . 

7914. . 

11137. 

13381, 

17393. 

21675. 

23039. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3469, 3552. .4061, 4460. .4942, 5578 
7996, 8525. .8624, 8719. .8923, 9589 



OJ991107 37.0421.C64 



23252 
GENSCAN 
23172 
.62 

6032, 7441. .7464, 
9701, 10665. .10734, 



.11485, 11623. .11684, 11982. 

,14249, 14342. .15136, 16044. 

.17541, 18246. .18756, 18763. 

.21740, 21866. .22029, 22707. 
.23172 



.12557, 12739. .13171, 

.16261, 16964. .17310, 

.19048, 19624. .19819, 

.22794, 22898.-22958, 



Seq. No. 


52597 








Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 








Strand 




Start 


3389 








End 


23252 


Name 


OJ991107 37. 


0421 


.C64 .06 


. tc 


Method 


TBLASTX: Cress 


O Lai L 










End 


3777 


GI 


none 








Score 


68 


Exons 


3395. .3472, 


3525 


. .3752, 


3549. 


.3776, 3550. .3777 


Seq. No. 


52597 








Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 








Strand 




Start 


3389 








End 


23252 


Name 


OJ991107 37. 


0421 


.C64.o2 


.gp 


Method 


AAT/GAP 


Start 


4658 








End 


4847 


GI 


6025108 








Score 


313 


Exons 


4658. .4847 












Seq. No. 


52597 








Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 








Strand 




Start 


3389 








End 


23252 


Name 


OJ991107 37. 


0421 


.C64 .o4 


.tm 


Method 


TBLASTX: Maize 


Start 


4717 








End 


4946 


GI 


none 








Score 


296 


Exons 


4717. .4944, 


4718 


. .4945, 


4719. 


.4946 




Seq. No. 


52597 








Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 








Strand 




Start 


3389 








End 


23252 


Name 


OJ991107 37. 


0421 


.C64.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


5641 








End 


5942 


GI 


none 








Score 


192 


Exons 


5641. .5712, 


5644 


. .5883, 


5788. 


.5883, 5884. .5916, 5913. .5942 


Seq. No. 


52597 








Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 








Strand 




Start 


3389 








End 


23252 


Name 


OJ991107 37. 


0421 


.C64.o3 


.gp 


Method 


AAT/GAP 



53621 




Start 


5798 




End 


6127 






GI 


2427532 




Score 


623 






Exons 


5798. .6127 












Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


Gene No. 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37 0421. C64 


. o3 . ts 


Method 


TBLASTX: 


i_j \_/ y Ju> w c* 1 1 




Start ' 


11822 




End 


13011 






GI 


none . 




Score 


479 






Exons 


11822. .11839, 11961. 


.12566, 


11965. .12558, 11967 


. .12560, 






12299. .12565, 12734. 


.12805, 


12737. .12991, 12739 


. .13011, 






12739. .12999, 12860. 


.13000 










Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


Gene No. 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37 0421 C64 


. ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


11954 




End 


14232 






GI 


none 




Score 


650 






Exons 


11954 . .12256, 11955. 


.12560, 


11961. .12566, 12098 


. .12568, 






12732. .12797, 12734. 


.12823, 


12739. . 13170, 12739 


. .13176, 






13380. .13466, 13380. 


.14231, 


13384. .14232 






Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


flpnp No 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37.0421.C64 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


11959 




End 


12348 






GI 


none 




Score 


456 






Exons 


11959. .12015, 11961. 


.12347, 


11961. .123 


47, 12097 


. .12348 




Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


Gene No 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37.0421.C64 


. o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


11961 




End 


12386 






GI 


none 




Score 


252 






Exons 


11961. .12362, 11967. 


.12386, 


12115. . 12384 






Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


Gene No. 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37.0421.C64 


. o2 . np 


Method 


AAT/NAP 






Start 


11964 




End 


17198 






GI 


401237 




Score 


4740 






Exons 


11964. .12557, 12739. 


.13171, 


13381. .14249, 14342 


. .15136, 






16044. .16261, 16964. 


.17198 










GI Descrip. 


UBIQUITIN-ACTIVATING 


ENZYME 


El 2 gi 1170684 (M90663) ubiquit 




activating enyme [Triticum aestivum] 








Seq. No. 


52597 




Seq. ID 


OJ991107 


_37.0421 


.C64 


Gene No. 


110967 




Strand 








Start 


3389 




End 


23252 






Name 


OJ991107 37.0421.C64 


. o5 . gp 


Method 


AAT/GAP 






Start 


12301 


End 


13676 






GI 


31454 1.R1084 




Score 


1829 







53622 




Exons 


12301. .12557, 12739. 


.13171, 


13381. .13676 


GI Descrip. 


M01237/sp|P31251|UBA2 WHEAT 


1 1.0e-142 


UBIQUITIN-ACTIVATING 




ENZYME El 2 >gi_170684 (M90663) ubiquitin activating enyme 




[Triticum aestivum] 1 








Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64, 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


12387 




End 


13044 


GI 


none 




Score 


218 


Exons 


12387 . . 12566, 12388. , 


. 12558, 


12394. .12567, 12395 .. 12568 , 




12737 . . 12775, 12739.. 


.13038, 


12739. .13044, 12854. .13042 


Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64, 


. o5 . ts 


Method 


TBLASTX: Soybean 


Start 


13012 




End 


13506 


GI 


none 




Score 


160 


Exons 


13012. .13176, 13037. , 


. 13171, 


13378. .13497, 13380 .. 13505 , 




13384. .13506 








Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64, 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


13045 




End 


13833 


GI 


none 




Score 


122 


Exons 


13045. . 13176, 13046. . 


. 13174, 


13380. .13832, 1338 1 .. 13830, 




13525. .13833, 13530.. 


.13832 






Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64. 


. o2 . ts 


Method 


TBLASTX : Soybean 


Start 


13512 




End 


14196 


GI 


none 




Score 


182 


Exons 


13512. .13661, 13513.. 


.13662, 


13657. .14196, 13657 .. 13860, 




13662. .14195 








Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64. 


. o2 . tw 


Method 


TBLASTX: Wheat 


Start 


13767 ~ 




End 


16229 


GI 


none 




Score 


325 


Exons 


13767. .14150, 13768.. 


.14151, 


13949. .14155, 16083. .16229 


Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421.C64 


Gene No. 


110967 




Strand 




Start 


3389 




End 


23252 


Name 


OJ991107 37.0421.C64. 


, o6.gp 


Method 


AAT/GAP 


Start 


13848 




End 


14247 


GI 


uC-osflm202102h02bl 




Score 


732 


Exons 


13848. .14247 








GI Descrip. 


1 136632/sp | P20973 | UBA1_WHEAT 


7.0e-45 UBIQUITIN-ACTIVATTNG ENZYME 



53623 




El 1 >gi_100841_pir A38373 ubiquitin— protein ligase (EC 

6.3.2.19) El - wheat >gi_285451_pir A42873 ubiquitin-activating 

enzyme El, UBA1 - Wheat >gi_170780 (M55604) ubiquitin-activating 
enzyme El [Triticum aestivum] 1 



Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107_37 . 0421 .C64 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


13854 




End 


14402 




GI 


none 




Score 


257 




Exons 


13854. . 14261, 13854 . 


.14258, 


14042. .14269, 14366. .144 01, 






14367. .14402 










Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107 37.0421.C64 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


14199 




End 


16164 




GI 


none 




Score 


64 




Exons 


14199. .14255, 14199. 


.14258, 


14342. .15145, 1434 9 .. 14453, 






14517. . 15137, 14709. , 


. 15152, 


16000. .16164, 16044.. 16160 




Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107 37.0421.C64, 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


14408 




End 


15136 




GI 


none 




Score 


850 




Exons 


14408. .15133, 14409. . 


. 15134, 


14410. .15135, 14915. .15136 




Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107 37.0421.C64, 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14555 




End 


15017 




GI 


none 




Score 


423 




Exons 


14555. .15010, 14556., 


.15017 








Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107 37.0421.C64. 


. o7 . gp 


Method 


AAT/GAP 




Start 


14641 




End 


15106 




GI 


uC-osflM202083c01bl 




Score 


896 




Exons 


14641. .15106 










GI Descrip. 


f 401237/sp|P31251|UBA2 WHEAT 


1.0e-7 9 UBIQUITIN-ACTIVATING ENZYME 




El 2 >gi_170684 (M90663) ubiquitin activating enyme [Triticum 




aestivum] ■ 










Seq. No. 


52597 




Seq. ID 


OJ991107_37.0421 


.C64 


Gene No. 


110967 




Strand 






Start 


3389 




End 


23252 




Name 


OJ991107 37.0421.C64. 


.08. tc 


Method 


TBLASTX: Cress 




Start 


15017 




End 


17021 




GI 


none 




Score 


81 




Exons 


15017. .15145, 15024.. 


,15134, 


16065. .16262, 16075 .. 16263, 





53624 



16914. .17021, 16966.. 17016 

Seq. No. 52597 

Gene No. 110967 

Start 3389 

Name OJ991107_37 . 0421 .C64 . 06 . tm 

Start 16100 

GI none 

Exons 16100. .16255, 16101 .. 16262, 
16966. .17100, 17053. .17202, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 37.0421.C64 



23252 

TBLASTX: Maize 
17202 
188 

16914. .17093, 16965. .17081,. 
17142. . 17201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52597 Seq. ID 

110967 Strand 
3389 End 
OJ991107_37.0421.C64 .o6.ts Method 
16212 End 
none Score 

16212. .16262, 16219 .. 16263, 16914 17084 , 16962 

16966. .17085, 17026.. 17085 



OJ991107 37.0421.C64 



23252 

TBLASTX: Soybean 
17085 
67 

17081, 



I u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52597 

110967 

3389 

OJ991107_37.0421.C64.o3.np 

17883 

7242910 



Seq. ID OJ991107_37.0421.C64 
Strand 

End 23252 

Method AAT/NAP 

End 18879 

Score 90 



17883. .17969, 18054 .. 18536, 18654.. 18879 
(AP001383) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107 37.0421.C64 



52597 
110967 
3389 

OJ991107_37.0421.C64.o8.gp 
19369 

uC-osflcyplllc03al 
19369. .19424 

•6069643/dbj | AP000616.il AP000616 4.0e-ll Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



23252 
AAT/GAP 
19424 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52597 Seq. ID 

110967 Strand 

3389 End 

OJ991107_37 . 0421 . C64 .o9. gp Method 

20894 End 

676 1.R1084 Score 



OJ991107_37.0421.C64 

23252 
AAT/GAP 
21931 
1287 



20894. .21391, 21498 .. 21561, 21 675 .. 21740, 21866. .21931 
'2130127/pir | IS66524 5.0e-33 ferritin 1 precursor - maize 
>gi_1103628_emb_CAA58146_ (X83076) ferritin [Zea mays] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52597 Seq. ID 

110967 Strand 
3389 End 
OJ991107_37.0421.C64 .o5.np Method 
21351 - End 
120507 Score 

21351. .21391, 21498. .21561, 21675 

22707. .22794, 22898.-22958, 23039 



OJ991107_37.0421.C64 

23252 
AAT/NAP 
23252 
546 

21740, 21866. .21927, 
23252 



53625 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



FERRITIN 1 PRECURSOR gi | 82687 | pir | | S224 98 ferritin precursor 
(clone FM1) - maize (fragment) gi | 2227 6 | emb | CAA43663 | (X61391) 
ferritin [Zea mays] 



52597 

110967 

3389 

OJ991107_37.0421.C64 .oS.tm 
21353 
none 
21353 
21673 
21864 



21391, 21458, 

21741, 21863, 

21938, 22697, 

22898. .22957, 22898, 
23039. .23125 



.21595, 
.21928, 
.22795, 
.22960, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21496 

21863 

22705 

23037 



OJ991107 37.0421.C64 



23252 

TBLASTX: Maize 
23125 
115 

21564, 21669. .21740, 
21928, 21864. .21953, 
22797, 22708. .22797, 
23120, 23038. .23124, 



Seq. No. 52597 

Gene No. 110967 

Start 3389 

Name OJ991107_37 . 0421 . C64 . o4 . ts 

Start 21363 

GI none 
Exons 



Seq. ID OJ991107_37.0421.C64 
Strand 

End 23252 

Method TBLASTX : Soybean 

End 23125 

Score 108 



21363. .21386, 21485 21595, 21496 21564 , 21669 .. 2174 0, 
21673. .21741, 218 63 21928 , 21864 .. 2 1929, 22697 .. 22798, 



22708. .22797, 22898, 
23039. .23125 



.22960, 23037. .23123, 23038 .. 23124 , 



Seq. No. 52597 
Gene No. 110967 
Start 3389 

Name OJ991107_37 . 0421 . C64 . o7 . tc 

Start 21363 
GI .none 
Exons 21363. .21386, 

21863. .21928, 

22898. .22960, 



21485. .21562, 
21864. .21953, 
23037. .23123, 



Seq. ID OJ991107_37.0421.C64 
Strand 

End 23252 

Method TBLASTX : Cress 

End 23125 

Score 99 
21496. .21564, 21669 21740, 
22708. .22797, 22712 227 98 , 
23038. .23124, 23039.. 23125 



Seq. .No. 


52597 


Seq. ID 


OJ991107_37 


.0421 


.C64 


Gene No. 


110967 


Strand 








Start 


3389 


End 


23252 






Name 


OJ991107 37.0421.C64.ol0.gp 


Method 


AAT/GAP 






Start 


22707 


End 


23252 






GI 


LIB3431-031-P1-K1-G4 


Score 


646 






Exons 


22707. .22794, 22898.-22958, 


23039. .23252 






GI Descrip. 


•2130127/pirl IS66524 1.0e-38 


ferritin 


1 precursor 


- maize 




>gi_1103628_emb_CAA5814 6_ (X83076) ferritin [Zea mays] ' 




Seq. No. 


52598 


Seq. ID 


OJ991107_37 


.0421 


.C65 


Gene No. 


110968 


Strand 


+ 






Start 


1556 


End 


2382 






Name 


OJ991107 37.0421.C65.o2.gs 


Method 


GENSCAN 






Start 


1556 


End 


2382 






GI 


none 


Score 


.78 






Exons 


1556.. 1632, 1723.. 1927, 2239 


. .2382 








Seq. No. 


52598 


Seq. ID 


OJ991107_37 


.0421 


.C65 


Gene No. 


110969 


Strand 









53626 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



End 

Method 
End 
Score 



526 

AAT/NAP 
526 
255 



OJ991107_37.0421.C65.ol.np 
1 

120510 
1. .526 

FERRITIN 2 PRECURSOR gi | 82688 | pir | | S24057 ferritin precursor 
(clone FM2) - maize gi I 22278 | emb | CAA43664 | (X61392) ferritin 
[Zea mays] 



52598 
110969 
1 

OJ991107_37.0421.C65.ol.gp 
108 

7612_3.R1084 
108. .469 

1 2130127/pir | IS66524 2.0e-44 ferritin 1 precursor - maize 
>gi_1103628_emb_CAA5814 6_ (X83076) ferritin [Zea mays] 1 



Seq. ID OJ991107__37.0421.C65 
Strand 

End 526 

Method AAT/GAP 

End 4 69 

Score 68 6 



52598 

110969 

1 

OJ991107_37.0421.C65.ol.tm 

108 

none 

108. .281, 110. .280 

52598 

110969 

1 

OJ991107_37.0421.C65.ol.gs 

108 

none 

108. .394 



Seq. ID OJ991107__37.0421.C65 
Strand 

End 526 

Method TBLASTX: Maize 

End 281 

Score 209 



Seq. ID OJ991107_37.0421.C65 
Strand 

End 526 

Method GENS CAN 

End 394 

Score .6 



52599 
110970 
3992 

OJ991107_37.0421.C66.ol.np 
3992 
7487477 
3992.. 4356, 5233.. 5281 

hypothetical protein T27E13.13 - Arabidopsis thaliana 
gi|3150407|gb|AAC16959.1| (AC004165) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ991107__37.0421.C66 
Strand + 

5281 
AAT/NAP 
5281 
397 



End 

Method 

End 

Score 



52599 

110970 

3992 

OJ991107_37.0421.C66.ol.tm 

3992 

none 



Seq. ID OJ991107__37.0421.C66 

Strand + 

End 5281 

Method TBLASTX : Mai ze 

End 424 3 

Score 320 



3992. .4243, 4012. .4128, 4064.. 4222, 4192. .4242 



52599 

110970 

3992 



Seq. ID OJ991107_37.0421.C66 
Strand + 
End 5281 



53627 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991107_37 . 0421 . C66 . ol . tc Method TBLASTX : Cress 
3995 End 4288 

none Score 385 

3995. .4288, 4012. .4128, 4073. .4150, 4192. .4281 



52599 

110970 

3992 

OJ991107_37.0421.C66.ol.ts 

4004 

none 

4004. .4285, 4015. .4257 



Seq. ID OJ991107_37.0421.C66 

Strand + 

End 5281 

Method TBLASTX : Soybean 

End 4285 

Score 325 



Seq. No. 52600 

Gene No. 110971 

Start 200 

Name OJ991107_37 . 0421 . C67 . ol . gs 

Start 200 

GI none 

Exons 200.. 260 



Seq. ID OJ991107_37.0421.C67 

Strand + 

End 260 

Method GENSCAN 

End 2 60 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991107_37.0421.C67 
Strand 

1516 
AAT/GAP 
1516 
103 



52600 
110972 
1447 

OJ991107_37.0421.C67.ol.gp 
1447 

LIB3477-003-P1-K1-E9 
1447. .1516 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



52600 

110973 

3999 

OJ991107_37 . 04 21 . C67 . o2 . gs 

3999 

none 

3999. .4058 



Seq. ID OJ991107_37.0421.C67 
Strand 

End 4058 

Method GENSCAN 

End 4058 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52601 
110974 
1 

OJ991107_37.0421.C68.ol.np 
1 

4680183 
1. .159 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ991107_37.0421.C68 
Strand + 

159 

AAT/NAP 
159 
124 



End 

Method 

End 

Score 



Seq. ID OJ991107_37.0421.C68 

Strand + 

End 2745 

Method AAT/GAP 

End 2745 

Score 98 



52601 
110975 
2668 

OJ991107_37.0421.C68.ol.gp 
2668 

90742JL.R1084 
2668. .2745 

1 5734616/dbj | AP000391.il AP000391 4.0e-29 Oryza sativa genomic 



53628 



DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52601 Seq. ID 

110976 Strand 
3776 End 
OJ991107_37 . 0421 . C68 . o2 . gp Method 
3776 End 
90742_1.R1084 Score 
3776. .3864 

'5734616/dbj | AP000391 . 1 1 AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ991107_37.0421.C68 
+ 

3864 
AAT/GAP 
3864 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52601 

110977 

8130 

OJ991107_37 .0421.C68.o2 

7190 

7487161 

7190.. 7285, 8556.-8752, 



np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.10252, 



OJ991107_ 
+ 

11632 
AAT/NAP 
11632 
880 

10356. .10533, 



37.0421.C68 



10081. 

10759. .10936, 11278.. 11632 

hypothetical protein T19C21.19 - Arabidopsis thaliana 
gi|3395440|gb|AAC28772.1| (AC004683) hypothetical protein 
[Arabidopsis thaliana] 



OJ991107_37.0421.C68 
+ 

11632 
AAT/GAP 
8428 
671 



52601 Seq. ID 

110977 Strand 

8130 End 

OJ991107_37 . 0421 . C68 . o3 . gp Method 

8064 End 

568508 Score 
8064. .8428 

52601 

110977 Strand 

8130 End 

OJ991107_37 . 0421 . C68 . o3 . gs Method 

8130 End 

none Score 
8130. .8752, 10081. .10252, 10356 .. 10564 , 10778 .. 10936, 
11278. .11626 



Seq. ID OJ991107_37.0421.C68 
+ 

11632 
GEN SCAN 
11626 
.73 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52601 

110977 

8130 

OJ991107_37.0421.C68.o4.gp 
8673 

60674 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
8673.-8752, 10081 .. 10252, 10356. .10442 

•3395440 3.0e-40 (AC004683) hypothetical protein [Arabidopsis 
thaliana] ' 



OJ991107_37 . 0421.C68 
+ 

11632 
AAT/GAP 
10442 
626 



Seq. No. 52601 Seq. ID 

Gene No. 110978 Strand 

Start 5457 End 

Name OJ991107_37 . 0421 . C68 . o2 . gs Method 

Start 5457 End 

GI none Score 



OJ991107_37 .0421.C68 

6222 
GENSCAN 
6222 
.52 



53629 



Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5457. .5577, 6164. .6222 



52601 
110979 
8267 

OJ991107_37.0421.C68 .ol.tm 
8267 
none 



Seq. ID OJ991107_37.0421.C68 
Strand 

11623 

TBLASTX: Maize 
11623 
115 



End 

Method 
End 
Score 

8267. .8365, 8268. .8369, 8492. .8530, 8501. .8548, 8585.-8737, 
8586..8738, 8592. .8738, 8593. .8739, 8683. .8739, 10065 10184, 
10078. .10200, 10079. .10207, 10199 .. 1024 9, 10199 .. 10255 , 
10207. .10257, 10355. .10567, 10356 .. 10565, 10359 .. 10568 , 
10740. .10946, 10740. .10946, 10780 .. 10947 , 11273 .. 11623, 
11273. .11599, 11311. .11604, 11400. .11609 



Cprr M/-\ 


52601 


Seq. ID 


OJ991107_37.0421. 


.C68 


flfsrjp NO. 


110979 


Strand 






O L. O. J- L. 


8267 


End 


11623 




Naitie 


OJ991107 37.0421.C68.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8291 


End 


8702 




GI 


none 


Score 


97 




Exons 


8291. .8368, 8292. .8369, 8498 


..8545, 8499.-8546, 8501. .8518, 




8585. .8701, 8586. . 8702 








O C vJ . LN . 


52601 


Seq. ID 


OJ991107_37.0421 


.C68 




110979 


Strand 






Start 


8267 


End 


11623 




Name 


OJ991107 37.0421.C68.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8709 


End 


10534 




GI 


none 


Score 


78 






8709. .8756, 8709. .8753, 10078 .. 10182, 


10078. .10233, 






10079. .10246, 10350. .10529, 


10355. .10534 




Seq. No. 


52601 


Seq. ID 


OJ991107_37.0421 


.C68 




110979 


Strand 






Start 


8267 


End 


11623 




Name 


OJ991107 37.0421.C68.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8712 


End 


10520 




GI 


none 


Score 


79 




Exons 


8712. .8756, 10075 .. 10257, 10079. .10249 


, 10353. .10520, 






10355. .10513 








Seq. No. 


52601 


Seq. ID 


OJ991107_37.0421 


.C68 


Gene No. 


110979 


Strand 






Start 


8267 


End 


11623 




Name 


OJ991107 37.0421.C68.o2.tc 


Method 


TBLASTX: Cress 




Start 


10364 


End 


10561 




GI 


none 


Score 


182 




Exons 


10364. .10561, 10365. . 10529 








Seq. No. 


52601 


Seq. ID 


OJ991107_37.0421 


.C68 


Gene No. 


110979 


Strand 






Start 


8267 


End 


11623 




Name 


OJ991107 37.0421.C68.ol.tc 


Method 


TBLASTX: Cress 




Start 


10818 


End 


11614 




GI 


none 


Score 


81 




Exons 


10818. .10937, 11276. .11419, 


11403. .11591, 11408. .11614, 





53630 



11409. .11591, 11441. .11602 



Seq. No. 52601 

Gene No. 110979 

Start 8267 

Name OJ991107_37 . 0421 .C68 . o2 . ts 

Start 11276 

GI none 
Exons 



Seq. ID OJ991107_37.0421.C68 
Strand 

End 11623 

Method TBLASTX : Soybean 

End 11574 

Score 273 

11276. .11572, 11279. .11572, 114 16 .. 11574 , 11419. .11574 



Seq. No. 52602 

Gene No. 110980 

Start 314 

Name OJ991107_37 . 0421 . C69 . ol . gp 

Start 314 

GI 287036 

Exons 314.. 462, 502.. 662 



Seq. ID OJ991107_37.0421.C69 

Strand + 

End 12524 

Method AAT/GAP 

End 662 

Score 453 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52602 

110980 

314 

OJ991107_37.0421.C69.ol.gs 

400 

none 



Seq. ID OJ991107_37.0421.C69 

Strand + 

End 12524 

Method GEN SCAN 

End 2956 

Score . 63 



400. .827, 1022. .2151, 2316. .2438, 2853.-2956 



Seq. ID OJ991107_37.0421.C69 

Strand + 

End 12524 

Method AAT/NAP 

End 12482 

Score 1065 

1477. .1584, 8501. .8803, 11049 .. 11608 , 11675 .. 11936, 12024. .12482 
(AC009325) hypothetical protein [Arabidopsis thaliana] 



52602 

110980 

314 

OJ991107_37.0421.C69.ol.np 

1477 

6016721 



Seq. No. 


52602 








Seq. ID 


OJ991107_37 


.0421 


.C69 


Gene No. 


110980 








Strand 


+ 






Start 


314 








End 


12524 






Name 


OJ991107 37 


.0421 


.C69.o2 


.gs 


Method 


GEN SCAN 






Start 


3749 








End 


6766 






GI 


none 








Score 


.53 






Exons 


3749. .3849, 


4764 


. .5012, 


6697. 


.6766 








Seq. No. 


52602 








Seq. ID 


OJ991107_37 


.0421 


.C69 


Gene No. 


110980 








Strand 


+ 






Start 


314 








End 


12524 






Name 


OJ991107 37 


.0421 


.C69.o3 


.gs 


Method 


GENSCAN 






Start 


8435 








End 


12524 






GI 


none 








Score 


.55 






Exons 


8435. .8803, 


9804 


. .9860, 


11049 


. .11923, 


12014. .12524 






Seq. No. 


52602 








Seq. ID 


OJ991107_37 


.0421 


.C69 


Gene No. 


110980 








Strand 


+ 






Start 


314 








End 


12524 






Name 


OJ991107 37 


.0421 


.C69.o2 


.gp 


Method 


" AAT/GAP 






Start 


11394 








End 


11879 






GI 


none 








Score 


718 







53631 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11394. .11793, 11848.. 11879 



52602 Seq. ID 

110980 Strand 

314 End 
OJ991107_37.0421.C69.o3.gp Method 

12066 End 

LIB3431-034-P1-K1-A3 Score 
12066. .12517 

' 3080375/emb | CAA18632 . 1 1 3.0e-37 (AL022580) putative protein 
[Arabidopsis thaliana] ' 



OJ991107_37.0421.C69 
+ 

12524 
AAT/GAP 
12517 
797 



52602 

110981 

14762 

OJ991107_37.0421.C69.o5.gs 

14762 

none 

14762. .15113, 15290. .15397, 
16599. .16734, 17563 .. 17726, 
21009. .21209, 21300.. 21353 

52602 

110981 

14762 

OJ991107_37.0421.C69.o3.np 

14786 

7487160 

14786. .15113, 15527. .15658, 
16919. .17015, 17151. .17251, 
17979. .18095, 18180 .. 18275, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15527 

18366 



OJ991107_37.0421.C69 
+ 



21619 
GENSCAN 
21353 
.82 

15658, 15753. 
18477, 19142. 



15913, 
19458, 



Seq. ID OJ991107_37.0421.C69 

Strand + 

End 21619 

Method AAT/NAP 

End 18661 

Score 1032 
15771. .15913, 16599. .16734, 
17563. .17726, 17812 .. 17883, 



18366. .18487, 18553.. 18661 
hypothetical protein T19C21.18 - Arabidopsis thaliana 
gi|3395439|gb|AAC28771.1| (AC004683) hypothetical protein 
[Arabidopsis thaliana ] 



52602 

110981 

14762 

OJ991107_37.0421.C69.o4 . gp 
14877 

uC-osflcyp04 6c07bl 
14877. .15113, 15527. .15658, 
'3395439 1.0e-27 (AC004683) 
thaliana] 1 

52602 

110981 

14762 

OJ991107_37.0421.C69.o5.gp 
18142 

2616_1.R1084 

18142. .18275, 18366 .. 18487, 
'3395439 7.0e-23 (AC004683) 
thaliana] ' 



Seq. ID OJ991107_37.0421.C69 
Strand + 
End 21619 
Method AAT/GAP 
End 15882 
Score 932 
15742. .15882 

hypothetical protein [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107 
+ 

21619 
AAT/GAP 
19007 
770 



37.0421.C69 



18573. .18834, 18857. 
hypothetical protein 



19007 

[Arabidopsis 



Seq. No. 
Gene No. 



52602 
110981 



Seq. ID OJ991107_37.0421.C69 
Strand + 



53632 




Start 


14762 


End 


21619 




Name 


OJ991107 37.0421. 


C69.o6.gp Method 


AAT/GAP 




Start 


19267 


End 


19476 




GI 


12864 1.R1084 


Score 


258 




F. v. on 


19267. .19476 








fiT Dpscrin 


•476054 4 /db j 1 AB0194 92.il AB0194 92 5.0e- 


■23 Homo sapiens 






IDN4-GGTR14 mRNA, 


partial cds ' 






cpn No 


52602 


Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110981 


Strand 


+ ' 




Start 


14762 


End 


21619 




Name 


OJ991107 37.0421. 


C69.o4.np Method 


AAT/NAP 




Start 


19348 


End 


21558 




GI 


7327824 


Score 


418 




F von s 


19348. .19458, 21009 .. 21209, 21526.. 21558 




V3 J- i-J J- -L k-/ • 


(AL161946) light- 


■inducible protein ATLS1 [Arabidopsis thaliana] 


Qpn Wn 


52602 


Seq. ID 


OJ991107_37.0421 


.C69 


Gene No . 


110981 


Strand 


+ 




Start 


14762 


End 


21619 




Name 


OJ991107 37.0421. 


C69.o7.gp Method 


AAT/GAP 




Start 


21045 


End 


21619 




GI 


12864 1.R1084 


Score 


401 




F von ^ 


21045. .21209, 21526.. 21619 








• 4760544 /dbj I ABO 194 92 . 1 1 ABO 194 92 5 . Oe- 


•23 Homo sapiens 






T HNM -rfTDI A mDMfl 
IDNfi — laljl Kl ft IlUuNA, 


partial cds 1 






Seq. No. 


52602 


Seq. ID 


OJ991107_37.0421 


. C69 


Gene No. 


110982 


Strand 






Start 


13301 


End 


13622 




Name 


OJ991107 37.0421. 


C69.o7.tm Method 


TBLASTX: Maize 




Start 


1101 


End 


1527 




GI 


none 


Score 


108 




Py on c; 


1101. .1268, 1236. 


.1526, 1276.. 1527 






Seq. No. 


52602 


Seq. ID 


OJ991107__37.0421 


.C69 


Gene No. 


110982 


Strand 






Start 


13301 


End 


13622 




Name 


OJ991107 37.0421. 


C69.o3.ts Method 


TBLASTX : Soybean 




Start 


1443 


End 


1823 




GI 


none 


Score 


134 




Exon *=? 


1443.. 1538, 1581. 


.1766, 1597. .174 0, 1779. .1823 




Seq. No. 


52602 


Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 


Strand 






Start 


13301 


End 


13622 




Name 


OJ991107 37.0421. 


C69.o6.tm Method 


TBLASTX: Maize 






8494 


End 


8683 




GI 


none 


Score 


252 




Fvon 


8494.. 8682, 8522. 


.8683 






Seq. No. 


52602 


Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 


Strand 






Start 


13301 


End 


13622 




Name 


OJ991107 37.0421. 


C69.o5.ts Method 


TBLASTX: Soybean 




Start 


8522 


End 


8683 




GI 


none 


Score 


210 





53633 



Exons 



8522. .8683, 8527.. 8682 



Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 




Strand 


- 




Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


11435 




End 


11738 




GI 


none 




Score 


344 




Exons 


11435. .11737, 11436. 


.11738 








Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 




Strand 


- 




Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11736 




End 


11930 




GI 


none 




Score 


220 




Exons 


11736. .11930, 11738. 


.11824 








Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 




Gene No. 


110982 




Strand 






Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11738 




End 


12520 




GI 


none 




Score 


281 




Exons 


11738. .11914, 11739. 


11936, 


11739. .11924, 12002. .12202, 






12011. .12436, 12012. 


12467, 


12024. .12437, 12476. .12520 




Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 




Strand 






Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11886 




End 


12242 




GI 


none 




Score 


51 




Exons 


11886. .11936, 11996.. 


12241, 


12015. .12242 




Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 


.C69 


Gene No. 


110982 




Strand 






Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


12015 




End 


12242 




GI 


none 




Score 


260 




Exons 


12015. .12242, 12026.. 


12241 








Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421 




Gene No. 


110982 




Strand 






Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69. 


o2 .np 


Method 


AAT/NAP 




Start 


13294 


End 


13622 




GI 


7340716 




Score 


210 




Exons 


13294. .13416, 13523.. 


13622 








GI Descrip. 


(AL162507) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


52602 




Seq. ID 


OJ991107_37.0421. 


C69 


Gene No. 


110982 




Strand 






Start 


13301 




End 


13622 




Name 


OJ991107 37.0421.C69. 


o4 . gs 


Method 


GENS CAN 




Start 


13301 




End 


13613 





53634 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

13301. .13416, 13523.. 13613 



Score .71 



52602 Seq. ID 

110982 Strand 

13301 End 
OJ991107_37 . 0421 . C69 . o5 . tm Method 

13304 End 

none Score 

13304. .13414, 13308. .13415, 13485 .. 13613, 13524 
13525. .13614 



OJ991107 37.0421.C69 



13622 

TBLASTX: Maize 
13614 
131 

13613, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52602 

110982 

13301 

OJ991107_37.0421.C69.o3.tc 

13310 

none 



Seq. ID OJ991107_37.0421.C69 
Strand 
End 

Method 
End 
Score 



13622 

TBLASTX: Cress 

13614 

91 



13310. .13414, 13314. .13415, 13524 .. 13610 , 13525.. 13614 



52602 

110983 

16670 

OJ991107_37.0421.C69.o4 .tm 

16670 

none 

16670. .16735, 16671 .. 16736, 
16917. .17033, 16918. .17046, 
17152. .17292, 17561 17722, 
17571. .17726, 17809 .. 17856, 
17974. .18072, 17976 .. 18059, 



Seq. ID OJ991107_37.0421.C69 
Strand 

End 18072 

Method TBLASTX : Mai ze 

End 18072 

Score 102 
16671. .16736, 16672. .16737, 
17151. .17252, 17152. .17253, 
17562. .17726, 17567 .. 17728, 
17809. .17883, 17811 .. 17885, 
17981. .18070 



Seq. No. 52602 

Gene No. 110984 

Start 19348 

Name OJ991107_37 . 0421 . C69 . ol . tc 

Start 19348 

GI none 

Exons 19348. .19455, 19350 .. 19454 , 
21011. .21208, 21315.. 21350 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_37.0421.C69 
21362 

TBLASTX: Cress 

21350 

154 



21008. .21130, 21009. .21215, 



OJ991107 37.0421.C69 



Seq. No. 52602 Seq. ID 

Gene No. 110984 Strand 

Start 19348 End 

Name OJ991107_37 . 0421 . C69 . o3 . tm Method 

Start 19348 End 

GI none Score 

Exons 19348. .19458, 19350 .. 19457 , 20998 .. 21198 , 21009 .. 21215, 
21011. .21205 



21362 

TBLASTX: Maize 

21215 

165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52602 

110984 

19348 

OJ991107_37.0421.C69.ol.tw 

19371 

none 



Seq. ID OJ991107_37.0421.C69 



Strand 
End 

Method 

End 

Score 



21362 

TBLASTX: Wheat 

21215 

117 



19371. .19454, 19375 .. 19455, 21007 .. 21204 , 21008 21196, 



53635 



21009. .21215, 21011.. 21205 



Cnrr Mr* 

OC^i Vt\J • 




Seq. ID 


OJ991107_37.0421 




Gene No. 


110984 


Strand 






Start 


19348 


End 


21362 




Name 


OJ991107 37.0421.C69.ol.ts 


Method 


TBLASTX: Soybean 




Start 


21038 


End 


21362 




GI 


none 


Score 


248 




Exons 


21038. .21208, 21039 .. 21209, 


21039. .21209, 21294 .. 21356, 






21300.. 21362 








Seq. No. 


52603 


O C ^ • A. U 


O.TQQ1 107 ^7 0491 


-C71 


Gene No. 


110985 


Strand 


+ _ 




Start 


1 


End 


365 




Name 


OJ991107 37.0421.C71.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


365 




GI 


3761483 


Score 


651 




Exons 


1. .365 








Seq. No. 


52603 


Seq. ID 


OJ991107_37.0421 


.C71 


Gene No. 


110986 


Strand 


+ 




Start 


1965 


End 


5110 




Name 


OJ991107 37.0421.C71.ol.gs 


Method 


GENSCAN 




Start 


1965 


End 


5110 




GI 


none 


Score 


.92 




Exons 


1965. .3864, 4470. .5110 








Seq. No. 


52603 


Seq. ID 


OJ991107_37.0421 


.C71 


Gene No. 


110986 


Strand 


+ 




Start 


1965 


End 


5110 




Name 


OJ991107 37.0421.C71.ol.np 


Method 


AAT/NAP 




Start 


2121 


End 


5110 




GI 


6580156 


Score 


1884 




Exons 


2121. .3482, 3528. .3864, 4470 


. .5110 






GI Descrip. 


(AL132968) putative protein 


[Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 Seq. ID 

110987 Strand 
1 End 11471 

OJ991107_37 . 0421 . C71 . o2 . np Method AAT/NAP 
1 End 8710 

4883421 Score 560 

1..38, 656. .730, 5782. .5977, 6078. .6220, 6256.. 
(AL031986) DNA-directed RNA polymerase (EC 2.7. 
chain [Arabidopsis thaliana] 



OJ991107 37.0421.C71 



6437, 8669.. 8710 
7.6) II largest 



52603 

110987 

1 

OJ991107_37.0421.C71.o2.tc 

2364 

none 

2364. .2810, 2378. .2677, 2403 
2436. .2741, 2436. .2819, 2436 
2534.. 2812, 2570.. 2737, 2673 
2874.. 3092, 2880.. 3128, 2880 
2883.. 3095, 2883.. 3092, 2892 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 37.0421.C71 



11471 

TBLASTX: Cress 
4825 
197 

.2822, 2406. .2819, 2415. .2738, 

.2822, 2436. .2816, 2439. .2810, 

.2741, 2694. .2816, 2871. .3095, 

.3107, 2880. .3074, 2880. .3071, 

.3092, 2918. .3064, 2943. .3125, 



53636 



3099. .3149, 3165. .3209, 4622. .4825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37. 

2391 

none 

2391. .2630, 
2442. .2813, 
2877. .3083, 
2997. .3149, 



0421.C71.o2.ts 



2403.. 2771, 2406. 

2565.. 2813, 2568. 

2880.. 3092, 2880. 

4490.. 4558, 4565. 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 

Method TBLASTX : Soybean 

End 4804 

Score 114 

.2669, 2412. .2822, 2439. .2816, 
.2825, 2622.. 2813, 2736.. 2813, 
.3092, 2883.. 3161, 2955.. 3107, 
.4654, 4703. .4804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37, 

2403 

none 

2403. .2813, 
2882. .3013, 



0421.C71.o3.tm 



2436.. 2810, 2436. 
2883.. 3095, 2892. 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 
Method TBLASTX : Maize 
End 3125 
Score 215 

.2792, 2475. .2825, 2865.. 3092, 
.3092, 2943.. 3125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37, 

3548 

none 

3548. .3844, 



0421.C71.ol.ts 



3549. .3845 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 

Method TBLASTX : Soybean 

End 3845 

Score 419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37, 

3549 

none 

3549. .3869, 



0421.C71.ol.tc 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 

Method TBLASTX : Cress 

End 4618 

Score 440 



3551. .3859, 4468. .4608, 4469. .4618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37, 

3671 

none 

3671. .3733, 
4469. .4549 



0421.C71.o2.tm 



3671.. 3859, 3672. 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 

Method TBLASTX : Mai ze 

End 454 9 

Score 70 

.3869, 4447. .4548, 4462. .4542, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52603 

110987 

1 

OJ991107_37, 

4801 

none 

4801. .4869, 
4917. .4982, 



0421.C71.ol.tm 



4802.. 4930, 4817. 
4919.. 5029, 4975. 



Seq. ID OJ991107_37.0421.C71 
Strand 

End 11471 

Method TBLASTX : Mai ze 

End 5029 

Score 186 

.4930, 4821. .4934, 4916. .4981, 
.5025 



Seq. No. 



52603 



Seq. ID OJ991107_37.0421.C71 



53637 



m 

m 
E3 

; -J 

w 



Gene No . 


110987 






Strand 




Start 


1 






End 


11471 


Name 


OJ991107 37 


.0421.C71.o3 


. ts 


Method 


TBLASTX: 


Start 


4814 






End 


5029 


GI 


none 






Score 


157 


Exons 


4814. .4903, 


4814. .4903, 


4922. 


.5029 




Seq. No. 


52603 






Seq. ID 


OJ991107 


Gene No . 


110987 






Strand 




Start 


1 






End 


11471 


Name 


OJ991107 37 


•0421.C71.o2 


gs 


Method 


GENSCAN 


Start 


6319 






End 


10920 


GI 


none 






Score 


.52 


Exons 


6319. . 6474, 


7042. .7847, 


10831 


. .10920 




Seq. No. 


52603 






Seq. ID 


OJ991107 


Gene No. 


110987 






Strand 




Start 


1 






End 


11471 


Name 


OJ991107 37 


.0421.C71.o3 


np 


Method 


AAT/NAP 


Start 


6928 






End 


7847 


GI 


5257262 






Score 


339 


Exons 


6928. .7007, 


7311. .7847 








GI Descrip. 


(AP000364) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52603 






Seq. ID 


OJ991107 


Gene No. 


110987 






Strand 




Start 


1 






End 


11471 


Name 


OJ991107 37 


.0421.C71.o4. 


np 


Method 


AAT/NAP 


Start 


10776 






End 


11471 


GI 


5430752 






Score 


132 


Exons 


10776. .11471 








GI Descrip. 


(AC007504) 


Hypothetical 


Protein [Arabidopsis th 


Seq. No. 


52604 






Seq. ID 


OJ991107 


Gene No. 


110988 






Strand 


+ 


Start 


1525 






End 


7000 


Name 


OJ991107 37 


.0421.C72.o2. 


gs 


Method 


GENSCAN 


Start 


1525 




End 


7000 


GI 


none 






Score 


.64 


Exons 


1525. .1927, 


2017. .2159, 


3294. 


.3485, 3769.. 4084, 




6271. .6578, 


6696. .6847, 


6884. 


.7000 




Seq. No. 


52604 






Seq. ID 


OJ991107_ 


Gene No. 


110988 






Strand 


+ 


Start 


1525 






End 


7000 


Name 


OJ991107 37 


.0421.C72.ol. 


np 


Method 


AAT/NAP 


Start 


1822 






End 


3130 


GI 


5777617 






Score 


77 


Exons 


1822. .1881, 


3033. .3130 








GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


52604 






Seq. ID 


OJ991107_ 


Gene No. 


110988 






Strand 


+ 


Start 


1525 






End 


7000 


Name 


OJ991107 37 


.0421.C72.ol. 


gp 


Method 


AAT/GAP 


Start 


5939 




End 


6099 


GI 


none 






Score 


196 



53638 



Exons 



5939. .6099 



Seq. No. 52604 . Seq. ID 

Gene No. 110989 Strand 

Start 683 End 

Name OJ991107_37 . 0421 . C72 . ol . gs Method 

Start 683 End 

GI none Score 

Exons 683. .836 - 



OJ991107_37.0421.C72 
836 

GEN SCAN 

836 

.7 



Seq. No. 52604 Seq. ID OJ991107_37 . 0421 . C72 

Gene No. 110990 Strand 

Start 7119 End 8332 

Name OJ991107_37 . 0421 . C72 . o2 . gp Method AAT/GAP 

Start 7119 End 7844 

GI 10494_1.R1084 Score 642 

Exons 7119.. 7479, 7733.. 7844 

GI Descrip. " 1 573004 6/ref I NM_0 06632 . 1 1 SLC17A3 | 1.0e-09 Homo 
carrier family 17 (sodium phosphate) , member 3 
>gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds 1 



sapiens solute 
(SLC17A3) mRNA 





Seq. No. • 


52604 






Seq. ID 


OJ991107 


_37 


.0421 


.C72 




Gene No. 


110990 






Strand 












Start 


7119 






End 


8332 








a at 


Name 


OJ991107 37.0421. 


C72.o3 


.gp 


Method 


AAT/GAP 








|i 3 


Start 


7193 






End 


8092 








fU 


GI 


none 






Score 


1128 










Exons 


7193. .7479, 7733. 


.8092 














i a 

S3. 


Seq. No. 


52604 






Seq. ID 


OJ991107 




.0421 


.C72 




Gene No. 


110990 






Strand 










~ : ; 


Start 


7119 






End 


8332 










Name 


OJ991107 37.0421. 


C72.o4 


-gp 


Method 


AAT/GAP 








f. 3. 


Start 


7724 






End 


8332 








'-~ _ 5 


GI 


10494 1.R1084 






Score 


323 










Exons 


7724. .7797, 8044. 


.8093, 


8215. 


.8332 











[~ GI Descrip. '573004 6/ref | NM_0 06632 . 1 1 SLC17A3 | 1.0e-09 Homo sapiens solute 
carrier family 17 (sodium phosphate) , member 3 (SLC17A3) mRNA 
□ >gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 

il transporter (NPT4) mRNA, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52604 Seq. ID 

110991 Strand 
8629 End 
OJ991107_37.0421.C72.o3.gs Method 
8629 End 
none Score 
8629. .8688, 8802. .8934, 9115. .9179 

52605 Seq. ID 

110992 Strand 
324 End 
OJ991107_37. 04 21.C73.ol.gs Method 
324 End 
none Score 
324. .1071, 1182. .1330 



OJ991107_37.0421.C72 

9179 
GENSCAN 
9179 
.55 



OJ991107_37.0421.C73 
+ 

4127 
GENSCAN 
1330 
.55 



53639 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52605 Seq. ID 

110992 Strand 
324 End 
OJ991107_37.0421.C73.ol.np Method 
324 End 
6630696 Score 
324. .4127 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991107_37.0421.C73 
+ 

4127 
AAT/NAP 
4127 
6574 



52605 

110992 

324 

OJ991107_37.0421.C73.ol.gp 
366 

101595_1.R1084 

366. .1066, 1182. .1256 

'3047066 3.0e-15 (AF058825) 



Seq. ID OJ991107_37.0421.C73 

Strand + 

End 4127 

Method AAT/GAP 

End 1256 

Score 1455 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



52605 

110993 

13660 

OJ991107_37.0421.C73.o2.np 

13651 

4586053 

13651. .13749, 13866 .. 14235 , 
(AC007020) putative laccase 
thaliana] 



Seq. ID OJ991107_37.0421.C73 

Strand + 

End 18168 

Method AAT/NAP 

End 18165 

Score 1933 



16931. .18165 
(diphenol oxidase) 



[Arabidopsis 



Seq. No. 52605 

Gene No. 110993 

Start 13660 

Name OJ991107_37 . 0421 . C73 . o5 . gs 

Start 13660 

GI none 

Exons 13660. .13749, 13866 .. 14268 , 15700.. 15812 



Seq. ID OJ991107_37.0421.C73 



Strand 
End 

Method 

End 

Score 



+ 

18168 
GEN SCAN 
15812 
.73 



Seq. No. 52605 Seq. ID 

Gene No. 110993 Strand 

Start 13660 End 

Name OJ991107_37 . 0421 . C73 . 06 . gs Method 

Start 16972 End 

GI none Score 

Exons 16972. .18168 



OJ991107_37.0421.C73 
+ 

18168 
GENSCAN 
18168 
.97 



Seq. No. 52605 

Gene No. 110994 

Start 7599 

Name OJ991107_37 . 0421 . C73 . o2 . gp 

Start 7599 

GI uC-osflM202091bl0bl 

Exons 7599.. 7731, 7832.. 8180 

GI Descrip. 1 4760544/dbj | AB019492 . 1 | AB019492 
IDN4-GGTR14 mRNA, partial cds ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107_37.0421.C73 

8180 
AAT/GAP 
8180 
936 



5.0e-23 Homo sapiens 



53640 






9#^rr Mo 


52605 




Seq. ID 


OJ991107_37.0421 


. C73 




Gene No. 


110995 




Strand 








Start 


10771 




End 


13108 






Name 


OJ991107 37.0421.C73.o4. 


gs 


Method 


GENSCAN 






Start 


10771 




End 


13108 






GI 


none 




Score 


.53 






Exons 


10771. .10851, 11669. .11816, 13089.. 13108 






Seq.. No. 


52605 




Seq. ID 


OJ991107_37.0421 


.C73 




Gene No. 


110996 




Strand 








Start 


15002 




End 


15135 






Name 


OJ991107 37.0421.C73.o3. 


gp 


Method 


AAT/GAP 






Start 


15002 




End 


15135 






GI 


LIB347 4-009-P1-K1-F11 




Score 


229 






Exons 


15002 15135 












GI Descrip. 


' 4455244 /emb 1 CAB36743 11 


6 . Oe 


-11 (AL035523) MtN3-like prote 






L ii-t- CLaJ JL KS i-> J. >-> L i 1 -J- -i- 1 1 CI J 














52605 




Seq. ID 


OJ991107_37.0421 


.C73 




Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


O.T991 1 07 37 0491 P73 n4 


tw 


Method 


TBLASTX: Wheat 






Start 


218 _ 




End 


615 




i 


GI 


none 




Score 


128 






Exons 


218 316 219 353 330 


. 614 , 


404. .595 


, 433. .615 




; s 

i i 


C; • LH\J t 


52605 




Seq. ID 


OJ991107_37.0421 


C73 




Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37 0421 C73 r>8 




Method 


TBLASTX: Maize 






Start 


366 ~ 




End 


674 




1 s 


GI 


none 




Score 


318 






Exons 


366. 674. 413 595. 466 


. 609, 


495. .671 






J 


lj C ^ . Vt • 


52605 




Seq. ID 


OJ991107_37.0421 


C73 




Gene No. 


110997 




Strand 






=s 


Start 


19227 




End 


22029 






Name 


OJ991107 37 0421 T73 o3 


Ulll 


Method 


TBLASTX: Maize 






Start 


1158 — 




End 


1567 




1 


GI 


none 




Score 


385 






Exons 


1 1 Sfl 14 69 1178 1474 

11JU • . 1 " v «/ / X X / (J • . X *3 ' " , 


1181 . 


.1471, 1475. .1567, 1482. .1565 




>J v3 ■ IN W • 


52605 




Seq. ID 


OJ991107_37.0421. 


C73 




Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37 .0421.C73.ol0 


.ts 


Method 


TBLASTX : Soybean 






Start 


1515 




End 


1895 






GI 


none 




Score 


88 






Exons 


1515. .1664, 1647. .1895 












Seq. No. 


52605 




Seq. ID 


OJ991107_37.0421. 


C73 




Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37.0421.C73.o9. 


tm 


Method 


TBLASTX: Maize 






Start 


1653 




End 


2117 






GI 


none 




Score 


313 





53641 




Exons 


1653. .2117, 


1892 


. .2110 










Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 




110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1760 








End 


1960 




GI 


none 








Score 


278 




Exons 


1760. .I960, 


1761 


. .1958, 


1768. 


.1959 






Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 




110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421.C73.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


1905 








End 


2303 




GI 


none 








Score 


207 




Exons 


1905. .2126, 


1907 


. .2122, 


2130. 


.2303 






Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 


(Ipnp Ts]n 

\J ^ i 1 ^ IN • 


110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1961 








End 


2708 




GI 


none 








Score 


255 




Exons- 


1961. .2368, 


1961 


. .2458, 


1968. 


.2708, 2526.. 2708 




Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 


Gene No. 


110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


2628 








End 


3092 




GI 


5509260 








Score 


373 




Exons 


2628. .3092, 


2723 


. .2884 










GI Descrip. 


- 














Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 




110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2715 








End 


2981 




GI 


none 








Score 


283 




Exons 


2715. .2972, 


2721 


. .2981 










Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 




110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2762 








End 


3227 




GI 


none 








Score 


344 




Exons 


2762. .2893, 


2763 


. .3227, 


2898. 


.2978, 3014.. 3124 




Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421 


.C73 


Gene No. 


110997 








Strand 






Start 


19227 








End 


22029 




Name 


OJ991107 37 


.0421 


.C73.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2763 








End 


3308 




GI 


none 








Score 


301 





53642 



Exons 


2763. .3107, 


3102 


. .3308 








Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No . 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421 


,C73.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


3161 








End 


3509 


GI 


none 








Score 


141 


Exons 


3161. .3325, 


3162 


. .3320, 


3320. 


.3508, 3321.. 3509 


Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No. 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421 


.C73.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3288 








End 


3660 


GI 


none 








Score 


357 


Exons 


3288. .3659, 


3311 


. .3658, 


3412. 


.3660 




Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No. 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421 


.C73.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


3516 








End 


3991 


GI 


none 








Score 


105 


Exons 


3516. .3590, 


3517 


.3576, 


3521. 


.3589, 3605. .3991, 3606. .3989, 




3607. .3990 












Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene m 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421 


C73.o8. 


ts 


Method 


TBLASTX : Soybean 


Start 


3522 








End 


3863 


GI 


none 








Score 


97 


Exons 


3522. .3635, 


3557 


.3625, 


3654. 


.3863, 3659. .3784 


Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No. 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421 


C73.011 


. tm 


Method 


TBLASTX: Maize 


Start 


4001 








End 


4324 


GI 


none 








Score 


114 


Exons 


4001. .4090, 


4002 


.4091, 


4003. 


.4092, 4003. .4092, 4130. .4273, 




4136. .4225, 


4140 


.4232, 


4141. 


.4233, 4202. .4324, 4299.-4322 


Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No . 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421. 


C73.ol. 


ts 


Method 


TBLASTX .-Soybean 


Start 


13856 








End 


17049 


GI 


none 








Score 


546 


Exons 


13856. .14227 


, 13866. .14228, 16936. . 1704 9, 16956.. 17048 


Seq. No. 


52605 








Seq. ID 


OJ991107_37.0421.C73 


Gene No. 


110997 








Strand 




Start 


19227 








End 


22029 


Name 


OJ991107 37. 


0421. 


C73.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


13865 








End 


14174 



53643 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

13865. .14173, 13866. 



Score 



430 



.14174 



52605 

110997 

19227 

OJ991107_37.0421.C73.ol0.tm 

13941 

none 

13941. .14120, 13946. .14122 . 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Mai ze 

End 14122 

Score 244 



52605 
110997 
19227 

OJ991107_37.0421.C73.o5.tw 
14019 
none 

14019. .14225, 14021. .14227, 16936. .17001 



Seq. ID OJ991107_37.0421.C73 
Strand 

22029 

TBLASTX: Wheat 
17001 
280 



End 

Method 

End 

Score 



52605 

110997 

19227 

OJ991107_37.0421.C73.o4 .tm 

14126 

none 

14126. .14212, 14127. .14243, 

52605 

110997 

19227 

OJ991107_37.0421.C73.o7.tc 

16936 

none 

16936. .17118, 16956. .17126 

52605 

110997 

19227 

OJ991107_37.0421.C73.o7.tw 

17007 

none 

17007. .17192, 17008. .17193 

52605 

110997 

19227 

OJ991107_37.0421.C73.o9.ts 

17055 

none 

17055. .17300, 17056.. 17301 

52605 

110997 

19227 

OJ991107_37.0421.C73.o2.tc 

17128 

none 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Maize 

End 17268 

Score 173 
16936. .17268, 16956.. 17267 

Seq. ID OJ991107_37.0421.C73 
Strand 

.End 22029 

Method TBLASTX : Cress 

End 17126 

Score 208 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Wheat 

End 17193 

Score 224 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Soybean 

End 17301 

Score 220 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Cress 

End 17844 

Score 165 



53644 



# • 



Exons 


17128. . 17301, 17130. 


. 17300, 


17346. .17378, 17347 


. . 17385, 






17524 . . 17724, 17526. 


. 17723, 


17691. .17744, 17692 


. . 17745, 






17752. .17844, 17754. 


. 17843 










Seq. No. 


52605 




Seq. ID 


OJ991107 


37 . 0421 


.C73 


Gene No. 


110997 




Strand 








Start 


19227 . 




End 


22029 






Name 


OJ991107 37.0421.C73 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


17496 




End 


18096 






GI 


none 




Score 


67 






Exons 


17496. .17549, 17497. 


.17583, 


17586. .17723, 17587 


. . 17745, 






17787. .18095, 17788. 


.18096 










Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421 


.C73 


Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37.0421.C73 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


17733 ~ 




End 


18165 






GI 


none 




Score 


513 






Exons 


17733. . 18098, 17734 . 


. 18141, 


18019. . 18165 






Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421 


.C73 


Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37 . 0421 .C73 


..06 . tc 


Method 


TBLASTX: 


Cress 




Start 


17872 ~ 




End 


18135 






GI 


none 




Score 


235 






Exons 


17872. .18135, 17910. 


. 18092 










Seq. No. 


52605 




Seq. ID 


OJ991107 


37 . 0421 


.C73 


Gene No . 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37.0421.C73 


. o4 . gp 


Method 


AAT/GAP 






Start 


18800 




End 


19860 






GI 


30230 1.R1084 




Score 


1257 






Exons 


18800. .19370, 19736. 


.19860 










GI Descrip. 


•3482919 2.0e-09 (AC003970) 


Putative protein kinase [Arabidopsis 




thaliana] 1 












Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421 


.C73 


Gene No . 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37.0421.C73 


. o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


19224 




End 


20400 






GI 


none 




Score 


109 






Exons 


19224. .19373, 19226. 


.19372, 


19734. .1994 


6, 19736 


. .19981, 






19736. .19945, 19794. 


.19946, 


20048. .20218, 20069 


. .20221, 






20086. .20220, 20088. 


.20225, 


20339. .20398, 20359 


. .20400 




Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421 


.C73 


Gene No. 


110997 




Strand 








Start 


19227 




End 


22029 






Name 


OJ991107 37.0421.C73 


.o7 .gs 


Method 


GENSCAN 






Start 


19227 




End 


21784 






GI 


none 




Score 


.6 






Exons 


19227. .19370, 19736. 


.19945, 


20090. .20219, 20360 


. .20530, 






20921. .20954, 21127. 


.21231, 


21425. .21784 







53645 



Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421.C73 


Gene No. 


110997 




Strand 






Start 


19227 




End 


22029 




Name 


OJ991107_37.0421.C73 


.o3.np 


Method 


AAT/NAP 




Start 


19269 




End 


21997 




GI 


4512659 




Score 


1136 




Exons 


19269. . 19362, 19739. 


. 19945, 


20090. .20219, 20360 


. .20530, 




20921 . .21043, 21127 . 


. 21231, 


21344. .21997 




GI Descrip. 


(AC006931) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421.C73 


Gene No. 


110997 




Strand 






Start 


19227 




End 


22029 




Name 


OJ991107_37.0421.C73 


. 06 . ts 


Method 


TBLASTX: 


Soybean 


Start 


19751 




End 


20532 




GI 


none 




Score 


212 




Exons 


19751. .19945, 19752. 


.19946, 


19862. .19981, 20048 


. .20218, 




20073. .20216, 20074 . 


.20217, 


20339. .20524, 20354 


. .20521, 




20359. . 20532 










Seq. No. 


52605 




Seq. ID 


OJ991107 


37 . 0421 .C73 


Gene No. 


110997 




Strand 






Start 


19227 




End 


22029 




Name 


OJ991107 37.0421.C73 


.08 . tc 


Method 


TBLASTX: 


Cress 


Start 


19751 




End 


19943 




GI 


none 




Score 


114 




Exons 


19751. .19942, 19785. 


.19943 








Seq. No. 


52605 




Seq. ID 


OJ991107 


_37.0421.C73 


Gene No. 


110997 




Strand 






btart 






End 


22029 




Name 


OJ991107 37.0421.C73 


. o5 . gp 


Method 


AAT/GAP 




Start 


19859 




End 


21395 




GI 


26479 1.R1084 




Score 


1166 




Exons 


19859. .19945, 20090. 


.20219, 


20360. .20530, 20921 


. .21043, 




21127. .21231, 21344. 


.21395 








GI Descrip. 


'4512659/gb|AAD21713 


.11 2.0e 


-94 {AC006931) putative protein 



kinase [Arabidopsis thaliana] 
>gi_4544465_gb_AAD22372.1_AC006580_4 (AC006580) putative protein 
kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52605 

110997 

19227 

OJ991107_37.0421.C73.o8.tw 

20045 

none 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Wheat 

End 20469 

Score 57 



20045. .20158, 20076 .. 20159, 20135 .. 20218 , 20336 .. 20383, 
20357. .20431, 20359.. 20469 



Seq. No. 52605 

Gene No. 110997 

Start 19227 

Name OJ991107_37 . 0421 . C73 . o5 . tc 

Start 20072 

GI none 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Cress 

End 20499 

Score 107 



53646 



Exons 



20072. .20218, 20073 20213, 20336 20383, 20413.. 20499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52605 

110997 

19227 

OJ991107_37.0421.C73.ol.tm 

20454 

none 



Seq.. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Mai ze 

End 21866 

Score 80 



20454. .20528, 20454 20528 , 20455 .. 20529, 20455 .. 20532, 

20919. .21044, 20920 21045, 20920 .. 2104 5 , 21108 .. 21230, 

21114. .21230, 21133. .21231, 21163 .. 21231 , 21343 .. 21573, 

21351. .21572, 21579 .. 21764 , 217 18 .. 21765 , 217 63 .. 218 64 , 
21768. .21866 



Seq. No. 52605 

Gene No. 110997 

Start 19227 

Name OJ991107_37.0421.C73.o3.ts 

Start 20941 

GI none 
Exons 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method TBLASTX : Soybean 

End 21579 

Score 53 



20941. .21045, 2094 1 21045, 20987 .. 21064 , 21108 .. 21233, 
21114. .21230, 21127. .21234, 21351 .. 21560, 21358.. 21579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52605 Seq. ID 

110997 Strand 

19227 End 

OJ991107_37.0421.C73.o4 .tc Method 

20998 End 

none Score 



OJ991107_37.0421.C73 
22029 

TBLASTX: Cress 

21571 

105 



20998. .21048, 21145 21231, 21147 .. 21230 , 2134 6 .. 21522, 
21351. .21527, 21356.. 21571 



Seq. No. 52605 

Gene No. 110997 

Start 19227 

Name OJ991107_37 . 0421 . C73 . 06 . gp 

Start 21516 

GI none 

Exons 21516. .22029 



Seq. ID OJ991107_37.0421.C73 
Strand 

End 22029 

Method AAT/GAP 

End 22029 

Score 916 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52606 

110998 

695 

OJ991107_37.0421.C74.ol.gs 

695 

none 



OJ991107 37.0421.C74 



Seq. ID _ 
Strand 

End 6315 
Method GENSCAN 
End 6315 
Score .59 

695. .941, 1113. .1196, 1317. .1504, 1739. .1895, 2021. .2221, 
2828. .2905, 3637. .3671, 3887. .4030, 4074. .4305, 5361. .5542, 
5940.. 6026, 6091.. 6315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52607 

110999 

60 

OJ991107_37.0421.C75.ol.gs 
60 

none 



Seq. ID OJ991107_37.0421.C75 

Strand + 

End 5628 

Method GENSCAN 

End 5628 

Score .69 



60. .559, 1829. .2132, 2493. .2670, 4286. .4341, 5512. .5628 



53647 





Seq. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 




Gene No. 


111000 


Strand 


+ 






Start 


7537 


End 


11910 






Name 


OJ991107 37.0421.C75.o2.gs 


Method 


GEN SCAN 






Start 


7537 


End 


10830 






GI 


none 


Score 


.95 






Exons 


7537. .7600, 8406. .8549, 9023 


..9705, 10165. .10293, 10605 


. .10' 






10792. . 10830 










Seq. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 




Gene No. 


111000 


Strand 


+ 






Start 


7537 


End 


11910 






Name 


OJ991107 37.0421.C75.ol.np 


Method 


AAT/NAP 






Start 


9070 


End 


11910 






GI 


7327831 


Score 


1195 






Exons 


9070. .9705, 10165. .10279, 10582. .10723 


, 10801. .10963, 








11117 11313. 11394 11688. 


11771. . 11910 






GI Descrip. 


(AT. 1619461 niifat "i ve Drotpin 


[Arabidopsis thaliana] 






Seq. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 




Gene No . 


111000 


Strand 


+ 






Start 


7537 


End 


11910 






Name 


OJ991107 37 0421 C75 o3 tm 


Method 


TBLASTX: Maize 






Start 


9070 


End 


9234 




fn 


GI 


none 


Score 


41 






Exons 


9070. 9102, 9091.. 9234, 9177 


. .9224 






% 

t LI 


Seq. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 


•1 


Gene No. 


111000 


Strand 


+ 






Start 


7537 


End 


11910 




Fi 1 


Name 


OJ991107 37 0421 C75 ol ts 


Method 


TBLASTX: Soybean 




= 


Start 


9178 


End 


11652 






GI 


none 


Score 


51 




- ~ 


Exons 


9178.. 9237, 9304.. 9324, 9382 


..9699, 9451. .9621, 9543.-9629, 






11392. .11652 










Sea. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 




Qej^Q No . 


111000 


Strand 


+ 






Start 


7537 


End 


11910 






Name 


OJ991107 37.0421.C75.ol.tm 


Method 


TBLASTX: Maize 






Start 


9454 


End 


11691 






GI 


none 


Score 


150 






Exons 


9454. .9633, 9502. .9660, 9517 


..9693, 9517. .9648, 9520. .9708, 






10829. .11035, 10832. .11134, 


10865. .11125, 10868. .11011, 








10973. .11134, 10985. .11131, 


11192. .11308, 11195. .11314, 








11204. .11308, 11204. .11308, 


11389. .11691, 11401. .11523, 








11440. .11667, 11509. .11652 










Seq. No. 


52607 


Seq. ID 


OJ991107_37.0421 


.C75 




Gene No. 


111000 


Strand 


+ 






Start 


7537 


End 


11910 






Name 


OJ991107 37.0421.C75.ol.tc 


Method 


TBLASTX: Cress 






Start 


9502 


End 


11640 






GI 


none 


Score 


85 






Exons 


9502. .9696, 9520. .9669, 10774 .. 11253, 


10805. .11134, 





10868. .11095, 11189. .11254, 11204 .. 11308, 11449. .11640 



53648 




Seq. No. 


52607 




Seq. ID 


OJ991107_37.0421. 


C75 


Gene No. 


111000 




Strand 


+ 




Start 


7537 




End 


11910 




Name 


OJ991107 37.0421.C75 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9520 




End 


11691 




GI 


none 




Score 


87 




Exons 


9520.. 9657, 9520.. 9708, 10868 .. 10960 , 


10907. .11038, 






10945. .10965, 10985. 


.11125, 


11198. .11272, 11389. .11691 




Seq. No. 


52607 




Seq. ID 


OJ991107_37.0421. 


C75 


Gene No. 


111000 




Strand 


+ 




Start 


7537 




End 


11910 




Name 


OJ991107_37.0421.C75 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


10906 




End 


11314 




GI 


none 




Score 


163 




Exons 


10906. .11088, 10907. 


.11134, 


11195. .11314, 11195. .11293 




Seq. No. 


52607 




Seq. ID 


OJ991107J37.0421. 


C75 


Gene No. 


111000 




Strand 


+ 




Start 


7537 




End 


11910 




Name 


OJ991107 37.0421.C75 


.ol.gp 


Method 


AAT/GAP 




Start 


11195 




End 


11910 




GI 


3162 1.R1084 




Score 


1060 




Exons 


11195. . 11313, 11394 . 


.11688, 


11771. .11910 




GI Descrip. 


, 5919219/gb|AAD56248 


.1IAF186273 1 4 . Oe 


-24 (AF186273) 






leucine-rich repeats 


containing F-box protein FBL3 [Homo 




sapiens] 1 










Seq. No. 


52607 




Seq. ID 


OJ991107_37.0421. 


C75 


Gene No . 


111000 




Strand 


+ 




Start 


7537 




End 


11910 




Name 


OJ991107 37.0421.C75 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11767 




End 


11908 




GI 


none 




Score 


137 




Exons 


11767. . 11904, 11770. 


.11907, 


11783. .11908 




Seq. No. 


52608 




Seq. ID 


OJ991107_36.0421. 


C4 


Gene No. 


111001 




Strand 


+ 




Start 


190 




End 


6244 




Name 


OJ991107 36. 0421. C4 . 


ol .gs 


Method 


GENSCAN 




Start 


190 


End 


6244 




GI 


none 




Score 


.43 




Exons 


190. .238, 1571. .1653 


, 1784. 


.1897, 2994 


..3037, 5725. .5911 


t 




6134. .6244 










Seq. No. 


52608 




Seq. ID 


OJ991107_36.0421. 


C4 


Gene No. 


111002 




Strand 


+ 




Start 


7525 




End 


9552 




Name 


OJ991107 36. 0421. C4 . 


o2.gs 


Method 


GENSCAN 




Start 


7525 




End 


9411 




GI 


none 




Score 


.54 




Exons 


7525. .9411 










Seq. No. 


52608 




Seq. ID 


OJ991107_36.0421. 


C4 


Gene No. 


111002 




Strand 






Start 


7525 




End 


9552 





53649 



Name OJ991107_36 . 0421 . C4 . o2 . np Method AAT/NAP 

Start 7534 End 8598 

GI .7434285 Score 296 

Exons 7534.. 8403, 8452.. 8598 

GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1. 
F8D20.110 - Arabidopsis thaliana (fragment) 

gi|3367578|emb|CAA20030.1| (AL031135) protein kinase - like 
protein [Arabidopsis thaliana] 



Seq. No. 


52608 








Seq. ID 


OJ991107_36.0421.C4 


Gene No. 


111002 








Strand 


+ 


Start 


7525 








End 


9552 


Name 


OJ991107 36 


. 0421 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


7547 ~~ 








End 


9552 


GI 


3549626 








Score 


486 


Exons 


7547. .8448, 


9496 


. .9552 








GI Descrip. 


(AJ009696) 1 


wall- 


associated kinase 1 [Arabidopsis thaliana] 


Seq. No. 


52608 








Seq. ID 


OJ991107_36.0421.C4 


Gene No. 


111002 








Strand 


+ 


Start 


7525 








End 


9552 


Name 


OJ991107 36 


. 0421 


. C4 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


7597 ~~ 








End 


8193 


GI 


none 








Score 


4 63 


Exons 


7597 . .8193, 


7605 


. .7820, 


7820. 


.7834, 7866.. 8183 


Seq. No. 


52608 








Seq. ID 


OJ991107_36.0421.C4 


Gene No . 


111002 








Strand 


+ 


Start 


7525 








End 


9552 


Name 


OJ991107 36 


.0421 


. C4 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7602 








End 


9342 


GI 


none 








Score 


81 


Exons 


7602. .7688, 


7609 


. .7683, 


7650. 


.7817, 7666. .7818, 7882. .8187, 




7962 . .8186, 


8188 


. .8376, 


8559. 


.8741, 8! 


560. .8781, 8836. .8943, 




9061 . . 9120, 


9241 


. .9342 








Seq. No. 


52608 








Seq. ID 


OJ991107_36.0421.C4 


Gene No. 


111002 








Strand 


+ 


Start 


7525 








End 


9552 


Name 


OJ991107 36 


.0421 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7605 ~ 








End 


9336 


GI 


none 








Score 


68 


Exons 


7605. .7682, 


7609 


. .7683, 


7696. 


.7818, 7710. .7814, 7742. .7834, 




7885. .8193, 


7906 


. .8154, 


7947. 


.8171, 8224. .8415, 8653. .8781, 




8872. .8943, 


9061 


. .9120, 


9241. 


.9336 




Seq. No. 


52608 








Seq. ID 


OJ991107_36.0421.C4 


Gene No. 


111002 








Strand 


+ 


Start 


7525 








End 


9552 


Name 


OJ991107 36 


.0421 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7882 








End 


8193 


GI 


none 








Score 


209 


Exons 


7882. .8193 












Seq. No. 


52609 








Seq. ID 


OJ991107_36.0421.C5 


Gene No. 


111003 








Strand 


+ 


Start 


1169 








End 


1592 



53650 



ry 

hi 



Name 


OJ991107 36 


.0421.C5.o2.gs 


Method 


GEN SCAN 




Start 


1169 




End 


1592 




GI 


none 




Score 


.94 




Exons 


1169. .1275, 


1352. .1592 








Seq. No. 


52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


111004 




Strand 


+ 




jLal U 






End 


8964 




Name 


OJ991107 36 


.0421.C5.o3.gs 


Method 


GENSCAN 




Start 


4822 




End 


8964 




GI 


none 




Score 


.61 




Exons 


4822. .4980, 


5631. .5977, 6488. .6689, 7125. .7220, 7888. .7959, 




8092. .8187, 


8908. .8964 








Seq. No. 


52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


111004 




Strand 


+ 




Start 


4822 




End 


8964 




Name 


OJ991107 36 


.0421.C5.o3.np 


Method 


AAT/NAP 




Start 


4822 




End 


8193 




GI 


6648169 




Score 


579 




Exons 


4822. .4995, 


5628. .5728, 5780. .5977, 6455. .6689, 7125. .7220, 




7888. .7959, 


8092. .8193 








GI Descrip. 


(AC010926) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


. .52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


: -H1005 




Strand 


+ 




Start 


10617 




End 


11961 




Name 


OJ991107 36 


.0421.C5.o4.np 


Method 


AAT/NAP 




Start 


10617 




End 


11961 




GI 


6630699 




Score 


92 




Exons 


10617. .10709, 11884.. 11961 








GI Descrip. 


(AP000969) 


hypothetical protein [Oryza 


sativa] 






gi I 6721536 1 dbj | BAA89566 . 1 1 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


111006 




Strand 


+ 




Start 


12098 




End 


12507 




Name 


OJ991107 36 


.0421.C5.o5.np 


Method 


AAT/NAP 




Start 


12098 




End 


12507 




GI 


6539570 




Score 


171 




Exons 


12098. .12290, 12441.. 12507 








GI Descrip. 


(AP000836) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


111007 




Strand 






Start 


616 




End 


3365 




Name 


OJ991107 36 


■0421.C5.ol.np 


Method 


AAT/NAP 




Start 


616 




End 


3365 




GI 


6648169 




Score 


61 




Exons 


616. .670, 2314. .2455, 3246. 


.3365 






GI Descrip. 


(AC010926) i 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


52609 




Seq. ID 


OJ991107_36. 


0421. C5 


Gene No. 


111008 




Strand 






Start 


10563 




End 


11795 




Name 


OJ991107 36 


.0421.C5.o4.gs 


Method 


GENSCAN 





53651 



Start 
GI 

Exons 



10563 End 
none Score 
10563. .10796, 11652. .11795 



11795 
. 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52609 

111009 

12884 

OJ991107_36.0421.C5.ol.tm 

6552 

none 



Seq. ID OJ991107_36.0421.C5 
Strand 

End 13742 

Method TBLASTX : Mai ze 

End 7974 

Score 215 



6552. .6698, 6554. .6688, 6559. .6693, 7124. .7231, 7125. .7238, 
7131. .7238, 7871. .7957, 7871. .7948, 7887. .7958, 7888.-7974 



52609 

111009 

12884 

OJ991107_36.0421.C5.o5.gs 

12884 

none 

12884. .13093, 13296.. 13742 

52610 

111010 

987 

OJ991107_36.0421.C6.ol.gs 

987 

none 



Seq. ID OJ991107_36.0421.C5 
Strand 

End 13742 

Method GENS CAN 

End 13742 

Score .75 



Seq. ID OJ991107_36.0421.C6 

Strand + 

End 4914 

Method GENSCAN 

End 4 914 

Score .82 



987. .1130, 1522. .1771, 2286.-2459, 2614. .2726, 3062. .3216, 
3322..3394, 3561. .3685, 3798. .4072, 4239.-4266, 4318. .4914 



52610 

111010 

987 

OJ991107_36.0421.C6.o2.np 

3689 

6721561 



Seq. ID OJ991107_36.0421.C6 
Strand + 
End 4914 
Method AAT/NAP 
End 4911 
Score 1172 
3689. .3944, 4015. .4072, 4146. .4911 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 |dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


52610 


Seq. ID 


OJ991107 


Gene No. 


111011 


Strand 




Start 


1 


End 


1213 


Name 


OJ991107 36.0421.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1213 


GI 


7523517 


Score 


354 


Exons 


1..42, 725.-769, 914. .1213 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


52610 


Seq. ID 


OJ991107 


Gene No. 


111012 


Strand 




Start 


5003 


End 


13813 


Name 


OJ991107 36.0421.C6.o2.gs 


Method 


GENSCAN 


Start 


5003 


End 


13813 



53652 



GI 

Exons 



none Score .57 

5003. .5161, 5278. .5469, 5480. .5704, 6149.. 6330, 6460. .6981, 
6983. .7376, 7472. .8231, 8276. .9543, 9631. .10011, 10295 104 66, 
10788. .11013, 11071. .11209, 11254 .. 1194 4 , 12145 .. 12611, 
12618. .12796, 13122 .. 13298, 13741.. 13813 





Seq. No. 


52610 


Seq. ID 


OJ991107 




Gene No. 


111012 


Strand 






Start 


5003 


End 


13813 




Name 


OJ991107 36.0421.C6.o3.np 


Method 


AAT/NAP 




Start 


6410 


End 


9534 




GI 


5902445 


Score 


2822 




Exons 


6410. .7169, 7220. .7714, 7754 


. .9534 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


52610 


Seq. ID 


OJ991107 




Gene No. 


111012 


Strand 






Start 


5003 


End 


13813 




Name 


OJ991107 36.0421.C6.o4.np 


Method 


AAT/NAP 




Start 


9601 


End 


13523 




GI 


5902444 


Score 


958 




Exons 


9601. .11261, 11408. .11605, 13496.. 13523 




GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


"!? 


Seq. No. 


52610 


Seq. ID 


OJ991107 


\2 


Gene No. 


111012 


Strand 






Start 


5003 


End 


13813 


ru 


Name 


OJ991107 36.0421.C6.o5.np 


Method 


AAT/NAP 




O L.dXT t 


11143 


End 


13238 




GI 


7523517 


Score 


278 




Exons 


11143. .11171, 12742. .12796, : 


12941. .13238 


\J 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52610 


Seq. ID 


OJ991107 




Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o3.tw 


Method 


TBLASTX: 1 




Start 


6419 


End 


7034 




GI 


none 


Score 


68. . 




Exons 


6419.. 6550, 6432.. 6545, 6575 


..6961, 6960. .7034 




Seq. No. 


52610 


Seq. ID 


OJ991107 




Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o7.tm 


Method 


TBLASTX:! 




Start 


6455 


End 


6721 




GI 


none 


Score 


52 




Exons 


6455.. 6538, 6486.. 6545, 6539 


..6721, 6540. .6590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52610 

111013 

17770 

OJ991107 

7161 

none 



36.0421.C6.o4.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_36.0421.C6 
21394 

TBLASTX: Wheat 

7594 

161 



7161. .7211, 7215. .7586, 7217. .7594 



53653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
s * Gene No. 
CH Start 
r LJ Name 

Start 

Id GI 
'~Z Exons 

f LJ Seq. No. 

s Gene No. 

[3 Start 

I* Name 

y Start 

'Z GI 
iJ Exons 

I j 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52610 

111013 

17770 

OJ991107_36, 

7289 

none 

7289. .7594, 

52610 

111013 

17770 

OJ991107_36. 

8066 

none 

8066. .8224, 

52610 

111013 

17770 

OJ991107_36. 

8563 

none 

8563. .8988, 

52610 

111013 

17770 

OJ991107_36. 

8618 

none 

8618. .8944, 

52610 

111013 

17770 

OJ991107_36. 

8716 

none 

8716. .9072, 

52610 

111013 

17770 

OJ991107_36. 

9106 

none 

9106. .9165, 

52610 

111013 

17770 

OJ991107_36. 

9145 

none 

9145. .9588, 



0421.C6.o2.tm 
7290. .7577 

0421.C6.o6.tw 



Seq. ID OJ991107_36. 0421. C6 
Strand 

End 21394 

Method TBLASTX : Mai ze 

End 7594 

Score 167 



Seq. ID OJ991107_36.0421.C6 
Strand 

End 21394 

Method TBLASTX : Wheat 

End 8472 

Score 42 

8066. .8239, 8247. .8291, 8252. .8296, 8302. .8472 



0421.C6.ol.ts 
8804. .8944 

0421.C6.o2.tw 
8620.. 9042, 8650. 

'0421.C6.o3.tm 
8717. .8944, 8955. 

0421.C6.ol.tm 
9145.. 9459, 9155. 

0421.C6.ol.tw 
9146. .9589 



Seq. ID OJ991107_36.0421.C6 
Strand 

End 21394 

Method TBLASTX : Soybean 

End 8 988 

Score 93 



Seq. ID OJ991107_36.0421.C6 
Strand 

End 21394 

Method TBLASTX : Wheat 

End 9042 

Score 260 
.9039 

Seq. ID OJ991107_36.0421.C6 
Strand 

End 21394 

Method TBLASTX : Mai ze 

End 9072 
128 



Score 
.9050 



Seq. ID OJ991107_36.0421.C6 
Strand 

End ' 21394 

Method TBLASTX: Maize 

End 9459 

Score 171 
.9397 ■ 

Seq. ID OJ991107_36.0421.C6 
Strand 

End 21394 

Method TBLASTX : Wheat 

End 9589 

Score 361 



Seq. No. 



52610 



Seq. ID OJ991107 36. 0421. C6 



53654 




Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36 0421 C6 o3 ts 


Mpt" hod 


TBLASTX * Sovbean 




Start 


9184 _ 


End 


9549 




\J X 


none 


Score 


114 




V. von ^ 


9184 .. 9318, 9334 . .9549 








Seq. No. 


52610 


Seq. ID 


OJ991107_36.0421 


.C6 


Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




LN dlLlC? 


OJ991107 36.0421.C6.o5.tw 


Method 


TBLASTX : Wheat 




Cf art 


9781 


End 


10234 






none 


Score 


118 




Evons 


9781. .10017, 9791. .10015, 10106. .10234 


, 10110. .10226 




O " . INU i 


52610 


Seq. ID 


OJ991107_36.0421 


. C6 


Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o7.tw 


Method 


TBLASTX: Wheat 




Start 


10865 


End 


11305 




O X 


none 


Score 


49 






10865. .11140, 10904. .11056, 


10914. .11135, 11096. .11212, 






11105. .11188, 11109. .11201, 


11213. .11263, 11249. .11305 




O " vJ . 1M * 


52610 


Seq. ID 


OJ991107_36.0421 


. C6 




111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o6.np 


Method 


AAT/NAP 




Start 


17770 


End 


21394 




w J. 


4680199 


Score 


627 




R von 


17770. .17814, 19155. .19301, 


19473. .20283, 20697 .. 21000 , 






21072. .21292, 21354.. 21394 










(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


52610 


Seq. ID 


OJ991107__36.0421 


.C6 


Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


19385 


End 


19832 




GI 


none 


Score 


55 




R von ^ 


19385. .19588, 19610 19831, 


19631. .19750, 19773. .19832 




Seq. No. 


52610 


Seq. ID 


OJ991107__36.0421 


.C6 


Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o2.ts 


Method 


TBLASTX: Soybean 




O Ldi t_ 


19448 


End 


19840 






none 


Score 


244 




R von ^ 


19448. .19513, 19499. .19840 








Q orr Mo 


52610 


Seq. ID 


OJ991107_36.0421 


. C6 


Gene No. 


111013 


Strand 






Start 


17770 


End 


21394 




Name 


OJ991107 36.0421.C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


19586 


End 


19951 




GI 


none 


Score 


213 




Exons 


19586. .19951 









53655 



Seq. No. 


52610 




Seq. ID 


OJ991107_36.0421. 


, C6 


Gene No. 


111013 




Strand 






Start 


17770 




End 


21394 




Name 


OJ991107 36. 0421. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


19835 




End 


20074 




GI 


none 




Score 


107 




Exons 


19835. .19912, 19892. 


.20074, 


19896. .20063 




Seq. No. 


52610 




Seq. ID 


OJ991107_36.0421. 


, C6 


Gene No. 


111013 




Strand 






Start 


17770 




End 


21394 




Name 


OJ991107 36. 0421. C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


20678 




End 


21088 




GI 


none 




Score 


64 




Exons 


20678. .20836, 20678. 


.20869, 


20700. .20864, 20879.. 21088 




Seq. No. 


52611 




Seq. ID 


OJ991107_36.0421. 


,C7 


Gene No. 


111014 




Strand 


+ 




Start 


648 




End 


3327 




Name 


OJ991107 36. 0421. C7. 


o3.np 


Method 


AAT/NAP 




Start 


648 




End 


2391 




GI 


423988 




Score 


467 




Exons 


648. .762, 1373. .2391 








GI Descrip. 


serine/threonine kinase homolog PR025 


- Arabidopsis thaliana 



gi 1 166813 (L04999) serine threonine kinase [Arabidopsis 
thaliana] 



Seq. No. 


52611 


Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111014 


Strand 


+ 


Start 


648 


End 


3327 


Name 


OJ991107 36.0421.C7.o2.gs 


Method 


GENSCAN 


Start 


1294 


End 


3327 


GI 


none 


Score 


.87 


Exons 


1294. .3327 






Seq. No. 


52611 


Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111014 


Strand 


+ 


Start 


648 


End 


3327 


Name 


OJ991107 36.0421.C7.ol.np 


Method 


AAT/NAP 


Start 


1374 


End 


2391 


GI 


4826399 


Score 


498 


Exons 


1374. .2391 






GI Descrip. 


(AJ012423) wall-associated 


kinase 2 [Arabidopsis thaliana] 


Seq. No. 


52611 


Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111014 


Strand 


+ 


Start 


648 


End 


3327 


Name 


OJ991107 36.0421.C7.o2.np 


Method 


AAT/NAP 


Start 


1452 


End 


1980 


GI 


7243648 


Score 


441 


Exons 


1452. .1980 






GI Descrip. 


(AF230502) serine/threonine 


protein kinase [Oryza sativa subsp 




japonica] 






Seq. No. 


52611 


Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111015 


Strand 


+ 



53656 




Start 


4703 








End 


16317 


Name 


OJ991107 36. 


0421. 


C7.o3. 


gs 


Method 


GENSCAN 


Start 


4703 








End 


.16317 


GI 


none 








Score 


.73 


Exons 


4703. .4829, 


4918. 


.5041, 


5885 


..6007, 7106. .7206, 7679. .7696 




7797. .7986, 


11491 


..11758, 12509. .12605, 13681 .. 13747 , 




14242. .14269, 15164 .. 15304 , 


15387. .15531, 15914. .16317 


Seq. No. 


52611 








Seq. ID 


OJ991107 36. 0421 ,C7 


Gene No. 


111016 








Strand 




Start 


82 








End 


783 


Name 


OJ991107 36. 


0421. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


82 








End 


783 


GI 


none 








Score 


. 74 


Exons 


82. .254, 273. .371 


, 434 . 


. 573, 


689. . 783 




Seq. No. 


52611 








Seq. ID 


OJ991107_36. 0421 .C7 


Gene No. 


111017 








Strand 




Start 


10139 








End 


16837 


Name 


OJ991107 36. 


0421. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1420 








End 


3042 


GI 


none 








Score 


513 


Exons 


1420. .2052, 


1458. 


.2000, 


2539 


..2619, 21 


169. .3042 


Seq. No. 


52611 








Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111017 








Strand 




Start 


10139 








End 


16837 


Name 


OJ991107 36. 


0421. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1426 








End 


3048 


GI 


none 








Score 


68 


Exons 


1426. . 1506, 


1519. 


.2016, 


1533 


..1748, 1770. .1994, 2077. .2220 




2092. .2244, 


2428. 


.2619, 


2430 


..2618, 2776. .2847, 2875. .3048 


Seq. No. 


52611 








Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111017 








Strand 




Start 


10139 








End 


16837 ' 


Name 


OJ991107 36. 


0421. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1426 








End 


3042 


GI 


none 








Score 


68 


Exons 


1426. .1506, 


1519. 


.1671, 


1524 


..1670, 1702. .2010, 1771. .1995 




1785. .2000, 


2065. 


.2220, 


2428 


..2619, 2740. .2826, 2869. .3042 


Seq. No. 


52611 








Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111017 








Strand 




Start 


10139 








End 


16837 


Name 


OJ991107 36. 


0421. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1620 








End 


3081 


GI 


none 








Score 


48 


Exons 


1620. .1667, 


1621. 


.1692, 


1696 


..1881, 1770. .1853, 1893. .2000 




1894. .2001, 


2959. 


.3081 








Seq. No. 


52611 








Seq. ID 


OJ991107_36.0421.C7 


Gene No. 


111017 








Strand 




Start 


10139 








End 


16837 


Name 


OJ991107 36. 


0421. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9040 








End 


9392 


GI 


none 








Score 


48 



53657 



Exons 



9040.. 9096, 9052.. 9099, 9104.. 9124, 9125.. 9205, 9134.. 9226, 
9151.. 9228, 9179.. 9262, 9216.. 9269, 9217.. 9261, 9309.. 9392, 
9310.. 9390, 9324.. 9392 



Seq. No. 


52611 


Seq. ID 


OJ991107__ 


Gene No. 


111017 


Strand 




Start 


10139 


End 


16837 


Name 


OJ991107 36.0421.C7.o4.np 


Method 


AAT/NAP 


Start 


10139 


End 


16837 


GI 


5734709 


Score 


144 


Exons 


10139. .10187, 12538. .12618, 


15484. .15699, 16185. 




16395. .16837 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 




[Arabidopsis thaliana] 






Seq. No. 


52612 


Seq. ID 


OJ991107 


Gene No. 


111018 


Strand 




Start 


1 


End 


1161 


Name 


OJ991107 36.0421.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1161 


GI 


7340909 


Score 


155 


Exons 


1..243, 1061. .1161 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sat iva ] 


Seq. No. 


52613 


Seq. ID 


OJ991107 


Gene No . 


111019 


Strand 


+ 


Start 


300 


End 


1377 


Name 


OJ991107 36.0421.C16.ol.gp 


Method 


AAT/GAP 


Start 


300 


End 


1044 


GI 


none 


Score 


1374 


Exons 


300. .1044 






Seq. No. 


52613 


Seq. ID 


OJ991107_ 


Gene No . 


111019 


Strand 


+ 


Start 


300 


End 


1377 


Name 


OJ991107 36.0421.C16.ol.gs 


Method 


GENSCAN 


Start 


669 


End 


1377 


GI 


none 


Score 


.4 


Exons 


669. .785, 1030. .1377 






Seq. No. 


52613 


Seq. ID 


OJ991107_ 


Gene No. 


111020 


Strand 




Start 


5 


End 


8229 


Name 


OJ991107 36.0421.C16.ol.np 


Method 


AAT/NAP 


Start 


5 


End 


8229 


GI 


2739355 


Score 


1731 


Exons 


5. .33, 630. .742, 2720. .2839, 


3384. .351E 


, 3869.. 3 



GI Descrip. 



4228. .4341, 4448. .4603, 5160. .5288, 5355. .5426, 5518. .5660, 
5729. .5795, 5886. .5957, 6259. .6330, 6407. .6528, 6901. .7009, 
7349. .7467, 7551. .7607, 7699. .7794, 7959. .8051, 8176. .8229 
(AC003972) pNORFl [Homo sapiens] gi 13328175 (AF074016) 
nonsense-mediated mRNA decay trans-acting factor [Homo sapiens] 



Seq. No. 52613 

Gene No. 111020 

Start 5 

Name OJ991107 36 . 0421 . C16 . ol . tm 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX : Maize 



53658 



Start 
GI 

Exons 



• 



589 End 2006 

none Score 83 

589. .774, 684. .776, 688. .777, 717. .785, 864. .899, 875. .895, 
954. .1016, 989. .1027, 1056. .1091, 1062. .1088, 1113. .1214, 
1113. .1214, 1288. .1410, 1291. .1410, 1304. .1417, 1326. .1418, 
1505. .1642, 1507. .1635, 1518. .1646, 1798. .1872, 1799. .1873, 
1937.. 2005, 1953.. 2006, 1959. .2006 



Seq. No. 52613 
Gene No. 111020 
Start 5 

Name OJ991107_36.0421.C16.ol. ts 

Start 1163 
GI none 
Exons 1163, 

1603. 

2102. 

2554 . 

3382. 

4029. 



.1216, 1313. 

.1635, 1800. 

.2200, 2104. 

.2673, 2564. 



.1411, 1323. 

.1850, 1804. 

.2226, 2263. 

.2623, 2762. 



,3522, 3384.. 3521, 3863. 
.4091 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1409, 
.1851, 
.2373, 
.2839, 2766 
.3949, 3873 



OJ991107 36.0421.C16 



1507 
1955 
2359 



8229 

TBLASTX : Soybean 
4091 
80 

1605, 1520 
2029, 1959 



1600, 
1991, 
2457, 2360.. 2449, 
2840, 3378.. 3521, 
3947, 4028.. 4090, 



Seq. No. 52613 

Gene No. 111020 

Start 5 

Name OJ991107_36. 0421. CI 6. o2 .gp 

Start 1578 

GI 7810_1.R1084 

Exons 1578.. 1634, 1800 
2765.. 2839, 3384 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 36.0421.C16 



1871, 1955.. 2017, 
3518, 3869.. 3946, 



8229 
AAT/GAP 
4064 
1665 
2092. .2463, 
4031. .4064 



2561. .2673, 



GI Descrip. ' 1944 407 /dbj | BAA1 9664 | 1.0e-47 (D86988) KIAA0221 [Homo sapiens] ' 



Seq. No. 52613 
Gene No. 111020 
Start 5 

Name OJ991107_36 . 0421 . C16 . o2 . gs 

Start 1714 
GI none 
Exons 1714, 

2765, 

5160, 

6259, 

7699, 



Seq. ID OJ991107 36.0421.C16 



Strand 

End 8229 
Method GEN SCAN 
End 8226 
Score .92 

1746, 1800. .1871, 1955. .2017, 2092. .2462, 2559.-2673, 
2839, 3384. .3518, 3869. .3946, 4228. .4341, 4448. .4603, 
5288, 5355. .5426, 5518. .5660, 5729.. 5795, 5886. .5957, 
6330, 6407. .6491, 6902. .7009, 7349.. 7467, 7551. .7601, 
7794, 7959.. 8051, 8176.. 8226 



Seq. No. 52613 

Gene No. 111020 

Start 5 

Name OJ991107_36 . 0421 . C16. o4 . tm 

Start 2090 

GI none 
Exons 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX : Mai ze 

End 2310 

Score 156 



2090. .2224, 2090. .2224, 2091. .2261, 2091. .2258, 2262. .2297, 
2262.. 2297, 2263.. 2298, 2263.. 2310 



Seq. No. 52613 

Gene No. 111020 

Start 5 

Name OJ991107_36 . 0421 . C16 . o3 . tm 

Start 2323 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX : Mai ze 

End 4099 



53659 



GI 

Exons 



none Score 45 

2323.-2355, 2323. .2355, 2354. .2455, 2355. .2453, 2356. .2463, 

2357, .2464, 2555.. 2632, 2557.. 2673, 2558.-2674, 2560.. 2676, 

2762.-2839, 2766. .2840, 2766. .2891, 2767. .2841, 3347. .3409, 

3382. .3519, 3384.-3521, 3864.-3947, 3864.-3947, 3868. .3990, 

3869.-3949, 4028. .4099, 4029. .4091, 4030. .4098 



Seq. No. 52613 Seq. ID OJ991107_36 . 0421 . C16 

Gene No. 111020* Strand 

Start 5 End 8229 

Name OJ991107_36 . 0421 . C16 . ol . tc Method TBLASTX : Cress 

Start 3378 End 4622 

GI none Score 106 

Exons 3378. .3515, 3382. .3522, 3384. .3518, 3872. .3949, 3873. .3947, 

3874. .3951, 4028. .4129, 4029. .4130, 4055. .4132, 4207. .4341, 

4232. .4339, 4240. .4344, 4445. .4609, 4448. .4606, 4452. .4610, 
4455. .4622 



Seq. No. 52613 
Gene No. 111020 
Start 5 

Name OJ991107_36 . 0421 . C16 . o2 . ts 

Start 4297 
GI none 
Exons 4297. 

4452. 

5176. 



,4341, 4307. 

.4610, 4588. 

.5289, 5352. 

5509.. 5604, 5516. 



,4342, 4309, 

,4704, 5157. 

5429, 5353. 

,5602 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 36.0421.C16 



8229 

TBLASTX : Soybean 
5604 
61 

4344, 4445. .4606, 4445. .4609, 
5288, 5158. .5289, 5166. .5291, 
5430, 5354. .5431, 5354. .5431, 



Seq. No. 52613 
Gene No. 111020 
Start 5 

Name OJ991107_36 . 0421 . C16 . o2 . tm 

Start 5238 
GI none 

Exons 5238.. 5291, 5256.. 5288, 5352. 

5516. .5662, 5597.-5662, 5727. 
5884. .5922 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 
Method TBLASTX : Mai ze 
End 5924 
Score 4 8 

.5429, 5353. .5427, 5509. .5661, 
.5798, 5727. .5795, 5883. .5924, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52613 

111020 

5 

OJ991107_36.0421.C16.o3.gp 
5574 

LIB3475-002-P1-K2-G7 
5574.. 5660, 5729.. 5795, 5886 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5957, 6259. .6336 



OJ991107_36.0421.C16 

8229 
AAT/GAP 
6336 
536 



'1885356 6.0e-34 (U59323) type 1 RNA helicase pNORFl [Homo 
sapiens] 1 



Seq. No. 52613 

Gene No. 111020 

Start 5 

Name OJ991107_36 . 0421 . C16 . o2 . tc 

Start 5620 

GI none 
Exons 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX : Cress 

End 7003 

Score 57 



5620. .5661, 5627. .5662, 5727. .5798, 5727.-5795, 5883. .5960, 
5883. .5963, 5884. .5964, 5884. .5964, 6256.-6333, 6257. .6331, 



53660 



6395. .6493, 6403. .6504, 6405. .6497, 6406. .6498, 6407. .6508, 
6901. .7002, 6908. .7003, 6911. .7003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52613 

111020 

5 

OJ991107_36.0421.C16.o3.ts 

7387 

none 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX : Soybean 

End 7610 

Score 127 



7387. .7470, 7388. .7468, 7391. .7477, 7393. .7473, 7548. .7607, 
7548. .7610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52613 

111020 

5 

OJ991107_36.0421.C16.o3.tc 

7702 

none 



Seq. ID OJ991107_36.0421.C16 
Strand 

End 8229 

Method TBLASTX: Cress 

End 8226 

Score 105 



7702. .7794, 7957. .8052, 7959. .8054, 7959. .8051, 8170. .8226 



52614 

111021 

683 

OJ991107_36.0421.C17.ol.gs 

683 

none 



Seq. ID OJ991107_36.0421.C17 

Strand + 

End 10920 

Method GENSCAN 

End 8244 

Score .59 

683. .1219, 1373. .1455, 1537. .1615, 3292. .3525, 5561. .5673, 
7579. .7633, 8162. .8244 



52614 

111021 

683 

OJ991107_36.0421.C17.ol.np 
751 

7441831 



Seq. ID OJ991107_36.0421.C17 
Strand + 
End 10920 
Method AAT/NAP 
End 10920 
Score 174 

751. .974, 2987. .3149, 4123. .4384, 9000. .9464, 10903. .10920 
extensin - soybean gi | 1165322 | gb IAAB53156 . 1 | (U44838) extensin 
[Glycine max] 



52614 

111021 

683 

OJ991107_36.0421.C17.ol.tm 

1153 

none 

1153. .1251, 1240. .1281 



Seq. ID OJ991107_36.0421.C17 

Strand + 

End 10920 

Method TBLASTX : Mai ze 

End 1281 

Score 64 



Seq. No. 52615 

Gene No. 111022 

Start 2790 

Name OJ991107_36. 0421 .C18 . ol . gs 

Start 2790 

GI none 

Exons 2790.. 3116 



Seq. ID OJ991107_36.0421.C18 

Strand + 

End 3519 

Method GENSCAN 

End 3116 

Score . 69 



Seq. No. 
Gene No. 



52615 
111022 



Seq. ID OJ991107_36.0421.C18 
Strand + 



53661 



Start 2790 End 3519 

Name OJ991107_36. 0421 . C18 . ol . np Method AAT/NAP 

Start 2790 End 3519 

GI 2493046 Score 196 

Exons 2790.. 3091, 3502.. 3519 

GI Descrip. ATP SYNTHASE DELTA' CHAIN, MITOCHONDRIAL PRECURSOR 

gi I 82297 |pir | IA41740 H+-transporting ATP synthase (EC 3.6.1.34) 
delta' chain precursor - sweet potato gi | 217938 | dbj | BAA01511 | 
(D10660) mitochondrial Fl-ATPase delta subunit [Ipomoea batatas] 



Seq. No. 


52615 






Seq. ID 


OJ991107_36.0421 


.C18 


Gene No. 


111022 






Strand 


+ 




Start 


2790 






End 


3519 




Name 


OJ991107 36. 


0421.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2855 






End 


3085 




GI 


none 






Score 


223 




Exons 


2855. .3085, 


2868. .3071, 


3011 


. .3079 






Seq. No. 


52615 






Seq. ID 


OJ991107_36.0421 


.C18 


Gene No . 


111022 






Strand 


+ 




Start 


2790 






End 


3519 




Name 


OJ991107 36. 


0421.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2867 






End 


3103 




GI 


none 






- Score 


264 




Exons 


2867. .3085, 


2868. .3071, 


3014 


. .3103 






Seq. No. 


52615 






Seq. ID 


OJ991107_36.0421 


.C18 


Gene No. 


111022 






Strand 


+ 




Start 


2790 






End 


3519 




Name 


OJ991107 36. 


0421.C18.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2874 






End 


3085 




GI 


4291618 






Score 


206 




Exons 


2874. .3071, 


2879. .3085 










GI Descrip. 


2493047/sp Q41000 ATP4 


PEA 2 


.0e-40 ATP 


SYNTHASE DELTA' 


CHAIN, 




MITOCHONDRIAL PRECURSOR 


>gi_ 


294087 (L13320) Fl-ATPase 






delta-prime 


subunit [Pisum sativum] 






Seq. No. 


52615 






Seq. ID 


OJ991107_36.0421 


-C18 


Gene No. 


111022 






Strand 


+ 




Start 


2790 






End 


3519 




Name 


OJ991107 36. 


0421.C18.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2924 






End 


3071 




GI 


none 






Score 


188 




Exons 


2924. .3070, 


2925. .3071 










Seq. No. 


52616 






Seq. ID 


OJ991107_36.0421 


-C19 


Gene No. 


111023 






Strand 


+ 




Start 


315 






End 


2249 




Name 


OJ991107 36. 


0421.C19.ol 


.gs 


Method 


GENSCAN 




Start 


315 






End 


2249 




GI 


none 






Score 


1 




Exons 


315. .2249 












Seq. No. 


52616 






Seq. ID 


OJ991107_36.0421 


.C19 


Gene No. 


111024 






Strand 


+ 




Start 


5218 






End 


7673 




Name 


OJ991107 36. 


0421.C19.o2 


.gs 


Method 


GENSCAN 





53662 



Start 


5218 






End 


7436 


GI 


none 






Score 


. 9 


Exons 


5218. .5490, 


5555. .5671, 


7092. 


.7436 




Seq. No. 


52616 






Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111024 






Strand 


+ 


Start 


5218 






End 


7673 


Name 


OJ991107 36 


0421.C19.ol 


-gp 


Method 


AAT/GAP 


Start 


5426 






End 


7673 


GI 


19698 1.R10E 






Score 


1191 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5426.. 5490, 7092.. 7673 

'2493046/sp|Q40089|ATP4_IPOBA 6.0e-54 ATP SYNTHASE DELTA 1 1 

CHAIN, MITOCHONDRIAL PRECURSOR >gi_82297_pir A41740 

H+-transporting ATP synthase (EC 3.6.1.34) delta' ? chain 
precursor - sweet potato >gi_217 938_dbj_BAA01511_ (D10660) 
mitochondrial Fl-ATPase delta subunit [Ipomoea batatas] 1 



52616 Seq. ID 

111025 Strand 

17034 End 
OJ991107_36 . 0421 . C19 . o2 . gp Method 

17034 End 

none Score 
17034. .17341 



OJ991107_36.0421.C19 
+ 

17341 
AAT/GAP 
17341 
572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52616 
111026 
5456 

OJ991107_36.0421.C19.ol.np 
5456 
6681335 



Seq. ID OJ991107_36.0421.C19 
Strand 

11850 
AAT/NAP 
11850 
711 



End 

Method 
End 
Score 

5456. .5542, 8609. .9016, 9757. .9879, 10337 .. 10478, 10623 .. 1074 4 , 
11464. .11850 

(AC015985) putative protein kinase [Arabidopsis thaliana] 



52616 

111027 

17346 

OJ991107_36.0421.C19.o5.tm 

1494 

none 

1494. .1766, 1494. .1769 

52616 

111027 

17346 

OJ991107_36.0421.C19.o2.tm 

1771 

none 

1771.. 2184, 1773.. 2183 

52616 

111027 

17346 

OJ991107_36.0421.C19.o3.tc 

1779 

none 



Seq. ID OJ991107_36.0421.C19 
Strand 

End 20635 

Method TBLASTX: Maize 

End 1769 

Score 283 



Seq. ID OJ991107_36.0421.C19 
Strand 

End 20635 

Method TBLASTX : Maize 

End 2184 

Score 547 



Seq. ID OJ991107_36.0421.C19 
Strand 

End 20635 

Method TBLASTX: Cress 

End 2165 

Score 318 



53663 




Exons 


1779. .2165, 


1811 


. . 1966 








Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


No . 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5289 








End 


7668 


GI 


none 








Score 


241 


Exons 


5289. .5489, 


5302 


. . 5493, 


5439. 


.5507, 7045. .7257, 7083. .7466, 




7089, .7469, 


7318 


. .7467, 


7493. 


.7543, 7496. .7519, 7523. .7585, 




7525. .7590, 


7606 


. .7668 








Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5295 








End 


7446 


GI 


none 








Score 


209 


Exons 


5295. .5489, 


5347 


. . 5493, 


5433. 


.5501, 7083. .7436, 7089. .7436, 




7090. .7437, 


7324 


. .7446, 


7334. 


.7444 




Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5301 ~ 








End 


7436 


GI 


none 








Score 


205 


Exons 


5301. .5465, 


5302 


. . 5493, 


7051. 


.7254, 7071. .7436, 7091. .7432 


Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5346 ~ 








End 


7436 


GI 


none 








Score 


188 


Exons 


5346. .5474, 


5347 


. . 5493, 


7067. 


.7432, 7071. .7436 


Seq. No. 


52616 








Seq. ID. 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


8705 ~ 








End 


9837 


GI 


none 








Score 


128 


Exons 


8705. . 9031, 


8856 


. . 9014, 


9754 . 


. 9837 




Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


,C19.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


8705 — 








End 


9882 


GI 


none 








Score 


114 


Exons 


8705. .9031, 


8784 


. .9017, 


9754. 


.9882, 9755.. 9871 


Seq. No. 


52616 








Seq. ID 


OJ991107_36.0421.C19 


Gene No. 


111027 








Strand 




Start 


17346 








End 


20635 


Name 


OJ991107 36. 


0421 


.C19.o4 


. tm 


Method 


TBLASTX: Maize 



53664 



Start 
GI 

Exons 



8705 End 10453 

none Score 140 

8705. .9031, 8847. .9017, 9752. .9877, 9754. .9879, 10355. .10453 



Seq. No. 52616 
Gene No. 111027 
Start 17346 

Name OJ991107_36 . 0421 . C19 . o3 . ts 

Start 8705 
GI none 

Exons 8705.. 9031, 8769.. 9032, 9752 

10352. .10489, 10353 .. 10484 , 
11551. .11655 



OJ991107_36.0421.C19 
20635 

TBLASTX: Soybean 
11655 
151 

..9880, 9754. .9879, 9797. .9883, 
10664. .10756, 10664. .10747, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 52616 Seq. ID 

Gene No. 111027 Strand 

Start 17346 End 

Name OJ991 107_36 . 042 1 . C19 . o3 . tm Method 

Start 17072 End 

GI none Score 

Exons 17072. .17155, 17204 .. 17230, 1734 4 .. 17475, 17345 

17863. .18039, 178 64 .. 18034 , 17868 .. 18038 , 18090 

18111. .18221, 19045. .19272, 1904 6 .. 19207 , 19099 

20551. .20634, 20555.. 20635 



OJ991107 36.0421.C19 



20635 

TBLASTX: Maize 
20635 
201 



,17473, 
,18221, 
,19269, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52616 
111027 
17346 
OJ991107 
17326 
none 
17326 
17863 
19047 



36.0421.C19.o2.ts 



17475, 17327. 
18039, 18090. 
19235, 19075. 



,17473, 
,18221, 
,19266, 



Seq. ID OJ991107_36.0421.C19 
Strand 

End 20635 

Method TBLASTX : Soybean 

End 19266 

Score 144 
17330. .17497, 17822. .18034, 
18111. .18221, 1904 6. .19207, 
19102. .19248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52616 Seq. ID 

111027 Strand 
17346 End 
OJ991107_36.0421.C19.o2.tc Method 
17344 End 
none Score 

17344. .17475, 17345 17473, 17863 .. 18039, 17864 

18090. .18221, 18111. .18221, 18112 .. 18222, 19043 

19047. .19235, 19047 .. 19250, 19051 .. 19251, " 19099 



OJ991107 36.0421.C19 



20635 

TBLASTX: Cress 
19251 
151 



,18034, 
,19207, 
,19251 



52616 

111027 

17346 

OJ991107_36.0421.C19.o3.gp 
17346 

LIB3432-034-P2-K1-H4 
17346. .17474, 17868 .. 18033, 
'729882/spl P40229|KC2C_ARATH 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 36.0421.C19 



20635 
AAT/GAP 
19188 
990 

18111. .18220, 1904 8. .19188 
5.0e-99 CASEIN KINASE II BETA 1 



CHAIN (CK II) >gi_1076300_ 
2.7.1.-) beta chain CKB2 - 
(U03984) casein kinase II 
thaliana] >gi_2245122_emb_ 



pir S47968 casein kinase II (EC 

Arabidopsis thaliana >gi_4 67975 
beta subunit CKB2 [Arabidopsis 
CAB10544.1 (Z97343) casein kinase 



II 



53665 



beta chain CKB2 [Arabidopsis thaliana] ' 



Seq. No. 52616 
Gene No. 111027 
Start 17346 

Name OJ991107_36 . 0421 . C19 . o2 . np 

Start 17347 
GI 729880 

Exons 17347. . 17474, 17868 18033, 

20541. .20635 

GI Descrip. CASEIN KINASE II BETA CHAIN 
casein kinase II (EC 2.7.1.- 
thaliana gi 1468264 (L22563) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_36. 04.21. C19 

20635 
AAT/NAP 
20635 
921 



18111. .18220, 19048. .19353, 

(CK II) gi | 1076299 | pir | IS47967 
) beta chain CKB1 - Arabidopsis 
casein kinase II beta subunit CKB1 



Seq. No. 52617 Seq. ID 

Gene No. 111028 Strand 

Start 490 End 

Name OJ991107_36 . 04 21 . C20 . ol . gs Method 

Start 4 90 End 

GI none Score 

Exons 490.. 515, 2222.. 2346 



OJ991107_36.0421.C20 

2346 
GEN SCAN 
2346 
. 68 



Seq. No. 52618 Seq. ID OJ991107 

Gene No. 111029 Strand + 

Start 44 End 414 

Name OJ991107_36 . 0421 . C21 . ol . gs Method GENSCAN 

Start 4 4 End 414 

GI none Score . 95 

Exons 44.. 94, 241.. 414 



36.0421.C21 



fU. Seq. No. 

Gene No. 
^ Start 

Name 

Start 
H ' GI 
i j Exons 

GI Descrip. 



52618 
111030 
1202 

OJ991107_36.0421.C21.ol.gp 
1163 

1397JL.R1084 
1163.. 1736, 1819 



.1872, 

, 2245062/emb|CAB10485.1| 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2312. .2382, 



OJ991107 36.0421.C21 



3266 
AAT/GAP 
3007 
1484 
2611. .2649, 



2950. .3007 



6.0e-46 (Z97342) hypothetical protein 



Seq. No. 


52618 






Seq. ID 


OJ991107_ 


_36.0421.C21 


Gene No. 


111030 






Strand 






Start 


1202 






End 


3266 




Name 


OJ991107 36. 


0421.C21.o2 


.gs 


Method 


GENSCAN 




Start 


1202 






End 


3006 




GI 


none 






Score 


.5 




Exons 


1202. .1285, 


1707. .1872, 


2312. 


.2382, 2611. .2649, 


2950. .3006 


Seq. No. 


52618 






Seq. ID 


OJ991107_ 


_36.0421.C21 


Gene No. 


111030 






Strand 






Start 


1202 






End 


3266 




Name 


OJ991107 36. 


0421.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1817 






End 


3266 




GI 


7485211 






Score 


230 




Exons 


1817. . 1872, 


2312. .2382, 


2611. 


.2649, 2950.. 3006, 


3241. .3266 


GI Descrip. 


hypothetical 


protein - 


Arabidopsis thaliana 





53666 



gi I 2245062 I emb I CAB10485.il (Z97342) hypothetical protein 
[Arabidopsis thaliana] gi I 72684 56 | emb | CAB80976 . 1 1 (AL161545) 
hypothetical protein [Arabidopsis thaliana] 

Seq. No. 52619 Seq. ID OJ991107_36 . 042 1 . C22 

Gene No. 111031 Strand + 

Start 5912 End 9814 

Name OJ991107_36. 0421 . C22 . o2 . gs Method GENSCAN 

Start 5912 End 9486 

GI none Score .87 

Exons 5912. .6358, 7156. .7295, 7689. .7787, 8520. .8676, 8754. .8817, 
9191. .9486 



%1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
kJ Gene No. 
s 4 Start 
§.,§. Name 

Start 

li gi 

Exons 



52619 Seq. ID OJ991107_36 . 0421 . C22 

111031 Strand + 

5912 End 9814 

OJ991107_36 . 0421 . C22 . o2 . gp Method AAT/GAP 

6204 End 8295 

30101_1.R1084 Score 1513 

6204. .6358, 7156. .7295, 7502. .7601, 7689. .7787, 7877. .8295 

, 5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 

52619 Seq. ID OJ991107_36 . 0421 . C22 

111031 Strand + 
5912 End 9814 
OJ991107_36. 0421 . C22 . o3 . gp Method AAT/GAP 
8586 End 9814 
11657_1.R1084 Score 1687 
8586. .8676, 8754. .8960, 9223. .9814 

'6015437/dbj | AB008112 . 1 | AB008112 3.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 

52619 Seq. ID OJ991107_36 . 0421 . C22 

111032 Strand 

402 End 2893 

OJ991107_36 . 0421 . C22 . o2 . ts Method TBLASTX : Soybean 

395 End 2803 

none Score 61 

395.-493, 399. .503, 1875.. 1946, 1882. .1947, 2026. .2109, 

2026.. 2115, 2699.. 2803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



52619 Seq. ID OJ991107_36 . 0421 . C22 

111032 Strand 

402 End 2893 

OJ991107_36. 0421 . C22 . ol . gp Method AAT/GAP 

402 End 2747 

1397_1.R1084 Score 709 

402. .487, 1220. .1286, 1512. .1551, 1871. .1947, 2027. .2114, 

2698. .2747 

, 2245062/emb|CAB10485.1| 6.0e-46 (Z97342) hypothetical protein 
[Arabidopsis thaliana] ' 

52619 Seq. ID OJ991107_36 . 0421 . C22 

111032 Strand 

402 End 2893 

OJ991107_36 . 0421 . C22 . ol . gs Method GENSCAN 



53667 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1729 End 2893 

none Score .84 

1729. .1769, 1871. .1947, 2027. .2114, 2698. .2893 



52619 

111032 

402 

OJ991107_36.0421.C22.ol.tc 

1866 

none 



Seq. ID OJ991107_36.0421.C22 
Strand 

End 2893 

Method TBLASTX : Cress 

End 2750 

Score 89 



1866. .1943, 1867. .1959, 1876. .1947, 2016. .2108, 2026. .2115, 

2027. .2116, 2027. .2116, 2699. .2749, 2700. .2750 

52619 Seq. ID OJ991107_36 . 0421 . C22 

111033 Strand 

6221 End 7296 

OJ991107_36 . 0421 . C22 . o4 . ts Method TBLASTX : Soybean 

6221 End 7296 

none Score 173 

6221. .6343, 7119. .7295, 7147. .7188, 7148. .7195, 7188. .7295, 
7189. .7296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52619 Seq. ID OJ991107_36 . 0421 . C22 

111034 Strand 

7501 End 8169 

OJ991107_36 . 0421 . C22 . ol . ts Method TBLASTX : Soybean 

7501 End 8169 

none Score 4 9 

7501. .7599, 7670. .7792, 7675. .7761, 7686. .7790, 7874. .8167, 
7874. .8014, 7876. .8169 

52619 Seq. ID OJ991107_36 . 0421 . C22 

111035 Strand 

9220 End 9611 

OJ991107_36 . 0421 . C22 . o3 . ts Method TBLASTX : Soybean 

9220 End 9611 

none Score 169 

9220. .9336, 9220. .9354, 9240. .9353, 9444. .9482, 9445. .9486, 
9579.. 9611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52620 Seq. ID OJ991107_36 . 0421 . C23 

111036 Strand 

1 End 2739 

OJ991107_36.0421.C23.ol.np Method AAT/NAP 

1 End 2739 

4826399 Score 486 

1..47, 754. .1600, 2709. .2739 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



52620 

111036 

1 

OJ991107_36.0421.C23.ol.tc 
1 

none 



Seq. ID OJ991107_36.0421.C23 
Strand 

End 2739 

Method TBLASTX : Cress 

End 1544 

Score 66 



1..138, 185. .211, 394. .570, 394. .555, 756. .920, 960. .1457, 
969. .1139, 982. .1461, 1470. .1544 



53668 



Seq. No. 52620 

Gene No. 111036 

Start 1 

Name OJ991107_36 . 0421 . C23 . ol . gs 

Start 86 

GI none 

Exons 86.-648, 678.. 1727 



Seq. ID OJ991107_36.0421.C23 
Strand 

End 2739 

Method GENSCAN 

End 1727 

Score .55 



Seq. No. 52620 

Gene No. 111036 

Start 1 

Name OJ991107_36 . 0421 . C23 . ol . ts 

Start 235 

GI none 
Exons 



Seq. ID OJ991107_36.0421.C23 
Strand 

End 2739 

Method TBLASTX : Soybean 

End 1556 

Score 333 



235. .318, 394. .474, 960. .1556, 970. .1539, 1299. .1556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52620 

111036 

1 

OJ991107_36.0421.C23.ol.tm 

394 

none 



Seq. ID OJ991107_36.0421.C23 
Strand 

End 2739 

Method TBLASTX : Maize 

End 1544 

Score 108 



394. .555, 747. .911, 966. .1457, 967. .1191, 1228. .1443, 
1470. .1544, 1477. .1539 



ifl Seq. No. 52620 

r LJ Gene No. 111036 

Start 1 

?1 Name OJ991107_36 . 0421 . C23 . ol . tw 

v if Start 975 

\J GI none 

fjj Exons 



Seq. ID OJ991107_36.0421.C23 
Strand 

End 2739 

Method TBLASTX : Wheat 

End 1356 

Score 73 



975. .1082, 976.. 1083, 1095.. 1280, 1123.. 1260, 1284.. 1355, 
1309. .1356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52621 

111037 

2905 

OJ991107_36.0421.C24.o2.gs 

2905 

none 



Seq. ID OJ991107_36.0421.C24 

Strand + 

End 8826 

Method GENSCAN 

End 87 90 

Score .77 



2905. .2993, 4209. .4511, 4637. .6111, 6141. .6704, 6795. .7867, 
7948. .8289, 8392. .8589, 8686. .8790 



52621 
111037 
2905 

OJ991107_36.0421.C24.ol.np 
4692 
6466937 
4692. .8826 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991107_36.0421.C24 

Strand + 

End 8826 

Method AAT/NAP 

End 8826 

Score 2101 



Seq. No. 
Gene No. 
Start 



52621 

111038 

489 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 2553 



53669 



LN 01 tic 


OJ991107 36. 0421.C24 .ol.gs 


Method 


GENSCAN 






489 ~~ 


End 


2553 






none 


Score 


.71 






489. .645, 1634. .2116, 2131. 


.2303, 2320, 


. .2553 




Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421. 


C24 


Gene No. 


111039 


Strand 






Start 


10209 


End 


11233 




Name 


OJ991107 36 . 04 21 .C24 .o3.gs 


Method 


GENSCAN 




Start 


10209 ~~ 


End 


11233 






none 


Score 


.87 




m *\ <j 1 1 <—> 


10209. .10289, 1034 6. .10453, 


11066. .11233 




Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421. 


,C24 


Gene No. 


111040 


Strand 






Start 


12204 


End 


12727 




Name 


OJ991107 36.0421.C24.o4.gs 


Method 


GENSCAN 




Start 


12204 ~ 


End 


12727 






none 


Score 


.71 




DAUll 3 


12204 .. 12250, 12367 .. 124 92, 


12564. .12727 




Seq. No. 


52621 


Seq. ID 


OJ991107_36. 0421 . 


.C24 


Gene No. 


111041 


Strand 


— 




Start 


12799 


End 


13117 




"Matrix 


OJ991107 36. 0421 .C24 .06. tm 


Method 


TBLASTX: Maize 




O L.CU- L. 


4689 ~~ 


End 


4916 




(IT 


none 


Score 


183 






4 68 9. . 4 916, 4784. .4915 








Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421, 


.C24 


Gene No. 


111041 


Strand 






Start 


12799 


End 


13117 






OJ991107 36.0421.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5997 


End 


6478 




VJ7 J. 


none 


Score 


58 






5997. .6116, 6140. .6478, 6155. .6445 






Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421 


.C24 


Gene No. 


111041 


Strand 






Start 


12799 


End 


13117 




Name 


OJ991107 36.0421.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


6048 


End 


6532 






none 


Score 


66 




pvAn c 

I_J Avl 1 O 


6048. .6113, 6139. .6528, 6140. .6532 






Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421 


.C24 


Gene No. 


111041 


Strand 






Start 


12799 


End 


13117 




Mamfl 
LNcULLt? 


OJ991107 36.0421.C24.o2.ts 


Method 


TBLASTX: Soybean 




Cf a r 4- 


6455 


End 


6800 




GI 


none 


Score 


190 




Exons 


6455. .6685, 6460. .6690, 6696. .6800 






Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421 


.C24 


Gene No. 


111041 


Strand 






Start 


12799 


End 


13117 




Name 


OJ991107 36.0421.C24.o4.tw 


Method 


TBLASTX: Wheat 





53670 



i y 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



6482 
none 

6482. .6688 

52621 

111041 

12799 

OJ991107_36. 

6608 

none 

6608. .6688, 

52621 

111041 

12799 

OJ991107_36. 

6821 

none 

6821. .7246 

52621 

111041 

12799 

OJ991107_36. 

7121 

none 

7121. .7246, 

52621 

111041 

12799 

OJ991107_36. 

7546 

none 

7546. .7785, 

52621 

111041 

12799 

OJ991107_36. 

7556 

none 

7556. .7942, 



0421.C24.o3.tm 
6699.. 6869, 6732. 

0421.C24.o3.tw 



0421.C24.o5.tm 



7132. .7224, 7280. 



0421.C24.ol.ts 



7565. .7888 



0421.C24.ol.tm 



End 
Score 



6688 
179 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX: Maize 

End 7018 

Score 82 

.6824, 6862. .6978, 6863. .7018 

Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX : Wheat 

End 7246 

Score 231 



Seq. ID OJ991107_36.0421.C24 
Strand 

13117 

TBLASTX: Maize 
7414 
185 



End 

Method 
End 
Score 
.7414 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX : Soybean 

End 7888 

Score 315 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX : Maize 

End 8115 

Score 344 



7621. .7776, 7831. .7935, 7942. .8115, 7950. .8114 



52621 

111041 

12799 

OJ991107_36.0421.C24.o2.tw 

7736 

none 

7736. .7942, 7942. .8316 



52621 

111041 

12799 

OJ991107_36, 
8410 



0421.C24.o4 .tm 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX : Wheat 

End 8316 

Score 148 



Seq. ID OJ991107_36.0421.C24 
Strand 

End 13117 

Method TBLASTX : Mai ze 

End 8760 



53671 




GI 


none 


Score 


297 




Exons 


8410. .8760, 8449. .8754 








Seq. No. 


52621 


Seq. ID 


OJ991107_36.0421 


.C24 


Gene No. 


111041 


Strand 






Start 


12799 


End 


13117 




Name 


OJ991107 36.0421.C24.o2.np 


Method 


AAT/NAP 




Start 


12799 


End 


13117 




GI 


7228450 


Score 


174 




Exons 


12799. .12912, 12998.. 13117 








GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52622 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No. 


11104? 


Strand 


+ 




Start 


554 


End 


1557 




Name 




Method 


TBLASTX: Maize 




Start 


274 ~~ 


End 


1197 




GI 


none 


Score 


142 




Exons 


274. .459, 354. .467, 449. .622, 


464. .625, 


611. .730, 612.. 


734, 




750. .1004, 760. .876, 762. .896, 


988. .1197 




Seq. No. 


^9699 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No . 


1 1104 2 

x x x \j i £. 


Strand 


+ 




Start 


•J -J *4 


End 


1557- 




Name 


OJ991107 "36 0421 CPS ol a<? 


Method 


GENSCAN 




Start 


^4 _ 


End 


836 




GI 


none 


Score 


.53 




Exons 


554. .573, 620. .836 








Seq. No. 


^9699 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No 


1 1 1 04 9 

X X X \J *i ^. 


Strand 


+ 




Start 


S S4 


End 


1557 




Name 


fl.TQQI 1 07 0491 C9*\ o9 +*w 


Method 


TBLASTX: Wheat 




Start 


^71 ~~ 

+J 1 X 


End 


977 




GI 


none 


Score 


83 




Exons 


571. .615, 626. .706, 627. .734, 


756. .905, 


851. .916, 897.. 


977 


Seq. No. 


52622 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No 


111042 


Strand 


+ 




Start 


554 


End 


1557 




Name 


OJ991107 36.0421.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


846 


End 


1355 




GI 


none 


Score 


51 




Exons 


846. .890, 963. .992, 1021. .1188 


, 1177.. 1278, 1320.. 1355 




Seq. No. 


52622 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No 


111042 


Strand 


+ 




Start 


554 


End 


1557 




Name 


OJ991107 36.0421.C25.ol.tw 


Method 


TBLASTX: Wheat 




Start 


982 


End 


1544 




GI 


none 


Score 


185 




Exons 


982. .1278, 1314. .1355, 1446. .1544 






Seq. No. 


52622 


Seq. ID 


OJ991107_36.0421 


.C25 


Gene No. 


111042 


Strand 


+ 




Start 


554 


End 


1557 




Name 


OJ991107 36.0421.C25.o2.tm 


Method 


TBLASTX: Maize 





53672 





Start 


1198 






End 


1557 




GI 


none 






Score 


66 




Exons 


1198. .1278, 


1317. 


.1412, 1317. 


.1412, 1394. .1555, 






1411. .1557 












Seq. No. 


52623 






Seq. ID 


OJ991107 




Gene No. 


111043 






Strand 


+ 




Start 


1090 






End 


1572 




Name 


OJ991107 36 


.0421. 


C26.ol.np 


Method 


AAT/NAP 




Start 


1090 






End 


1572 




GI 


6539588 






Score 


87 




Exons 


1090. .1281, 


1540. 


.1572 








GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


52624 






Seq. ID 


OJ991117 




Gene No. 


111044 






Strand 


+ 




Start 


740 






End 


1057 




Name 


OJ991117 16 


.0419. 


Cl.ol.gp 


Method 


AAT/GAP 




Start 


740 






End 


1057 




GI 


3761191 






Score 


540 




Exons 


740. .1057 












Seq. No. 


52624 






Seq. ID 


OJ991117 




Gene No. 


111045 






Strand 


+ 




Start 


10118 






End 


11211 


f n 


Name 


OJ991117 16 


.0419. 


Cl.ol.np 


Method 


AAT/NAP 


ris 


Start 


10118 






End 


11211 




GI 


6907086 






Score 


1031 




Exons 


10118. .10871, 10929.. 11211 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


r y 


Seq. No. 


52624 






Seq. ID 


OJ991117 




Gene No. 


111046 






Strand 




:^ 


Start 


743 






End 


907 




Name 


OJ991117 16 


.0419. 


Cl.ol.gs 


Method 


GENS CAN 




Start 


743 






End 


907 




GI 


none 






Score 


.55 




Exons 


743. .907 












Seq. No. 


52624 






Seq. ID 


OJ991117 


i. ^ 


Gene No. 


111047 






Strand 






Start 


1767 






End 


2116 




Name 


OJ991117 16 


.0419. 


Cl.o2.gp 


Method 


AAT/GAP 




Start 


1767 






End 


2116 




GI 


4714166 






Score 


587 




Exons 


1767. .2116 












Seq. No. 


52624 






Seq. ID 


OJ991117 




Gene No. 


111048 






Strand 






Start 


2035 






End 


2332 




Name 


OJ991117 16 


.0419. 


Cl.o2.gs 


Method 


GENSCAN 




Start 


2035 




End 


2332 




GI 


none 






Score 


.66 




Exons 


2035. .2097, 


2210. 


.2332 








Seq. No. 


52624 






Seq. ID 


OJ991117 




Gene No. 


111049 






Strand 





53673 






Start 


3039 




End 


4939 






Name 


OJ991117 16 


.0419.Cl.o3.gs 


Method 


GENS CAN 






Start 


3039 




End 


4939 






GI 


none 




Score 


.49 






Exons 


3039. .3059, 


3413. .3514, 3941. 


.4115, 46 


J72. .4939 






Seq. No. 


52624 




Seq. ID 


OJ991117_16.0419 


.CI 






111 oso 




Strand 








Start 


9697 




End 


11101 






Name 


OJ991117 16 


.0419.Cl.ol.tm 


Method 


. TBLASTX: Maize 






Start 


3437 




End 


3727 






GI 


none 




Score 


162 






Exons 


3437. .3634, 


3490.. 3597, 3491. 


.3643, 3629.. 3727 






Seq. No. 


52624 




Seq. ID 


OJ991117_16.0419 


.CI 




Cono Mo 


111 osn 

X J. J. \J J \J 




Strand 








Start 


9697 




End 


11101 






Name 


OJ991117 16 


.0419.Cl.o4.gs 


Method 


GENSCAN 






Start 


9697 




End 


11101 






GI 


none 




Score 


.92 






Exons 


9697. .9815, 


10243. .10306, 10384. .10713, 11065.. 11101 




H 


Seq. No. 


52625 




Seq. ID 


OJ991117_16.0419 


.C2 




Corto Mo 


111051 




Strand 


+ 




i ^ 


Start 


205 




End 


536 




Lfl 


Name 


OJ991117 16 


.0419.C2.ol.gs 


Method 


GENSCAN 




f y 


Start 


205 




End 


536 




[ 3 


GI 


none 




Score 


.57 






Exons 


205. .262, 422. .536 








w 


Seq. No. 


52625 




Seq. ID 


OJ991117_16.0419 


.C2 




Gene No. 


111052 




Strand 








Start 


1096 




End 


1205 




f ^ 


Name 


OJ991117 16 


.0419.C2.ol.np 


Method 


AAT/NAP 






Start 


1096 




End 


1205 






GI 


4417291 




Score 


98 






Exons 


1096. .1205 










f =1 


GI Descrip. 


(AC007019) hypothetical protein [Arabidopsis thaliana] 




fl 


Seq. No. 


52626 




Seq. ID 


OJ991117_16.0419 


.C3 




VJCilC IN (J. 


111053 




Strand 


+ 






Start 


3148 




End 


7218 






Name 


OJ991117 16 


-0419.C3.o2.gs 


Method 


GENSCAN 






Start 


3148 




End 


7218 






GI 


none 




Score 


.4 






Exons 


3148. .3245, 


3314.. 3453, 4395. 


.4507, 5385. .5777, 7039. .7218 




Seq. No. 


52626 




Seq. ID 


OJ991117_16.0419 


.C3 






111053 




Strand 


+ 






Start 


3148 




End 


7218 






Name 


OJ991117 16 


.0419.C3.o2.gp 


Method 


AAT/GAP 






Start 


5336 




End 


5585 






GI 


2312968 




Score 


487 






Exons 


5336. .5585 












Seq. No. 


52626 




Seq. ID 


OJ991117_16.0419 


.C3 




Gene No. 


111053 




Strand 


+ 





53674 




Start 


3148 


End 


7218 




Name 


OJ991117 16.0419.C3.o3.gp 


Method 


AAT/GAP 




Start 


5626 


End 


6145 




GI 


none 


Score 


818 




Exons 


5626. .5777, 5875. .6145 








Seq. No. 


52626 


Seq. ID 


OJ991117_16. 


0419. C3 


Gene No. 


111054 


Strand 


+ 




Start 


11579 


End 


11680 




Name 


OJ991117 16.0419.C3.o4.gp . 


Method 


AAT/GAP 




O Lai L 


11579 


End 


11680 




GI 


LIB3477-003-P1-K1-E9 


Score 


109 




Exons 


11579. .11680 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 


_1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


52626 


Seq. ID 


OJ991117 16. 


0419. C3 




111055 


Strand 


+ 




Start 


15479 


End 


15996 




Name 


OJ991117 16.0419.C3.o5.gp 


Method 


AAT/GAP 




Start 


15441 


End 


15741 




GI 


701028 


Score 


521 




Exons 


15441. .15741 








Seq. No. 


52626 


Seq. ID 


OJ991117_16. 


0419. C3 




111055 


Strand 


+ 




Start 


15479 


End 


15996 




Name 


OJ991117 16.0419.C3.o5.gs 


Method 


GENSCAN 




Start 


15479 


End 


15996 




GI 


none 


Score 


.63 




Exons 


15479. .15996 








Seq. No. 


52626 


Seq. ID 


OJ991117JL6. 


0419. C3 


Gene No. 


111056 


Strand 






Start 


1 


End 


825 




Name 


OJ991117 16.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


672 




GI 


4417291 


Score 


238 




Exons 


1..116, 168. .360, 425. .672 








GI Descrip. 


(AC007019) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


52626 


Seq. ID 


OJ991117JL6. 


0419. C3 




111056 


Strand 






Start 


1 


End 


825 




Name 


OJ991117 16.0419.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


472 




GI 


none 


Score 


78 




Exons 


1..63, 1..105, 2. .82, 169.. 


471, 188. .<! 


172 




Seq. No. 


52626 


Seq. ID 


OJ991117_16. 


0419. C3 


Gene No. 


111056 


Strand 






Start 


1 


End 


825 




Name 


OJ991117 16.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


443 


End 


825 




GI 


none 


Score 


699 





Exons 443.-825 



53675 



Seq. No. 52627 

Gene No. 111057 

Start 2511 

Name OJ991117_16 . 04 19 . C4 . o2 . gs 

Start 2511 

GI none 

Exons 2511.. 2574, 3629.. 4179 



Seq. ID OJ991117_16.0419.C4 

Strand + 

End 417 9 

Method GEN SCAN 

End 417 9 

Score . 92 



Seq. No. 52627 

Gene No. 111058 

Start 5917 

Name OJ991117_16. 0419.C4 .o3.gs 

Start 5917 

GI none 

Exons 5917.. 6120 



Seq. ID OJ991117_16.0419.C4 

Strand + 

End 6120 

Method GENSCAN 

End 6120 

Score .69 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 
^3 GI Descrip. 



52627 Seq. ID OJ991117_16 . 04 19 . C4 

111059 Strand + 

6300 End 6673 

OJ9911 17_1 6 . 04 1 9 . C4 . ol . gp Method AAT/GAP 

6300 End 6673 

38782_1.R1084 Score 616 

6300. .6673 

• 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



f=i Seq. No. 


52627 


Seq. ID 


OJ991117 


Gene No. 


111060 


Strand 


+ 


-jf Start 


9108 


End 


13961 


\J Name 


OJ991117 16 


.0419.C4 .ol.np Method 


AAT/NAP 


fy Start 


8701 


End 


10944 


s GI 


6069653 


Score 


2151 


Exons 


8701. .8918, 


8951. .9898, 9977. .10944 




1% GI Descrip. 


(AP000616) 


hypothetical protein [Oryza 


sativa] 


^ Seq. No. 


52627 


Seq. ID 


OJ991117 


%1 Gene No. 


111060 


Strand 


+ 


Q Start 


9108 


End 


13961 


Name 


OJ991117 16 


.0419.C4 .o5.gs Method 


GENSCAN 


" Start 


9108 


End 


13764 


GI 


none 


Score 


.46 


Exons 


9108. .9826, 


10161. .10435, 10540. . 10715, 


11370. . 



11931. .12137, 13295. .13545, 13575.. 13764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



52627 
111060 
9108 

OJ991117_16.0419.C4.o2.np 
12990 
6907086 
12990. .13744, 13802. .13961 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_16.0419.C4 

Strand + 

End 13961 

Method AAT/NAP 

End 13961 

Score 1013 



52627 

111061 

6571 



Seq. ID OJ991117_16.0419.C4 
Strand 

End 67 88 



53676 



Name 


OJ991117 16 


.0419 


.C4 .c4 . 


as 


Method 


GENSCAN 




Start 


6571 








End 


6788 




GI 


none 








Score 


.57 




Exons 


6571. .6644, 


6710 


. . 6788 










Seq. No. 


52627 








Seq. ID 


OJ991117 


16. 0419. C4 


Gene No. 


111062 








Strand 






Start 


7178 








End 


7603 




Name 


OJ991117 16 


.0419 


.C4.o2. 


gp 


Method 


AAT/GAP 




Start 


7178 








End 


7603 




GI 


4878407 








Score 


675 




Exons 


7178. .7603 














GI Descrip. 


6069643/dbj 


|AP000616.1|AP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 1 


6, clone: P0514G12 






Seq. No. 


52628 








Seq. ID 


OJ991117 


16. 0419. C5 


Gene No. 


111063 








Strand 


+ 




Start 


1150 








End 


1689 




Name 


OJ991117 16 


.0419 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1150 








End 


1689 




GI 


7415646 








Score 


114 




Exons 


1150. .1689 














GI Descrip. 


(AB029340) , 


anthocyanin 


acyl transferase 


[Perilla 


f rutescens ] 


Seq. No. 


52628 








Seq. ID 


OJ991117 


_16.0419.C5 


Gene No. 


111064 








Strand 


+ 




Start 


2429 








End 


3610 




Name 


OJ991117 16 


.0419 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


2429 








End 


3610 




GI 


none 








Score 


.92 




Exons 


2429. .3610 














Seq. No. 


52628 








Seq. ID 


OJ991117 


_16.0419.C5 


Gene No. 


111065 








Strand 






Start 


1027 








End 


1709 




Name 


OJ991117_16 


.0419 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


1027 








End 


1709 




GI 


none 








Score 


.76 




Exons 


1027. .1446, 


1482 


. .1709 










Seq. No. 


52628 








Seq. ID 


OJ991117 


_16.0419.C5 


Gene No. 


111066 








Strand 






Start 


4033 








End 


5668 




Name 


OJ991117 16 


.0419 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


4033 








End 


5518 




GI 


none 








Score 


.52 




Exons 


4033. .4096, 


4513 


. .4696, 


4930. 


.5006, 5141.. 5178, 


5426. . 5518 


Seq. No. 


52628 








Seq. ID 


OJ991117 


16. 0419. C5 


Gene . 


111066 








Strand 






Start 


4033 








End 


5668 




Name 


OJ991117 16 


.0419 


.C5.ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


4151 








End 


5661 




GI 


none 








Score 


60 




Exons 


4151. .4201, 


4155 


. .4202, 


4301. 


.4333, 4305.. 4331, 


4477. .4665, 




4481. .4666, 


4496 


. .4666, 


4497. 


.4667, 4497. .4667, 


4498. .4674, 




4784. .4885, 


4792 


. .4890, 


4808. 


.4885, 4962. .5129, 


4965. .5081, 



53677 



4967. .5098, 5092. .5184, 5095. .5184, 5096. .5191, 5315. .5341, 
5423. .5518, 5424. .5519, 5424. .5519, 5425. .5547, 5599. .5661, 
5599. .5640, 5600. .5641 



Seq. No. 52628 

Gene No. 111066 

Start 4033 

Name OJ991117_16 . 0419 . C5 . ol . tc 

Start 4 486 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C5 
Strand 

End 5668 

Method TBLASTX : Cress 

End 5110 

Score 163 



4486. .4653, 4497. .4667, 4784. .4885, 4805. .4885, 4967. .5029, 
5036. .5110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52628 

111066 

4033 

OJ991117_16.0419.C5.o3.np 

4500 

5002704 



Seq. ID OJ991117_16.0419.C5 
Strand 

End 5668 

Method AAT/NAP 

End 5668 

Score 141 



4500. .4658, 4793. .4882, 4967. .5178, 5426. .5668 
(AJ242630) DNA polymerase I [Methylobacterium sp. DM4] 



52628 

111066 

4033 

OJ991117_16.0419.C5.ol.ts 

4805 

none 



Seq. ID OJ991117_16.0419.C5 
Strand 

End 5668 

Method TBLASTX : Soybean 

End 5497 

Score 50 



4805. .4879, 4808. .4876, 4961. .5104, 4966. .5070, 4968. .5072, 
5095. .5184, 5097. .5144, 5108. .5185, 5423.-5497, 5424. .5495 



Seq. No. 52629 

Gene No. 111067 

Start 207 

Name OJ991117_16.0419.C6.ol.gs 

Start 207 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7379 

Method GENSCAN 

End 737 9 

Score .46 



207. .217, 271. .411, 445. .641, 1129. .1796, 2141. .2338, 
2890. .3615, 4012. .4160, 4271. .4382, 4564 . .4773, 5764. .5984, 
6325. .6372, 6973. .7099, 7202. .7379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 737 9 

Method AAT/GAP 

End 6263 

Score 14 9 



52629 
111067 
207 

OJ991117_16.0419.C6.ol.gp 
6160 

uC-osflcyp082b07al 
6160. .6263 

, 218221/dbj | D10675 IRICSINE1R6 3.0e-30 Oryza sativa p-SINEl-r6 
gene, repeat sequence 1 



52629 

111068 

7632 

OJ991117_16.0419.C6.ol.tc 
2 

none 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7775 

Method TBLASTX : Cress 

End 358 

Score 117 



53678 



Exons 



2. .97, 3. .98, 207. .356, 209. .358 



Seq. No. 52629 

Gene No. 111068 

Start 7632 

Name OJ991117_16.0419.C6.ol- tm 

Start 65 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7775 

Method TBLASTX : Mai ze 

End 64 6 

Score 39 



6S..97, 66. .98, 216. .347, 218. .349, 219. .347, 408. .638, 
415. .639, 416. .646, 441. .638 



Seq. No. 52629 

Gene No. 111068 

Start 7632 

Name OJ991117_16 . 0419 . C6 . o2 . tm 

Start 1278 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7775 

Method TBLASTX : Mai ze 

End 1594 

Score 138 



1278. .1385, 1279. .1386, 1380. .1589, 1380. .1592, 1388. .1594, 
1447. .1593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52629 

111068 

7632 

OJ991117_16.0419.C6.o2.tc 

1702 

none 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7775 

Method TBLASTX : Cress 

End 3012 

Score 111 



1702. .1800, 1704. .1796, 2135. .2203, 2136. .2180, 2204. .2251, 
2204. .2254, 2244. .2348, 2261. .2341, 2887.-3012, 2888. .2992 



52629 
111068 
7 632 

OJ991117_16.0419.C6.ol.np 
7632 
5902376 
7632. .7775 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991117_16.0419.C6 
Strand 

End 7775 

Method AAT/NAP 

End 7775 

Score 94 



52630 
111069 
1254 

OJ991117_16.0419.C7.ol.gp 
776 

1998_1.R1084 
776. .1408, 1501. .1614 

1 1076422/pir | | S48121 2.0e-18 transcription factor OBF4 
Arabidopsis thaliana >gi_414 613_emb_CAA4 9524_ (X69899) 
ocs-element binding factor 4 [Arabidopsis thaliana] 1 



Seq. ID OJ991117_16.0419.C7 
Strand 

End 2144 

Method AAT/GAP 

End 1614 

Score 1467 



52630 

111069 

1254 

OJ991117__16.0419.C7.ol.tm 

1017 

none 



Seq. ID OJ991117_16.0419.C7 
Strand 

End 2144 

Method TBLASTX : Mai ze 

End 1684 

Score 40 



1017. .1088, 1154. .1174, 1248. .1415, 1249. .1359, 1377. .1433, 
1501. .1590, 1508. .1594, 1586. .1684, 1592. .1678 



53679 



Seq. No. 52630 Seq. ID 

Gene No. 111069 Strand 

Start 1254 End 

Name OJ991117_16. 0419.C7 .ol.gs Method 

Start 1254 End 

GI none Score 

Exons . 1254. .1412, 1501. .1734, 1861. .2055 



OJ991117_16.0419.C7 

2144 
GENS CAN 
2055 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52630 Seq. ID OJ991117_16 . 04 19 . C7 

111069 Strand 

1254 End 2144 

OJ991117JL6. 0419.C7.ol.np Method AAT/NAP 

1263 End 2144 

1076421 Score 582 

1263. .1412, 1501. .1726, 1853. .2144 

transcription factor TGA3 - Arabidopsis thaliana 

gi|304113|gb|AAA32873.1| (L10209) transcription factor 

[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52630 Seq. ID 

111069 Strand 
1254 End 
OJ991117_16 . 04 19 . C7 . ol . tc Method 
1269 End 
none Score 

1269. .1415, 1270. .1356, 1597. .1725, 1616 

1858. .2037, 1870. .2013, 2062. .2142 



OJ991117 16. 0419. C7 



2144 

TBLASTX: Cress 
2142 
90 

1729, 1853. .1987, 



Seq. No. 52630 

Gene No. 111069 

Start 1254 

Name OJ991117_16. 0419.C7 .ol . ts 

Start 1269 

GI none 

Exons 1269.. 1415, 1270.. 1359, 1377. 

1858. .2037, 1859. .1978, 1870. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 16. 0419. C7 



2144 

TBLASTX : Soybean 
2143 
71 

1415, 1591. .1731, 1604. .1726, 
2013, 2062. .2142, 2066. .2143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52630 Seq. ID OJ991117_16 . 0419 .C7 

111069 Strand 

1254 End 2144 

OJ991117_16 . 04 19 . C7 . o2 . gp Method AAT/GAP 

1542 End 1914 

LIB3475-009-P1-K1-G5 Score 339 

1542. .1734, 1861. .1914 

1 1076421/pir | IS46523 1.0e-ll transcription factor TGA3 - 
Arabidopsis thaliana >gi_304113 (L10209) transcription factor 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52630 Seq. ID 

111069 Strand 

1254 End 

0 J99 1 1 1 7_1 6.0419.C7.o2.tm Method 

1693 End 

none Score 

1693. .1731, 1858. .2037, 1859. .1966, 1867 
2072. .2143 



OJ991117 16. 0419. C7 



2144 

TBLASTX: Maize 
2143 
120 

1998, 2071.. 2142, 



53680 




Seq. No. 


52630 


Seq. ID 


OJ991117_16.0419 


-C7 


Gene No. 


. 111069 


Strand 






Start 


1254 


End 


2144 




Name 


OJ991117 16.0419.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1882 


End 


2143 




GI 


none 


Score 


97 




Exons 


1882.. 2037, 1886.. 1975, 2062 


..2142, 2063. .2143 




Seq. No. 


52631 


Seq. ID 


OJ991117_16.0419 


.C8 


Gene No. 


111070 


Strand 


+ 




Start 


18327 


End 


22837 




Name 


OJ991117 16.0419.C8.o3.np 


Method 


AAT/NAP 




Start 


18210 


End 


21008 




GI 


6815067 


Score 


620 




Exons 


18210. .19326, 19606. .19729, 


20987. .21008 




GI Descrip. 


(AP001080) ESTs AU082210 (C53655 ) , AU05654 6 ( S20671 ) , 





AU056545 (S20671) correspond to a region of the predicted gene. 
Similar to putative RNA-binding protein (AC0042 61) [Oryza 
sativa] 



Seq. No. 


52631 


Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111070 


Strand 


+ 




Start 


18327 


End 


22837 




Name 


OJ991117 16.0419.C8.o2.gp 


Method 


AAT/GAP 




Start 


18272 


End 


18787 




GI 


30857 1.R1084 


Score 


1016 




Exons 


18272. .18787 








GI Descrip. 


'3402711 1.0e-20 (AC004261) 


putative 


RNA-binding protein 




[Arabidopsis thaliana] ' 








Seq. No. 


52631 


Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111070 


Strand 


+ 




Start 


18327 


End 


22837 




Name 


OJ991117 16.0419.C8.o2.gs 


Method 


GENS CAN 




Start 


18327 


End 


22837 




GI 


none 


Score 


.48 




Exons 


18327. .19711, 19737. .19883, 


20021. .20247, 22679.. 22837 




Seq. No. 


'52631 


Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111070 


Strand 


+ 




Start 


18327 


End 


22837 




Name 


OJ991117 16.0419.C8.o3.gp 


Method 


AAT/GAP 




Start 


18874 


End 


19253 




GI 


5005147 


Score 


718 




Exons 


18874. .19253 








GI Descrip. 


3402711 1.0e-20 (AC004261) 


putative RNA-binding protein 






[Arabidopsis thaliana] 








Seq. No. 


52631 


Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111070 


Strand 


+ 




Start 


18327 


End 


22837 




Name 


OJ991117 16.0419.C8.o4.gp 


Method 


AAT/GAP 




Start 


20047 


End 


20352 




GI 


none 


Score 


580 




Exons 


20047. .20352 









53681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52631 Seq. ID 

111071 Strand 

1 End 

0 J991 1 17_1 6 . 04 1 9 . C8 . ol . np Method 

1 End 

7488719 Score 

1..57, 171. .234, 323. .400, 



OJ991117_16.0419.C8 

1121 
AAT/NAP 
1121 
272 



512. .571, 757. .831, 960. .1121 
transcription factor STGA1 - soybean gi | 986969 | gb | AAA754 14 , 
(L28005) TGACG-motif-binding protein [Glycine max] 



II 



52631 Seq. ID 

111071 Strand 

1 End 

0 J9911 17_1 6 . 04 1 9 . C8 . ol . gp Method 

287 End 

none Score 

287. .400, 512. .572 



OJ991117_16.0419.C8 

1121 
AAT/GAP 
572 
194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52631 

111072 

11620 

OJ991117_16.0419.C8.o9.tm 
2 

none 

2. .67, 6. .59, 169. .219, 170., 
494..S68, 511. .564, 754. .831 



OJ991117_16.0419.C8 
15693 

TBLASTX: Maize 

831 

60 



Seq. ID 
Strand 
End 

Method 
End 
Score 

220, 218. .244, 312. .404, 312. .401, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 16. 0419. C8 



52631 
111072 
11620 

OJ991117_16.0419.C8.o2.np 
11620 
7228446 
11620. .12490, 12578.. 15693 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



15693 
AAT/NAP 
15693 
6223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52631 Seq. ID 

111072 Strand 

11620 End 

OJ991117_16 . 04 19 . C8 . o2 . tc Method 

11638 End 

none Score 



OJ991117_16.0419.C8 
15693 

TBLASTX: Cress 

12303 

99 



11638. .11889, 11642. .11863, 11887 12012, 11906 .. 12028 , 
12007. .12105, 12008. .12118, 12121 .. 12303, 12151.. 12303 



52631 

111072 

11620 

OJ991117_16.0419.C8 .o3.ts 

11641 

none 



Seq. ID OJ991117_16.0419.C8 
Strand 

End 15693 

Method TBLASTX : Soybean 

End 12282 

Score 65 



11641. .12114, 11687. .11818, 11921 12115, 12121. .12282 



52631 
111072 



Seq. ID OJ991117_16.0419.C8 
Strand 



53682 




Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11641 




End 


12027 




GI 


none 




Score 


40 




Exons 


11641. .12027, 11678 


. .11713, 


11759. .12016 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


.C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o4 . tw 


Method 


TBLASTX: Wheat . 




Start 


11668 




End 


12087 




GI 


none 




Score 


85 




Exons 


11668. .11886, 11884 


. .12087, 


11909. .12061 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


.C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o3 . tm 


Method 


TBLASTX : Maize 




Start 


12169 




End 


12592 




GI 


none 




Score 


279 




Exons 


12169. .12591, 12170 


. .12592 








Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


,C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12325 




End . 


12990 




GI 


none 




Score 


97 




Exons 


12325. .12432, 12451 


. .12654, 


12646. .12990, 12668 .. 12907 , 






12682. .12984 










Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


.C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12658 




End 


13185 




GI 


5509260 




Score 


90 




Exons 


12658. .13185, 12680 


. .12835, 


12682. .12840, 12956.. 13174 




GI Descrip. 












Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


,C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


12772 




End 


13035 




GI 


none 




Score 


116 




Exons 


12772. .13020, 12772 


. .13035, 


12897. .13034 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


.C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12811 




End 


13131 




GI 


none 




Score 


180 




Exons 


12811. .13131, 12811 


. .13122, 


12831. .13124 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419 


.C8 



53683 




Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13474 




End 


13950 




GI 


none 




Score 


129 




Exons 


13474. .13899, 13474 


. . 13950, 


13577. .13945 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


.111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13492 




End 


13959 




GI 


none 




Score 


111 




Exons 


13492. .13959, 13499 


. . 13876 








Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13551 




End 


13981 




GI 


none 




Score 


52 




Exons 


13551. . 13634, 13552 


. . 13623, 


13636. .13977, 1364 8 .. 13962 , 






13652. . 13981 










Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13624 




End 


14184 




GI 


none 




Score 


47 




Exons 


13624. .13713, 13637 


. .13714, 


13720. .14184, 13721. .14158 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


13990 




End 


14319 




GI 


none 




Score 


242 




Exons 


13990. .14319, 14143 


. . 14223 








Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16.04i9.C8 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


14257 




End 


14709 




GI 


none 




Score 


174 




Exons 


14257. .14343, 14342 


. . 14695, 


14344. .14709 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 


Gene No. 


111072 




Strand 






Start 


11620 




End 


15693 




Name 


OJ991117 16. 0419. C8 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


14323 




End 


14731 




GI 


none 




Score 


42 




Exons 


14323. .14730, 14327 


. .14362, 


14429. .14731 




Seq. No. 


52631 




Seq. ID 


OJ991117_16.0419. 


C8 



53684 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



111072 Strand 

11620 End 

OJ991117_16 . 04 19 . C8 . 08 . tm Method 

15226 End 

none Score 



15693 

TBLASTX: Maize 

15550 

64 



15226. .15549, 15253 15402 , 15473. .15550 



52631 Seq. ID 

111072 Strand 

11620 End 

0 J99 1 1 1 7_1 6 . 0 4 1 9 . C8 . o5 . tw Method 

15244 End 

none Score 
15244. .15624 



OJ991117_16.0419.C8 
15693 

TBLASTX: Wheat 

15624 

213 



Seq. No. 52631 

Gene No. 111073 

Start 18288 

Name OJ991117_16 . 0419 . C8 . olO . tm 

Start 18288 

GI none 

Exons 18288. .18386, 18296 18403, 
18525. .18596, 18543.. 18596 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_16.0419.C8 
18596 

TBLASTX: Maize 

18596 

95 



1834 4. .184 63, 18372. .184 67, 



Seq. No. 52631 
Gene No. 111074 
Start 18543 

Name OJ991117_16. 0419.C8 .ol . ts 

Start 18543 
GI none 
Exons 18543. 

18857. 

19011. 



.18593, 18665. 
.18910, 19000. 
,19247, 19019. 



18787, 
19248, 
19249 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 16. 0419. C8 



19523 

TBLASTX : Soybean 
19268 
47 

18666. .18902, 18666 .. 18902, 
19002. .19268, 19011 .. 19250, 



Seq. No. 52631 

Gene No. 111074 

Start 18543 

Name OJ991117_16 . 0419. C8 . ol . tc 

Start 18666 

GI none 

Exons 18666. .18902, 18666 .. 18902, 
19002.. 19268 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_16.0419.C8 
19523 

TBLASTX: Cress 

19268 

219 



18998. .19249, 18999 19250, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52631 
111074 
18543 

OJ991117_16.0419.C8.ol.tm 
18666 



none 

18666. 

18997. 

19370. 

19497. 



Seq. ID OJ991117_16.0419.C8 
Strand 

End 19523 
Method TBLASTX: Maize 
End 19523 
Score 79 

18902, 18989. .19072, 18995 .. 19282, 18996 19274 , 
19289, 19115. .19309, 19370 .. 19480, 
19479, 19481. .19507, 19482 .. 19505, 



19290, 19008, 
,19408, 19372. 
19523 



Seq. No. 
Gene No. 
Start 



52631 

111075 

19815 



Seq. ID 

Strand 

End 



OJ991117 16. 0419. C8 



20352 



53685 



Name 

Start 

GI 

Exons 



OJ991117_16.0419.C8.o7.tm Method TBLASTX: Maize 

19815 End 20352 

none Score 61 

19815. .19886, 19817 19888 , 20005 20130, 20006 20137 , 

20006. .20131, 20013. .20141, 20135 .. 20206, 20142 20192 , 

20143. .20211, 20184. .20258, 20206 .. 20259, 20207 20257 , 

20266. .20307, 20271 .. 20309, 20311 .. 20352, 20313.. 20351 



Seq. No. 52632 Seq. ID 

-Gene No. 111076 Strand 

Start 1 End 

Name OJ991 1 17_1 6 . 04 1 9 . C9 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..33, 92.. 222 



OJ991117_16.0419.C9 
+ 

222 

AAT/GAP 

222 

195 



Seq. No. 52632 Seq. ID 

Gene No. 111076 Strand 

Start 1 End 

Name OJ991117_16 . 0419 .C9 . ol . gs Method 

Start - 95 End 

GI none Score 

Exons 95.. 210 



OJ991117_16.0419.C9 
+ 

222 

GENSCAN 

210 

.83 



Seq. No. 52633 Seq. ID 

^ Gene No. 111077 Strand 

Cfl Start 369 End 

fU Name OJ991117_16 . 0419 . C10 . ol . gs Method 

£3 Start 369 End 

GI none Score 

k I Exons 369.. 767 



OJ991117_16. 0419. C10 
+ 

767 

GENSCAN 

767 

.63 



fy Seq. No. 52633 Seq. ID 

= Gene No. 111078 Strand 

Start 1583 End 

;1 Name OJ991117_16 . 0419 .C10 . o2 . gs Method 

^ Start 1583 End 

GI none " Score 
W Exons 



OJ991117_16. 0419. C10 
+ 

7080 
GENSCAN 
7080 
.48 



1583. .1644, 2896. .3063, 3144. .3336, 3947. .4063, 4244. .4405, 
4506. .4659, 4743. .4885, 4986. .5021, 5115. .5803, 5835. .5963, 
6259. .6380, 6554. .6680, 6711. .6954, 7045. .7080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52633 

111078 

1583 

OJ991117_16.0419.C10.o2.np 

3196 

7022824 



Seq. ID OJ991117_16. 0419. C10 

Strand + 

End 7080 

Method AAT/NAP 

End 6691 

Score 194 



3196.. 3268, 3816. .4074, 6642.. 6691 



(AK001518) unnamed protein product [Homo sapiens] 



52633 Seq. ID 

111078 Strand 

1583 End 

OJ991117_16.0419.C10.o2.gp Method 

5677 End 

5039005 Score 



OJ991117_16. 0419. C10 
+ 

7080 
AAT/GAP 
6036 
640 



53686 



Exons 5677.. 6036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52633 Seq. ID 

111079 Strand 

404 End 

OJ991117_16.0419.C10.ol.np Method 

404 End 

7301680 Score 



OJ991117_16. 0419. C10 

5024 
AAT/NAP 
4022 
57 



404. .740, 3401. .3454, 3962. .4022 

(AE003765) CG18436 gene product [Drosophila melanogaster ] 



Seq. No. 52633 Seq. ID 

Gene No. 111079 Strand 

Start 404 End 

Name OJ991 1 17_16 . 0419. C10 . ol . gp Method 

Start 425 End 

GI none Score 

Exons 425.. 1045 



OJ991117_16. 0419. C10 

5024 
AAT/GAP 
1045 
1219 





Seq. No. 


52633 








Seq. ID 


OJ991117 


_16. 0419. C10 




Gene No. 


111079 








Strand 








Start 


404 








End 


5024 






Name 


OJ991117 16. 


0419. 


.ClO.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3773 








End 


4885 






GI 


none 








Score 


291 






Exons 


3773. .4069, 


3816, 


. .3884, 


3817. 


.4062, 3860.. 4066, 


4244 . .4321, 


^ ' ; * 

? : *■ 




4518. .4661, 


4763, 


. .4885 












Seq. No. 


52633 








Seq. ID 


OJ991117 


_16. 0419. C10 




Gene No. 


111079 








Strand 








Start 


404 








End 


5024 






Name 


OJ991117 16. 


0419. 


.ClO.ol 


• ts 


Method 


TBLASTX: 


Soybean 




Start 


3904 








End 


4326 






GI 


none 








Score 


197 




C3 


Exons 


3904. .4065, 


3905. 


. .4066, 


4243. 


.4326, 4244. .4324 




M 


Seq. No. 


52633 








Seq. ID 


OJ991117 


_16. 0419. C10 




Gene No. 


111079 








Strand 








Start 


404 








End 


5024 






Name 


OJ991117 16. 


0419, 


.ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


4512 








End 


5024 






GI 


none 








Score 


131 






Exons 


4512. .4640, 


4517, 


. .4651, 


4518. 


.4655, 4737. .4814, 


4748. .4885, 



4983. .5024 



Seq. No. 52634 

Gene No. 111080 

Start 1 

Name OJ991117_16 . 0419 . Cll . ol . np 

Start 1 

GI 7487220 

Exons 1..44, 518. .696, 872. 
GI Descrip. hypothetical protein 



Seq. ID OJ991117_16.0419.C11 
Strand + 
End 1593 
Method AAT/NAP 
End 1593 
Score 174 
971, 1536. .1593 
T19P19.80 - Arabidopsis thaliana 
gi I 3080438 | emb| CAA18755.il (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270953 | emb | CAB80632 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



53687 



Seq. No. 52634 

Gene No. 111080 

Start 1 

Name OJ991117_16. 0419.C11 .ol .gs 

Start 252 

GI none. 

Exons 252.. 380, 509.. 664, 894.. 1130 

Seq. No. 52634 

Gene No. 111080 

Start 1 

Name OJ991117_16. 0419.C11 . ol . tm 

Start 294 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C11 

Strand + 

End . 1593 

Method GEN SCAN 

End 1130 

Score .94 



Seq. ID OJ991117_16.0419.C11 

Strand + 

End 1593 

Method TBLASTX : Mai ze 

End 1000 

Score 76 



294. .359, 296. .358, 345. .377, 483. .671, 515. .664, 550. .666, 
888. .971, 891. .971, 892. .978, 920. .1000 



Seq. No. 52634 

Gene No. 111080 

Start 1 

Name OJ991117_16 . 04 19 . Cll . ol . gp 

Start 868 

GI LIB3434-039-P1-K1-A9 

Exons 868.. 971, 1536.. 1593 

GI Descrip. 1 3080438/emb | CAA18755 . 1 | 2.0e-10 (AL022605) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991117_16. 0419. Cll 

Strand + 

End 1593 

Method AAT/GAP 

End 1593 

Score 223 



Seq. No. 52635 

Gene No. 111081 

Start 794 

Name OJ991117_16 . 0419. C12 . ol . gp 

Start 794 

GI none 

Exons 794..92S 



Seq. ID OJ991117_16.0419.C12 
Strand 

End 925 

Method AAT/GAP 

End 925 

Score 201 



Seq. No. 52636 

Gene No. 111082 

Start 567 

Name OJ991117_16 . 04 19 . C13 . ol . gs 

Start 567 

GI none 

Exons 567.. 674, 1147.. 2139 



Seq. ID OJ991117_16.0419.C13 

Strand + 

End 2139 

Method GENS CAN 

End 2139 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52636 
111083 
1 

OJ991117_16.0419.C13.ol.np 
1 

4680186 
1..44, 311. .480, 1820. .1858 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991117_16.0419.C13 
Strand 

1858 
AAT/NAP 
1858 
211 



End 

Method 

End 

Score 



52637 

111084 

121 

OJ991117_16.0419.C14.ol.gs 
121 



Seq. ID OJ991117_16.0419.C14 
Strand 

End 319 

Method GENSCAN 

End 319 



53688 



GI 

Exons 



none 

121. .319 



Score 



.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
3 Start 
i Name 
Z Start 
GI 

Exons 
J GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52638 

111085 

1740 

OJ991117_16.0419.C15.ol.gs 

1740 

none 

1740. .1961, 2099. .3547 



Seq. ID OJ991117_16.0419.C15 

Strand + 

End 38 60 

Method GEN SCAN 

End 3547 

Score . 67 



Seq. ID OJ991117_16.0419.C15 



52638 

111085 Strand + 

1740 End 3860 

OJ991117_16.0419.C15.ol.np Method AAT/NAP 

2129 End 3498 

4454467 Score 1671 
2129. .3498 

(AC006234) unknown protein [Arabidopsis thaliana] 



52638 
111085 
1740 

OJ991117_16.0419.C15.ol.gp 
2202 
428275 
2202. .2576 

44 544 67 /gb | AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ991117_16.0419.C15 

Strand + 

End 3860 

Method AAT/GAP 

End 2576 

Score 734 



52638 
111085 
1740 

OJ991117_16.0419.C15.o2.gp 
3440 

LIB3432-059-P1-K1-D4 
3440. .3860 

1 44 54 4 67/gb | AAD20914 | 7.0e-28 (AC006234) unknown protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ991117_16.0419.C15 

Strand + 

End 38 60 

Method AAT/GAP 

End 3860 

Score 726 



52638 

111086 

4454 

OJ991117_16.0419.C15.ol.tm 

2264 

none 



Seq. ID OJ991117_16.0419.C15 
Strand 

End ' 5314 

Method TBLASTX : Mai ze 

End 3547 

Score 113 



2264.. 2662, 2585.. 2950, 2626.. 2886, 2720.. 2911, 2927.. 3388, 
2938. .3384, 3392. .3535, 3425. .3547 



52638 

111086 

4454 

OJ991117_16.0419.C15.ol.ts 

2345 

none 



Seq. ID OJ991117_16.0419.C15 
Strand 

End 5314 

Method TBLASTX : Soybean 

End - 3472 

Score 103 



2345. .2581, 2491. .2547, 2609. .2950, 2626. .2877, 2714. .2899, 
2926. .3123, 2927. .3388, 2929. .3390, 3392.-3472, 3422.-3472 



53689 






beq • no . 


Dz. DO 0 








Seq. ID 


OJ991117_16.0419.C15 




Gene No. 


111086 








Strand 






Start 


4454 








End 


5314 




Name 


O.TQQ1 117 1 fi 


041 Q 
\j *± x y 


n S nl 




Method 


TBLASTX : Cress 




OtaiL 


947Q _ 








End 


3388 




bl 










Score 


193 




Exons 


94 7 Q 9^4 7 


961 9 


9Q1 4 


9647 

^ U ft / > 


.2772, 2939. .3109, 2983. .3111, 






3077 3118 


3112 


3273, 


3125 . 


.3280, 3128. .3280, 3281. .3388, 






39ft Q 3 3fi 4 














Seq. No. 


52638 








Seq. ID 


OJ991117_16.0419.C15 




bene lno . 


1 1 1 nft 

lllUOO 








Strand 






biart 


4 4 S4 








End 


5314 




Name 


\JU.7-7l±x/ ID. 


04 1 Q 


n S r>1 




Method 


TBLASTX: Wheat 




otdit 


o Q97 — 








End 


3301 




PT 
UJ. 


n ti o 








Score 


513 




Exons 


9Q97 3301 


9Q39 




9933 


.3298 






Seq. No. 


52638 








Seq. ID 


OJ991117_16.0419.C15 




/*"* a m A M /"\ 


1 1 1 0R6 

111UOD 








Strand 






ocar u 


4 4 R4 
fl fl Oft 








End 


5314 


^ s? 


Name 


n TQQ1 117 1 & 
Uu J Jill / ID. 


04 1 Q 
U fl 1 .7 


PI S r\0 


• LW 


Method 


TBLASTX: Wheat 


^? 


o tar u 


33 3 9 ~ 








End 


3535 






none 








Score 


79 


u= 
ry 


riXOnS 


3339 338ft 


334 Q 

3 O ft J 


33ft 4 


3409 


.3510, 3410. .3535, 3425. .3523 


^ =i 


Seq. No. 


52638 








Seq. ID 


OJ991117_16.0419.C15 


I>i 




1 1 1 nft 

111UOD 








Strand 




. ==: 
^ ::r 




ft fl 04 








End 


5314 




Name 


n TQQ1 117 1 


04 1 Q 
U ft J. j 


n r o9 

. bl D • 


• CfS 


Method 


GEN SCAN 


: iJ 


ocar r 


4 4 R4 _ 
fl fl OH 








End 


5314 




bl 


none 








Score 


.64 


fl 


Exons 


4 4 R4 ^314 
flfljfl . . 0 ,3 1 4 














Seq. No. 


52639 








Seq. ID 


OJ991117_16.0419.C16 




Gene No. 


111087 








Strand 




\ J- 


Q+- -a yf- 


802 








End 


1180 




Name 


OJ991117 16. 


0419 


.C16.ol 


• U1U 


Method 


TBLASTX: Maize 


f J 


btart 


802 








End 


1180 




r*T 
bl 


none 








Score 


157 




Exons 


802. .942, 802. .903, 803 


Q43 


1041. .1139, 1047. .1148, 






1048. .1146, 


1049 


. .1150, 


1 04 Q 
1 U ft . 


.1180 






Seq. No. 


52640 








Seq. ID 


OJ991117_16.0419.C17 




Gene No. 


111088 








Strand 


+ 




OCaiL 


2811 








End 


4515 




Name 


OJ991117 16. 


0419 


.C17.o2 


• qs 


Method 


GEN SCAN 






2811 








End 


4515 




GI 


none 








Score 


.97 




Exons 


2811. .2939, 


3020 


. .3200, 


3311. 


.3418, 3532.. 3587, 3861. .3956, 






4061. .4125, 


4231 


. .4304, 


4391. 


.4515 






Seq. No. 


52640 








Seq. ID 


OJ991117_16.0419.C17 




Gene No. 


111088 








Strand 


+ 




Start 


2811 








End 


4515 




Name 


OJ991117 16. 


0419 


.C17.02 


.np 


Method 


AAT/NAP 



53690 



Start 2832 End 4512 

GI 3551956 Score 974 

Exons 2832. .2939, 3020. .3200, 3311. .3418, 3532. .3587, 3675. .3758, 

3861. .3956, 4061. .4125, 4231. .4304, 4391. .4512 

GI Descrip. (AF082031) senescence-associated protein 6 [Hemerocallis hybrid 
cultivar] 



Seq. No. 52640 

Gene No. 111089 

Start 5772 

Name OJ991117_16 . 04 19 . C17 . o3 . gs 

Start 5772 

GI none 
Exons 



Seq. ID OJ991117_16.0419.C17 

Strand + 

End ■ 9441 

Method GENSCAN 

End 9416 

Score .73 



5772. .5839, 6369.-6438, 6817. .8040, 8933. .9416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

Gene No. 

12 Start 

L y Name 

J 3 Start 

fit GI 

s w .Exons 
s 

Q GI Descrip. 



Seq. No. 
^ Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



52640 

111089 

5772 

OJ991117_16.0419.C17.o3.np 

6319 

6634762 



Seq. ID OJ991117_16.0419.C17 

Strand + 

End 9441 

Method AAT/NAP 

End 9441 

Score 1296 



6319. .6438, 6817. .8040, 8969. .9441 

(AC009917) Contains a bZIP transcription factor PF| 00170 domain. 
ESTs gb|R30400, gb|AA650964, gb|AI994521 come from this gene. 
[Arabidopsis thaliana] 



52640 

111090 

1 

OJ991117_16.0419.C17.ol.np 
1 

7429424 



Seq. ID OJ991117_16.0419.C17 
Strand 

End 2425 

Method AAT/NAP 

End 2335 

Score 745 



1..26, 310. .429, 631. .713, 809. .1034, 1103. .1177, 1285. .1437, 
1522. .1635, 1731. .1793, 2001. .2111, 2204. .2335 
hypothetical protein slr0580 - Synechocystis sp. (strain PCC 
6803) gi | 1001257 | dbj IBAA10501.il (D64003) hypothetical protein 
[Synechocystis sp.] 



52640 

111090 

1 

OJ991117_16.0419.C17.o5.tm 

310 

none 



Seq. ID OJ991117_16.0419.C17 
Strand 

End 2425 

Method TBLASTX: Maize 

End 853 

Score 170 



310. .432, 311. .430, 311. .433, 316. .432, 342. .482, 630. .716, 
630. .719, 631. .723, 631. .720, 813. .851, 817. .852, 821. .853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52640 

111090 

1 

OJ991117_16.0419.C17.ol.gs 

313 

none 



Seq. ID OJ991117_16.0419.C17 
Strand 

End 2425 

Method GENSCAN 

End 2425 

Score .83 



313. .429, 631. .717, 813. .1034, 1103. .1180, 1731. .1793, 
2001. .2111, 2204. .2425 



Seq. No. 



52640 



Seq. ID OJ991117_16.0419.C17 



53691 




Gene No. 111090 

Start 1 

Name . OJ991117_16 . 0419 . C17 . o4 

Start 1102 

GI none 

Exons 1102.. 1182, 1103.. 1186, 
1309. .1404, 1401. .1460, 

Seq. No. 52640 

Gene No. 111090 

Start 1 

Name OJ991117_16. 0419.C17 .o4 

Start 1336 

GI none 

Exons 1336.. 1392, 1337.. 1393, 
1520. . 1636, 1525. .1638, 

Seq. No. 52640 

Gene No. 111091 

Start 2895 

Name OJ991117_16. 0419.C17 .ol 

Start 2895 

GI none 

Exons 2895.. 2939, 3017.. 3199, 
3306. .3374 

Seq. No. 52640 

Gene No. 111091 

Start 2895 

Name OJ991117_16 . 0419 . C17 . o2 

Start 2895 

GI none 

Exons 2895.. 2939, 3026.. 3136, 
3534. .3587, 3671. .3760, 
4052. .4105, 4226.-4324, 

Seq. No. 52640 

Gene No. 111091 

Start 2895 

Name OJ991117_16.0419.C17 .o2 

Start 2895 

GI none 

Exons 2895.. 2939, 2900.. 2938, 

Seq. No. 52640 

Gene No. 111091 

Start 2895 

Name OJ991117_16.0419.C17 .o3 

Start 3663 

GI none 

Exons 3663.. 3761, 3861.. 3959, 
4389. .4430, 4390. .4434 

Seq. No. 52640 

Gene No. 111092 

Start 6370 

Name OJ991117 16 . 04 19 . C17 . ol 




Strand 

End 2425 
.tm Method TBLASTX : Maize 

End 1557 

Score 123 
1104. .1181, 1262. .1390, 1303. .1392, 
1403. .1459, 1520. .1555, 1522. .1557 

Seq. ID OJ991117_16.0419.C17 
Strand 

End 2425 

.ts Method TBLASTX: Soybean 

End 1638 

Score 7 4 
1337. .1456, 1339. .1437, 1519. .1635, 
1527. .1637 

Seq. ID OJ991117_16.0419.C17 
Strand 

End 4 4 97 

.tc Method TBLASTX : Cress 

End 3378 

Score 80 
3022. .3183, 3101. .3184, 3283. .3378, 



Seq. ID OJ991117_16.0419.C17 
Strand 

End 44 97 

.tm Method TBLASTX: Maize 

End 44 97 

Score 60 
3128. .3172, 3298. .3450, 3533. .3580, 
3672.. 3761, 3857.. 4021, 3861.. 3953, 
4390. .4497 

Seq. ID OJ991117_16.0419.C17 
Strand 

End 4 4 97 

.ts Method TBLASTX: Soybean 

End 3201 

Score 71 
3016. .3201, 3017. .3199 

Seq. ID OJ991117_16.0419.C17 
Strand 

End 4 4 97 

.ts Method TBLASTX: Soybean 

End 4434 

Score 119 
4067. .4105, 4228. .4290, 4232. .4324, 



Seq. ID OJ991117_16.0419.C17 
Strand 

End 9193 

.tw Method TBLASTX : Wheat 



53692 



Start 


6370 








End 


7005 


GI 


none 








Score 


79 


Exons 


6370. .6438, 


6373. 


.6426, 


6374. 


.6439, 6799. .7005, 


Seq. No. 


52640 








Sea ID 


OJ991117 




111092 








Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.o3 


.tc 


Mpt" hod 


TBLASTX • 


Start 


6814 








End 


7095 


GI 


none 








Score 


63 


Exons 


6814. .6882, 


6883. 


.7065, 


7057. 


.7095 




Seq. No. 


52640 








Seq. ID 


OJ991117 




111092 








Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.o5 


. ts 


Method 


TBLASTX: 


Start 


6814 








End 


7140 


GI 


none 








Score 


45 


Exons 


6814. .6873, 


6889. 


.7140, 


6907. 


.7035 




Seq. No. 


52640 








Seq. ID 


OJ991117 


UCUC IN KJ • 


11 1092 








Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.ol 


.tm 


Method 


TBLASTX: 


Start 


6883 








End 


7644 


GI 


none 








Score 


210 


Exons 


6883. .7140, 


7183. 


.7485, 


7221. 


,7454, 7522. .7644, 


Seq. No. 


52640 








Seq. ID 


OJ991117 


Gene No. 


111092 








Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.ol 


.ts 


Method 


TBLASTX : 


Start 


7216 








End 


9160 


GI 


none 








Score 


50 


Exons 


7216. .7263, 


7261. 


.7323, 


7339. 


.7479, 7582. .7830, 




7807. .8040, 


8957. 


.9160, 


8968. 


.9066 




Seq. No. 


52640 








Seq. ID 


OJ991117 




111092 








Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.o2 


. tc 


Method 


TBLASTX : 


Start 


7564 








End 


9127 


GI 


none 








Score 


143 


Exons 


7564. .7794, 


7882. 


.8040, 


8957. 


.9127 




Seq. No. 


52640 








Seq. ID 


OJ991117 


VJC711C IH\J ■ 










Strand 




Start 


6370 








End 


9193 


Name 


OJ991117 16. 


0419. 


C17.o3 


.tm 


Method 


TBLASTX:! 


Start 


7848 








End 


9193 


GI 


none 








Score 


206 


Exons 


7848. .7982, 


7864. 


.8040, 


8957. 


.9193, 8974.. 9192 


Seq. No. 


52641 








Seq. ID 


OJ991117_ 


Gene No. 


111093 








Strand 




Start 


800 








End 


2188 


Name 


OJ991117 16. 


0419. 


C18.ol 


. tm 


Method 


TBLASTX:! 



53693 



Start 
GI 

Exons 



549 End 2178 

none Score 43 

549. .608, 594. .665, 624. .695, 795. .926, 797. .928, 898. .1032, 
914. .1033, 923. .1042, 1454. .1564, 1461. .1562, 1471. .1563, 
1791. .1859, 1802. .1858, 1853. .1993, 1860. .1994, 1860. .1988, 
1861. .1992, 1862. .1996, 2105. .2131, 2131. .2178 



Seq. No. 


52641 






Seq. ID 


OJ991117 16.0419 


.C18 


Gene No. 


111093 






Strand 






Start 


800 






End 


2188 




Name 


OJ991117 16.0419 


.C18. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


783 






End 


1564 




GI 


none 






Score 


128 




Exons 


783. .1025, 797.. 


1027, 


1454. 


.1564, 1458. 


.1562 




Seq. No. 


52641 






Seq. ID 


OJ991117_16.0419 


.C18 


Gene No. 


111093 






Strand 






Start 


800 






End 


2188 




Name 


OJ991117 16.0419 


.C18. 


ol .gs 


Method 


GEN SCAN 




Start 


800 






End 


1992 




GI 


none 






Score 


.66 




Exons 


800.. 1030, 1460. 


.1561 


, 1814 


..1862, 1892 


:. .1992 





Seq. No. 52641 Seq. ID OJ991117_l 6 . 04 19 . C18 

Gene No. 111093 Strand 

Start 800 End 2188 

Name OJ991117_16 . 0419 . C18 . ol . np Method AAT/NAP 

Start 803 End 2188 

GI 7487220 Score 439 

Exons 803.. 1023, 1450.. 1617, 1789.. 1992, 2105.. 2188 

GI Descrip. hypothetical protein T19P19.80 - Arabidopsis thaliana 
gi I 3080438 | emb | CAA18755.il (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270953 | emb | CAB80632 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



Seq. No. 52642 Seq. ID 

U Gene No. 111094 Strand 

[~ Start 23 End 

li Name OJ991117_10 . 0421 .CI . ol . gs Method 

^ Start 23 End 

LJ GI none Score 

Exons 23.. 587 



OJ991117_10.0421.C1 
587 

GENSCAN 

587 

.45 



Seq. No. 52643 Seq. ID 

Gene No. 111095 Strand 

Start 544 End 

Name OJ991117_10 . 0421 . C2 . ol . gs Method 

Start 54 4 End 

GI none Score 

Exons 544.. 613, 783.. 865 



OJ991117_10.0421.C2 
+ 

865 

GENSCAN 

865 

.73 



Seq. No. 52643 Seq. ID 

Gene No. 111096 Strand 

Start 574 End 

Name OJ991117_10 . 0421 . C2 . ol . np Method 

Start 574 End 

GI 7523512 Score 



OJ991117_10.0421.C2 
839 

AAT/NAP 

839 

108 



53694 




Exons 


574. .839 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52644 


Seq. ID 


OJ991117_10.0421 


.C3 


Gene No. 


111097 


Strand 


+ 




Start 


3972 


End 


4175 




Name 


OJ991117 10.0421.C3.o2.np 


Method 


AAT/NAP 




Start 


3972 


End 


4175 




GI 


7340909 


Score 


116 




Exons 


3972. .4175 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


«J C. \J *± *4 




OJ991117_10.0421 


-C3 


Gene No . 


111098 








Start 


1316 


End 


4108 




Name 




Mpf- K oH 

L 1G L11UU, 


TBLASTX: Wheat 




Start 


114 ~ 


End 


630 




GI 


none 


Score 


44 




Exons 


114. .185, 244. .453, 448.-486, 


514. .630 






Seq. No. 


R?fi4 4 

wJ c O *i *l 




OJ991117_10.0421 


.C3 


Gpnp No 




OLL ai L\JL 






Start 


1^16 


FnH 


4108 




Name 


O.TQQ1 1 1 7 1 0 D491 C\ 1-m 




TBLASTX: Maize 




Start 




FnH 


485 




GI 


none 


Score 


214 




Exons 


250. .468, 273. .485 








Seq. No. 


52644 


CCL^ i X u 


OJ991117_10.0421 


,C3 


Gene No . 


111098 


o l. x ai iu 






Start 


1^16 


FnH 


4108 




Name 






TBLASTX: Maize 




Start 


4 QQ ~~ 
*a 3 y 


FnH 


999 




GI 


none 


Score 


325 




Exons 


499. .696, 528. .716, 529. .900, 


802. .900, 


913. .999, 918.. 


995 


Seq. No. 




q DrT t n 


OJ991117_10.0421 


.C3 


Gene No . 


1 1 1 DQft 


uli diiu 






Start 


1^16 


Hi I Id 


4108 




Name 




LYie tnoa 


TBLASTX: Wheat 




Start 


724 


End 


1092 




GI 


none 


Score 


364 




Exons 


724. .1092, 733. .1092 








Seq. No. 


52644 


Seq. ID 


OJ991117_10.0421 


-C3 


Gene No 


111098 


Strand 






Start 


1316 


End 


4108 




Name 


OJ991117 10.0421.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


1171 


End 


1461 




GI 


none 


Score 


192 




Exons 


1171. .1368, 1206. .1367, 1363. 


.1461 






Seq. No. 


52644 


Seq. ID 


OJ991117_10.0421 


.C3 


Gene No. 


111098 


Strand 






Start 


1316 


End 


4108 




Name 


OJ991117 10.0421.C3.ol.gs 


Method 


GEN SCAN 




Start 


1316 


End 


4108 





53695 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 6 

1316. .1350, 1641. .1747, 2044. .2105, 2715. .2766, 4044. .4108 



52644 

111098 

1316 

OJ991117_10.0421.C3.ol.ts 

2043 

none 



Seq. ID OJ991117_10.0421.C3 
Strand 

End 4108 

Method TBLASTX : Soybean 

End 2593 

Score 71 



2043. .2108, 2044. .2109, 2202. .2300, 2203. .2292, 2203. .2328, 
2501. .2593, 2510. .2587 



52645 
111099 
1 

OJ991117_10.0421.C4.ol.np 
1 

7340909 
1..205, 1460. .1507 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_10.0421.C4 
Strand 

End 1507 

Method AAT/NAP 

End 1507 

Score 136 



52645 

111100 

3491 

OJ991117_10.0421.C4.oi;tm 

1842 

none 



Seq. ID OJ991117_10.0421.C4 
Strand 

End 11688 

Method TBLASTX : Mai ze 

End 2118 

Score 4 7 



1842. .2093, 1843. .1878, 1849. .2118, 1867. .1890, 1917. .2093, 
1921. .2094 



Seq. No. 
Q Gene No. 
fy Start 

Name 
U Start 

ii gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52645 

111100 

3491 

OJ991117_10.0421.C4.o2.gs 

3491 

none 



Seq. ID OJ991117_10.0421.C4 
Strand 

End 11688 

Method GEN SCAN 

End 11688 

Score .58 



3491. .3609, 3679. .3821, 4117. .4204, 4599. .4667, 5489. .5564, 
5856. .5932, 6306. .6500, 7938. .8201, 8517. .8720, 8919. .9009, 
10754. .11030, 11616. .11688 



52645 

111100 

3491 

OJ991117_10.0421.C4.ol.ts 

4116 

none 



Seq. ID OJ991117_10.0421.C4 
Strand 

End 11688 

Method TBLASTX : Soybean 

End 4664 

Score 75 



4116. .4193, 4117. .4182, 4275. .4373, 4276. .4365, 4572. .4664, 
4581. .4661 



Seq. No. 52645 

Gene No. 111100 

Start 3491 

Name OJ991117_10 . 0421 .C4 . ol . tc 

Start 6314 

GI none 
Exons 



Seq. ID OJ991117_10.0421.C4 
Strand 

End 11688 

Method TBLASTX : Cress 

End 8033 

Score 147 



6314.. 6508, 6319.. 6510, 6662.. 6724, 7932.. 8033 



53696 




Seq. No. 


52645 


Seq. ID 


OJ991117 


_10.0421 


C4 


Gene No. 


111100 


Strand 








Start 


3491 


End 


11688 






Name 


OJ991117 10.0421.C4.o2.np 


Method 


AAT/NAP 






Start 


6382 


End 


8050 






GI 


1491712 


Score 


149 






Exons 


6382.. 6500, 6661.. 6736, 7938 


. .8050 








GI Descrip. 


(X99961) unknown [Homo sapiens] 








Seq. No. 


52645 


Seq. ID 


OJ991117 


_10.0421 


C4 


Gene No. 


111100 


Strand 








Start 


3491 


End 


11688 






Name 


OJ991117 10.0421.C4.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


6382 


End 


8608 






GI 


none 


Score 


127 






Exons 


6382. .6510, 6383.. 6508, 6662 


..6724, 7932. .8033, 


7938. .8033 




8528. .8608 










Seq. No. 


52645 


Seq. ID 


OJ991117 


_10.0421. 


C4 


Gene No. 


111100 


Strand 








Start 


3491 


End 


11688 






Name 


OJ991117 10.0421.C4.o3.np 


Method 


AAT/NAP 






Start 


9938 


End 


10931 






GI 


7340868 


Score 


178 






Exons 


9938.. 10026, 10596.. 10931 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52646 


Seq. ID 


OJ991117 


_10.0421. 


C5 


Gene No 


111101 


Strand 


+ 






Start 


3418 


End 


3766 






Name 


OJ991117 10.0421.C5.ol.gs 


Method 


GENSCAN 






Start 


3418 


End 


3766 






GI 


none 


Score 


.55 






Exons 


3418. .3766 










Seq. No. 


52646 


Seq. ID 


OJ991117 


_10.0421. 


C5 


Gene No. 


111102 


Strand 


+ 






Start 


5565 


End 


16440 






Name 


OJ991117 10-0421. C5.o2.gs 


Method 


GENSCAN 






Start 


5565 


End 


16440 






GI 


none 


Score 


.59 






Exons 


5565. .5842, 6945. .7014, 7849 


..7892, 8731. .8853, 


9749. .9828 




10324. .10471, 10526. .10756, 


11306. .11517, 11986 


. .12118, 






12552. .12763, 13052 .. 13110, 


13184. .13278, 13363 


. .13465, 






14508. .14600, 14871. .14929, 


15667. .15775, 16300 


. .16440 




Seq. No. 


52646 


Seq. ID 


OJ991117_ 


_10.0421. 


C5 


Gene No. 


111103 


Strand 








Start 


1705 


End 


8949 






Name 


OJ991117 10.0421.C5.o2.np 


Method 


AAT/NAP 






Start 


1705 


End 


8949 






GI 


7106516 


Score 


170 






Exons 


1705.. 1726, 8008.. 8166, 8908 


. .8949 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52646 


Seq. ID 


OJ991117_ 


JL0.0421. 


C5 


Gene No. 


111103 


Strand 









53697 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1705 End 8949 

OJ991117_10.0421.C5.ol.np Method AAT/NAP 

3820 End 5925 

7523517 Score 295 

3820. .3853, 5426. .5474, 5625. .5925 

(AP001633) hypothetical protein [Oryza sativa] 



52646 
111104 
9950 

OJ991117_10.0421.C5.o3.np 
9950 
4680183 

9950.. 10089, 10245. .10465, 11597.. 11661 
(AF111709) gag-pol protein [Oryza sativa subsp. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 10. 0421. C5 



11661 
AAT/NAP 
11661 
117 



indica] 



52646 Seq. ID 

111105 Strand 

17841 End 

OJ991117_10.0421.C5.ol.ts Method 

11249 End 

none Score 

11249. .11503, 11250.. 11504 



OJ991117_10.0421.C5 
21189 

TBLASTX: Soybean 

11504 

232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 Seq. No. 

J Gene No. 

1 Start 

«. Name 

t Start 

i GI 

3 Exons 



52646 Seq. ID 

111105 Strand 

17841 End 

OJ991117_10.0421.C5.ol.tm Method 

13360 End 

none Score 



OJ991117_10.0421.C5 
21189 

TBLASTX: Maize 

14127 

180 



13360. .13458, 13361 .. 134 68 , 13406 .. 134 65, 13568 .. 13669, 
13578. .13673, 13579. . 13671, 13738 .. 13803 , 13739 .. 13807, 
13745. .13807, 14054 .. 14125, 14059. .14127 



52646 

111105 

17841 

OJ991117_10.0421.C5.o2.ts 

14063 

none 

14063. .14125, 14083. .14139, 
14290. .14334, 14300 .. 14335, 



Seq. ID OJ991117_10.0421.C5 
Strand 

End 21189 

Method TBLASTX : Soybean 

End 14573 

Score 84 
14227. .14319, 14228 .. 14299, 
14486. . 14572, 14487. .14573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52646 
111105 
17841 
OJ991117 
14474 
none 
14474 
14871 
15846 



10.0421.C5.o2.tm 



14599, 
14930, 
15920, 



14475. 
15627. 
15851. 



,14603, 
,15776, 
,15928, 



Seq. ID OJ991117_10.0421.C5 
Strand 

End 21189 

Method TBLASTX : Mai ze 

End 15928 

Score 205 
14869. .14925, 14870 .. 14929, 
15661. .15777, 15662 .. 15778, 
15852. .15920, 15853. .15927 



Seq. No. 52646 Seq. ID 

Gene No. 111105 Strand 

Start 17841 End 

Name OJ991117_10 . 0421 . C5 . o3 . gs Method 



OJ991117_10.0421.C5 

21189 
GENSCAN 



53698 



Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
£3 Gene No. 
ij Start 
?p* Name 
:\l Start 
IV gi 

i=J Exons 

Ly GI Descrip. 



* a Seq. No. 

±J Gene No. 

s 4 Start 

Name 

!=% Start 

;i GI 

^ Exons 

St 5S. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17841 
none 



End 
Score 



21053 
.86 



17841. .17934, 18429 .. 18950 , 19963 .. 20059, 20773 .. 20835, 
21020. .21053 



52646 

111105 

17841 

OJ991117_10.0421.C5.o3.tm 

20657 

none 



Seq. ID OJ991117_10.0421.C5 
Strand 

End 21189 

Method TBLASTX : Maize 

End 21189 

Score 72 



20657. .20734, 20867 20998 , 2088 1 .. 20973, 20885 .. 20974 , 
20971. .21012, 21018. .21182, 2 1088 .. 2118 9, 21092. .21187 



52647 

111106 

750 

OJ991117_10.0421.C6.ol.gs 

750 

none 



Seq. ID OJ991117_10.0421.C6 

Strand + 

End 3665 

Method GENSCAN 

End 3665 

Score .82 



750. .829, 1452. .1583, 2313. .2400, 3576. .3665 



Seq. ID OJ991117_10.0421.C6 
Strand + 
End 16576 
Method AAT/NAP 
End 16576 
Score 176 

11332. .11397, 14999. .15218, 15303 .. 15351, 16406.. 16576 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52647 

111107 

11332 

OJ991117_10 . 0421 . C6 . ol . np 

11332 

6063554 



52647 

111108 

3986 

OJ991117_10.0421.C6.o2.gs 

3986 

none 



Seq. ID OJ991117_10.0421.C6 
Strand 

End 7003 

Method GENSCAN 

End 7003 

Score .54 



3986. .4258, 5298. .5363, 5585. .5731, 5910. .6049, 6856. .7003 



52647 

111109 

12354 

OJ991117_10.0421.C6.o4 . gs 

12354 

none 



Seq. ID OJ991117_10.0421.C6 
Strand 

End 15428 

Method GENSCAN 

End 15428 

Score .56 



12354. .12400, 12933 .. 12972 , 13019 .. 13194 , 13548 .. 13587 , 
13807. .13962, 14208 14230, 14 638 .. 14 94 8 , 14953.. 15428 



52648 

111110 

625 

OJ991117_10.0421.C7.ol.np 
625 

7228457 



Seq. ID OJ991117_10.0421.C7 

Strand + 

End 6777 

Method AAT/NAP 

End 6777 

Score 9280 



625. .991, 1053. .2988, 3052. .3886, 4009. .5160, 5227. .6777 



53699 



GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52648 

111111 

7416 

OJ991117_10.0421.C7.o2.gs 

7416 

none 

7416.. 8990, 10012.. 10077 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 10182 

Method GENSCAN 

End 10077 

Score .93 



52648 
111111 
7416 

OJ991117__10.0421.C7.ol.gp 
9797 

uC-osflcyp033a04bl 
9797. . 10182 

1 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 10182 

Method AAT/GAP 

End 10182 

Score 641 



Seq. No. 
?-z Gene No. 
*t s Start 
H Name 
p Start 

ry gi 

ij Exons 

Seq. No. 

lf 3 Gene No. 

^ Start 

s Name 

[l Start 

HJ GI 

i 2 Exons 

W Seq. No. 
ij Gene No. 
p Start 

Name 

Start 

GI 

Exons 



52648 

111112 

10590 

OJ991117_10.0421.C7.o9.tw 

1279 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 1671 

Score 58 



1279. .1326, 1333. .1431, 1350. .1430, 1398. .1637, 1414. .1671 



52648 

111112 

10590 

OJ991117_10.0421.C7.o8.tm 

1284 

none 

1284.. 1568, 1321. .1569 

52648 

111112 

10590 

OJ991117_10.0421.C7.o6.tw 

2409 

none 

2409. .2582, 2410. .2892, 2604. 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Mai ze 

End 1569 

Score 193 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 28 92 

Score 410 
.2864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52648 

111112 

10590 

OJ991117_10.0421.C7.o4.tw 

3059 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 13346 

Score 208 



3059.. 3502, 3060.. 3521, 3061.. 3522, 13128.. 13346 



52648 

111112 

10590 



Seq.. ID OJ991117_10.0421.C7 
Strand 

End 16199 



53700 





LNCUUC 


OJ991117 10 


0421 C7 o5 ts 


Method 


TBLASTX : Soybean 






q+- a r f- 


3100 ~~ 




End 


13301 








none 




Score 


117 








3100 3324. 


3331 3465, 13167 


. .13301 








Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Ma mo 


OJ991117 10 


0421 C7 o6.tm 


Method 


TBLASTX: Maize 








3190 ~~ 




End 


13346 








none 




Score 


357 






Hi AU1 lO 


3190 3519. 


3225. . 3518, 13116 


. . 13346 










52648 




Seq. ID 


OJ991117 10.0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 


0421.C7.o3.tm 


Method 


TBLASTX: Maize 






Cf a rt- 


3523 ~~ 




End 


13109 








none 




Score 


75 






Hi AU1 13 


3523 3672 


3661. .4014, 12609 


. .12923, 


12652. .12702, 








12730 12783 


, 12930. .13109, 12955.. 13101 




C3 


O C • IN u • 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 


Gene No. 


111112 




Strand 






s. 
- r 


Start 


10590 




End 


16199 






Name 


OJ991117 10. 


0421.C7.ol.ts 


Method 


TBLASTX: Soybean 






JlQi L 


3601 




End 


13055 




i y 

r ^ 




none 




Score 


146 






F y on q 


3601. .3972, 


12660. .13019, 12661. .12951, 1297 9 .. 13017 , 




1 : = 




13023. .13055, 13024.. 13053 










Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 




f ^ 


Name 


OJ991117 10. 


0421.C7.o5.tw 


Method 


TBLASTX: Wheat 






o Lai u 


3630 




End 


12998 




1.1. 




none 




Score 


485 






F von ^ 


3630. .4055, 


3631.. 4050, 12645 


. .12998 






C3 


Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 


0421.C7.o2.tm 


Method 


TBLASTX: Maize 






Start 


4648 




End 


12573 






GI 


none 




Score 


63 






Exons 


4648. .4788, 


12210. .12572, 12219. .12572 


, 12223.. 12573 





Seq. No. 52648 

Gene No. 111112 

Start 10590 

Name OJ991117_10 . 0421 . C7 . o7 . tw 

Start 4681 

GI none 
Exons 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 5139 

Score 233 



4681. .4929, 4705. .4929, 4770. .4943, 4990. .5139, 4999. .5136, 
5001. .5138 



Seq. No. 



52648 



Seq. ID OJ991117_10.0421.C7 



53701 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



111112 Strand 

10590 End 

OJ991117_10.0421.C7.o4.ts Method 

4828 End 

5666795 Score 



16199 

TBLASTX: Soybean 

5394 

61 



4828. .4926, 5002. .5139, 5194. .5394 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



52648 

111112 

10590 

OJ991117_10.0421.C7.ol3.tw 

5142 

none 

5142. .5318, 5194. .5454 

52648 

111112 

10590 

OJ991117_10. 0421. C7.o5. tin 

5647 

none 

5647.. 5970, 5664.. 5957 

52648 

111112 

10590 

OJ991117_10.0421.C7.ol2.tw 

5650 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 5454 

Score 192 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Maize 

End 5970 

Score 362 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 6039 

Score 135 



5650.. 5799, 5673.. 5798, 5917.. 6039, 5920.. 6039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52648 

111112 

10590 

OJ991117_10.0421.C7.o2.tw 

5800 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 12219 

Score 54 



5800. .5916, 11652. .12107, 11652 .. 12188 , 11656. .12219 



52648 

111112 

10590 

OJ991117_10.0421.C7.ol.tw 

6082 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 11645 

Score 106 



6082. .6240, 6295. .6411, 11019 .. 11645, 11022 .. 1114 4 , 11131. .11589 



52648 

111112 

10590 

OJ991117_10.0421.C7.o3.gs 

10590 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method GENSCAN 

End 16199 

Score .53 



10590. .14621, 14652. .15140, 15367 .. 15395, 15434 .. 16027, 
16070. .16199 



53702 




Seq. No. 


52648 




Seq. ID 


OJ991117 10.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


o2 . np 


Method 


AAT/NAP 




Start 


10643 




End 


15143 




GI 


4680179 




Score 


5397 




Exons 


10643. .14042, 14076. 


.15143 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa i 


subsp. indica] 




Seq. No. 


52648 




Seq. ID 


OJ991117JL0.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


10686 




End 


11019 




GI 


none 




Score 


122 




Exons 


10686. .11018, 10707. 


.11015, 


10750. .11019 




Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


,C7 


Gene No. 


1 1 1 1 1 9 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10866 




End 


11465 




GI 


none 




Score 


122 




Exons 


10866. .11306, 10881. 


.11144, 


10882. .11304, 11304. .11465, 






11310. .11462, 11311. 


.11463 








Seq. No. 


S2648 




Seq. ID 


OJ991117_10.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11514 




End 


11806 




GI 


none 




Score 


216 




Exons 


11514. .11804, 11518. 


.11805, 


11618. .11806 




Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


11604 




End 


11864 




GI 


none 




Score 


159 




Exons 


11604. .11864, 11605. 


.11859 








Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


11628 




End 


11945 




GI 


none 




Score 


78 




Exons 


11628. .11771, 11629. 


.11769, 


11772. .11945 




Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 


Gene No. 


111112 




Strand 






Start 


10590 




End 


16199 




Name 


OJ991117 10. 0421. C7. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12222 




End 


12644 




GI 


none 




Score 


352 




Exons 


12222. .12644, 12223. 


.12612 









53703 





Seq. No. 


52648 




Seq. ID 


OJ991117 10 0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 0421. C7. 


o3. ts 


Method 


TBLASTX : Soybean 






Start 


12393 




End 


12638 






GI 


none 




Score 


66 






Exons 


12393. . 12638, 12493. 


. 12621 










Seq. No. 


52648 




Seq. ID 


OJ991117 10.0421 


.C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 0421. C7. 


ol4 . tw 


Method 


TBLASTX : Wheat 






Start 


12999 




End 


13118 






GI 


none 




Score 


135 






Exons 


12999. .13118, 13000. 


. 13110 










Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


. C7 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 0421. C7. 


oll.tw 


Method 


TBLASTX: Wheat 






Start 


13593 




End 


14015 






GI 


none 




Score 


72 




f ~= 


Exons 


13593. . 13760, 13648. 


.13761, 


13806. . 14015, 13807. .13959 






Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 




Gene No. 


111112 




Strand 






ru 


Start 


10590 




End 


16199 




f IS. 

L J; 


Name 


OJ991117 10. 0421. C7. 


o9.tm 


Method 


TBLASTX: Maize 




: ; 3 


Start 


13696 




End 


14051 






GI 


none 




Score 


44 




? j 3 


Exons 


13696. .13788, 13698. 


.14051, 


13882. .13959 




s y 


Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.C7 


i -J 


Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 0421. C7. 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


14379 




End 


14684 






GI 


none 




Score 


82 




1 


Exons 


14379. .14684, 14554. 


.14670 










Seq. No. 


52648 




Seq. ID 


OJ991117_10.0421 


.CI 




Gene No. 


111112 




Strand 








Start 


10590 




End 


16199 






Name 


OJ991117 10. 0421. C7. 


o3.np 


Method 


AAT/NAP 






Start 


14384 


End 


16199 






GI 


6983858 




Score 


143 






Exons 


14384. .14433, 15629. 


.16199 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 
internal region (AB014741) [Oryza sativa] 



52648 

111112 

10590 

OJ991117_10.0421.C7.ol0.tw 

14565 

none 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method TBLASTX : Wheat 

End 14927 

Score 140 



53704 



Exons 



14565. .14927, 14566. .14925 



Seq. No. 52648 
Gene No. 111112 
Start 10590 

Name OJ991117_10 . 0421 . C7 . o3 . gp 

Start 15470 
GI 95437_1.R1084 
Exons 15470. .15924 

GI Descrip. ' 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



Seq. ID OJ991117_10.0421.C7 
Strand 

End 16199 

Method AAT/GAP 

End 15924 

Score 786 





Seq. No. 


52649 


Seq. ID 


OJ991117 


_10. 


0421 


.C8 




Gene No. 


111113 


Strand 


+ 










Start 


1 


End 


173 










Name 


OJ991117 10.0421.C8.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


173 










GI 


4680186 


Score 


188 










Exons 


1. .173 














O 1 L/C uLl -L • 


(AF111709) unknown [Oryza sativa subsp. 


indica] 










Seq. No. 


5264 9 


Seq. ID 


OJ991117 


_10. 


0421 


.C8 




Gene No. 


111114 

111114 


Strand 


+ 










Start 


O \J J 


End 


1445 








- — 


Name 


D.TQQ1 1 1 7 10 0421 rft n? nn 

J Jill / 1U • \J *± £. ±. m \^\J . \J • I LfcJ 


Method 


AAT/NAP 








Li! 


Start 


ft 6*3 ~~ 


End 


1445 








§ U 


GI 


5852180 


Score 


565 








f ^ 


F!xnn s 


863. .979, 1031. .1445 














GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 












Seq. No. 


52649 


Seq. ID 


OJ991117 


_10. 


0421 


.C8 


i y 


Gene No. 


111115 


Strand 


+ 








3 


Start 


4902 


End 


11704 








f ^ 


Name 


OJ991117 10.0421.C8.o2.gs 


Method 


GENSCAN 










Start 


4902 


End 


11704 










GI 


none 


Score 


.44 










Exons 


4902. .4979, 5778. .5886, 7902 


..7990, 8803. .8958, 


10758. . 


10934, 






11507. .11704 














Seq. No. 


52649 


Seq. ID 


OJ991117_ 


JL0. 


0421 


.C8 




Gene No. 


111116 


Strand 


+ 










Start 


11935 


End 


14020 










Name 


OJ991117 10.0421.C8.o3.gs 


Method 


GENSCAN 










Start 


11935 


End 


14020 










GI 


none 


Score 


.64 










Exons 


11935. .12525, 12897 .. 13070, 


13112. .14020 










Seq. No. 


52649 


Seq. ID 


OJ991117_ 


_10. 


0421 


.C8 




Gene No. 


111116 


Strand 


+ 










Start 


11935 


End 


14020 










Name 


OJ991117 10.0421.C8.o6.np 


Method 


AAT/NAP 










Start 


12373 


End 


14020 










GI 


5306060 


Score 


1409 










Exons 


12373. . 12525, 12897.. 14020 














GI Descrip. 


(AF156977) ( 1, 4 ) -beta-xylan 


endohydrolase [Triticum 


. aestivum] 



53705 



Seq. No. 


52649 


Seq. ID 


OJ991117JL0.0421 


.C8 


Gene No. 


111117 


Strand 


+ 




Start 


18755 


End 


19316 




Name 


OJ991117 10.0421.C8.o5.gs 


Method 


GENSCAN 




Start 


18755 


End 


19316 




GI 


none 


Score 


.51 




Exons 


18755. .18830, 18865 .. 19034 , 


19135. .19209, 19292.. 19316 




Seq. No. 


52649 


Seq. ID 


OJ991117_10.0421 


.C8 


Gene No . 


111118 


Strand 






Start 


1 


End 


101 




Name 


OJ991117 10.0421.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


101 




GI 


uC-osflcyp033a04bl 


Score 


182 




Exons 


1. .101 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genoi 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


52649 


Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111119 


Strand 






Start 


520 


End 


5419 




Name 


OJ991117 10.0421.C8.ol.gs 


Method 


GENSCAN 




Start 


520 


End 


3728 




GI 


none 


Score 


.44 




Exons 


520. .627, 884. .1006, 1189.. 


1726, 2176. 


.2373, 2467.. 3728 




Seq. No. 


52649 


Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111119 


Strand 






Start 


520 


End 


5419 




Name 


OJ991117 10.0421.C8.o3.np 


Method 


AAT/NAP 




Start 


945 


End 


3728 




GI 


5803259 


Score 


2232 




Exons 


945. .1055, 1591. .1835, 2181 


. .2373, 2467. .3728 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52649 
111119 
520 

OJ991117_10.0421.C8.o4 .np 
2960 
5922623 

2960. .2987, 4572. .4647, 4815. .4962, 5339. .5419 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991117_10.0421.C8 
Strand 

End 5419 

Method AAT/NAP 

End 5419 

Score 360 



52649 
111120 
5415 

OJ991117_10.0421.C8 .o5.np 
5415 
4493973 
5415. .5584 

(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w) , 
Hypothetical protein, len: 489 aa [Plasmodium falciparum] 



Seq. ID OJ991117_10.0421.C8 
Strand 

End 5584 

Method AAT/NAP 

End 5584 

Score 118 



Seq. No. 



52649 



Seq. ID OJ991117_10.0421.C8 



53706 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



111121 Strand 

15564 End 16604 

OJ991117_10.0421.C8.o7.np Method AAT/NAP 

15462 End 15772 

131225 Score 79 
15462. .15772 

PHOTOSYSTEM I REACTION CENTRE SUBUNIT XI PRECURSOR (SUBUNIT V) 

(PSI-L) gi | 100605 Ipir | IA39759 photosystem I 18K protein 

precursor - barley gi 1167087 (M61146) photosystem I hydrophobic 
protein [Hordeum vulgare] 



Seq. No. 52649 

Gene No. 111121 

Start 15564 

Name OJ991117_10 . 0421 . C8 . o4 . gs 

Start 15564 

GI none 
Exons 



Seq. ID OJ991117 10. 0421. C8 



Strand 
End 

Method 

End 

Score 



16604 
GENS CAN 
16604 
.53 



15564. .15636, 16029 .. 16257, 16580. .16604 



Seq. No. 
Gene No. 
Start 
Name 
„ Start 

q gi 

%d Exons 

ffj GI Descrip. 

f* Seq. No. 

JZ Gene No. 

^ Start 

s J Name 

fll Start 

Exons 



52649 Seq. ID 

111122 Strand 

18075 End 18503 

OJ991117_10 . 0421 .C8 . 08 . np Method AAT/NAP 

18075 End 18503 

6539570 Score 236 
18075. .18141, 18301. .18503 

(AP000836) hypothetical protein [Oryza sativa] 



OJ991117 10. 0421. C8 



52649 Seq. ID 

111123 Strand 

18630 End 

OJ991117_10 . 0421 . C8 . o2 . ts Method 

12981 End 

none Score 



OJ991117_10.0421.C8 
18705 

TBLASTX : Soybean 

13300 

109 



12981. .13082, 12986. .13081, 13088 .. 13300, 13090.. 13266 



Seq. No. 52649 

Gene No. 111123 

Start 18630 

Name 0 J991 1 1 7_1 0 . 04 2 1 . C8 . o2 . tm 

Start 13117 

GI none 
Exons 



Seq. ID OJ991117_10.0421.C8 
Strand 

End 18705 

Method TBLASTX : Mai ze 

End 13348 

Score 298 



13117. .13266, 13118. .13348, 13318.. 13344 



Seq. No. 


52649 




Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111123 




Strand 






Start 


18630 




End 


18705 




Name 


OJ991117 10. 0421. C8 


ol. tc 


Method 


TBLASTX: Cress 




Start 


13259 




End 


13687 




GI 


none 




Score 


257 




Exons 


13259. .13573, 13628 


.13687 








Seq. No. 


52649 




Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111123 




Strand 






Start 


18630 




End 


18705 




Name 


OJ991117 10. 0421. C8 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


13316 




End 


13954 





53707 



O J. 


none 




Score 


215 




TT von <? 


13316. . 13573, 13628 


. 13954, 


13708. .13953 




Seq. No. 


52649 




Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111123 




Strand 






Start 


18630 




End 


18705 




Name 


OJ991117 10 0421 C8 


ol . tm 


Method 


TBLASTX: Maize 




OLdi I 


13655 ~ 




End 


14011 




(IT 


none 




Score 


440 






13655 . . 14011, 13655 


. 13726, 


13708. .14001 




Seq. No. 


52649 




Seq. ID 


OJ991117_10.0421 


.C8 


Gene No. 


111123 




Strand 






Start 


18630 




End 


18705 




Name 


OJ991117 10. 0421. C8 


o2 . tc 


Method 


TBLASTX : Cress 




Start 


13697 




End 


14011 




GI 


none 




Score 


249 




Exons 


13697. .14011, 13699 


. .13905 









Seq. No. 

Gene No. 

Start 

Name 
£3 Start 
O GI 
f*% Exons 
!!! GI Descrip. 



52649 Seq. ID OJ991117_10 . 0421 . C8 

111123 Strand 

18630 End 18705 

OJ991117_10.0421.C8 .o9.np Method AAT/NAP 

18630 End 18705 

6630699 Score 71 

18630. .18705 

(AP000969) hypothetical pro'tein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



k l Seq. No. 

?["« Gene No. 

* y Start 

I Name 

C3 Start 
GI 

Li Exons 



52650 

111124 

298 

OJ991117 

298 

none 

298. .568 



10.0421.C9.ol.gs 



Seq. ID OJ991117_10.0421.C9 

Strand + 

End 568 

Method GENSCAN 

End 568 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52650 

111125 

540 

OJ991117_ 
540 

5922620 
540. .593, 
(AP000492 



Seq. ID OJ991117_10.0421.C9 

Strand + 

End 2208 

Method AAT/NAP 

End 2208 

Score 378 
1751.. 2076, 2113.. 2208 
EST D15357 (C0514) corresponds to a region of the 



10.0421.C9.ol.np 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 52650 Seq. ID 

Gene No. 111126 Strand 

Start 14 37 End 

Name OJ991117_10 . 0421 . C9 . o2 . gs Method 

Start 1437 End 

GI none Score 



OJ991117_10.0421.C9 

1549 
GENSCAN 
1549 
.84 



53708 



Exons 


1437. . 1549 














Seq. No. 


52651 




Seq.. ID 


OJ991117_ 


10, 


.0421. 


C10 


Gene No. 


111127 




Strand 


+ 








Start 


301 




End 


1228 








Name 


OJ991117 10. 0421. CIO. ol 


. as 


Method 


GENSCAN 








Start 


301 




End 


1228 








GI 


none 




Score 


. 42 








Exons 


301. .470, 1115. .1228 














Seq. No. 


52651 




Seq. ID 


OJ991117 


10, 


. 0421. 


C10 


Gene No. 


111128 




Strand 


+ 








Start 


16170 




End 


18960 








Name 


OJ991117 10. 0421. C10. 06 


.np 


Method 


AAT/NAP 








Start 


16170 




End 


18960 








GI 


5902444 




Score 


2151 








Exons 


16170. .17892, 18744. .18960 












GI Descrip. 


(AB030283).. GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


52651 




Seq. ID 


OJ991117_ 


10. 


, 0421. 


C10 


Gene No. 


111129 




Strand 










Start 


809 




End 


1237 








Name 


OJ991117 10. 0421. C10. ol 


.np 


Method 


AAT/NAP 








Start 


809 




End 


1237 








GI 


6539570 




Score 


234 








Exons 


809. .875, 1035. .1237 














GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52651 




Seq. ID 


OJ991117_ 


10, 


,0421. 


C10 


Gene No. 


111130 




Strand 










Start 


1564 




End 


3452 








Name 


OJ991117 10. 0421. C10. o2 


. np 


Method 


AAT/NAP 








Start 


1364 




End 


2708 








GI 


6630699 




Score 


80 








Exons 


1364. .1446, 2537. .2708 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 









gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


52651 






Seq. ID 


OJ991117_10.0421 


.C10 


Gene No. 


111130 






Strand 






Start 


1564 






End 


3452 




Name 


OJ991117 10 


.0421. C10. o2 


. gs 


Method 


GENSCAN 




Start 


1564 






End 


3452 




GI 


none 






Score 


.46 




Exons 


1564. .1628, 


2243. .3452 










Seq. No. 


52651 






Seq. ID 


OJ991117_10.0421 


.C10 


Gene No. 


111130 






Strand 






Start 


1564 






End 


3452 




Name 


OJ991117 10 


.0421. C10. o3 


.np 


Method 


AAT/NAP 




Start 


1854 






End 


3054 




GI 


6997177 






Score 


824 




Exons 


1854. .3054 












GI Descrip. 


(AC023839) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


52651 






Seq. ID 


OJ991117_10.0421 


.C10 



53709 



Gene No. 


111131 


Strand 




Start 


6148 


End 


8837 


Name 


OJ991117 10. 0421 .C10.o3.gs 


Method 


GENSCAN 


Start 


6148 


End 


8837 


GI 


none 


Score 


.84 


Exons 


6148. .7410, 7676. .7691, 8089.. 


8837 




Seq. No. 


52651 


Seq. ID 


OJ991117 10.0421. 


Gene No. 


111131 


Strand 




Start 


6148 


End 


8837 


Name 


OJ991117 10.0421.C10.o4.np 


Method 


AAT/NAP 


Start 


6190 


End 


8822 


GI 


6016732 


Score 


1210 


Exons 


6190. .7410, 8089. .8822 






GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 




gi|6091719|gb|AAF03431.1|AC010797 7 (AC010797) hypotheti 




protein [Arabidopsis thaliana] 






Seq. No. 


52651 


Seq. ID 


OJ991117_10.0421. 


Gene No . 


111132 


Strand 




Start 


12637 


End 


13465 


Name 


OJ991117 10.0421.C10.o5.np 


Method 


AAT/NAP 


Start 


12637 


End 


13465 


GI 


6063554 


Score 


210 


Exons 


12637. .12811, 13437. .13465 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E0 




correspond to a region of the predicted gene.; hypotheti 




protein [Oryza sativa] 






Seq. No. 


52651 


Seq. ID 


OJ991117__10.0421. 


Gene No. 


111133 


Strand 




Start 


18184 


End 


18646 


Name 


OJ991117 10.0421.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


2019 


End 


2457 


GI 


none 


Score 


65 


Exons 


2019. .2084, 2064. .2126, 2124.. 


2456, 2125.. 2265, 2196.. 24 




2296. .2457 






Seq. No. 


52651 


Seq. ID 


OJ991117_10.0421. 


Gene No. 


111133 


Strand 




Start 


18184 


End 


18646 


Name 


OJ991117 10.0421-C10.ol-tw 


Method 


TBLASTX: Wheat 


Start 


2031 


End 


2445 


GI 


none 


Score 


117 


Exons 


2031.. 2267, 2031.. 2267, 2262.. 


2438, 2262. .2444, 2302. .24 


Seq. No. 


52651 


Seq. ID 


OJ991117_10.0421. 


Gene No. 


111133 


Strand 




Start 


18184 


End 


18646 


Name 


OJ991117 10.0421.C10.o4.tw 


Method 


TBLASTX: Wheat 


Start 


2445 


End 


2627 


GI 


none 


Score 


115 


Exons 


2445. .2627, 2470. .2619 






Seq. No. 


52651 


Seq. ID 


OJ991117_10.0421. 


Gene No. 


111133 


Strand 




Start 


18184 


End 


18646 



53710 



Name 

Start 

GI 

Exons 



OJ991117_10. 0421. CIO. o5.tm Method 
24 63 End 
none Score 
2463. .2666, 2463. .2666, 2464. .2667 



TBLASTX: Maize 

2667 

92 



Seq. No. 52651 
Gene No. 111133 
Start 18184 

Name OJ991117_10. 0421 .CIO. ol'.tm 

Start 6173 
GI none 

Exons 6173.. 6241, 6193.. 6240, 6242. 

6632. .6706, 6641. .6718, 6730. 
6860. .7012, 6862. .7134, 7079. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 10. 0421. C10 



18646 

TBLASTX: Maize 
7212 
73 

6283, 6412. .6555, 6515. .6556, 
6855, 6779.. 6856, 6860.. 7141, 
7141, 7162. .7212, 7174. .7212 



Seq. No. 52651 Seq. ID 

Gene No. 111133 Strand 

Start 18184 End 

Name OJ991117_10 . 0421 . C10 . o2 . ts Method 

Start 6787 End 

GI none Score 

Exons 6787.. 7104, 6788.. 7105 



OJ991117_10. 0421. C10 
18646 

TBLASTX : Soybean 

7105 

219 



ss. 



Seq. No. 52651 

Gene No. 111133 

Start 18184 

Name OJ991117_10 . 0421 .C10 . o3 . tw 

Start 6790 

GI none 

Exons 6790.. 6966, 6791.. 6856, 6862. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7146, 6863. .7147 



OJ991117_10. 0421. C10 
18646 

TBLASTX: Wheat 
7147 
47 



Seq. No. 52651 
Gene No. 111133 
Start 18184 

Name OJ991117_10 . 0421 . C10 . o3 . tm 

Start 7300 
GI none 

Exons 7300.. 7416, 7301.. 7414, 8083. 

8202. .8288, 8204. .8287, 8232. 
8313.. 8522, 8331.. 8450 



Seq. ID OJ991117JL0. 0421. C10 
Strand 

End 18646 
Method TBLASTX: Maize 
End 8522 
Score 107 

.8163, 8087. .8155, 8196. .8279, 
.8381, 8270. .8380, 8273.-8398, 



Seq. No. 52651 

Gene No. 111133 

Start 18184 

Name OJ991117_10 . 0421 . C10 . ol . ts 

Start 7339 

GI none 

Exons 7339.. 7416, 8083.. 8163, 8193. 
8637.. 8813, 8734.. 8808 



Seq. ID OJ991117JL0. 0421. C10 
Strand 

End 18646 

Method TBLASTX : Soybean 

End 8813 

Score 97 

.8522, 8289..8444, 8629. .8676, 



Seq. No. 52651 

Gene No. 111133 

Start 18184 

Name OJ991117_10 . 0421 .C10 .o4 . tm 

Start 8562 

GI none 

Exons 8562.. 8810, 8629.-8676, 8731. 



Seq. ID OJ991117_10. 0421. C10 
Strand 

End 18646 

Method TBLASTX: Maize 

End 8810 

Score 4 9 
.8808 



53711 



Seq. No. 


52651 




Seq. ID 


OJ991117 


_10 . 0421 


-C10 


Gene No. 


111133 




Strand 








Start 


18184 




End 


18646 






Name 


OJ991117 10. 


0421. C10. ol.tc 


Method 


TBLASTX: 


Cress 




Start 


8629 




End 


8825 






GI 


none 




Score 


138 






Exons 


8629. .8808, 


8637. .8825 










Seq. No. 


52651 




Seq. ID 


OJ991117 


_10.0421 


. C10 


Gene No. 


111133 




Strand 








Start 


18184 




End 


18646 






Name 


OJ991117 10. 


0421. C10. o2.tw 


Method 


TBLASTX: Wheat 




Start 


17487 




End 


17888 






GI 


none 




Score 


276 






Exons 


17487. .17888 










Seq. No. 


52651 




Seq. ID 


OJ991117 


_10.0421 


. C10 


Gene No. 


111133 




Strand 








Start 


18184 




End 


18646 






Name 


OJ991117_10. 


0421. C10. o5.gs 


Method 


GEN SCAN 






Start 


18184 




End 


18646 






GI 


none 




Score 


.87 






Exons 


18184 . . 18230 


i, 18637 . . 18646 










Seq. No. 


52652 




Seq. ID 


OJ991117 


JL3.0421 


.CI 


Gene No. 


111134 




Strand 


+ 






Start 


215 




End 


268 






Name 


OJ991117_13. 


0421.Cl.ol.gp 


Method 


AAT/GAP 






Start 


215 




End 


268 






GI 


3759960 




Score 


57 






Exons 


215. .268 












Seq. No. 


52653 




Seq. ID 


OJ991117 


_13.0421 


.C2 


Gene No. 


111135 




Strand 


+ 






Start 


562 




End 


702 






Name 


OJ991117 13. 


0421.C2.ol.gs 


Method 


GENSCAN 






Start 


562 




End 


702 






GI 


none 




Score 


.54 






Exons 


562. .702 












Seq. No. 


52653 




Seq. ID 


OJ991117 


JL3.0421 


.C2 


Gene No. 


111136 




Strand 


+ 






Start 


1852 




End 


2337 






Name 


OJ991117 13. 


0421.C2.o2.gs 


Method 


GENSCAN 






Start 


1852 




End 


2337 






GI 


none 




Score 


.66 






Exons 


1852. .1914, 


1976. .2072, 2189. 


.2337 








Seq. No. 


52653 




Seq. ID 


OJ991117 


JL3.0421 


.C2 


Gene No. 


111137 




Strand 


+ 






Start 


4488 




End 


9225 






Name 


OJ991117 13. 


0421.C2.ol.np 


Method 


AAT/NAP 






Start 


3893 




End 


9038 






GI 


2342682 




Score 


790 






Exons 


3893. .3994, 


6184.. 6273, 6960. 


.7078, 7599.. 7759, 


7842. .8015, 




8205. .8268, 


8354. .8423, 8904. 


.9038 









53712 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC000106) Contains similarity to Rattus AMP-activated protein 
kinase (gb|X95577). [Arabidopsis thaliana] 



52653 

111137 

4488 

OJ991117_13.0421.C2.o3.gs 

4488 

none 



Seq. ID OJ991117_13.0421.C2 

Strand + 

End 9225 

Method GENSCAN 

End 9080 

Score .86 



4488..4499, 5166. .5300, 6960. .7091, 7615. .7759, 7842. .8015, 
8205. .8268, 8354. .8423, 8904. .9080 



52653 

111137 

4488 

OJ991117_13.0421.C2.ol.gp 
7603 

36420 1.R1084 



Seq. ID OJ991117_13.0421.C2 

Strand + 

End 9225 

Method AAT/GAP 

End 9225 

Score 1260 



7603. .7759, 7842. .8015, 8205. .8268, 8354. .8423, 8904. .9021, 
9113. .9225 

f 2342682 4.0e-79 (AC000106) Contains similarity to Rattus 
AMP-activated protein kinase (gb_X95577) . [Arabidopsis 
thaliana] 1 



OJ991117_13.0421.C2 
+ 



52653 Seq. ID 

111138 Strand 
10209 End 12356 

OJ991117_13 . 0421 . C2 . o2 . np Method AAT/NAP 

10209 End 12136 

134034 Score 615 

10209. .10359, 10539. .10642, 11407 .. 11823, 11903.. 12136 
30S RIBOSOMAL PROTEIN S30, CHLOROPLAST PRECURSOR (CS-S5) (CSS) 
(S22) (RIBOSOMAL PROTEIN 1) (PSRP-1) gi | 27 9640 | pir | | R3SPS5 
ribosomal protein CS-S22 precursor, chloroplast - spinach 
gi 1 12316 | emb | CAA41960 | (X59270) chloroplast ribosomal protein 
S22 [Spinacia oleracea] gi | 18031 | emb | CAA33403 | (X15344) spinach 
S22 r-protein [Spinacia oleracea] 



52653 

111138 

10209 

OJ991117_13.0421.C2.o2.gp 
10460 

1312 1.R1084 



OJ991117_13.0421.C2 
+ 

12356 
AAT/GAP 
12356 
1956 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
10460. .10642, 11407. .11826, 11903. .12356 

•170131 3.0e-65 (M55322) ribosomal protein 30S subunit [Spinacia 
oleracea] 1 

52653 Seq. ID OJ991117_13 . 0421 . C2 

111138 Strand + 

10209 End 12356 

OJ991117_13 . 0421 . C2 . o5 . gs Method GENSCAN 

11373 End 12139 

none Score .82 

11373. .11381, 11407. .11826, 11903. .12139 



Seq. No. 



52653 



Seq. ID OJ991117_13.0421.C2 



53713 



Gene No. 


111139 


Strand 


+ 






Start 


18955 


End 


21884 






Name 


OJ991117 13.0421.C2.o8.gs 


Method 


GENSCAN 






Start 


18955 ~ 


End 


21884 






GI 


none 


Score 


. 92 






Exons 


18955. . 19170, 21789. .21884 










Seq. No. 


52653 


Seq. ID 


OJ991117 


13. 


0421. C2 


Gene No. 


111140 


Strand 


+ 






Start 


28572 


End 


30174 






Name 


OJ991117 13.0421.C2.o3.gp 


Method 


AAT/GAP 






Start 


28572 


End 


30174 






GI 


1016 1.R1084 


Score 


3165 






Exons 


28572. .30174 










GI Descrip. 


•1854637 O.Oe+00 (U50333) 


gibberellin 


C-20 oxidase 


[Oryza 




sativa] 1 










Seq. No. 


52653 


Seq. ID 


OJ991117_ 


13. 


0421. C2 


Gene No. 


111140 


Strand 


+ 






Start 


28572 


End 


30174 






Name 


OJ991117_13.0421.C2.o3.np 


Method 


AAT/NAP 






Start 


28743 


End 


29858 






GI 


7433224 


Score 


1925 






Exons 


28743. .29858 










GI Descrip . 


probable gibberellin C-20 


oxidase (EC 


1.14.11.-) 




rice 




gi | 1854 637 | gb | AAB48239 . 1 | 


(U50333) gibberellin C 


-20 


1 oxidas* 




[Oryza sativa] 










Seq. No. 


52653 


Seq. ID 


OJ991117_ 


13. 


0421. C2 


Gene No. 


111141 


Strand 








Start 


12434 


End 


13745 






Name 


OJ991117 13.0421.C2.o6.gs 


Method 


GENSCAN 






Start 


12434 


End 


13745 






GI 


none 


Score 


.75 






Exons 


12434. .12476, 12795.. 13004 


, 13078. .13133, 13255. 


.13410, 



13524. .13745 



Seq. No. 52653 
Gene No. 111142 
Start 36211 

Name OJ991117_13 . 0421 . C2 . o7 . tm 

Start 5153 
GI none 

Exons 5153.. 5302, 5154.. 5303, 5164. 

5377. .5442, 6180. .6275, 6181. 
6963.. 7091, 7600.. 7761, 7608. 



OJ991117 13. 0421. C2 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5301, 
.6276, 

.7763, 7843. .7878, 7844. .7873 



36331 

TBLASTX: Maize 
7878 
99 

5165. .5302, 5375. .5437, 
6942. .7097, 6959. .7087, 



Seq. No. 52653 

Gene No. 111142 

Start 36211 

Name OJ991117_13 . 0421 . C2 . o2 . ts 

Start 7636 

GI none 

Exons 7636.. 7767, 7638.. 7766, 7840. 

Seq. No. 52653 

Gene No. 111142 



Seq. ID OJ991117_13.0421.C2 
Strand 

End 36331 

Method TBLASTX : Soybean 

End 8019 

Score 166 
.8019, 7841. .8014 

Seq. ID OJ991117_13.0421.C2 
Strand 



53714 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o8.tm 


Method 


TBLASTX: Maize 


Start 


7879 




End 


8425 


GI 


none 




Score 


201 


Exons 


7879. .8013, 


7880. .8026, 7880 


..8017, 8019.. 8048, 8020.. 8049, 




8175. . 8255, 


8178. .8267, 8180 


..8266, 8350.. 8424, 8352.. 8423, 




8354. .8425 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o4.ts 


Method 


TBLASTX : Soybean 


Start 


8231 




End 


9207 


GI 


none 




Score 


42 


Exons 


8231 . . 8260, 


8352. .8423, 8874 


..9020, 8 


901.. 9023, 8903.. 9061, 




9111. . 9197, 


9112. . 9207 






Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o3. tm 


Method 


TBLASTX: Maize 


Start 


8889 




End 


9232 


GI 


none 




Score 


222 


Exons 


8889. . 9023, 


8889. . 9020, 8900 


..9061, 9111. .9200, 9112. .9201, 




9113. . 9232 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


10483 




End 


11639 


GI 


none 




Score 


36 


Exons 


10483. .10506, 10487. .10507, 


10555. .10626, 1058 9. .1064 5, 




11404. .11637, 11445. .11639 






Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


■ OJ991117 13. 


0421.C2.o5.ts 


Method 


TBLASTX : Soybean 


Start 


10589 




End 


11607 


GI 


none 




Score 


79 


Exons 


10589. .10645 


, 11356. .11514, 


11445. .11519, 11508. .11603, 




11509. .11607 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


11499 




End 


12093 


GI 


none 




Score 


167 


Exons 


11499. .11633, 11500. .11637, 


11900. .12091, 11905. .12078, 




11980. .12093 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421.C2 


Gene No. 


111142 




Strand 




Start 


36211 




End 


36331 


Name 


OJ991117 13. 


0421.C2.o6.ts 


Method 


TBLASTX : Soybean 



53715 




Start 


11900 




End 


12091 




GI 


none 




Score 


191 




Exons 


11900. .12049, 11902 


. .12048, 


11993. .12091 




Seq. No. 


52653 




Seq. ID 


OJ991117_13. 0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


11908 




End 


12079 




GI 


none 




Score 


252 




Exons 


11908. .12078, 11909 


. .12079 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


28779 




End 


29824 




GI 


none 




Score 


72 




Exons 


28779. .28868, 28926 


. .29159, 


28937. .29167, 29244 .. 29336, 






29328. .29822, 29343 


. .29576, 


29372. .29662, 29738.. 29824 




Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


28779 




End 


29162 




GI 


none 




Score 


127 




Exons 


28779. .28907, 28779 


. .28892, 


28875. .29162, 28919. .29155 




Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


28913 




End 


29165 




GI 


none 




Score 


300 




Exons 


28913. .29149, 28914 


. .29165 








Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


29238 




End 


29822 




GI 


none 




Score 


87 




Exons 


29238..29327, 29324 


. .29662, 


29349. .29822, 29741.. 29821 




Seq. No. 


52653 




Seq. ID 


OJ991117__13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


29510 




End 


29822 




GI 


none 




Score 


210 




Exons 


29510. .29662, 29511 


. .29717, 


29721. .29822, 29738.. 29809 




Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117 13. 0421. C2 


.o2. tw 


Method 


TBLASTX: Wheat 





53716 



Start 


30620 




End 


31009 




GI 


none 




Score 


80 




Exons 


30620. .30799, 30847. .30990, 


30848. .31009 




Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117_13 . 0421 .C2 . o4 . tm 




Method 


TBLASTX: Maize 




Start 


30948 




■End 


31228 




GI 


none 




Score 


68 




Exons 


30948 .. 31073, 3094 9 .. 311.4 6, 


30953. .31228 




Seq. No. 


52653 




Seq. ID 


OJ991117JL3.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117_13 . 0421 . C2 .ol . tw 




Method 


TBLASTX: Wheat 




Start 


31016 




End 


31417 




GI 


none 




Score 


121 




Exons 


31016.. 31165, 31244.. 314 17 










Seq. No. 


52653 




Seq. ID 


OJ991117_13.0421 


.C2 


Gene No. 


111142 




Strand 






Start 


36211 




End 


36331 




Name 


OJ991117_13 . 0421 .C2 .ol2 . gs 




Method 


GENSCAN 




Start 


36211 




End 


36331 




GI 


none 




Score 


.85 




Exons 


36211. . 36331 










Seq. No. 


52654 




Seq. ID 


OJ991117_13.0421 


.C3 


Gene No. 


111143 




Strand 






Start 


137 




End 


232 




Name 


OJ991117 13.0421.C3.ol.gp 




Method 


AAT/GAP 




Start 


137 




End 


232 




GI 


LIB3477-003-P1-K1-E9 




Score 


144 




Exons 


137. .232 










GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 










Seq. No. 


52655 




Seq. ID 


OJ991117_12.0421 


.CI 


Gene No. 


111144 




Strand 


+ 




Start 


1 




End 


74 




Name 


OJ991117 12.0421.Cl.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


74 




GI 


3760973 




Score 


125 




Exons 


1. .74 










GI Descrip. 


3402817/emb|CAA07704 | 2.0e-19 


(AJ007829) lacZ' [Cloning 


vector 




pGreen] 










Seq. No. 


52655 




Seq. ID 


OJ991117_12.0421 


.CI 


Gene No. 


111145 




Strand 


+ 




Start 


4075 




End 


6025 




Name 


OJ991117 12.0421.Cl.o2.gs 




Method 


GENSCAN 




Start 


4075 




End 


5015 




GI 


none 




Score • 


.72 




Exons 


4075. .4491, 4602. .4791, 4864 




5015 







53717 



Seq. No. 


52655 


Seq. ID 


OJ991117_12.0421.C1 


Gene No. 


111145 


Strand 


+ 


Start 


4075 


End 


6025 


Name 


OJ991117 12.0421.Cl.o2.np 


Method 


AAT/NAP 


Start 


4512 


End 


6025 


GI 


5042424 


Score 


265 


Exons 


4512.. 4791, 5906.. 6025 






GI Descrip. 


(AC006193) Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


52655 


Seq. ID 


OJ991117 12 04 21 n 


Gene No. 


111146 


Strand 




Start 


117 


End 


3068 


Name 


OJ991117 12.0421.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


6 


End 


2083 


GI 


none 


Score 


51 


Exons 


6. .59, 13. .60, 98. .145, 108. .146, 109. 


.144, 245. .319, 249. 




249. .320, 253. .321, 1787.. 


1912, 1790.. 


1924, 1852. .1914, 




2042.. 2083, 2045.. 2080 






Seq. No. 


52655 


Seq. ID 


OJ991117_12.0421.C1 


Gene No. 


111146 


Strand 




Start 


117 


End 


3068 


Name 


OJ991117 12.0421.Cl.ol.np 


Method 


AAT/NAP 


Start 


117 


End 


2088 


GI 


6912488 


Score 


255 


Exons 


117. .146, 248. .320, 1788.. 


1911, 2043.. 


2088 



320, 



GI Descrip. U6 snRNA-associated Sm-like protein gi | 52 628 60 | emb | CAB4 58 68 . 1 1 
(AJ238097) Lsm5 protein [Homo sapiens] 
gi|5919151|gb|AAD56229.1|AF182291__l (AF182291) U6 
snRNA-associated Sm-like protein LSm5 [Homo sapiens] 



Seq. No. 52655 

Gene No. 111146 

Start 117 

Name OJ991117_12 . 0421 .CI . ol . ts 

Start 118 

GI none 

Exons 118. .144, 126. .146, 245. .319, 
1790. .1924, 1833. .1913, 1852. 



Seq. ID OJ991117_12.0421.C1 
Strand 
End 

Method 
End 
Score 
249. .320, 



3068 

TBLASTX: Soybean 

2070 

37 

1784. .1912, 1788, 



1913, 



1914, 2044.. 2070 



Seq. No. 52655 

Gene No. 111146 

Start 117 

Name OJ991117_12 . 0421 .CI .ol .gs 

Start 198 

GI none 

Exons 198.. 320, 1788.. 1911, 2043, 
3017. .3068 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_12.0421.C1 

3068 
GENSCAN 
3068 
.83 



,2142, 2620.. 2727, 2804. .2916, 



Seq. No. 52655 Seq. ID 

Gene No. 111147 Strand 

Start 4559 End 

Name OJ991117_12 . 0421 . CI . ol . tm Method 

Start 4559 End 

GI none Score 

Exons 4559. .4789, 4560. .4796, 5904. .5996, 5905. .5991, 5992. .6024, 
5993. .6025 



OJ991117_12.0421.C1 
6025 

TBLASTX: Maize 

6025 

318 



53718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
[1 Name 
= g Start 

li gi 

Exons 



52656 
111148 
1 

OJ991117_12.0421.C2.ol.gp 
1 

22646_1.R1084 
1. .731 

, 5042424/gb|AAD38263.1|AC006193_19 2.0e-43 (AC006193 
Hypothetical Protein [Arabidopsis thaliana] 1 



Seq. ID OJ991117_12.0421.C2 
Strand + 

731 

AAT/GAP 
731 
1454 



End 

Method 

End 

Score 



52656 
111148 
1 

OJ991117_12 .0421.C2.ol.np 
1 

5042424 
1..426 

(AC006193) Hypothetical Protein [Arabidopsis thaliana] 



Seq. ID OJ991117_12.0421.C2 

Strand + 

End 731 

Method AAT/NAP 

End 426 

Score 384 



52656 

111148 

1 

OJ991117_12.0421.C2.ol.gs 
43 

none 
43. .420 



Seq. ID OJ991117_12.0421.C2 

Strand + 

End 731 

Method GEN SCAN 

End 420 

Score .83 



Seq. No. 52656 

Gene No. 111149 

Start 1054 

Name OJ991117_12 . 0421 . C2 . ol . tm 

Start 1 

GI none 

Exons 1..258, 3. .257 



Seq. ID OJ991117_12.0421.C2 
Strand 

End 1941 

Method TBLASTX : Mai ze 

End 258 

Score 372 



Seq. No. 52656 

Gene No. 111149 

Start 1054 

Name OJ991117_12 . 0421 . C2 . ol . tw 

Start 34 

GI none 

Exons 34. .384, 36. .383, 42. .440 



Seq. ID OJ991117_12.0421.C2 
Strand 

End 1941 

Method TBLASTX : Wheat 

End 440 

Score 4 95 



Seq. No. 52656 
Gene No. 111149 
Start 1054 

Name OJ991117_12 . 0421 . C2 . o2 . gp 

Start 1054 

GI LIB34 32-023-P1-K1-D4 

Exons 1054.. 1408, 1787.. 1885 

GI Descrip. ' 3702632/emb | CAA21225 | 2.0e-10 (AL031824) putative 

transcriptional regulator [Schizosaccharomyces pombe] 
>gi_3859080_emb_CAA21957_ (AL033406) putative alcohol 
dehydrogenase repressor protein [Schizosaccharomyces pombe] 1 



Seq. ID OJ991117_12.0421.C2 
Strand 

1941 
AAT/GAP 
1885 
830 



End 

Method 

End 

Score 



Seq. No. 



52656 



Seq. ID OJ991117_12.0421.C2 



53719 




Gene No. 


111149 






Strand 






Start 


1054 






End 


1941 




lvalue 


OJ991117 12 


0421 C2 o3 


tm 


Method 


TBLASTX: Maize 




cjf art 


1084 ~ 






End 


1259 




V3X 


none 






Score 


152 • 






1084 1128, 


1125 . . 1250, 


1127 . 


.1258, 1128. .1259 




Seq. No. 


52656 






Seq. ID 


OJ991117_12.0421 


.C2 


Gene No. 


111149 






Strand 






Start 


1054 






End 


1941 




Name 


OJ991117 12 


.0421. C2 .o2. 




Method 


GENSCAN 




Start 


1112 ~~ 






End 


1934 




GI 


none 






Score 


.86 




TTy Of! ^ 

J_t \m/ 1 1 


1112 1408. 


1787 1934 










Seq. No. 


52656 






Seq. ID 


OJ991117__12.0421 


.C2 


Gene No. 


111149 






Strand 






Start 


1054 






End 


1941 




Name 


OJ991117 12 

\JKJ „✓ X X X I X £• 


0421 C2 ol 


ts 


Method 


TBLASTX: Soybean 




Start 


1127 _ 






End 


1292 




GI 


none 






Score 


111 






1127 1291 

X X £. f . • X ~/ X , 


1140 1292 












52656 






Seq. ID 


OJ991117_12.0421 


.C2 


Gene No. 


111149 






Strand 






Start 


1054 






End 


1941 




Name 


OJ991117 12 

~/ _/ X X X r X 


0421 C2 o2 


tm 


Method 


TBLASTX: Maize 






1260 ~~ 






End 


1941 




GI 


none 






Score 


195 




tt von 


1260 1409 


1260 1409 


1261 . 


.1416, 1778. .1933, 1782. .1934 




1784 1936 


1831 1941 


1879 . 


.1941 






Seq. No. 


52657 






Seq. ID 


OJ991117_12.0421 


.C3 


Gene No. 


111150 






Strand 






Start 


52 






End 


2628 




Name 


OJ991117 12 

V/U _/ _/ X X X J X c. 


0421 C3 ol 


nn 


Method 


AAT/GAP 




t-> tai. U 


52 _ 






End 


516 




GI 


none 






Score 


795 




Exons 


52 516 












Seq. No. 


52657 






Seq. ID 


OJ991117_12.0421 


.C3 


Gene No. 


111150 






Strand 






Start 


52 






End 


2628 




Name 


OJ991117 12 


.0421.C3.ol. 


gs 


Method 


GENSCAN 




Start 


389 






End 


2613 




\J X 


none 






Score 


.81 




F.vnn <^ 

Xj *VW1 1 o 


389. .498, 636. .757, 1401. .1460, 2078.. 


2141, 2428. .2613 




Corf 


52657 






Seq. ID 


OJ991117_12.0421 


.C3 


Gene No . 


111150 






Strand 






Start 


52 






End 


2628 




Name 


OJ991117 12 


.0421.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


636 






End 


1942 




GI 


none 






Score 


155 




Exons 


636.. 758, 636.. 740, 637 


. .759, 


638.. 760, 638.. 760, 1313. 


.14 




1329. .1403, 


1330. .1419, 


1892. 


.1942, 1892.. 1942 





53720 




Seq. No. 


52657 


Seq. ID 


OJ991117_12.0421.C3 


Gene No. 


111150 


Strand 




Start 


52 


End 


2628 


Name 


OJ991117 12 


• 0421 . C3 . o2 . gp Method 


AAT/GAP 


Start 


1318 


End 


2628 


GI 


2428531 


Score 


784 


Exons 


1318. .1400, 


1893. .1942, 2078. .2127, 2267. .2346, 2428.-2628 


Seq. No. 


52658 


Seq. ID 


OJ991117_12 . 04 21 . C4 


Gene No. 


111151 


Strand 


+ 


Start 


2148 


End 


2368 


Name 


OJ991117 12 


-0421.C4.ol.gs Method 


GENSCAN 


Start 


2148 


End 


2368 


GI 


none 


Score 


. 82 


Exons 


2148. .2175, 


2303. .2368 




Seq. No. 


52659 


Seq. ID 


OJ991117_12 . 04 21 .C5 


Gene No. 


111152 


Strand 


+ 


Start 


376 


End 


4800 


Name 


OJ991117 12 


.0421.C5.ol.gs Method 


GENSCAN 


Start 


376 


End 


4800 


GI 


none 


Score 


.4 


Exons 


376. .685, 969. .1047, 1052. .1185, 2562. 


.4295, 4579..46S7, 




4701. .4800 






Seq. No. 


52659 


Seq. ID 


OJ991117_12.0421.C5 


Gene No . 


111152 


Strand 


+ 


Start 


376 


End 


4800 


Name 


OJ991117 12 


.0421 .C5.ol.np Method 


AAT/NAP 


Start 


376 


End 


4697 


GI 


6815052 


Score 


2318 


Exons 


376. .529, 611. .685, 969. .1086, 1384. .1483, 2343.-2435, 




3218. .3353, 


3402. .4139, 4221. .4295, 4579. .4697 


GI Descrip. 


(AP001080) : 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


52659 


Seq. ID 


OJ991117_12.0421.C5 


Gene No. 


111153 


Strand 


+ 


Start 


8184 


End 


11287 


Name 


OJ991117 12 


.0421.C5.o3.gs Method 


GENSCAN 


Start 


8184 


End 


11185 


GI 


none 


Score 


.88 


Exons 


8184. .8453, 


8933..9775, 9849. .10052, 10148 .. 10302 , 11075.. 


Seq. No. 


52659 


Seq. ID 


OJ991117_12.0421.C5 


Gene No. 


111153 


Strand 


+ 


Start 


8184 


End 


11287 


Name 


OJ991117 12 


. 04 2 1 . C5 . o2 . np Method 


AAT/NAP 


Start 


8438 


End 


11287 


GI 


6755336 


Score 


80 


Exons 


8438. .8508, 


8951.. 9073, 11068. .11196, 


11244. .11287 


GI Descrip. 


ring finger 


protein 12 gi | 4959044 | gb | AAD34209 . 1 1 AF069992_1 




(AF069992) : 


LIM domain interacting RING 


finger protein [Mus 




musculus] 






Seq. No. 


52659 


Seq. ID 


OJ991117_12.0421.C5 


Gene No. 


111154 


Strand 




Start 


5771 


End 


6387 



53721 



Name 

Start 

GI 

Exons 



OJ991117_12 . 0421 . C5 . ol . tw Method 
2669 End 
none Score 
2669. .3163, 2693. .2959, 2905. .3063 



TBLASTX: Wheat 

3163 

313 



Seq. No. 52659 Seq. ID 

Gene No. 111154 Strand 

Start 5771 End 

Name OJ991117JL2 . 0421 .C5 . o2 . gs Method 

Start 5771 End 

GI none Score 

Exons 5771.. 5841, 6006.. 6387 



OJ991117_12.0421.C5 

6387 
GENSCAN 
6387 
.68 



Seq. No. 52659 

Gene No. 111155 

Start 9122 

Name OJ991117_12 . 0421 .C5 . o2 . tm 

Start 9122 

GI none 
Exons 



Seq. ID OJ991117_12.0421.C5 



Strand 
End 

Method 

End 

Score 



9380 

TBLASTX: Maize 

9380 

303 



9122.. 9370, 9132.. 9380, 9132.. 9344, 9139.. 9369 



Seq. No. 52659 

Gene No. 111156 

Start 9403 

Name OJ991117_12 . 0421 .C5 . ol . tm 

Start 9403 

GI none 
Exons 



Seq. ID OJ991117_12.0421.C5 
Strand 
End 

Method 
End 
Score 



10185 

TBLASTX: Maize 

10185 

389 



9403. .9687, 9404. .9688, 9647. .9763, 9707. .9811, 9723. .9764, 
9724. .9765, 9846.-9887, 9847. .9903, 9877. .10053, 9897. .10067, 
9899. .10054, 10143 .. 10184, 10147 .. 10185 , 10147. .10185 



W Seq. No. 52659 

flj Gene No. 111157 

7 Start 10186 

l~ Name OJ991117_12 . 0421 .C5 . o3 . tm 

li Start 10186 

GI none 

!=* Exons 10186. .10320, 10186 .. 10332, 

,3 11075. .11179, 11076. .11186 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_12.0421.C5 
11187 

TBLASTX: Maize 

11187 

122 



11073. .1118 6, 11074. .11187, 



Seq. No. 
^ Gene No. 
Start 
Name 
Start 
GI 

Exons 



52660 

111158 

147 

OJ991117_12.0421.C6.ol.gs 

147 

none 



Seq. ID OJ991117_12.0421.C6 

Strand + 

End 3810 

Method GENSCAN 

End 3350 

Score .79 



147. .295, 332. .426, 1859. .2044, 2138. .2219, 2609. .2740, 
2838. .2910, 3013. .3133, 3233. .3350 



Seq. No. 52660 

Gene No. 111158 

Start 147 

Name OJ991117_12 . 0421 .C6. ol . tm 

Start 1932 

GI none 

Exons 1932.. 2045, 1949. 

2318. .2422, 2496. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2044, 2138. .2233, 2139 
.2537, 2506.. 2535, 2627 



OJ991117_12.0421.C6 
+ 

3810 

TBLASTX: Maize 
3353 
198 

2234, 2275. .2409, 
2740, 2632.-2739, 



53722 



2835.. 2912, 2835.. 2912, 3006. 
3228.. 3350, 3230.. 3349, 3231. 

Seq. No. 52660 
Gene No. 111158 
Start 147 

Name OJ991117_12 . 0421 . C6 . ol . ts 

Start 1932 
GI none 

Exons 1932.. 2045, 1949.. 2044, 2139. 

2318. .2422, 2496. .2534, 2506. 
2632. .2739, 2632. .2739, 2633. 
2837. .2911, 3006. .3134, 3011. 
3240. .3353 



.3134, 3010.. 3129, 3011. .3133, 
.3353 

Seq. ID OJ991117_12.0421.C6 

Strand + 

End 3810 

Method TBLASTX : Soybean 

End 3353 

Score 181 

.2234, 2141.. 2233, 2317. .2409, 
.2535, 2512.. 2589, 2631. .2717, 
.2740, 2835. .2912, 2835. .2909, 
.3133, 3228.. 3350, 3230.. 3349, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52660 

111158 

147 

OJ991117_12.0421.C6.ol.np 



Seq. ID OJ991117_12.0421.C6 

Strand + 

End 3810 

Method AAT/NAP 

End 3810 

Score 955 



1935 
7488728 

1935. .2044, 2138. .2219, 2318 .. 2408 , 2507 .. 2536, 2631. .2740, 
2838.. 2910, 3013.. 3133, 3233.. 3350, 3790.. 3810 
cdc2-like protein kinase cdc2MsC - alfalfa 

gi|1806140|emb|CAA65979.1| (X97314) cdc2MsC [Medicago sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52660 

111158 

147 

OJ991117_12.0421.C6.ol.tc 

1952 

none 



Seq. ID OJ991117_12.0421.C6 

Strand + 

End 3810 

Method TBLASTX : Cress 

End 2870 

Score 123 



1952. .1978, 1967. .2044, 1977. .2045, 2139. .2234, 2141. .2233, 

2317. .2421, 2318. .2422, 2496. .2534, 2506. .2535, 2512. .2589, 

2631. .2702, 2635. .2739, 2635. .2739, 2636. .2740, 2636. .2740, 

2835.. 2870, 2837.. 2863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52660 

111158 

147 

OJ991117_12.0421.C6.ol.tw 

2636 

none 

2636.. 2740, 2835.. 2912, 2835. 
3228. .3284 



Seq. ID OJ991117_12. 0421. C6 

Strand + 

End 3810 

Method TBLASTX : Wheat 

End 3284 

Score 105 

.2912, 3006.. 3134, 3011.. 3130, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



52660 

111158 

147 

OJ991117_12.0421.C6.o2.tc 

2883 

none 

2883. .2912, 3006.. 3134, 3011. 
3230. .3349, 3264. .3377 

52660 
111158 



Seq. ID OJ991117_12.0421.C6 

Strand + 

End 3810 

Method TBLASTX: Cress 

End 3377 

Score 53 

.3133, 3031.. 3135, 3228.. 3350, 



Seq. ID OJ991117_12.0421.C6 
Strand + 



53723 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



147 



End 

Method 
End 
Score 



OJ991117_12.0421.C6.ol.gp 
3059 
2428291 
3059.. 3133, 3233.. 3350 

1806140/emb|CAA65979| 6.0e-45 (X97314) cdc2MsC [Medicago sativa; 



3810 
AAT/GAP 
3350 
349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52661 
111159 
1 

OJ991117_12.0421.C7.ol.np 



7488728 
1..70, 326. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

465, 541. .598, 724. .794, 



OJ991117_12.0421.C7 
+ 

1568 
AAT/NAP 
1420 
7 62 
898. .1420 



cdc2-like protein kinase cdc2MsC - alfalfa 
gi 1 1806140 | emb| CAA65979.il (X97314) cdc2MsC [Medicago sativa] 



Seq. No. 


52661 


Seq. ID 


OJ991117 


J.2.0421.C7 


Gene No. 


111159 


Strand 


+ 




Start 


1 


End 


1568 




Name 


OJ991117 12.0421.C7.ol.gp 


Method 


AAT/GAP 




Start 


736 


End 


1147 




GI 


2443130 


Score 


571 




Exons 


736. .794, 898. .1147 








GI Descrip. 


1806140/emb|CAA65979| 2.0e-28 


(X97314) 


cdc2MsC 


[Medicago sativa] 


Seq. No. 


52661 


Seq. ID 


OJ991117 


_12.0421.C7 


Gene No. 


111159 


Strand 


+ 




Start 


1 


End 


1568 




Name 


OJ991117 12.0421.C7.ol.gs 


Method 


GENSCAN 




Start 


1086 


End 


1568 




GI 


none 


Score 


.79 




Exons 


1086. .1568 









Seq. No. 52661 Seq. ID 

Gene No. 111160 Strand 

Start 1916 End 

Name OJ991117_12 . 0421 . C7 . o2 . gs Method 

Start 1916 End 

GI none Score 

Exons 1916.. 2989 



OJ991117_12.0421.C7 

5371 
GENSCAN 
2989 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52661 Seq. ID OJ991117_12 . 0421 . C7 

111160 Strand 

1916 End 5371 

OJ991117_12 . 0421 . C7 . o2 . np Method AAT/NAP 

1979 End 5119 

3608155 Score 2767 

1979. .3933, 4018. .5119 

(AC005314) putative pre-mRNA splicing factor RNA helicase 
[Arabidopsis thaliana] 



Seq. No. 52661 Seq. ID 

Gene No. 111160 Strand 

Start 1916 End 

Name OJ991117_12 . 0421 . C7 . o3 . gs Method 

Start 3065 End 



OJ991117_12.0421.C7 

5371 

GENSCAN 

5371 



53724 



GI 

Exons 



none 

3065. .5371 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52661 Seq. ID 

111161 Strand 

8605 End 

OJ991117_12 . 0421 .C7 . o2 . tc Method 

323 End 

none Score 



OJ991117_12.0421.C7 
8795 

TBLASTX: Cress 

1063 

185 



323. .415, 328. .477, 329. .463, 542.'. 598, 709. .786, 720. .794, 
721. .792, 874. .1062, 896. .1039, 908. .1063 



Seq. No. 52661 Seq. ID 

Gene No. 111161 Strand 

Start 8605 End 

Name OJ991117_12 . 0421 . C7 . o2 . ts Method 

Start 323 End 

GI none Score 

Exons 323. .463, 323. .418, 325.-465, 542.-598, 571. .594, 671. .787, 

708. .794, 721. .792, 895. .1041, 896. .1042, 905. .1042, 1061. .1144, 

1143. .1214, 1147. .1215, 1209. .1247 



OJ991117_12.0421.C7 
8795 

TBLASTX : Soybean 

1247 

175 



Seq. No. 52661 Seq. ID 

Gene No. 111161 Strand 

^ Start 8605 End 

U Name OJ991117_12 . 0421 . C7 . o2 . tm Method 

Cn Start 323 End 

fy GI none Score 
?=i Exons 



OJ991117_12.0421.C7 
8795 

TBLASTX: Maize 

1450 

219 



323. .463, 324. .464, 325.-465, 530. .598, 537.-599, 571. .597, 
721. .792, 721. .792, 722. .793, 723. .794, 874. .1074, 896. .1081, 
896. .1090, 1088. .1186, 1091. .1144, 1095. .1217, 1095. .1214, 
1186. .1224, 1253. .1420, 1272. .1421, 1390. .1449, 1403. .1450 



Seq. No. 52661 

Gene No. 111161 

Start 8605 

Name OJ991117_12 . 0421 . C7 . ol . ts 

Start 2027 

GI none 

Exons 2027.. 2152, 2165.. 2293, 2321. 
2841. .3140 



Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method TBLASTX : Soybean 

End 3145 

Score 195 

.2473, 2492. .2551, 2585. .3145, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



52661 Seq. ID 

111161 Strand 

8605 End 

OJ991117_12 . 0421 . C7 . ol . tc Method 

2033 End 

none Score 



OJ991117_12.0421.C7 
8795 

TBLASTX: Cress 

3949 

76 



2033. .2299, 2055. .2153, 2241. .2279, 2321. .2476, 2391. .2480, 
2492. .2548, 2543. .3280, 2556. .2663, 2763. .3281, 3284. .3772, 
3621. .3773, 3776.-3949, 3780. .3935 



52661 
111161 
8605 - 
OJ991117 
2042 



12.0421.C7.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ991117_12.0421.C7 
8795 

TBLASTX: Maize 
3454 



53725 



GI 

Exons 



none 

2042.. 2152, 2052.. 2153, 2153. 
2559.. 2663, 2561.. 3103, 2763. 
3284. .3454 



Score 63 

,2281, 2306. .2476, 2394. .2483, 
.3095, 3110.. 3280, 3111. .3281, 



Seq. No. 52661 

Gene No. 111161 

Start 8605 

Name OJ991117_12 . 0421 . C7 . o3 . ts 

Start 3425 

GI none 

Exons 3425.. 3763, 3621.. 3755 

Seq. No. 52661 

Gene No. 111161 

Start 8 605 

Name OJ991117_12 . 0421 .C7 . o3 . tm 

Start 3518 

GI none 

Exons 3518.. 3571, 3560.. 3769, 3779. 

Seq. No. 52661 

Gene No. 111161 

fj Start 8 605 

,5 Name OJ991117_12 . 0421 .C7 .o4 . ts 

Start 3776 

I!! GI none 

Exons 3776.. 3949, 3777.. 3866 

[J Seq. No. 52661 

-A Gene No. 111161 

=fj Start 8605 

iy Name OJ991117_12 . 0421 .C7 .o4 . tm 

^ Start 4023 

[J GI none 

-4 Exons 4023.. 4178, 4031.. 4177, 4232. 

r Z Seq. No. 52661 

it Gene No. 111161 

W Start 8605 

£3 Name OJ991117_12 . 0421 . C7 . o5 . gs 

Start 8605 

GI none 

Exons 8605.. 8795 

Seq. No. 52662 

Gene No. 111162 

Start 1 

Name OJ991117_12 . 0421 . C8 . ol .np 

Start 1 

GI 7523699 

Exons 1..172 

GI Descrip. (AC011001) Similar to lipases 

Seq. No. 52662 

Gene No. 111163 

Start 73 



Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method TBLASTX : Soybean 

End 3763 

Score 121 



Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method TBLASTX : Mai ze 

End 3943 

Score 80 
.3943, 3780.. 3866 

Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method TBLASTX : Soybean 

End 394 9 

Score 85 



Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method TBLASTX : Mai ze 

End 4 417 

Score 103 
.4294, 4307. .4417 

Seq. ID OJ991117_12.0421.C7 
Strand 

End 8795 

Method GENSCAN 

End 8795 

Score .91 



Seq. ID OJ991117_12.0421.C8 
Strand 

End 172 

Method AAT/NAP 

End 172 

Score 204 

[Arabidopsis thaliana] 

Seq. ID OJ991117_12.0421.C8 
Strand 

End 175 



53726 




Name 


OJ991117 12 


.0421. 


C8 .ol.gp 




Method 


AAT/GAP 


Start 


73 








End 


175 


GI 


LIB3434-055 


-P1-K1-F12 




Score 


171 


Exons 


73. .175 












GI Descrip. 


•1946364 5. 




( HQ ^91 R \ 


lipase isolog [Arabidopsis thaliana] 


Seq. No. 


52663 








Q&n TV) 


fi,TQQ1117 19 0491 PQ 

UU 3 3111 / l^.U i ±Z.1.^3 




111164 








Oil CLIL\JL 




Start 


904 








FnH 

£jL1\JL 


1 D7 


Name 


OJ991117 12 


.0421. 


C9.ol.gs 




Mot* h nH 


\j Ej lm o v^riiN 


Start 


904 








End 


1076 


GI 


none 








Score 


.86 


Exons 


904. .1076 












Seq. No. 


52663 








Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111165 








Strand 


+ 


Start 


2293 








End 


2614 


Name 


OJ991117 12 


.0421. 


C9. ol.gp 




Method 


AAT/GAP 


Start 


2293 








End 


2614 


GI 


LIB3434-055 


-Pl-Kl 


-F12 




Score 


570 


Exons 


2293. .2614 












GI Descrip. 


'1946364 5. 


Oe-47 


(U93215) 


lipase isolog [Arabidopsis thaliana] 


Seq. No. 


52663 








Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111166 








Strand 


+ 


jLai L. 


3399 








End 


10902 


Name 


OJ991117 12 


.0421. 


C9.o3.gs 




Method 


GENSCAN 


Start 


3399 








End 


10902 


GI 


none 








Score 


.7 


Exons 


3399. .3766, 


4300. 


.4352, 4532. 


.4555, 4753. .4853, 8198. .8495, 




10325. .10902 










Seq. No. 


52663 








Seq. ID 


OJ991117_12.0421.C9 




111167 








Strand 




Start 


2296 








End 


3731 


Name 


OJ991117 12 


.0421. 


C9.o2.gs 




Method 


GENSCAN 


Start 


2296 








End 


3309 


GI 


none 








Score 


.9 


Exons 


2296. .3309 












Seq. No. 


52663 








Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111167 








Strand 




Start 


2296 








End 


3731 


Name 


OJ991117 12 


.0421. 


C9.ol.np 




Method 


AAT/NAP 


Start 


2297 








End 


3731 


GI 


7523699 








Score 


1055 


Exons 


2297. .3473, 


3584. 


.3731 








GI Descrip. 


(AC011001) 


Similar to lipases 


[Arabidopsis thaliana] 


Seq. No. 


52663 








Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111167 








Strand 




Start 


2296 








End 


3731 


Name 


OJ991117 12 


.0421. 


C9.ol. ts 




Method 


TBLASTX : Soybean 


Start 


2297 








End 


3357 


GI 


none 








Score 


137 


Exons 


2297. .2425, 


2329. 


.2424, 2437. 


.2616, 2438. .2617, 2674. .2745, 




2687. .2737, 


2755. 


.2898, 2807. 


.2929, 2902.. 3150, 3023.. 3127, 



53727 





3112. .3336, 


3167. .3331, 3316. 


.3357 




Seq. No. 


52663 




Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111167 




Strand 




Start 


2296 




End 


3731 


Name 


OJ991117 12. 


0421.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


2300 




End 


3371 


GI 


none 




Score 


249 


Exons 


2300. .2617, 


2329. .2616, 2674. 


.3117, 2692. .2793, 2807. .3103, 




3112. .3150, 


3166.. 3336, 3170. 


.3331, 3331.. 3357, 3336.. 3371 


Seq. No. 


52663 




Seq. ID 


OJ991117_12.0421.C9 


Gene No . 


111167 




Strand 




Start 


2296 




End 


3731 


Name 


OJ991117 12. 


0421.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


2674 




End 


3333 


GI 


none 




Score 


134 


Exons 


2674. .2745, 


2932.. 3156, 3154. 


.3333 




Seq. No. 


52663 




Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111168 




Strand 




Start 


8198 




End 


8467 


Name 


OJ991117 12. 


0421.C9.o3.tm 


Method 


TBLASTX: Maize 


Start 


8198 




End 


8467 


GI 


none 




Score 


46 


Exons 


8198. .8233, 


8199. .8222, 8219. 


.8284, 8219. .8467, 8277. .8333, 




8345. .8443 








Seq. No. 


52663 




Seq. ID 


OJ991117_12.0421.C9 


Gene No. 


111169 




Strand 




Start 


10563 




End 


11084 


Name 


OJ991117 12. 


0421.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


10563 




End 


11084 


GI 


none 




Score 


154 


Exons 


10563. .10775 


, 10563. .10784, 10564 .. 10785, 10749 .. 10892, 




10769. .10828, 10774 .. 10899, 10774 .. 108 99, 11016 .. 11084 , 




11024. .11083 








Seq. No. 


52664 




Seq. ID 


OJ991117_12. 0421. C10 


Gene No . 


111170 




Strand 


+ 


Start 


619 




End 


2320 


Name 


OJ991117 12. 


0421. C10. ol.ts 


Method 


TBLASTX: Soybean 


Start 


571 




End 


1114 


GI 


none 




Score 


115 


Exons 


571. .708, 805. .939, 806. .937, 


962. . 1114 


, 982.. 1092 


Seq. No. 


52664 




Seq. ID 


OJ991117_12. 0421. C10 


Gene No. 


111170 




Strand 


+ 


Start 


619 




End 


2320 


Name 


OJ991117 12. 


0421. C10. ol.gs 


Method 


GENSCAN 


Start 


619 




End 


2320 


GI 


none 




Score 


.92 


Exons 


619. .705, 806. .1249, 1605. .1772, 2090.. 


2320 



Seq. No. 
Gene No. 
Start 



52664 

111170 

619 



Seq. ID OJ991117_12. 0421. C10 
Strand + 
End '2320 



53728 



Name OJ991117_12 . 0421 . CIO . ol . np Method AAT/NAP 

Start 619 End 2320 

GI 4587579 Score 552 

Exons 619. .705, 806.. 1249, 1605.. 1772, 2090.. 2320 

GI Descrip. (AC006550) F10O3.1 [Arabidopsis thaliana] 





Seq. No. 


52664 




Seq. ID 


OJ991117 


_12.0421 


.C10 




Gene No. 


111170 




Strand 


+ 








Start 


619 




End 


2320 








Name 


OJ991117 12. 0421. C10. ol. 


tm 


Method 


TBLASTX: 


Maize 






Start 


1022 




End 


2320 








GI 


none 




Score 


336 








Exons 


1022.. 1252, 1025.. 1240, 


1032. 


.1241, 1604. .1852, 


1605. .1769, 






1610. .1846, 2074. .2202, 


2083. 


.2313, 2096. .2317, 


2255. .2320 




Seq. No. 


52664 




Seq. ID 


OJ991117 


_12.0421 


.C10 




Gene No. 


111170 




Strand 


+ 








Start 


619 




End 


2320 








Name 


OJ991117 12. 0421. C10. ol . 


gp 


Method 


AAT/GAP 








Start 


1143 




End 


2246 








GI 


LIB3431-060-P1-K1-D8 




Score 


803 








Exons 


1143. .1249, 1605. .1772, 


2090. 


.2246 










GI Descrip. 


, 4585924/gb|AAD25584.1|AC007211 6 2 . Oe 


-18 (AC007211) 




C3 




hypothetical protein [Arabidopsis thaliana] 1 








Seq. No. 


52665 




Seq. ID 


OJ991117 


_12.0421 


.Cll 


f ; | 


Gene No. 


111171 




Strand 


+ 








Start 


1038 




End 


5241 






- — 


Name 


OJ991117 12.0421.Cll.ol. 


gs 


Method 


GENSCAN 








Start 


1038 




End 


5241 








GI 


none 




Score 


.73 








Exons 


1038. .1104, 1352. .1389, 


1661. 


.1695, 2417. .2502, 


4763. .5241 


.„ 


Seq. No. 


52665 




Seq. ID 


OJ991117 


_12.0421 


.Cll 




Gene No. 


111172 




Strand 


+ 








Start 


5199 




End 


7319 








Name 


OJ991117 12.0421.Cll.ol. 


np 


Method 


AAT/NAP 






^ J 


Start 


5199 




End 


7319 






f 3 


GI 


7523517 




Score 


264 






[ j 


Exons 


5199. .5510, 5661. .5709, 


7282. 


.7319 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52665 




Seq. ID 


OJ991117 


_12.0421 


.Cll 




Gene No. 


111173 




Strand 










Start 


1 




End 


242 








Name 


OJ991117 12.0421.Cll.ol. 


gp 


Method 


AAT/GAP 








Start 


1 




End 


242 








GI 


LIB3431-060-P1-N1-D8 




Score 


469 








Exons 


1. .242 














GI Descrip. 


'3850577 6.0e-16 (AC005278) This gene may be cut off. 








[Arabidopsis thaliana] 1 














Seq. No. 


52665 




Seq. ID 


OJ991117 


_12.0421 


.Cll 




Gene No. 


111174 




Strand 










Start 


7614 




End 


7874 








Name 


OJ991117 12.0421.Cll.ol. 


tm 


Method 


TBLASTX: 


Maize 






Start 


7614 




End 


7871 







53729 



GI none 

Exons 7614.. 7859, 7668.. 7871 

Seq. No. 52665 

Gene No. 111174 

Start 7614 

Name OJ991117_12 . 0421 . Cll . ol . tw 

Start 7620 

GI none 

Exons 7620.. 7874 



Score 235 



Seq. ID OJ991117_12. 0421. Cll 
Strand 

End 7874 

Method TBLASTX : Wheat 

End 7874 

Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52666 Seq. ID 

111175 Strand 
308 End 
OJ991117_12.0421.C14.ol.gs Method 
308 End 
none Score 
308. .403, 589. .615 

52667 Seq. ID 

111176 Strand 
1830 End 
OJ991117_12.0421.C15.ol.gs Method 
1830 End 
none Score 
1830. .1934 



OJ991117_12.0421.C14 
+ 

615 

GEN SCAN 

615 

.92 



OJ991117_12.0421.C15 
+ 

1934 
GENS CAN 
1934 
.56 



Seq. ID 

Strand 

End 

Method 

End 

Score 



52668 
111177 
4188 

OJ991117_12.0421.C16.ol.np 
4188 
6539553 
4188. .7069, 9061. .9093 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ991117_ 
+ 

9093 
AAT/NAP 
9093 
4910 



12.0421.C16 



Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421. 


C16 


Gene No. 


111178 








Strand 






Start 


1323 








End 


1532 




Name 


OJ991117 12 


.0421 


.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


1323 








End 


1532 




GI 


none 








Score 


404 




Exons 


1323. .1532 














Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421. 


C16 


Gene No. 


111179 








Strand 






Start 


5936 








End 


' 19388 




Name 


OJ991117 12 


.0421 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4182 








End 


4569 




GI 


none 








Score 


357 




Exons 


4182. .4568, 


4193 


. .4567, 


4306. 


.4569 






Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421. 


C16 


Gene No. 


111179 








Strand 







53730 




Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


-C16-o3. 


,tm 


Method 


TBLASTX: Maize 




Start 


4317 








End 


4630 




GI 


none 








Score 


362 




Exons 


4317. .4628, 


4325 


. .4630 










Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421 


.C16 


Gene No . 


111179 








Strand 






Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


.C16.ol. 


,tm 


Method 


TBLASTX: Maize 




Start 


5129 








End 


5451 




GI 


none 








Score 


268 




Exons 


5129. .5383, 


5136 


. .5450, 


5156. 


.5449, 5284.. 5451 




Seq. No. 


52668 








Seq. ID 


OJ991117 12 0421 


.C16 


fionp Mo . 

\J 1 X W » ' V— / * 


111179 








Strand 






Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


.C16.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


5484 








End 


5864 




GI 


none 








Score 


87 




Exons 


5484. .5633, 


5616 


. .5864 










Seq. No. 


52668 








Seq. ID 


OJ991117 12 0421 


.C16 


Hpnp No 


111179 








^t* rand 






Start 


5936 










19388 




Name 


OJ991117 12 


.0421 


.C16.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5652 








End 


6086 




GI 


none 








Score 


303 




Exons 


5652. .6086, 


5861 


. .6061 










Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421 


.C16 


Gene No . 


111179 








Strand 






Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


.C16.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5730 








End 


5921 




GI 


none 








Score 


275 




Exons 


5730. .5921, 


5730 


. .5921 










Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421 


.C16 


Gene No . 


111179 








Strand 






Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


.C16.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5874 








End 


6272 




GI 


none 








Score 


197 




Exons 


5874. .6098, 


5882 


. .6052, 


6099. 


.6272, 6107. .6145 




Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421 


.C16 


Gene No 


111179 








Strand 






Start 


5936 








End 


19388 




Name 


OJ991117 12 


.0421 


.C16.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5907 








End 


6296 




GI 


none 








Score 


112 




Exons 


5907. .6089, 


6102 


. .6296 










Seq. No. 


52668 








Seq. ID 


OJ991117_12.0421 


.C16 


Gene No. 


111179 








Strand 






Start 


5936 








End 


19388 





53731 




Name 


OJ991117 12.0421. 


C16.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


5922 




End 


6677 




GI 


none 




Score 


634 




Exons 


5922. .6386, 5930. 


.6409, 6430 


..6660, 6438. .6677, 


6460. . 6657, 




6518. . 6676 










Seq. No. 


52668 




Seq. ID 


OJ991117 


_12.0421.C16 


Gene No. 


111179 




Strand 






Start 


5936 




• End 


19388 




Name 


OJ991117 12.0421. 


C16.o2.np 


Method 


AAT/NAP 




Start 


5936 




End 


11072 




GI 


7340881 




Score 


605 




Exons 


5936.. 5958, 8174. 


.8252, 8508 


..8543, 8648. .8756, 


10149. .10422, 




10509. .10624, 10717. .10840, 


10987. .11072 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 






Seq. ID 


OJ991117 


_12.0421.C16 


Gene No. 


1 1 1 1 1 Q 




.Strand 






Start 


5936 




End 


19388 




Name 


OJ991117 12.0421. 


C16.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


DO " / 




End 


7054 




GI 






Score 


360 




Exons 


CCQl IPiOQ irCQO 


£7 £P 1 ^ 
. O / O O , DOlJ 


. .6910, 6820. .7029, 


6983. .7054 


GI Descrip. 












Seq. No. 


jZOOo 




Seq. ID 


OJ991117 


_12.0421.C16 


niort^ Mo 


111179 




Strand 






Start 


5936 




End 


19388 




Name 




LID . Ol . LC 


Method 


TBLASTX: 


Cress 


Start 






End 


6950 




GI 


none 




Score 


286 




Exons 


ooyu . . o you 










Seq. No. 






Seq. ID 


OJ991117 


_12.0421.C16 


Cpnp Mo 


111179 




Strand 






Start 


5936 




End 


19388 




Name 


OJ991117 12.0421. 


C16.o3.tw 


Method 


TBLASTX: 


Wheat 


Start 


6708 




End 


7028 




GI 


none 




Score 


280 




Exons 


6708.. 7028, 6729. 


.7022 








Seq. No. 


52668 




Seq. ID 


OJ991117 


_12.0421.C16 


flan q Mo 


111179 




Strand 






Start 


5936 




End 


19388 




Name 


OJ991117 12.0421. 


C16.o5.tm 


Method 


TBLASTX: 


Maize 


Start 


6731 




End 


7042 




GI 


none 




Score 


290 




Exons 


6731.. 6913, 6732. 


.7028, 6867 


..7022, 6983. .7042 




Seq. No. 


52668 




Seq. ID 


OJ991117 


_12.0421.C16 


Gene No. 


111179 




Strand 






Start 


5936 




End 


19388 




Name 


OJ991117 12.0421. 


C16.o4 .gs 


Method 


GEN SCAN 




Start 


10219 


End 


19292 




GI 


none 




Score 


.41 




Exons 


10219. .10487, 10533. .10624, 


10717. .10907, 11673 


. .11846, 




15294. .15862, 16668 .. 16779, 


18093. .18181, 18484 


. .18566, 



53732 



19240. .19292 



Seq. No. 52668 Seq. ID 

Gene No. 111179 Strand 

Start 5936 End 

Name OJ991117_12 . 0421 .C16.o3.np Method 

Start 11979 End 

GI 5777617 Score 

Exons 11979. .12129, 12446.. 12603 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991117_12.0421.C16 

19388 
AAT/NAP 
12603 
65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52668 

111179 

5936 

OJ991117_12 
15163 
none 
15163. 
15297. 



.0421.C16.o2.tm 



15195, 15165. 
15410, 15414. 



15506. .15631, 15515. 



.15200, 
.15548, 
.15631, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ991117 12.0421.C16 



19388 

TBLASTX: Maize 
15632 
56 

.15294. .15314, 15294 .. 15422, 
15414. .15626, 15439 15627 , 
15591. .15632 



Seq. No. 52668 Seq. ID 

Gene No. 111179 Strand 

Start 5936 End 

Name 0 J9 9 111 7_1 2.0421.C16.o4.np Method 

Start 15219 End 

GI 2887500 Score 

Exons 15219. .15872, 15975 .. 16027, 

18093. .18190, 18484. .18566, 

GI Descrip. 



OJ991117_12.0421.C16 

19388 
AAT/NAP 
19388 
639 



17244. .17294, 17369. .17442, 
19240. .19388 

(AC002339) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



Seq. No. 52668 
Gene No. 111179 
Start 5936 

Name OJ991117_12 . 0421 .CI6.06. tm 

Start 15739 
GI none 
Exons 15739. 

15969. 

17244. 

18091. 

19236. 



15864, 15739. 

15998, 16006. 

17297, 17368. 

18189, 18100. 

19292, 19240. 



,15861, 
,16044, 
,17442, 
,18189, 
,19293 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15741 

16006 

17371 

18485 



OJ991117 12.0421.C16 



19388 

TBLASTX: Maize 
19293 
176 

15863, 15958. .15999, 
16044, 17237. .17296, 
17439, 18087. .18188, 
18574, 18485. .18586, 



Seq. No. 


52669 










Seq. ID 


OJ991117_ 


12. 


.0421 


.C18 


Gene No. 


111181 










Strand 










Start 


49 










End 


726 








Name 


OJ991117 12. 


0421. 


C18, 


.ol 


.gs 


Method 


GENSCAN 








Start 


49 








End 


726 








GI 


none 










Score 


.71 








Exons 


49. .67, 206. 


.726 


















Seq. No. 


52670 










Seq. ID 


OJ991117_ 


12. 


,0421 


.C19 


Gene No. 


111182 










Strand 


+ 








Start 


1551 










End 


1658 








Name 


OJ991117 12. 


0421. 


C19. 


.ol 


. gs 


Method 


GENSCAN 








Start 


1551 








End 


1658 









53733 








n on 




Score 


. 9 




F,vnn q 


1551 1658 










Seq. No. 


52670 




Seq. ID 


OJ991117_12.0421.C19 




Gene No. 


111183 




Strand 






Start 


2162 




End 


6797 




lvalue 


OJ991117 12 0421 C19 ol 


. tm 


Mpt hod 


TBLASTX: Maize 






4 ~ 




End 


507 




ox 


none 




Score 


291 




tt v on Q 


4 507, 66 419 










Seq. No. 


52670 




Seq. ID 


OJ991117_12.0421.C19 




Gene No. 


111183 




Strand 






Start 


2162 




End 


6797 




LN dlllC- 


OJ991117 12 0421 C19 ol 

_/^XXX ' X£a.U^£.X. W X . Vh/ X 


. ts 


Method 


TBLASTX : Soybean 




O L.CLJ- L 


136 _ 




End 


697 




VJ X 


none 




Score 


186 




pvAn q 


136 519, 443 697 










Seq. No. 


52670 




Seq. ID 


OJ991117_12.0421.C19 




Gene No. 


111183 




Strand 






O lul L. 


2162 




End 


6797 






OJ991117 12 0421 C19 ol 

_7 -? X X X » X& > *VJ*3£,X*V^X^'.^yX 


. tw 


Mpt hod 


TBLASTX : Wheat 


f ^ 


O UCiX, L 


286 _ 

c. O U 




End 


718 


w 


yj x 


n on 
nunc 




Score 


106 


if! 


pvnn q 


286 495. 500 718, 532 


696 






Pis 




52670 




Seq. ID 


OJ991117_12.0421.C19 


£3 


Gene No. 


111183 




Strand 






Start 


2162 




End 


6797 




Name 


OJ991117 12.0421.C19.o2 


. gs 


Method 


GEN SCAN 


ru 


o t_ a. J. L. 


2162 _ 




End 


6797 




O J- 


none 




Score 


.77 






2162 2304 2614 2725. 


2897 


..3012, 3037.. 3083, 6201.. 6424, 


fl 
-I J 




6444 6732. 6751 .6797 










Seq. No. 


52670 




Seq. ID 


OJ991117_12.0421.C19 


1 ^ 


Gene No. 


111183 




Strand 






Start 


2162 




End 


6797 


£3 


Name 


OJ991117 12 0421 C19 o2 


. tm 


Method 


TBLASTX: Maize 


1:3 


Start 


6097 _ 




End 


6424 




GI 


none 




Score 


54 




F von q 


6097 6177 6165 6257 


6248 


..6424, 6253. .6420 






52671 




Seq. ID 


OJ991117 12.0421.C20 




Gene No. 


111184 




Strand 


+ 




Start 


9 




End 


2879 




Name 


OJ991117 12 0421 C20 ol 


.np 


Method 


AAT/NAP 




O U Ct J_ L 


Q _ 

-7 




End 


2879 






7*340Rfll 

/ JIUOOl 




Score 


201 




Exons 


9. .233, 376. .631, 688.. 


786, 


2136. .2254, 


2358. .2400, 2791. .2879 




GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


52672 




Seq. ID 


OJ991117_12.0421.C21 




Gene No. 


111185 




Strand 


+ 




Start 


60 




End 


2183 




Name 


OJ991117 12.0421.C21.ol 


.gs 


Method 


GEN SCAN 



53734 



i 



*3 



Start 


60 


End 


2183 






GI 


none 


Score 


.76 






Exons 


60. .221, 1089. .1134, 2067.. 


2183 








Seq. No. 


52672 


Seq. ID 


OJ991117 


_12 


.0 


nprip NO 


111186 


Strand 


+ 






Start 


3778 


End 


6301 






Name 


OJ991117 12.0421.C21.o2.gs 


Method 


GEN SCAN 






Start 


3778 


End 


6301 






GI 


none 


Score 


.59 






Exons 


3778. .3844, 4043. .4180, 424 


8. .4328, 5637. .6301 






Seq. No. 


52672 


Seq. ID 


OJ991117 


_12 


.0 


Gene No. 


111187 


Strand 


+ 






Start 


8401 


End 


12027 






Name 


OJ991117 12.0421.C21.o2.np 


Method 


AAT/NAP 






Start 


7857 


End 


8525 






GI 


6498423 


Score 


98 






Exons 


7857. .8076, 8387. .8525 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


52672 


Seq. ID 


OJ991117 


_12 


.0 


Gene No. 


111187 


Strand 


+ 






Start 


8401 


End 


12027 






Name 


OJ991117 12.0421.C21.o3.gs 


Method 


GENSCAN 






Start 


8401 


End 


11705 






GI 


none 


Score 


.5 






Exons 


8401. .8749, 10362. .10492, 10737 .. 10917 , 


11398. . 


11705 



Seq. No. 52672 Seq. ID OJ991117_12 . 0421 . C21 

Gene No. 111187 Strand + 

Start 8401 End 12027 

Name OJ991117_12 . 0421 . C21 . o3 . np Method AAT/NAP 

Start 9844 End 12027 

GI 2459436 Score 208 

Exons 9844.. 9931, 10803 .. 10922, 11418 .. 11705, 11973.. 12027 

GI Descrip. (AC002332) unknown protein [Arabidopsis thaliana] 

Seq. No. 52672 Seq. ID OJ991117_12 . 0421 .C21 

Gene No. 111187 Strand + 

Start 8401 End 12027 

Name OJ991117_12 . 0421 . C21 . ol . gp Method AAT/GAP 

Start 10379 End 11575 

GI 4715698 Score 870 

Exons 10379. .10492, 10737 10917, 11416.. 11575 

GI Descrip. 4585924/gb | AAD25584 . 1 | AC007211_6 2.0e-18 (AC007211) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 52672 Seq. ID OJ991117_12 . 0421 . C21 

Gene No. 111188 Strand 

Start 2157 End 4296 

Name OJ991117_12 . 0421 .C21 . ol . np Method AAT/NAP 

Start 2157 End 4296 

GI 7523517 Score 262 

Exons 2157.. 2196, 3786.. 3840, 3985.. 4296 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



53735 



Seq. No. 


52672 




Seq. ID 


OJ991117JL2.0421 


.C21 




1 1 1 1 ft Q 




Strand 






Start 


10734 




End 


11735 




Name 


OJ991117 12.0421.C21 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10734 




End 


11540 




GI 


none 




Score 


259 




Exons 


10734. .10949, 10736. 


.10909, 


11421. .11540, 11424. .11540 




Seq. No. 


52672 




Seq. ID 


OJ991117_12.0421 


.C21 




1 1 1 1 ft Q 




Strand 






Start 


10734 




End 


11735 




Name 


OJ991117 12.0421.C21 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11421 




End 


11735 




GI 


none 




Score 


181 




Exons 


11421. .11630, 11421. 


.11633, 


11643. .11735 




Seq. No. 


52673 




Seq. ID 


OJ991117_12.0421 


.C22 


G 1 1" LN W . 






Strand 


+ 




Start 


341 




End 


1091 




Name 


OJ991117 12.0421.C22 


.ol .gs 


Method 


GENSCAN 




Start 


341 




End 


817 




GI 


none 




Score 


.99 




Exons 


341. .817 










Seq. No. 


52673 




Seq. ID 


OJ991117_12.0421 


.C22 


Gene No. 


111190 




Strand 


+ 




Start 


341 




End 


1091 




Name 


OJ991117 12 0421 C22 


. ol . gp 


Method 


AAT/GAP 




Start 


620 




End 


1091 




GI 


91759 1.R1084 




Score 


836 




Exons 


620. .1091 










GI Descrip. 


M585924/gb|AAD25584 


.1IAC007211 6 2.0e- 


-18 (AC007211) 






hypothetical protein 


[Arabidopsis thaliana] ' 




Seq. No. 


52673 




Seq. ID 


OJ991117_12.0421 


.C22 


Cpnp No 


1111 Q1 




Strand 






Start 


1684 




End 


2589 




Name 


OJ991117 12.0421.C22 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


340 




End 


646 




GI 


none 




Score 


412 




Exons 


340. .630, 341. .646, 


455. .646 








Seq. No. 


52673 




Seq. ID 


OJ991117_12.0421 


.C22 


UCIJC Vi\J • 


1 1 1 1 Q1 
nil ji 




Strand 






Start 


1684 




End 


2589 




Name 


OJ991117 12.0421.C22 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


341 




End 


625 




GI 


none 




Score 


57 




Exons 


341. .400, 439. .624, 


440. .625 


, 479. .625 






Seq. No. 


52673 




Seq. ID 


OJ991117_12.0421 


.C22 


Gene No. 


111191 




Strand 






Start 


1684 




End 


2589 




Name 


OJ991117 12.0421.C22 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


4 95 




End 


655 




GI 


none 




Score 


144 




Exons 


495. .629, 495.-629, 


496. .642, 496. .630, 


497. .655 





53736 




Seq . No . 


52673 




Sea I D 


OJ991117 12 0421 


C22 


Gene No. 


111191 




Strand 






Start 


1684 




End 


2589 




Name 


OJ991117 12.0421.C22.o2.gs 


Method 


GENSCAN 




Start 


1684 




End 


2589 




GI 


none 




Score 


.53 




Exons 


1684. .1996, 2114. .2589 








Qpn No 


52674 




Seq. ID 


OJ991117 19 0421 


CI 


Gene No. 


111192 




Strand 






Start 


30 




End 


737 




Name 


OJ991117 19 0421 CI 


• ol tm 


Method 


TBLASTX: Maize 




Start 


3 ~~ 




End 


240 




GI 


none 




Score 


85 




Exons 


3. .80, 81. .239. 85. 


. 240 








Sen No 


52674 




Seq. ID 


OJ991117 19 0421 


CI 


Gene No. 


111192 




Strand 






Start 


30 




End 


737 




Name 


OJ991117 19 0421 CI 


. ol . qs 


Method 


GENSCAN 




Start 


30 ~ 




End 


686 




GI 


none 




Score 


.82 




Exons 


30 297. 394 686 












52674 






OJ991117 19 0421 


CI 


Gene No. 


111192 




Strand 






Start 


30 




End 


737 




Name 


OJ991117 19. 0421. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


51 




End 


404 




GI 


none 




Score 


159 




Exons 


51. .80, 81. .389, 81 


..404, 85. 


.390 






Seq. No. 


52674 




Seq. ID 


OJ991117_19.0421. 


CI 


Gene No . 


111192 




Strand 






Start 


30 




End 


737 




Name 


OJ991117 19. 0421. CI 


. ol .np 


Method 


AAT/NAP 




Start 


381 




End 


737 




GI 


5902444 




Score 


548 




Exons 


381. .737 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


52674 




Seq. ID 


OJ991117_19.0421. 


CI 


Gene No. 


111192 




Strand 






Start 


30 




End 


737 




Name 


OJ991117 19. 0421. CI 


. o2 .tm 


Method 


TBLASTX: Maize 




Start 


561 




End 


737 




GI 


none 




Score 


111 




Exons 


561. .737, 613. .735, 


626. .736 








Seq. No. 


52675 




Seq. ID 


OJ991117_19.0421. 


C8 


Gene No. 


111193 




Strand 


+ 




Start 


2148 




End 


2636 




Name 


OJ991117 19. 0421. C8 


. o2 . gp 


Method 


AAT/GAP 




Start 


2148 




End 


2636 




GI 


none 




Score 


966 




Exons 


2148. .2636 











53737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52675 

111194 

157 

OJ991117_19.0421.C8.ol.gs 

157 

none 



Seq. ID OJ991117_19.0421.C8 
Strand 

End 4107 

Method GENSCAN 

End 4107 

Score .5 



157. .253, 1602. .1695, 1786. .1912, 2154. .2308, 2420. .2528, 
3005.. 3076, 3379.. 3408, 3975.. -4107 



52675 
111194 
157 

OJ991117_19.0421.C8.ol.gp 
688 

uC-osflcypl58c04al 
688. .758 

'4581164/gb|AAD24647.1|AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] ' 



Seq. ID OJ991117_19.0421.C8 
Strand 

End 4107 

Method AAT/GAP 

End 758 

Score 84 





Seq. No. 


52676 




Seq. ID 


OJ991117_ 


19 


.0421 


.C9 




Gene No. 


111195 




Strand 


+ 










Start 


■ 247 




End 


4967 










Name 


OJ991117 19.0421. 


C9.ol.gs 


Method 


GENSCAN 










Start 


247 




End 


4967 








J 


GI 


none 




Score 


.65 










Exons 


247. .256, 639. .727, 2084.. 


2286, 2380.. 


2465, 3252 




3377, 




ii 




4092.. 4200, 4458. 


.4600, 4692. .4775, 4819. .4967 








3 


Seq. No. 


52676 




Seq. ID 


OJ991117_ 


19 


.0421 


.C9 


y 
3 


Gene No. 


111195 




Strand 


+ 








Start 


247 




End 


4967 








t 3 
LH 


Name 


OJ991117 19.0421. 


C9.ol.gp 


Method 


AAT/GAP 








Start 


3251 




End 


3540 










GI 


3759000 




Score 


392 










Exons 


3251. .3540 
















Seq. No. 


52676 




Seq. ID 


OJ991117_ 


19 


.0421 


.C9 




Gene No. 


111196 




Strand 












Start 


3956 




End 


5011 










Name 


OJ991117 19.0421. 


C9.ol.np 


Method 


AAT/NAP 










Start 


3956 




End 


5011 










GI 


5295955 




Score 


358 










Exons 


3956.. 4617, 4697. 


.5011 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



52677 

111197 

482 

OJ991117_19. 0421. C10. ol.gs 

482 

none 

482. .619 



Seq. ID OJ991117_19. 0421. C10 
Strand 

End 619 

Method GENSCAN 

End 619 

Score .41 



Seq. No. 
Gene No. 



52678 
111198 



Seq. ID OJ991117_19.0421.C12 
Strand + 



53738 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



218 



End 

Method 
End 
Score 



1040 
AAT/NAP 
1040 
287 



OJ991117_19.0421.C12.ol.np 
218 

4587595 
218. .824, 965. .1040 

(AC006951) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



52678 

111198. 

218 

OJ991117_19.0421.C12.ol.gs 

232 

none 

232. .750 



Seq. ID OJ991117_19.0421.C12 

Strand + 

End 1040 

Method GENSCAN 

End 750 

Score .64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52678 

111198 

218 

OJ991117_19.0421.C12.ol.tm 

277 

none 



Seq. ID OJ991117_19.0421.C12 

Strand + 

End 1040 

Method TBLASTX : Mai ze 

End 72 9 

Score 90 



277. .381, 316. .432, 448.-582, 496. .570, 512. .583, 555. .716, 
556. .729 



Seq. No. 52678 

Gene No. 111198 

Start 218 

Name OJ991117_19 . 0421 . C12 . ol . ts 

Start 295 

GI none 

Exons 295.. 429, 493.. 717, 498.;650 



Seq. ID OJ991117_19.0421.C12 

Strand + 

End 1040 

Method TBLASTX : Soybean 

End 717 

Score 101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52679 
111199 
1 

OJ991117_19.0421.C15.o2.np 
1 

5852180 



Seq. ID OJ991117_19.0421.C15 
Strand + 

5450 
AAT/NAP 
3960 
630 



End 

Method 
End 
Score 

1..84, 209. .336, 1593. .1658, 2645.-2768, 2820. .3224, 3921. .3960 
(AL117265) zhbOOOlO.l [Oryza sativa] 



52679 

111199 

1 

OJ991117_19.0421.C15.ol.gs 
62 

none 



Seq. ID OJ991117_19.0421.C15 

Strand + 

End 5450 

Method GENSCAN 

End 5434 

Score .49 



62. .208, 227. .466, 1756. .1909, 2833. .3272, 4316. .4472, 
4635. .4840, 5024. .5434 



52679 

111199 

1 

OJ991117_19.0421.C15.o3.np 

4310 

7489803 



Seq. ID OJ991117_19.0421.C15 

Strand + 

End 5450 

Method AAT/NAP 

End 5450 

Score 14 97 



53739 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . . , 
Start 
GI 

Exons 



4310. .5450 

pol protein homolog - maize retrotransposon Opie-2 
gi!3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 1889 

Method AAT/GAP 

End 1889 

Score 664 



52679 
111200 
1507 

OJ991117_19.0421.C15.ol.gp 
1507 

uC-osflcyp033a04bl 
1507. .1889 

•6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



52679 

111201 

4221 

OJ991117_19.0421.C15.o2.tm 

4221 

none 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 4 654 

Method TBLASTX : Maize 

End 4 627 

Score 96 



4221. .4295, 4222. .4299, 4319. .4627, 4324.-4626 



52679 

111201 

4221 

OJ991117_19.0421.C15.o2.tw 

4340 

none 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 4 654 

Method TBLASTX: Wheat 

End 4654 

Score 230 



4340. .4654, 4345. .4374, 4429. .4554 



52679 

111202 

4628 

OJ991117_19.0421.C15.o3.tm 

4628 

none 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 5448 

Method TBLASTX : Mai ze 

End 48 61 

Score 68 



4628. .4690, 4681. .4860, 4685. .4861 



52679 

111202 

4628 

OJ991117_19.0421.C15.ol.tw 

4721 

none 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 5448 

Method TBLASTX : Wheat 

End 5293 

Score 273 



4721. .4969, 4728. .5021, 4729.-4953, 4980. .5024, 5005. .5292, 
5009. .5293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52679 

111202 

4628 

OJ991117_19.0421.C15.ol.tm 

4861 

none 



Seq. ID OJ991117_19.0421.C15 
Strand 

End 5448 

Method TBLASTX :Maize 

End 5380 

Score 653 



4861. .5340, 4862. .5344, 4865. .5380, 5169. .5363 

52679 Seq. ID OJ991117_19 . 0421 . C15 



53740 



C3 



Gene No. 111202 Strand 

Start 4628 End 5448 

Name OJ9911 17_1 9 . 042 1 . CIS . ol . ts Method TBLASTX : Soybean 

Start 5138 End 5448 

GI none 

Exons 5138.. 5344, 5158.. 5328, 516 

Seq. No. 52680 

Gene No. 111203 

Start 1695 

Name OJ991117_19 . 0421 . C16 . ol . gs 

Start 1695 

GI none 

Exons 1695.. 1780, 2133.. 2299 

Seq. No. 52681 

Gene No. 111204 

Start 1 

Name OJ991117_19 . 0421 . C17 . ol . np 

Start 1 

GI 6498436 

Exons 1..36, 322. .478, 527. .1074 

GI Descrip. (AP000815) hypothetical pre 

Seq. No. 52681 

Gene No. 111204 

Start 1 

Name OJ991117_19 . 0421 .C17 .ol .gs 

Start 358 

GI none 

Exons 358. .448, 527. .611, 646. .758, 785. .979 

Seq. No. 52682 

Gene No. 111205 

Start 1 

Name OJ991117_19. 0421 .C18 .ol .np 

Start 1 

GI 6498441 

Exons 1..343, 497. .689, 2362;. 261.. 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Score 


191 


5347, 537 


1. .5448, 


Seq. ID 


OJ991117 


Strand 


+ 


End 


2299 


Method 


GENSCAN 


End 


2299 


Score 


. 98 


Seq. ID 


OJ991117^ 


Strand 


+ 


End 


1074 


Method 


AAT/NAP 


End 


1074 


Score 


367 


.n [Oryza 


sativa] 


Seq. ID 


OJ991117 


Strand 


+ 


End 


1074 


Method 


GENSCAN 


End 


979 


Score 


.46 


785. .979 




Seq. ID 


OJ991117 


Strand 




End 


2974 


Method 


AAT/NAP 


End 


2974 


Score 


217 


2876. .2974 



Seq. No. 


52682 






Seq. ID 


OJ991117_19.0421 


.C18 


Gene No. 


111205 






Strand 






Start 


1 






End 


2974 




Name 


OJ991117 


_19.0421.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


59 






End 


493 




GI 


none 






Score 


40 




Exons 


59. .349, 


144. .224, 276. 


.350, 


428. .493 






Seq. No. 


52682 






Seq. ID 


OJ991117_19.0421 


.C18 


Gene No. 


111205 






Strand 






Start 


1 






End 


2974 




Name 


OJ991117 


_19.0421.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


122 






End 


539 




GI 


none 






Score 


70 





53741 



Exons 



122. .364, 126. .224, 279. .353, 401. .538, 414. .539, 428. .538 



Seq. ID OJ991117_19.0421.C18 
Strand 

End 2974 

Method AAT/NAP 

End 2974 

Score 525 



Seq. No. 52682 
Gene No. 111205 
Start 1 

Name OJ991117_19. 0421 .C18 . o2 . np 

Start 373 
GI 7248394 
Exons 373.. 670, 2847. .2974 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 52682 

Gene No. 111205 

Start 1 

Name OJ991117_19 . 0421 .C18 . ol . gs 

Start 880 

GI none 

Exons 880.. 1056, 1959.. 2031 



Seq. ID OJ991117_19.0421.C18 
Strand 

End 2974 

Method GENSCAN 

End 2031 

Score .57 



Seq. No. 52682 

Gene No. 111205 

Start 1 

Name OJ991117_19 . 0421 .C18 . o2 . ts 

Start 1768 

GI none 

Exons 1768.. 1878, 1999.. 2304, 2093. 



Seq. ID OJ991117_19.0421.C18 
Strand 

End 2974 

Method TBLASTX : Soybean 

End 2305 

Score 82 
.2305 



Seq. No. 52682 

Gene No. 111205 

Start 1 

Name OJ991117_19 . 0421 .C18 . ol . tm 

Start 2005 

GI none 

Exons 2005.. 2280, 2108.. 2281 



Seq. ID OJ991117_19.0421.C18 
Strand 

End 297 4 

Method TBLASTX : Mai ze 

End 2281 

Score 105 



Seq. No. 52683 
Gene No. 111206 
Start 1 

Name OJ991117_19 . 0421 . C19 . ol . np 

Start 1 
GI 7228457 
Exons 1.-47, 159. .964, 2299. .2343 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type ■ 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ991117_19.0421.C19 

Strand + 

End 2343 

Method AAT/NAP 

End 2343 

Score 249 



Seq. No. 52683 

Gene No. 111206 

Start 1 

Name OJ991117_19. 0421 .C19. ol . gs 

Start 563 

GI none 
Exons 



Seq. ID OJ991117_19.0421.C19 

Strand + 

End 2343 

Method GENSCAN 

End 1703 

Score .53 



563.. 622, 659.. 709, 1233.. 1352, 1632.. 1703 



53742 



Seq. No. 


52683 






Seq. ID 


OJ991117 


Gene No. 


111207 






Strand 




Start 


2440 






End 


2923 


Name 


OJ991117 19 


0421.C19.o2 


.gs 


Method 


GENSCAN 


Start 


2440 






End 


2923 


GI 


none 






Score 


.48 


Exons 


2440. .2449, 


2801. .2873, 


2875. 


.2923 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

□ Exons 



52684 
111208 ' 
1 

OJ991117_19.0421.C20.ol.np 
1 

4680199 
1..93, 931. .1171 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991117_19.0421.C20 
Strand 

End 1171 

Method AAT/NAP 

End 1171 

Score 155 



52685 

111209 

45 

OJ991117_19.0421.C21.ol.gs 
45 

none 
45. .565 



Seq. ID OJ991117_19.0421.C21 

Strand + 

End 565 

Method GENSCAN 

End 565 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52686 
111210 
1 

OJ991117_19.0421.C22.ol.np 
1 

7489805 
1. .718 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ991117_19.0421.C22 

Strand + 

End 718 

Method AAT/NAP 

End 718 

Score 304 



52686 

111210 

1 

OJ991117_19.0421.C22.ol.ts 

381 

none 

381. .692, 398. .592 



Seq. ID OJ991117_19.0421.C22 

Strand + 

End 718 

Method TBLASTX : Soybean 

End 692 

Score 191 



Seq. No. 


52687 








Seq. ID 


OJ991217 


_02 


.0419 


.CI 


Gene No. 


111211 








Strand 


+ 








Start 


4276 








End 


6247 








Name 


OJ991217 02 


.0419 


.Cl.ol. 


gs 


Method 


GENSCAN 








Start 


4276 








End 


6247 








GI 


none 








Score 


.46 








Exons 


4276. .4291, 


4450 


.4551, 


6147. 


.6247 










Seq. No. 


52687 








Seq. ID 


OJ991217_ 


_02 


.0419 


.CI 


Gene No. 


111212 








Strand 


+ 








Start 


6877 








End 


8288 








Name 


OJ991217 02 


0419 


Cl.o2. 


gp 


Method 


AAT/GAP 








Start 


6866 








End 


8288 









53743 



GI 

Exons 

GI Descrip. 



10594JL.R1084 Score 2054 

6866. .7532, 7853. .8288 

, 3341443/emb|CAA11075| 2.0e-31 (AJ223074) acid phosphatase 
[Glycine max] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 Seq. ID 

111212 Strand 

6877 End 

OJ991217_02 . 04 19 . CI . o2 . gs Method 

6877 End 

none Score 

6877. .7532, 7853. .8108 



OJ991217_02.0419.C1 
+ 

8288 
GEN SCAN 
8108 
1 



Seq. No. 52687 
Gene No. 111212 
Start 6877 

Name OJ991217_02 . 04 19 . CI . ol . np 

Start 6883 

GI 7442053. 

Exons 6883.. 7532, 7853.. 8033 

GI Descrip. acid phosphatase (EC 3.1.3. 

gi|33414 43|emb|CAA11075.1| 

max] 



Seq. ID OJ991217_02.0419.C1 

Strand + 

End 8288 

Method AAT/NAP 

End 8033 

Score 474 

-) - soybean 

(AJ223074) acid phosphatase [Glycine 



id 


Seq. No. 


52687 


Seq. ID 


OJ991217 


_02 


.0419 


.CI 




Gene No. 


111213 


Strand 


+ 








fff 


Start 


13333 


End 


16570 








TjJ 


Name 


OJ991217 02.0419.Cl.o2.np 


Method 


AAT/NAP 










Start 


13333 


End 


16567 










GI 


6907089 


Score 


4134 










Exons 


13333. .14594, 14689. .16567 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


52687 


Seq. ID 


OJ991217 


_02 


.0419 


.CI 




Gene No. 


111213 


Strand 


+ 










Start 


13333 


End 


16570 










Name 


OJ991217 02.0419.Cl.o4.gs 


Method 


GENSCAN 










Start 


13333 


End 


16570 








sJ 


GI 


none 


Score 


.89 










Exons 


13333. .14398, 14426 .. 14594 , 


14689. .16570 








S 5 


Seq. No. 


52687 


Seq. ID 


OJ991217_ 


_02 


.0419 


CI 




Gene No. 


111214 


Strand 


+ 










Start 


23438 


End 


25506 










Name 


OJ991217 02.0419.Cl.o5.np 


Method 


AAT/NAP 










Start 


23438 


End 


25506 










GI 


5922623 


Score 


284 










Exons 


23438. .23522, 23894 .. 24048, 


24217. .24292, 25411 


. .25506 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 












gil 6016856 |dbj IBAA85199.1 | 


(AP000570) hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


52687 


Seq. ID 


OJ991217_ 


_02 


.0419 


CI 




Gene No. 


111215 


- Strand 


+ 










Start 


29504 


End 


31095 










Name 


OJ991217 02.0419.Cl.o7.np 


Method 


AAT/NAP 










Start 


29504 


End 


31095 









53744 



GI 7487460 Score 313 

Exons 29504. .29640, 29705 29798, 29883 30002 , 30979.. 31095 

GI Descrip. hypothetical protein T27D20.12 - Arabidopsis thaliana 

gi| 3377842 | gb | AAC28224 . 1| (AF076274) T27D20.12 gene product 
[Arabidopsis thaliana] gi | 7267175 | emb | CAB77887 . 1 | (AL161499) 
hypothetical protein [Arabidopsis thaliana] 





52687 




Seq. ID 


OJ991217 


02 .0419. 


CI 


Gene No. 


111216 




Strand 








Start 


394 




End 


897 






Naine 


OJ991217 02 0419 CI 


n 1 an 
. ux . yjj 


Method 


AAT/GAP 






otai l. 


^94 ~" 

•J ^ *4 




End 


897 






OX 






Score 


984 








^94 R97 












Qorr Kirs 
OCCJ • INtJ . 


JtUO / 




Seq. ID 


OJ991217_ 


02 0419 


X 




111917 

X X X Z X / 




Strand 








o Lai L 






End 


33692 






Name 


OJ991217 02 0419 CI 


. o5.gs 


Method 


GENSCAN 






Start 


17205 




End 


24505 






GI 


none 




Score 


.5 






Exons 


17205. .20461, 20466 


. .20934, 


20998. .23399, 24436. 


.24505 




. IN (J . 


52687 




Seq. ID 


OJ991217_ 


02.0419. 


CI 


otSllfci 1NU . 


111217 




Strand 










17205 




End 


33692 








OJ991217 02. 0419. CI 


. o3 . np 


Method 


AAT/NAP 






q+- a r 4- 


17208 




End 


23361 






ox 


7228457 




Score 


9233 






Exons 


17208. .18758, 18825 


. .19976, 


20099. .20934, 20998. 


.22933, 






22995. .23361 












rz T r^o c t~ i 

OX UcsLIl^i 


(AP001366) Similar 1 


bo Sorghum bicolor ' 


Gypsy-Ty3 


type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 












Oc4« IN tj • 


52687 




Seq. ID 


OJ991217_ 


02.0419. 


CI 




111217 




Strand 








O Lai L. 


17205 




End- 


33692 






Name 


OJ991217 02. 0419. CI 


. o4 . np 


Method 


AAT/NAP 






Start 


23590 




End 


30223 






ox 


5042454 




Score 


268 






Exons 


23590. .23643, 23873 


. .24047, 


30147. .30223 






oX UcoLIip • 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


52687 




Seq. ID 


OJ991217_ 


02.0419. 


CI 


Gene No. 


111217 




Strand 








Start * 


17205 




End 


33692 






Name 


OJ991217 02. 0419. CI 


.o3.gp 


Method 


AAT/GAP 






Start 


26061 


End 


28022 






GI 


225 3.R1084 




Score 


1268 






Exons 


26061. .26345, 26564 


. .26793, 


27143. .27231, 27925. 


.28022 




GI Descrip. 


'899610 3.0e-22 (U29383) acidic ribosomal protein P2 [Zea ] 


Seq. No. 


52687 




Seq. ID 


OJ991217_ 


02.0419. 


CI 


Gene No. 


111217 




Strand 








Start 


17205 




End 


33692 






Name 


OJ991217 02. 0419. CI 


.06. gs 


Method 


GENSCAN 







53745 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26319 End 33692 

none Score . 64 

26319. .26345, 26564 .. 267 93, 27143 27231, 28 127 .. 28206, 

28240. .28591, 30221 30265, 30835 .. 30871 , 31302 .. 31350, 

31616. .31745, 33379 .. 334 19, 33618. .33692 



52687 Seq. ID 

111217 Strand 

17205 ■ End 
OJ991217_02.0419.Cl.o6.np Method 
26322 End 
1173073 Score 



OJ991217_02.0419.C1 

33692 
AAT/NAP 
27230 
418 



26322. .26345, 26564 .. 267 93, 27143. .27230 

60S ACIDIC RIBOSOMAL PROTEIN P2A (P2) gi I 107 6787 | pir | | S54 17 9 
acidic ribosomal protein 60S - maize gi | 2130117 | pir | | S65781 
acidic ribosomal protein P2 - maize gi | 790508 | emb | CAA60251 1 
(X86553) 60S acidic ribosomal protein [Zea mays] 



52687 

111218 

35022 

OJ991217_02.0419.Cl.ol.tc 

7048 

none 

7048. .7227, 7231. .7455, 7236. 
7928. .8029 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_02.0419.C1 
35908 

TBLASTX: Cress 

8030 

105 



.7436, 7468. .7533, 7923. .8030, 



Seq. No. 52687 Seq. ID OJ991217_02 . 0419 . CI 

Gene No. 111218 Strand 

Start 35022 End 35908 

Name OJ991217_02 . 0419 . CI . ol . ts Method TBLASTX : Soybean 

Start 7051 End 8030 

GI none Score 140 

Exons 7051. .7173, 7056. .7148, 7239. .7454, 7240. .7488, 7908. .8030, 
7928. .8029 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 

111218 

35022 

OJ991217_02.0419.Cl.o5.tm 

7107 

none 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Maize 

End 7990 

Score 83 



7107. .7163, 7108. .7173, 7242. .7439, 7252. .7455, 7455. .7487, 
7878. .7940, 7920. .7988, 7928. .7990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 

111218 

35022 

OJ991217_02.0419.Cl.o8.tm 

11071 

none 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX: Maize 

End 11242 

Score 4 7 



11071. .11103, 11111. .11242, 11122. .11211 



Seq. No. 52687 

Gene No. 111218 

Start 35022 

Name OJ991217 02 . 0419 . CI . 06 . tm 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Mai ze 



53746 



Start 
GI 

Exons 



17166 End 
none Score 
17166. .17348, 17167. .17343 



17348 
139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 

111218 

35022 

OJ991217_02.0419.Cl.o7.tw 

17217 

none 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Wheat 

End 17819 

Score 83 



17217. .17342, 17221 17343, 17535 .. 17819, 17536. .17814 



Seq. No. 52687 

Gene No. 111218 

Start 35022 

Name OJ991217_02 . 04 19 . CI . o4 . tw 

Start 17820 

GI none 
Exons 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Wheat 

End 18201 

Score 166 



17820. .18200, 17851. .18099, 18145.. 18201 



Seq. No. 52687 

Gene No. 111218 

Start 35022 

Name OJ991217_02 . 04 19 . CI . ol . tm 

Start 18015 

GI none 

Exons 18015. .18338, 18028.. 18309 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Mai ze 

End 18338 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 

111218 

35022 

OJ991217_02.0419.Cl.o8.tw 

18531 

none 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Wheat 

End 18843 

Score 57 



18531. .18791, 18642. .18830, 18667.. 18843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52687 
111218 
35022 

OJ991217_02.0419.Cl.o3.ts 
18591 
5666795 

18591. .18791, 18846. .18983, 19059.. 19157 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Soybean 

End 19157 

Score 68 



52687 

111218 

35022 

OJ991217__02.0419.Cl.o5.tw 

18846 

none 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method TBLASTX : Wheat 

End 19304 

Score 95 



18846. .18986, 18847 .. 18984 , 19042 .. 19215, 19056 .. 19304 , 
19056. .19280 



Seq. No. 
Gene No. 
Start 



52687 

111218 

35022 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 



53747 




Name 


OJ991217 02. 0419. CI. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


19905 




End 


20276 




GI 


none 




Score 


90 




Exons 


19905. .20276, 20116. 


.20259 








Seq, No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 




11191ft 




c-f- r AnH 

J Ll ai L\JL 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


19930- 




End 


20354 




GI 


none 




Score 


324 




Exons 


19930. .20349, 19935. 


.20354 








Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 


(~l nnQ Mo 
OCllC LN(J . 


11191ft 




Oil CtllU 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


20028 




End 


20412 




GI 


none 




Score 


217 




Exons 


20028. .20411, 20047. 


.20412 








Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 




11191ft 




Strand 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


20439 




End 


20796 




GI 


none 




Score 


160 




Exons 


20439. .20483, 20486. 


.20761, 


20491. .20796 




Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 


Con o Mo 


11191ft 




Strand 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20485 




End 


20926 




GI 


none 




Score 


396 




Exons 


20485. .20925, 20486. 


.20926 








Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 


(?ono Mo 


11191ft 




Strand 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20521 




End 


20886 




GI 


none 




Score 


116 




Exons 


20521. .20655, 20662. 


.20886 








Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 


Hono Mo 


11191ft 




Strand 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


21091 




• End 


21577 




GI 


none 




Score 


172 




Exons 


21091. .21576, 21095. 


.21382, 


21404. .21577 




Seq. No. 


52687 




Seq. ID 


OJ991217_02.0419 


.CI 


Gene No. 


111218 




Strand 






Start 


35022 




End 


35908 




Name 


OJ991217 02. 0419. CI. 


06. tw 


Method 


TBLASTX: Wheat 





53748 



Start 
GI 

Exons 



22315 
none 



End 
Score 



22707 
92 



22315. .22572, 22349. . 22588, 22555.-22 653, 22556 .. 22 636, 
22660. .22707 



Seq. No. 52687 

Gene No. 111218 

Start 35022 

Name OJ991217_02 . 0419 .CI . o7 . tm 

Start 22417 

GI none 

Exons 22417. .22665, 22418.. 22702 

Seq. No. 52687 

Gene No. 111218 

Start 35022 

Name OJ991217_02 . 04 19 . CI . o4 . tm 

Start 29486 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_02.0419.C1 
35908 

TBLASTX : Maize 

22702 

106 



OJ991217_02.0419.C1 
35908 

TBLASTX: Maize 

29782 

229 



29486. .29638, 29486 .. 29635, 29487 .. 2 9636, 29726 .. 29782, 
29727. .29780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52687 Seq. ID OJ9912 17_02 . 04 1 9 . CI 

111218 Strand 

35022 End 35908 

OJ9912 17_02 . 04 19 . CI . o4 . gp Method AAT/GAP 

34744 End 35197 

LIB3431-045-P1-N1-A10 Score 856 

34744. .35197 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



52687 
111218 
35022 

OJ991217_02.0419.Cl.o8.np 
34998 
7228442 
34998. .35192, 35567.. 35908 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 



Seq. ID OJ991217_02.0419.C1 
Strand 

End 35908 

Method AAT/NAP 

End 35908 

Score 264 





isolog. (AC003981) 


[Oryza 


sativa] 




Seq. No. 


52687 




Seq. ID 


OJ991217 


Gene No. 


111218 




Strand 




Start 


35022 




End 


35908 


Name 


OJ991217 02. 0419. CI 


. o7 . gs 


Method 


GENSCAN 


Start 


35022 




End 


35535 


GI 


none 




Score 


.61 


Exons 


35022. .35182, 35333 


. .35535 






Seq. No. 


52687 




Seq. ID 


OJ991217 


Gene No. 


111218 




Strand 




Start 


35022 




End 


35908 


Name 


OJ991217 02. 0419. CI 


. o9 .np 


Method 


AAT/NAP 


Start 


35301 




End 


35908 


GI 


5441880 




Score 


388 



53749 




Exons 35301.. 35908 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


52688 






Seq. ID 


OJ991117_06.0419.C1 


Gene No. 


111219 






Strand 


+ 


Start 


8099 






End 


8274 


Name 


OJ991117 06 


.0419. CI. ol. 


gp 


Method 


AAT/GAP 


Start 


. 8099 






End 


8274 


GI 


none 






Score 


329 


Exons 


8099. .8274 










Seq. No. 


52688 






Seq. ID 


OJ991117_06.0419.C1 


Gene No . 


111220 






Strand 


+ 


Start 


9358 






End 


9451 


Name 


OJ991117 06 


.0419. CI. o2. 


QP 


Method 


AAT/GAP 


Start 


9358 






End 


9451 


GI 


none 






Score 


188 


Exons 


9358. . 9451 










Seq. No. 


52688 






Seq. ID 


OJ991117_06.0419.C1 


Gene No. 


111221 






Strand 




Start 


614 






End 


9139 


Name 


OJ991117 06 


.0419. CI. ol. 


gs 


Method 


GEN SCAN 


Start 


614 






End 


9139 


GI 


none 






Score 


.61 


Exons 


614. .1209, 


2016. .2057, 


2271 . . 


2504, 3245.-3296, 3991.. 4053, 




4591. .4883, 


5632. .6008, 


6791. 


.6938, 8234..8539, 9127. .9139 


Seq. No. 


52688 






Seq. ID 


OJ991117_06.0419.C1 


Gene No . 


111221 






Strand 




Start 


614 






End 


9139 


Name 


OJ991117 06 


.0419. CI. ol. 


tm 


Method 


TBLASTX; Maize 


Start 


4612 






End 


5902 


GI 


none 






Score 


95 


Exons 


4612. .4770, 


4613. .4768, 


4771. 


.4836, 4772..4822, 4824. .4907 




4829. .4873, 


4966. .5073, 


4986. 


.5054, 5834. .5902, 5835. .5897 


Seq. No. 


52689 






Seq. ID 


OJ991117_06.0419.C2 


Gene No . 


111222 






Strand 


+ 


Start 


228 






End 


5419 


Name 


OJ991117 06 


.0419.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


207 






End 


395 


GI 


none 






Score 


169 


Exons 


207. .335, 257. .334, 261 


. .395, 


348. .383 




Seq. No. 


52689 






Seq. ID 


OJ991117_06.0419.C2 


Gene No. 


111222 






Strand 


+ 


Start 


228 






End 


5419 


Name 


OJ991117 06 


.0419.C2.ol. 


gs 


Method 


GENSCAN 


Start 


228 






End 


5419 


GI 


none 






Score 


.86 


Exons 


228. .740, 8 


35. .1050, 3280. .3483, 3573. 


.3642, 4168. .4345, 




5064. .5142, 


5180. .5419 








Seq. No. 


52689 






Seq. ID 


OJ991117_06.0419.C2 



53750 



Gene No. 111222 Strand + 

Start 228 End 5419 

Name OJ991117_06 . 0419 . C2 . ol . gp Method AAT/GAP 

Start 237 End 411 

GI none Score 321 

Exons 237.. 411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52689 

111222 

228 

OJ991117_06.0419.C2.o2.tm 

240 

none 



Seq. ID OJ991117_06.0419.C2 

Strand + 

End 5419 

Method TBLASTX : Mai ze 

End 532 

Score 166 



240. .347, 257. .346, 338. .397, 339. .383, 509. .532 



52689 
111222 
228 

OJ991117_06.0419.C2.ol.np 
832 

2642215 
832. .1024, 1339. .1385 

(AF030386) NOI protein [Arabidopsis thaliana] 



Seq. ID OJ991117JD6.0419.C2 

Strand + 

End 5419 

Method AAT/NAP 

End 1385 

Score 113 



52689 

111222 

228 

OJ991117_06.0419.C2.o2.gp 

1347 

none 

1347. .1519 



Seq. ID OJ991117_06.0419.C2 

Strand + 

End 5419 

Method AAT/GAP 

End 1519 

Score 205 



Seq. No. 52689 

Gene No. 111222 

Start 228 

Name OJ991117_06.0419.C2 .o3.gp 

Start 1463 

GI none 

Exons 1463.. 1653 



Seq. ID OJ991117_06.0419.C2 

Strand + 

End 5419 

Method AAT/GAP 

End 1653 

Score 297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52689 

111222 

228 

OJ991117_06.0419.C2.ol.tm 

4186 

none 

4186. .4392, 4212. .4391 

52689 

111222 

228 

OJ991117_06.0419.C2.ol.ts 

4206 

none 



Seq. ID OJ991117_06.0419.C2 

Strand + 

End 5419 

Method TBLASTX: Maize 

End 4 392 

Score 245 



Seq. ID OJ991117_06.0419.C2 

Strand + 

End 5419 

Method TBLASTX : Soybean 

End 4395 

Score 189 



4206. .4244, 4213. .4395, 4272. .4391 

52689 Seq. ID OJ991117_06 . 04 19 . C2 



53751 



Gene No. 


111222 


Strand 


+ 


Start 


228 


End 


5419 


Name 


OJ991117 06.0419.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


4213 


End 


4395 


GI 


none 


Score 


190 


Exons 


4213. .4395, 4213. .4350, 4335. 


.4394 




Seq. No. 


52689 


Seq. ID 


OJ991117_06. 0419.C2 


Gene No. 


111222 


Strand 


+ 


Start 


228 


End 


5419 


Name 


OJ991117 06. 0419.C2 .o2 .np 


Method 


AAT/NAP 


Start 


4219 


End 


4401 


GI 


6642645 


Score 


159 


Exons 


4219. .4401 






GI Descrip. 


(AC012395) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 






Seq. No. 


52690 


Seq. ID 


OJ991117 06. 0419. C3 


Gene No. 


111223 


Strand 


+ 


Start 


4824 


End 


5051 


Name 


OJ991117 06.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


4824 


End 


5051 


GI 


none 


Score 


. 98 


Exons 


4824 . .5051 






Seq. No. 


52690 


Seq. ID 


OJ991117 06. 0419. C3 


Gene No. 


111224 


Strand 


+ 


Start 


8503 


End 


8588 


Name 


OJ991117 06.0419.C3.o2.np 


Method 


AAT/NAP 


Start 


8503 


End 


8588 


GI 


7228454 


Score 


46 


Exons 


8503. .8588 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


52690 


Seq. ID 


OJ991117_06.0419.C3 


Gene No. 


111225 


Strand 


+ 


Start 


11015 


End 


11375 


Name 


OJ991117 06.0419.C3.o4.gs 


Method 


GENSCAN 


Start 


11015 


End 


11375 


GI 


none 


Score 


.93 


Exons 


11015. .11375 






Seq. No. 


52690 


Seq. ID 


OJ991117_06.0419.C3 


Gene No. 


111226 


Strand 




Start 


218 


End 


9645 


Name 


OJ991117 06.0419.C3.ol.gp 


Method 


AAT/GAP 


Start 


218 


End 


4308 


GI 


1588 1.R1084 


Score 


1034 


Exons 


218. .464, 1152. .1236, 1321. .1418, 1493 


.1603, 4269. .4308 


GI Descrip. 


, 3292814/emb|CAA19804.1| 7.0e- 


-42 (AL031018) putative protein 




[Arabidopsis thaliana] ' 






Seq. No. 


52690 


Seq. ID 


OJ991117_06.0419.C3 


Gene No. 


111226 


Strand 




Start 


218 


End 


9645 


Name 


OJ991117 06-0419. C3-ol-ts 


Method 


TBLASTX : Soybean 


Start 


1158 


End 


1604 



53752 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1158.. 1238, 1168.. 1239, 1306. 
1315. .1419, 1470. .1601, 1485. 

52690 

111226 

218 

OJ991117_06.0419.C3.ol.tm 

1159 

none 

1159. .1224, 1170. .1238, 1170. 
1309. .1419, 1315. .1419, 1493. 
4494..4586, 4506. .4586, 4508. 
5946.. 6026, 5947.. 6027, 6405. 
7268. .7378, 7274. .7375, 7492. 



Score 4 4 

,1419, 1314. .1421, 1314. 
,1604, 1493. .1603 



1394, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1238, 1171 
.1612, 1494 
.4588, 4511 
.6500, 6407 
.7572, 7494 



OJ991117 06. 0419. C3 



9645 

TBLASTX: Maize 
7580 
79 

1239, 1305. .1394, 
1604, 4270. .4320, 
4588, 5946. .6026, 
6499, 6442. .6501, 
7580 



Seq. No. 52690 Seq. ID 

Gene No. 111226 Strand 

Start 218 End 

Name OJ991117_06 . 04 19 . C3 . ol . tc Method 

Start 1167 End 

GI none Score 

Exons 1167.. 1238, 1170.. 1220, 1183.. 1239, 1306 

1314. .1394, 1485. .1616, 1493. .1612, 4269 

4509.. 4586, 5946.. 6020, 5947.. 6027, 6401 

7250.. 7378, 7255.. 7341, 7271.. 7426, 7494 
7554. .7589 



OJ991117 06. 0419. C3 



9645 

TBLASTX: Cress 
7589 
51 

1419, 1314. .1421, 
4337, 4508. .4603, 
6508, 6402. .6500, 
7583, 7498. .7572, 



Seq. No. 52690 

Gene No. 111226 

Start 218 

Name OJ991117_06.0419.C3.ol.np 

Start 1170 

GI 7486582 

Exons 1170.. 1236, 1321.. 1418, 1493. 

5967.. 6064, 6392.. 6505, 7273. 



Seq. ID OJ991117_06.0419.C3 
Strand 

End 9645 

Method AAT/NAP 

End 964 5 

Score 788 
.1603, 4269. .4320, 



4509. 
9433. 



.4585, 
,9645 



,7369, 7497.. 7588, 
GI Descrip. hypothetical protein F7H19.70 - Arabidopsis thaliana 

gi|3292814|emb|CAA19804.1| (AL031018) putative protein 
[Arabidopsis thaliana] gi | 7269136 | emb | CAB7 9244 .1 1 (AL161558) 
putative protein [Arabidopsis thaliana] 



Seq. No. 52690 Seq. ID 

Gene No. 111226 Strand 

Start 218 End 

Name OJ991117_06. 0419.C3.o2 . ts Method 

Start 4508 End 

GI none Score 
Exons 



OJ991117_06.0419.C3 
9645 

TBLASTX : Soybean 

7583 

70 



4508. .4588, 4524. .4586, 4529. .4588, 5946. .6026, 5946. .6020, 
5947. .6048, 6402. .6500, 6416. .6502, 6426. .6509, 7249. .7341, 
7250. .7375, 7250. .7378, 7280. .7363, 7494. .7583, 7495. .7572 



Seq. No. 52690 Seq. ID 

Gene No. 111226 Strand 

Start 218 End 

Name OJ991 117_06 . 04 1 9 . C3 . o2 . gp Method 

Start 7322 End 

GI 24884 1.R1084 Score 



OJ991117_06.0419.C3 

9645 
AAT/GAP 
7966 
959 



53753 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
s% Gene No. 
j Start 
^ Name 
n Start 

U GI 

^ Exons 

Z_ Seq. No. 
^ Gene No. 
II Start 

Name 
3 Start 

^ Exons 

3 Seq. No. 
3 Gene No. 
5 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7322. .7369, 7497. .7966 

, 3292814/emb|CAA19804.1| 7.0e-17 (AL031018) putative protein 
[Arabidopsis thaliana] 1 



52690 

111226 

218 

OJ991117_06.0419.C3.o2.gs 

7332 

none 

7332. .7823 



Seq. ID OJ991117_06.0419.C3 
Strand 

End 9645 

Method GENSCAN 

End 7823 

Score .77 



Seq. ID OJ991117_06.0419.C4 

Strand + 

End 7191 

Method AAT/NAP 

End 7191 

Score 313 



52691 
111227 
6337 

OJ991117_06.0419.C4.ol.np 
6337 
5281036 
6337.. 6498, 6889.. 7191 

(AL080318) nucleotide sugar epimerase-like protein [Arabidopsis 
thaliana] 



52691 
111228 
6550 

OJ991117_06.0419.C4.o2.gs 
6550 
none 

6550. .7110 

52691 
111228 
6550 

OJ991117_06.0419.C4.ol.ts 
6702 
none 

6702. .6833, 6942. .7124, 6943. .7191 



Seq. ID OJ991117_06.0419.C4 
Strand 

End 7191 

Method GENSCAN 

End 7110 

Score . 5 



Seq. ID OJ991117_06.0419.C4 
Strand 

End 7191 

Method TBLASTX : Soybean 

End 7191 

Score 324 



52691 

111228 

6550 

OJ991117_06.0419.C4.ol.tc 

6942 

none 

6942. .7148, 6943. .7191 

52691 

111228 

6550 

OJ991117_06-0419.C4.ol.tm 

7003 
none 



Seq. ID OJ991117_06.0419.C4 
Strand 

End 7191 

Method TBLASTX : Cress 

End 7191 

Score 318 



Seq. ID OJ991117_06.0419.C4 
Strand 

End 7191 

Method TBLASTX : Mai ze 

End 7191 

Score 273 



7003.. 7191, 7005.. 7151, 7009.. 7191 



52692 

111229 

1 



Seq. ID OJ991117_06.0419.C5 
Strand + 
End 579 



53754 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991117_06 . 04 19 . C5 . ol . gp Method AAT/GAP 

1 End 419 

41448_1.R1084 Score 722 

1. .419 

, 5281036/emb| CAB45972.il 1.0e-39 (AL080318) nucleotide sugar 
epimerase-like protein [Arabidopsis thaliana] 1 



52692 
111229 
1 

OJ991117_06.0419.C5.ol.np 
1 

5281036 
1..540 

(AL080318) nucleotide sugar epimerase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991117_06.0419.C5 

Strand + 

End 57 9 

Method AAT/NAP 

End 540 

Score 605 



Seq. No. 52692 

Gene No. 111229 

Start 1 

Name OJ991117_06.0419.C5.ol.gs 

Start ■ 85 

GI none 

Exons 85.. 579 



Seq. ID OJ991117_06.0419.C5 

Strand + 

End 57 9 

Method GENSCAN 

End 57 9 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52692 
111230 
8382 

OJ991117_06.0419.C5.o4.np 
8382 
6642637 
8382. .8459 

(AC012395) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991117_06.0419.C5 

Strand + 

End 8459 

Method AAT/NAP 

End 8459 

Score 102 



52692 
111231 
1 

OJ991117_06.0419.C5.o2.np 
1 

6983864 
1..27, 1397. .1525 

(AP001168) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_06.0419.C5 
Strand 

End 1525 

Method AAT/NAP 

End 1525 

Score 87 



52692 

111232 

4511 

OJ991117_06.0419.C5.ol.tc 
1 

none 



Seq. ID OJ991117_06.0419.C5 
Strand 

End 8270 

Method TBLASTX: Cress 

End 513 

Score 336 



1..261, 12. .245, 231. .308, 232. .309, 309. .476, 310. .513 



52692 

111232 

4511 

OJ991117_06.0419.C5.ol.tm 
4 

none 



Seq. ID OJ991117_06.0419.C5 
Strand 

End 8270 

Method TBLASTX : Mai ze 

End 606 

Score 355 



53755 




Exons 


4. .261, 9. .245, ; 


234. .479, 


252 


..365, 253. .513, 559. .606 




Seq. No. 


52692 






Seq. ID 


OJ991117_06.0419 


.C5 


Gene No. 


111232 






Strand 


— 




Start 


4511 






End 


8270 




Name 


OJ991117 06.0419 


.C5.ol.ts 




Method 


TBLASTX : Soybean 




Start 


4 






End 


531 




GI 


none 






Score 


344 




Exons 


4. .261, 18. .242, 


252. .476, 


253. .531 






Seq. No. 


52692 






Seq. ID 


OJ991117JD6.0419 


.C5 


Gene No. 


111232 






Strand 






Start 


4511 






End 


8270 




Name 


OJ991117 06.0419 


.C5.o2.gs 




Method 


GENSCAN 




Start 


4511 






End 


8270 




GI 


none 






Score 


.49 




Exons 


4511.. 5013, 6558 


..6663, 7431. 


.7563, 7838. .7988, 8235. .8270 


Seq. No. 


52692 






Seq. ID 


OJ991117J36.0419 


.C5 


Gene No. 


111232 






Strand 






Start 


4511 






End 


8270 




Name 


OJ991117 06.0419 


. C5.o3.np 




Method 


AAT/NAP 




Start 


4597 






End 


7562 




GI 


7434420 






•Score 


247 




Exons 


4597.. 5120, 7507 


. .7562 










GI Descrip. 


receptor-like protein kinase 


(EC 2.7.1 


.-) - rice 






gi 1 1707 642 | emb | CAA69028 . 1 1 


(Y07748) TMK [Oryza sativa] 




Seq. No. 


52692 






Seq. ID 


OJ991117_06.0419 


.C5 


Gene No. 


111232 






Strand 






Start 


4511 






End 


8270 




Name 


OJ991117 06.0419 


.C5.o2.tm 




Method 


TBLASTX: Maize 




Start 


4634 






End 


4898 




GI 


none 






Score 


222 




Exons 


4634.. 4846, 4635 


. .4898 










Seq. No. 


52693 






Seq. ID 


OJ991117_06.0419 


.C6 


Gene No. 


111233 






Strand 


+ 




Start 


222 






End 


1987 




Name 


OJ991117 06.0419 


.C6.ol.gs 




Method 


GENSCAN 




Start 


222 






End 


1987 




GI 


none 






Score 


.72 




Exons 


222. .1365, 1515. 


.1987 










Seq. No. 


52693 






Seq. ID 


OJ991117_06.0419 


.C6 


Gene No. 


111234 






Strand 


+ 




Start 


2826 






End 


4683 




Name 


OJ991117 06.0419 


.C6.o2 .gs 




Method 


GENSCAN 




Start 


2826 






End 


4683 




GI 


none 






Score 


.73 




Exons 


2826.. 2901, 2984 


..4306, 4634. 


.4683 






Seq. No. 


52693 






Seq. ID 


OJ991117_06.0419 


.C6 


Gene No. 


111234 






Strand 


+ 




Start 


2826 






End 


4683 




Name 


OJ991117 06.0419 


.C6.o2 .np 




Method 


AAT/NAP 




Start 


2937 






End 


4334 





53756 




GI 6041834 Score 1062 

Exons 2937.. 4334 

GI Descrip. (AC009853) putative glucan endo-l-3-beta-glucosidase 
[Arabidopsis thaliana] 



Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 


Gene No. 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2985 








End 


3750 


GI 


none 








Score 


219 


Exons 


2985. .3170, 


2986. 


. 3171, 


3217 . 


.3426, 3237..342S, 3438. .3605 




3439. .3606, 


3589. 


.3747, 


3615. 


.3671, 3615. .3749, 3616. .3750 


Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 


Gene No. 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2998 








End 


3981 


GI 


none 








Score 


159 


Exons 


2998. .3174, 


3217 . 


. 3303, 


3252. 


.3302, 3391. .3603, 3411. .3599 




3624. .3779, 


3625. 


.3981, 


3840. 


.3971 




Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 


Gene No . 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3004 








End 


4305 


GI 


none 








Score 


118 


Exons 


3004. .3171, 


3217. 


.3300, 


3313. 


.3615, 3393. .3605, 3621. .3779 




3622. .3840, 


3840. 


.3986, 


3841. 


.3990, 4132. .4305 


Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 


Gene No. 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3784 








End 


3984 


GI 


none 








Score 


192 


Exons 


3784 . . 3984, 


3840. 


.3983 








Seq. No. 


52693 








Seq. ID 


OJ991117_06. 0419. C6 


Gene No. 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3802 








End 


3993 


GI 


none 








Score 


300 


Exons 


3802. .3993, 


3821. 


.3937, 


3834. 


.3992 




Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 


Gene No. 


111235 








Strand 




Start 


5655 








End 


6917 


Name 


OJ991117 06. 


0419. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4131 








End 


4311 


GI 


none 








Score 


205 


Exons 


4131. .4307, 


4132. 


.4308, 


4234. 


.4311 




Seq. No. 


52693 








Seq. ID 


OJ991117_06.0419.C6 



53757 





Gene No. 


111235 




Strand 








Start 


5655 




End 


6917 






Name 


OJ991117 06.0419.C6.o3. 


tm 


Method 


TBLASTX : 


Maize 




Start 


4131 ~ 




End 


4311 






GI 


none 




Score 


212 






Exons 


4131. .4307, 4132. .4308, 


4234 . . 


4311 








Seq. No. 


52693 




Seq. ID 


OJ991117 


_06. 0419. C6 




Gene No. 


111235 




Strand 








Start 


5655 




End 


6917 






Name 


OJ991117 06.0419.C6.o3. 


as 


Method 


GENS CAN 






Start 


5655 ~ 




End 


6917 






GI 


none 




Score 


. 5 






Exons 


5655. .5730, 6766. .6917 












Seq. No. 


52694 




Seq. ID 


OJ991117 


06. 0419. C7 




Gene No. 


111236 




Strand 


+ 






Start 


1 




End 


4304 






Name 


OJ991117 06.0419.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


3012 






GI 


7485115 




Score 


73 






Exons 


1..98, 2964. .3012 












GI DescriD. 


hypothetical protein - 


Arabidopsis thaliana 




□ 




git 2244776 | emb | CAB10199 


.11 (Z97335) hypothetical protein 






[Arabidopsis thaliana] 


gi I 7268125 | emb ICAB784 62. 


11 (AL161538) 


Z. , 




hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


52694 




Seq. ID 


OJ991117 


_06.0419.C7 


z z 
■2 sr 


Gene No. 


111236 




Strand 


+ 




=- Lji 


Start 


1 




End 


4304 






Name 


OJ991117 06.0419.C7.ol. 


gs 


Method 


GENSCAN 






Start 


12 




End 


4304 




5 


GI 


none 




Score 


.98 






Exons 


12. .222, 251. .397, 1090 


. .2019, 


2443. . 


4304 




~y 


Sea. No. 


52694 




Seq. ID 


OJ991117 


_06.0419.C7 


Lb: 


Gonp No 


111237 




Strand 








Start 


4801 




End 


9020 






Name 


OJ991117 06.0419.C7.o2. 


gs 


Method 


GENSCAN 




l3 


Start 


4801 




End 


8924 






GI 


none 




Score 


.85 






Exons 


4801. .4857, 4955. .5072, 


5318. . 


5520, 5632.. 5754, 


5848. .6023, 






6137.. 6226, 6343.. 6537, 


6626. . 


6706, 6940. .7200, 


7851. .7937, 






8720. .8924 












Sea. No 


52694 




Seq. ID 


OJ991117 


_06.0419.C7 




Gene No 


111237 




Strand 








Start 


4801 




End 


9020 






Name 


OJ991117 06.0419.C7.o2. 


np 


Method 


AAT/NAP 






Start 


4949 




End 


8924 






GI 


3023751 




Score 


2193 






Exons 


4949. .5072, 5165. .5292, 


5374. . 


5520, 5632.. 5754, 


5848. .6023, 






6137.. 6226, 6343.-6537, 


6626. . 


6706, 6793.-6867, 


6940. .7200, 






7851. .7937, 8720. .8924 











GI Descrip. 70 KD PEPTIDYLPROLYL ISOMERASE ( PEPT I DYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 1076772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 



53758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 854626 |emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



52694 
111237 
4801 

OJ991117_06.0419.C7.ol.gp 
5486 

253_3.R1084 

5486. .5520, 5632. .5754, 5848. 
6626.. 6706, 6793.-6867, 6940. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 06. 0419. C7 



9020 
AAT/GAP 
9020 
2568 

,6023, 6137.. 6226, 6343.. 6537, 
.7200, 7851. .7937, 8720. .9020 
•3540199 6.0e-30 (AC004260) Putative monosaccharide transport 
protein [Arabidopsis thaliana] 1 



52694 Seq. ID 

111238 Strand 

12141 End 

OJ991 1 17_06 . 0419. C7 . o3 . gs Method 

12141 End 

none Score 
12141. .13526 



OJ991117J36.0419.C7 

13526 
GENSCAN 
13526 
1 



Seq. No. 52694 

Gene No. 111239 

Start 14025 

Name OJ991117JD6 . 0419. C7 . o3 . tm 

Start 3579 

GI none 

Exons 3579.. 3680, 4020.. 4064, 4028. 

4150.. 4182, 4202.. 4306, 4203. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 06. 0419. C7 



16569 

TBLASTX: Maize 
4310 
67 

4114, 4073. .4162, 4104. .4163, 
4310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52694 

111239 

14025 

OJ991117_06, 

4940 

none 

4940. .5074, 
5373. .5522, 
5920. .6048, 
6348. .6536, 
6627. .6707, 
6937. .7203, 
7094. .7171, 
8799. .8825 



0419.C7.ol.tc 



5148.. 5273, 5158. 

5632.. 5757, 5633. 

5933.. 6055, 6162. 

6359.. 6508, 6388. 

6636.-6677, 6785. 

6944. .7228, 6944. 

7097. .7198, 7843. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5304, 
.5755, 
.6227, 
.6540, 
.6871, 
.7009, 
.7944, 



D OJ991117 06. 0419. C7 



16569 
TBLASTX: 
8825 
69 

5159. .5296, 
5848 . . 6048, 
6178 . . 6228, 
6618. .6707, 
6788. .6850, 
6956. .7105, 
7850. .7945, 



Cress 



5371. 
5867. 
6344 . 
6625. 
6792. 
6999. 
8721. 



,5523, 
,6055, 
,6535, 
,6708, 
,6884, 
,7202, 
,8795, 



Seq. No. 52694 Seq. ID 

Gene No. 111239 Strand 

Start 14025 End 

Name O J9 9 1 1 1 7_0 6.0419.C7.ol.tm Method 

Start 4 973 End 

GI none Score 

Exons 4973.. 5074, 4978.. 5073, 5158.. 5304, 

5371.. 5523, 5373.. 5522, 5591.. 5755, 

5632. .5772, 5845. .5901, 5846. .6055, 

5920. .6048, 6138. .6167, 6138. .6170, 

6173.. 6229, 6175.. 6228, 6344.. 6535, 



OJ991117_06.0419.C7 
16569 

TBLASTX: Maize 
8927 
131 

5166.. 5294, 5370.. 5522, 
5630. .5746, 5632. .5757, 
5846. .6025, 5848. .6048, 
6168.. 6227, 6168.. 6227, 
6348.. 6536, 6348.. 6512, 



53759 



6359. .6511, 6385. .6540, 6618. .6701, 6623. .6694, 6625. .6708, 

6625. .6702, 6627. .6680, 6627. .6707, 6627. .6683, 6788.-6868, 

6791. .6871, 6792. .6872, 6941. .7201, 6944. .7201, 6944. .7009, 

6956. .7105, 6999. .7202, 7094. .7171, 7097. .7198, 7110. .7196, 

7843. .7944, 7850. .7945, 8721. .8831, 8722. .8751, 8724. .8789, 

8883. .8927, 8898.-8927 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52694 
111239 
14025 
OJ9911 
4973 
none 
4973. . 
5630. . 
5848 . . 
6178. . 
6412. . 
6785. . 
6944. . 
7095. . 



17 06.0419.C7.ol.ts 



5074, 
5746, 
6024, 
6231, 
6540, 
6871, 
7012, 
7169, 



5158. 
5632. 
5920. 
6344. 
6618. 
6792. 
6956. 
7097. 



,5304, 5159. 

,5757, 5633. 

,6048, 5933. 

.6535, 6345. 

,6695, 6625. 

,6869, 6935. 

,7087, 6956, 

,7198, 7843, 



Seq. ID OJ991117_06.0419.C7 
Strand 

End 16569 

Method TBLASTX : Soybean 

End 8822 

Score 122 

.5293, 5371. .5523, 5388. .5465, 

.5755, 5834. .6055, 5845. .5901, 

.6055, 6138. .6173, 6162. .6227, 

.6536, 6348. .6506, 6359. .6508, 

.6699, 6627. .6707, 6627. .6683, 

.7198, 6943. .7197, 6944. .7222, 

.7108, 6999. .7202, 7094. .7171, 

.7944, 8721. .8822, 8724. .8789 



oeq ■ wo • 


52694 






Seq. ID 


OJ991117_06.0419.C7 


bene ino • 


111239 






Strand 




o tar u 


14025 






End 


16569. 


Name 


OJ991117 06. 


0419 


.C7.o2.tw 


Method 


TBLASTX: Wheat 




5845 






End 


8780 




none 






Score 


88 


Exons 


5845. .5904, 


5920 


..5976, 6348 


..6512, 6359. .6505, 6623. .6700 




6625. .6708, 


6627 


..6707, 6785 


..6868, 6787. .6864, 6792. .6869 




6941. .7156, 


6999 


..7154, 8724 


. .8780 




Seq. No. 


52694 






Seq. ID 


OJ991117_06.0419.C7 


Gene No. 


111239 






Strand 




Start 


14025 






End 


16569 


Name 


OJ991117 06. 


0419 


.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


12174 






End 


13109 


GI 


none 






Score 


186 


Exons 


12174. .12773, 12213 .. 12 974 , 


12321. .12716, 12489. .12656, 




12534. .13076, 12639 .. 13109, 


12891. .13076 


Seq. No. 


52694 






Seq. ID 


OJ991117_06.0419.C7 


Gene No. 


111239 






Strand 




Start 


14025 






End 


16569 


Name 


OJ991117 06. 


0419 


.C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


12195 






End 


13076 


GI 


none 






Score 


135 


Exons 


12195. .12689, 12198 .. 12605, 


12498. .13028, 12648.. 13076 


Seq. No. 


52694 






Seq. ID 


OJ991117_06.0419.C7 


Gene No. 


111239 






Strand 




Start 


14025 






End 


16569 


Name 


OJ991117 06. 


0419 


.C7 .o4 .tm 


Method 


TBLASTX : Maize 


Start 


12195 






End 


13139 


GI 


none 






Score 


189 


Exons 


12195. .12668 


, 12324. .13028, 


12519. .13100, 12630.. 13139 



53760 





Seq. No. 


52694 




Seq. ID 


OJ991117_06.0419 


.C7 




Gene No 


111239 




Strand 








Start 


14025 




End 


16569 






Name 


OJ991117 06. 0419. C7 . 


o4 . gs 


Method 


GENSCAN 






Start 


14025 




End 


16569 






GI 


none 




Score 


.65 






Exons 


14025. .14359, 14454. 


.14571, 


14 640. .15068, 16181. . 16569 






Seq. No. 


52694 




Seq. ID 


OJ991117_06.0419 


.C7 




Gene No . 


111239 




Strand 








Start 


14025 




End 


16569 






Name 


OJ991117 06. 0419. CI. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


14173 




End 


15017 






GI 


none 




Score 


717 






Exons 


14173. .14952, 14178. 


.14996, 


14802. .15017 






Seq. No. 


52694 




Seq. ID 


OJ991117JD6.0419 


.C7 




Gene No . 


111239 




Strand 








Start 


14025 




End 


16569 






Name 


OJ991117 06. 0419. C7. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


14292 




End 


14996 






GI 


none 




Score 


548 






Exons 


14292. .14954, 14293. 


.14922, 


14916. .14996 






Seq. No. 


52694 




Seq. ID 


OJ991117JD6.0419 


• C7 


%. 


Gpnp No 


111239 




Strand 






: 1 3 
•b : - 


Start 


14025 




End 


16569 




f y 


Name 


OJ991117 06. 0419. C7. 


o2.tc 


Method 


TBLASTX: Cress 




S3 


Start 


14374 




End 


14627 






GI 


none 




Score 


209 






Exons 


14374. .14625, 14421. 


.14627 








? =r 
= if 


Seq. No. 


52694 




Seq. ID 


OJ991117_06.0419 


.C7 




Gene No - 


111239 




Strand 






h 


Start 


14025 




End 


16569 






Name 


OJ991117 06. 0419. C7. 


ol.tw 


Method 


TBLASTX: Wheat 




"a 


Start 


14590 




End 


14996 






GI 


none 




Score 


325 






Exons 


14590. .14952, 14592. 


.14996 








L J 
i. -i 


Seq. No. 


52695 




Seq. ID 


OJ991117_06.0419 


.C8 




Gene No. 


111240 




Strand 


+ 






Start 


229 




End 


532 






Name 


OJ991117 06. 0419. C8 . 


ol .np 


Method 


AAT/NAP 






Start 


229 




End 


529 






GI 


7486132 




Score 


189 






Exons 


229. .529 












GI Descrip. 


hypothetical protein 


F25G13. 


60 - Arabidopsis thaliana 





gi|5123938|emb|CAB45496.1| (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7267999 | emb I CAB78339 . 1 1 (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 52695 

Gene No. 111240 

Start 229 

Name OJ991117_06 . 04 19 . C8 . ol . gs 

Start 302 



Seq. ID OJ991117_06.0419.C8 

Strand + 

End 532 

Method GENSCAN 

End 532 



53761 



GI 


none 






Score 


.75 


Exons 


302. .532 










Seq. No. 


52695 






Seq. ID 


OJ991117 06.0419 


Gene No. 


111241 






Strand 


+ 


Start 


4123 






End 


4266 


Name 


OJ991117 


06.0419.C8.o3 


np 


Method 


AAT/NAP 


Start 


4123 






End 


4266 


GI 


1370154 






Score 


191 


Exons 


4123. .426 


6 








GI Descrip. 


(Z73955) 


RAB11G [Lotus 


japonicus] 




Seq. No. 


52695 






Seq. ID 


OJ991117_06.0419 


Gene No. 


111242 






Strand 




Start 


2196 






End 


4266 


Name 


OJ991117 


06.0419.C8.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


409 






End 


541 


GI 


none 






Score 


187 


Exons 


409. .522, 


410. .541 








Seq. No. 


52695 






Seq. ID 


OJ991117_06.0419 


Gene No. 


111242 






Strand 




Start 


2196 






End 


4266 


Name 


OJ991117 


06.0419.C8.o2 


tc 


Method 


TBLASTX: Cress 


Start 


409 






End 


580 


GI 


none 






Score 


204 


Exons 


409. .522, 


410. .580 









□ Seq. No. 

hj Gene No. 

Start 

l~= Name 

^ Start 

C3 Exons 

SJ GI Descrip. 



52695 Seq. ID OJ991117_06 . 04 19 . C8 

111242 Strand 

2196 End 4266 

OJ991117_06.0419.C8.o2.np Method AAT/NAP 

1170 End 4266 

7485929 Score 185 

1170. .1232, 2319. .2825, 4231. .4266 

hypothetical protein F21C20.150 - Arabidopsis thaliana 
gi|5262220|emb|CAB45846.1| (AL080254) putative protein 
[Arabidopsis thaliana] gi | 7268876 | emb | CAB79080 . 1 1 (AL161553) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


52695 








Seq. ID 


OJ991117_06.0419.C8 


Gene No. 


111242 








Strand 




Start . 


2196 








End 


4266 


Name 


OJ991117 06 


.0419 


C8.o2. 


gs 


Method 


GENSCAN 


Start 


2196 






End 


3077 


GI 


none 








Score 


.84 


Exons 


2196. .2543, 


2594 


.2793, 


2798. 


.3077 




Seq. No. 


52695 








Seq. ID 


OJ991117_06.0419.C8 


Gene No. 


111242 








Strand 




Start 


2196 








End 


4266 


Name 


OJ991117 06 


.0419 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2319 








End 


2716 


GI 


none 








Score 


89 


Exons 


2319. .2429, 


2320 


.2412, 


2432. 


.2470, 244 


8. .2564, 2448.-2579, 




2452. .2580, 


2559 


.2621, 


2624. 


.2716, 2633. .2716 



53762 




Seq. No. 


52695 


Seq. ID 


OJ991117JD6.0419 


.C8 


Gene No. 


111242 


Strand 






Start 


2196 


End 


4266 




Name 


OJ991117 06 0419 C8 ol tc 


Mpf* hod 


TBLASTX * Cress 




Start 


2325 ~ 


End 


2794 




GI 


none 


Score 


133 




Exons 


2325. .2444, 2451. .2543, 2588 


. .2794 






Seq. No. 


52695 


Seq. ID 


OJ991117_06.0419 


.C8 


Gene No. 


111242 


Strand 






Start 


2196 


End 


4266 




Naine 


OJ991117 06. 0419.C8 .o2 . ts 


Method 


TBLASTX : Soybean 




Start 


4155 ~ 


End 


4266 




GI 


none 


Score 


180 




Exon ^ 


4155 4265. 4156 4266 








Seq. No. 


52696 


Seq. ID 


OJ991117 06.0419 


.C9 


Gene No . 


111243 


Strand 


+ 




Start 


438 


End 


4598 




Name 


OJ991117 06.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


438 


End 


2067 




\J -l 


7438404 


Score 


354 




Hi AWl 1 O 


438. .481, 1025. .1087, 1751.. 


2067 






V- I .X O \_> X> ^ . 


GTP-binding protein Rablle - 


common tobacco (fragment) 






gil 623584 | gb | AAA74116 . 1| (L29272) putative [Nicotiana tabacum] 


Sea No 


52696 


Seq. ID 


OJ991117JD6.0419 


.C9 


Gene No . 


111243 


Strand 


+ 




Start 


438 


End 


4598 




Name 


OJ991117 06.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


1751 


End 


2283 




GI 


18792 1.R1084 


Score 


994 




Rxon 


1751. .2283 








GT De^pr^i o 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 


t 


Seq. No. 


52696 


Seq. ID 


OJ991117 06.0419 


.C9 


Gene No. 


111243 


Strand 


+ 




Start 


438 


End 


4598 




Name 


OJ991117 06.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


1777 


End 


4598 




GI 


none 


Score 


.82 




Exon s 


1777.. 2001, 2593.. 2693, 3202 


..3490, 4353. .4598 




Sea No 


52696 


Seq. ID 


OJ991117 06.0419 


.C9 


Gene No. 


111243 


Strand 


+ 




Start 


438 


End 


4598 




Name 


OJ991117 06.0419.C9.o2.np 


Method 


AAT/NAP 




Start 


4365 


End 


4592 




GI 


289160 


Score 


102 




Exons 


4365. .4592 








GI Descrip. 


(L03795) jacalin [Artocarpus 


integrif olia] 




Seq. No. 


52696 


Seq. ID 


OJ991117_06.0419 


.C9 


Gene No. 


111244 


Strand 






Start 


9193 


End 


9489 




Name 


OJ991117 . 06.0419.C9.o2.gs 


Method 


GENSCAN 





53763 




Start 


9193 








End 


9489 




GI 


none 








Score 


.87 




Exons 


9193. .9489 














Seq. No. 


52696 








Seq. ID - 


OJ991117_06.0419. 


C9 


(~2. aha K7 /~\ 










Strand 






Start 


12419 








End 


12480 




Name 


OJ991117 06. 


0419. 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1742 








End 


2072 




GI 


none 








Score 


88 




Exons 


1742. .1813, 


1750. 


.2064, 


1753. 


.2049, 1809.. 2072 




Seq. No. 


52696 








Seq. ID 


OJ991117 06 0419 


C9 




1 1 1 9 A S 








Strand 






Start 


12419 








End 


12480 




Name 


OJ991117 06. 


0419. 


C9.ol. 


tc 


Mpthnd 


TBLASTX • Cress 




Start 


1753 








End 


2037 




GI 


none 








Score 


304 




Exons 


1753. .2037, 


1753. 


.2007 










Seq. No. 


52696 








Seq. ID 


OJ991117_06.0419. 


C9 












Strand 






Start 


12419 








End 


12480 




Name 


OJ991117 06. 


0419. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1753 








End 


2043 




GI 


none 








Score 


292 




Exons 


1753. .2043, 


1753. 


.2007 










Seq. No. 


52696 








Seq. ID 


OJ991117_06.0419. 


C9 


Gene No. 


111245 








Strand 






Start 


12419 








End 


12480 




Name 


OJ991117 06. 


0419. 


C9.o2. 


gp 


Method 


AAT/GAP 




Start 


12419 








End 


12480 




GI 


2312838 








Score 


77 




Exons 


12419. .12480 












GI Descrip. 


1420932/gb|U61383 


IORU61383 7. 


0e-21 Oryza rufipogon 






4-coumarate- 


CoA ligase 


gene, 


intron 1, 


partial sequence 




Seq. No. 


52697 








Seq. ID 


OJ991117_06.0419. 


C10 


Gene No. 


111246 








Strand 






Start 


2666 








End 


4931 




Name 


OJ991117 06. 


0419. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


2666 








End 


4931 




GI 


6358773 








Score 


268 




Exons 


2666. .2686, 


4199. 


.4270, 


4370. 


.4438, 4562. .4627, 4734. .4931 


GI Descrip. 


(AC011665) putative DNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


52697 








Seq. ID 


OJ991117_06.0419. 


C10 


ATI A Vf /— v 


111246 








Strand 






Start 


2666 








End 


4931 




Name 


OJ991117 06. 


0419. 


ClO.ol 


.gp 


Method 


AAT/GAP 




q+- a y-4- 


3211 






End 


3985 




GI 


none 








Score 


1059 




Exons 


3211. .3606, 


3701. 


.3794, 


3892. 


.3985 






Seq. No. 


52697 








Seq. ID 


OJ991117_06.0419. 


C10 


Gene No. 


111246 








Strand 














53764 









Start 
Name 
Start 
GI 

Exons 



2666 End 
OJ991117_06.0419.C10.ol.tm Method 
4075 End 
none Score 

4075. .4110, 4076. .4111, 4196. .4261, 4200 

4352. .4441, 4370. .4441, 4559. .4627, 4560 

4728. .4823, 4731. .4802, 4732. .4821, 4733 

4860. .4898, 4861. .4893 



4931 

TBLASTX: Maize 
4898 
55 

4271, 4341. 
4628, 4560. 
4843, 4829. 



,4439, 
,4628, 
,4885, 



Seq. No. 52697 

Gene No. 11124 6 

Start 2666 

Name OJ991117_06 . 0419 . CIO . ol . ts 

Start 4166 

GI none 

Exons 4166.. 4261, 4352.. 4441, 4356. 

4728. .4823, 4732. .4815 



Seq. ID OJ991117_06. 0419. C10 
Strand 

End 4931 

Method TBLASTX : Soybean 

End 4823 

Score 71 

.4439, 4559.-4627, 4560. .4628, 



Seq. No. 52697 

Gene No. 111246 

Start 2666 

Name OJ991117_06. 04 19. C10 .ol . tw 

Start 4196 

GI none 

Exons 4196.. 4261, 4341.. 4439, 4346. 

4728. .4805, 4732. .4821 



Seq. ID OJ991117_06. 0419. C10 
Strand 

End 4931 

Method TBLASTX : Wheat 

End 4821 

Score 7 7 

4441, 4559.-4627, 4560. .4628, 



n 

■a =r 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52697 

111246 

2666 

OJ991117_06.0419.C10.ol.tc 

4199 

none 

4199.. 4261, 4200. .4271, 4352. 
4559. .4627, 4560. .4628, 4728. 

52698 

111247 

4248 

OJ991117_06.0419.Cll.o2.gs 

4248 

none 

4248. .4670, 5197. .5251, 5588. 
8180. .8252, 9448. .9693 



Seq. ID OJ991117_06. 0419. C10 
Strand 

End 4 931 

Method TBLASTX : Cress 
End 4805 
Score 66 

4441, 4356. .4439, 4370. .4441, 
4805, 4732. .4785 

Seq. ID OJ991117_06.0419.C11 

Strand + 

End 9693 

Method GEN SCAN 

End 9693 

Score .52 

5640, 6253. .6288, 6713. .6906, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



52698 

111248 

10665 

OJ991117_06.0419.Cll.ol.gp 
10414 

927_2.R1084 

10414. .10794, 10917. .10998 
, 5816996/emb|CAB53651.1| 3.0e- 
L32-like protein [Arabidopsis 

52698 
111248 



Seq. ID OJ991117_06.0419.C11 
Strand 

End 10998 
Method AAT/GAP 
End 10998 
Score 906 

-43 (AL110123) ribosomal protein 
thaliana] 1 

Seq. ID OJ991117_06.0419.C11 
Strand 



53765 



Start 


10665 




End 


10998 




Name 


OJ991117 06.0419.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


10659 




End 


10998 




GI 


none 




Score 


166 




Exons 


10659. .10799, 10667. 


.10798, 


10915. .10998, 10915.. 10998 




Seq. No. 


52698 




Seq. ID 


OJ991117_06.0419 


.Cll 


Gene No . 


111248 




Strand 






Start 


10665 




End 


10998 




Name 


OJ991117 06.0419.C11 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10662 




End 


10996 




GI 


none 




Score 


107 




Exons 


10662. .10799, 10705. 


.10797, 


10916. .10996, 10917.. 10991 




Seq. No. 


52698 




Seq. ID 


OJ991117_06.0419 


.Cll 


Gene No 


111248 




Strand 






Start 


10665 




End 


10998 




Name 


OJ991117 06.0419.C11 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10665 




End 


10996 




GI 


none 




Score 


113 




Exons 


10665. .10799, 10680. 


.10799, 


10916. .10996, 10917. .10991 




Seq. No. 


52698 




Seq. ID 


OJ991117_06.0419 


.Cll 


Gene No 


111248 




Strand 






Start 


10665 




End 


10998 - 




Name 


OJ991117 06.0419.C11 


. o3 . gs 


Method 


GENSCAN 




Start 


10665 




End 


10927 




GI 


none 




Score 


.91 




Exons 


10665. .10794, 10917. 


.10927 








Seq. No. 


52698 




Seq. ID 


OJ991117_06.0419 


.Cll 


Gene No. 


111248 




Strand 






Start 


10665 




End 


10998 




Name 


OJ991117 06.0419.C11 


. ol . np 


Method 


AAT/NAP 




Start 


10668 




End 


10998 




GI 


7441093 




Score 


297 




Exons 


10668. .10794, 10917. 


.10998 








GI Descrip. 


ribosomal protein L32, cytosolic - Arabidopsis thaliana 






gi | 5816996 1 emb | CAB53651 . 1 1 


(AL110123) 


ribosomal protein 


L32 



protein [Arabidopsis thaliana] gi | 7268562 | emb | CAB78812 . 1 1 
(AL161547) ribosomal protein L32-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52698 

111248 

10665 

OJ991117_06.0419.Cll.ol.tw 

10695 

none 



Seq. ID OJ991117_06. 0419. Cll 
Strand 

End 10998 

Method TBLASTX : Wheat 

End 10998 

Score 157 



10695. .10799, 10697 .. 10798 , 10915 .. 10998, 10916. .10996 



52699 

111249 

10 

OJ991117_06.0419.C12.ol.gs 
10 

none 



Seq. ID OJ991117_06.0419.C12 

Strand + 

End 1950 

Method GENSCAN 

End 1950 

Score .51 



53766 



Exons 



10. .230, 1824. .1950 



Seq. No. 52699 

Gene No. 111250 

Start 83 

Name OJ991117JD6. 0419. C12 .ol .gp 

Start 83 

GI 927JL.R1084 

Exons 83. . 137 

GI Descrip. 1 5816996/emb | CAB53651 . 1 | 2.0e-55 (AL110123) ribosomal protein 
L32-like protein [Arabidopsis thaliana] 1 



Seq. ID OJ991117_06.0419.C12 
Strand 

End 137 

Method AAT/GAP 

End 137 

Score 79 



Seq. No. 52699 

Gene No. 111251 

Start 2863 

Name OJ991117_06 . 0419.C12 .ol .np 

Start 2863 

GI 7489282 

Exons 2863.. 2909, 3712.. 3948 

GI Descrip. tuberisation-related protein - potato gi | 2894118 | emb | CAA05999 . 1 | 
(AJ003219) hypothetical protein [Solanum tuberosum] 



Seq. ID OJ991117_06.0419.C12 
Strand 

End 3948 

Method AAT/NAP 

End 3948 

Score 108 





Sea No 


52699 




Seq. ID 


OJ991117 




Gene No . 


111251 




Strand 






Start 


2863 




End 


3948 


=J 


Name 


OJ991117 06 


.0419.C12.o2.gp 


Method 


AAT/GAP 




Start 


3411 




End 


3839 


: 5 
™» 


GI 


5607582 




Score 


660 


=& 


Pxnn c; 


3411 3839 








-J 


Seq. No. 


52700 




Seq. ID 


OJ991117 




Gene No. 


111252 




Strand 


+ 




Start 


2255 




End 


3254 




Name 


OJ991117 06 


.0419.C13.o2.gs 


Method 


GENSCAN 




Start 


2255 




End 


3254 




GI 


none 




Score 


.8 




Exons 


2255. .2299, 


3087. .3254 








Seq. No. 


52700 




Seq. ID 


OJ991117 




Gene No. 


111253 




Strand 






Start 


1 




End 


338 




Name 


OJ991117 06 


.0419.C13.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


273 




GI 


3695023 




Score 


191 




Exons 


1. .273 










GI Descrip. 


(AF055850) 


unknown [Arabidopsis thaliana] 




Seq. No. 


52700 




Seq. ID 


OJ991117 




Gene No. 


111253 




Strand 






Start 


1 




End 


338 




Name 


OJ991117 06 


.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


29 




End 


258 




GI 


none 




Score 


.98 




Exons 


29. .258 










Seq. No. 


52700 




Seq. ID 


OJ991117 




Gene No. 


111253 




Strand 





53767 



Start 
Name 
Start 
GI 

Exons 



OJ991117_06.0419.C13.ol.gp 
93 

none 
93. .338 



End 

Method 

End 

Score 



338 

AAT/GAP 

338 

449 



Seq. No. 52701 

Gene No. 111254 

Start 1572 

Name OJ991117_06.0419.C14.ol.gs 

Start 1572 

GI none 

Exons 1572.. 1656, 1847.. 1971 

Seq. No. 52701 

Gene No. 111255 

Start 4212 

Name OJ991117_06. 0419 . C14 . o2 . gs 

Start 4212 

GI none 

Exons 4212.. 4529 



Seq. ID OJ991117_06.0419.C14 

Strand + 

End 1971 

Method GENSCAN 

End 1971 

Score .89 



Seq. ID OJ991117_06.0419.C14 
Strand 

End 4 529 

Method GENSCAN 

End 4529 

Score .88 



f i = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52702 

111256 

177 

OJ991117_06.0419.C15.ol.np 
177 

7486133 

177. .800, 1659.. 1913, 2025. 
hypothetical protein F25G13 
gi I 5123939 | emb | CAB454 97.il 



Seq. ID OJ991117_06.0419.C15 
Strand + 
End 2558 
Method AAT/NAP 
End 2292 
Score 851 
2292 

70 - Arabidopsis thaliana 
(AL079349) putative protein 



[Arabidopsis thaliana] gi | 7268000 | emb | CAB78340 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161535) 



52702 Seq. ID 

111256 Strand 

177 End 
OJ991117_06 . 04 19 . C15 . ol . gs Method 

183 End 

none Score 

183. .800, 1659.. 1913, 2025.. 2324 

52702 Seq. ID 

111256 Strand 

177 End 
OJ991117_06.0419.C15.o2.tc Method 

267 End 

none Score 

267. .668, 401. .517 



OJ991117_06.0419.C15 
+ 

2558 
GENSCAN 
2324 
.95 



OJ991117_06.0419.C15 
+ 

2558 

TBLASTX: Cress 

668 

261 



Seq. No. 52702 

Gene No. 111256 

Start 177 

Name OJ991117_06 . 04 19 . C15 . o2 . ts 

Start 282 

GI none 
Exons 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

Method TBLASTX : Soybean 

End 737 

Score 74 



282..347, 401. .493, 404. .487, 405. .527, 591. .737, 644. .727 



53768 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52702 

111256 

177 

OJ991117_0 6.0419. C15 . ol . tm 

305 

none 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

Method TBLASTX: Maize 

End 2300 

Score 52 



305. .493, 318. .347, 401. .493, 402. .494, 479. .550, 480. .551, 
555. .638, 638. .682, 639. .692, 639. .722, 709. .801, 709. .750, 
1641. .1925, 1650. .1889, 1664. .1912, 2019. .2300, 2020. .2139, 
2024.. 2299, 2115.. 2300 



Seq. No. 52702 

Gene No. 111256 

Start 177 

Name OJ991117_06.0419.C15.o3.tc 

Start 1648 

GI none 

Exons 1648.. 1710, 1649.. 1774, 1650. 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

Method TBLASTX : Cress 

End 1781 

Score 81 

.1775, 1655. .1768, 1656. .1781 



Seq. No. 52702 

Gene No. 111256 

Start 177 

Name OJ991117_06 . 04 19 . C15 . ol . ts 

Start 1662 

GI none 

Exons 1662.. 1925, 1664.. 1855, 2019. 
2247. .2303 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

Method TBLASTX : Soybean 

End 2303 

Score 311 

.2264, 2024. .2251, 2118. .2258, 



Seq. No. 52702 

Gene No. 111256 

Start 177 

Name OJ991117_06. 04 19. CIS. ol .gp 

Start 1752 

GI 5447_1.R1084 

Exons 1752.. 1913, 2025.. 2558 

GI Descrip. • 5123939/emb | CAB454 97 . 1 | 8. 

[Arabidopsis thaliana] 1 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

Method AAT/GAP 

End 2558 

Score 1352 

Oe-47 (AL079349) putative protein 



Seq. No. 


52702 






Gene No. 


111256 






Start 


177 






Name . 


OJ991117 06, 


.0419. 


CIS.ol 


Start 


1782 






GI 


none 






Exons 


1782. .1916, 


2019. 


.2282, 


Seq. No. 


52703 






Gene No. 


111257 






Start 


22 






Name 


OJ991117 06. 


.0419. 


C16.ol 


Start 


22 






GI 


none 






Exons 


22. .82, 653. 


. .754, 


1275. 




3438. .3705, 


3786. 


.3823, 




5466. .6270, 


6360. 


.6612 



Seq. ID OJ991117_06.0419.C15 

Strand + 

End 2558 

.tc Method TBLASTX : Cress 

End 2282 

Score 132 
2030. .2251, 2130. .2273 

Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 
.gs Method GENSCAN 

End 6612 

Score .86 
.1643, 2679.. 3039, 3167.. 3290, 
3921. .4074, 4382. .4466, 4595. .4719, 



53769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52703 

111257 

22 

OJ991117_06.0419.C16.ol.np 

1290 

4688596 



Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 

Method AAT/NAP 

End 6703 

Score 2372 



1290. .1643, 2679. .3039, 3167. .3290, 3438. .3684, 3853. .4074, 
4382. .4466, 4595. .4719, 5466. .6270, 6360. .6703 
(AJ005682) inositol 1, 4 , 5-trisphosphate 5-phosphatase 
[Arabidopsis thaliana] 



Seq. No. 52703 

Gene No. 111257 

Start 22 

Name OJ991117JD6 . 0419 . CI 6 . ol . tm 

Start 1399 

GI none 
Exons 



Seq. ID OJ991117__06.0419.C16 
Strand 

End 6703 

Method T BLAST X : Mai ze 

End 2835 

Score 193 



1399. .1644, 1427. .1645, 1428. .1646, 1428. .1649, 2676. .2834, 
2677. .2835 



Seq. No. 52703 

Gene No. 111257 

Start 22 

Name OJ991117_06.0419.C16.ol .tc 

Start 1431 

GI none 
Exons 



Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 

Method TBLASTX: Cress 

End 3274 

Score 148 



1431. .1649, 1441. .1644, 2676. .2741, 2677. .2739, 2763. .3038, 
2763. .3050, 2803. .3039, 3157. .3273, 3161. .3274 



Seq. No. 52703 

Gene No. 111257 

Start 22 

Name OJ991117_06. 0419.C16.o5 . ts 

Start 1431 

GI none 

Exons 1431. .1643, 1477.. 1644 



Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 

Method TBLASTX : Soybean 

End 164 4 

Score 139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52703 
111257 
22 

OJ991117_06.0419.C16.o2.ts 
2832 
none 

2832. .3041, 2938. .3039, 3157. .3291, 3161. .3292 



Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 

Method TBLASTX : Soybean 

End 3292 

Score 99 



52703 

111257 

22 

OJ991117_06.0419.C16.ol.ts 

3439 

none 



Seq. ID OJ991117_06.0419.C16 
Strand 

End 6703 

Method TBLASTX : Soybean 

End 3981 

Score 180 



3439. .3657, 3439. .3699, 3913. .3981 



Seq. No. 52703 

Gene No. 111257 

Start 22 

Name OJ991117 06. 0419.C16.o3 . ts 



Seq. ID OJ991117_06. 0419.C16 
Strand 

End 6703 

Method TBLASTX : Soybean 



53770 







4 ^fiQ 

4 JO? 


End 


4720 






none 


Score 


99 




Exons 


4^69 4455 438? 4483 4383 


.4442,. 4594. .4719, 4595. .4720 




Q /-» /-r W*™» 

064 • INO . 


59703 


Seq. ID 


OJ991117_06.0419.C16 




Gene No. 


111257 


Strand 






Start 


22 


End 


6703 




Name 


OJ991117 06 0419 C16 o2 tc 


Method 


TBLASTX: Cress 




OLaLL 


5586 — 


End 


6011 




(jl 




Score 


74 




Exons 


5586 5702 5587 5703 5679 


.6011, 5680. .5997, 5682. .6002, 






570? 6004 








Seq. No. 


52703 


Q pn TD 

uC^ . J- u 


OJ991117 06 0419 C16 




Gene No. 


111257 . 


c+- >-a nH 
0 Li ai ikjl 






Dlal U 


22 


FnH 


6703 




Name 


O.TQQ1 117 06 0419 fl 6 o4 f <? 




TBLASTX • Sovbean 




Of -J r -+- 

OLart 


6937 ~~ 
0£ 0 / 


End 


6614 




bl 


none 


Score 


108 






6937 6281 -6353 6613, 6477. 


.6614 






Seq. No. 


52704 


Seq. ID 


OJ991117_06.0419.C18 


3 


Gene No. 


111258 


Strand 




3 


O Lai L 


769 


End 


1061 




Name 


HTQQ1117 06 041Q PI fi n1 +-w 

UU 77111' UO.U t 3l7-V^10.vJl-L.W 


Method 


TBLASTX: Wheat 




ouar c 


7 6Q ~ 

/ O 7 


End 


1061 


i 3 




none 


Score 


62 


3 


Exons 


7fi9 861 873 1 061 

/ O 7 . • OUl/ O / J • • 1UU1 






3 


OcCj • 1N(J • 


59705 


Seq. ID 


OJ991117_07.0421.C3 




Hon 0 Mo 


111259 


Strand 


+ 


LI 


Start 


1 


End 


911 




Name 


OJ991117 07.0421.C3.ol.np 


Method 


AAT/NAP 




O Lai L 


1 


End 


519 




P.T 


7523507 


Score 


718 




Exons 


1. .519 










(AP001633) Similar to Oryza sativa serine carboxypeptidase- 


J 

3 




protein (P52712) 








Seq. No. 


52705 


Seq. ID 


OJ991117_07.0421.C3 




Gene No. 


111259 


Strand 


+ 




OLdXL 


1 


End 


911 




Name 


OJ991117 07.0421. C3.ol.gs 


Method 


GENSCAN 




otart 


119 


End 


911 




PT 


none 


Score 


.4 




Exons 


119. .193, 253.-456, 766. .911 








OCq • 1NO • 


52705 


Seq. ID 


OJ991117_07.0421.C3 




Gene No. 


111260 


Strand 






Start 


413 


End 


845 




Name 


OJ991117 07.0421.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


154 


End 


534 




GI 


none 


Score 


74 




Exons 


154. .228, 155. .229, 193. .285, 


204. .281 


, 218. .286, 289..3S4, 






295.. 339, 297.. 353, 345.. 503, 


346. .504 


, 346.-534 




Seq. No. 


52705 


Seq. ID 


OJ991117_07.0421.C3 



53771 



Gene No. 111260 Strand 

Start 413 End 845 

Name OJ991117_07 . 0421 . C3 . ol . gp Method AAT/GAP 

Start 413 End 845 

GI 36924_1.R1084 Score 623 

Exons 413.. 845 

GI Descrip. * 2149018 /gb | U7054 1 | OSU7054 1 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52706 

111261 

1 

OJ991117 07.0421.C4.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991117_07.0421.C4 

3411 
AAT/NAP 
3250 
397 



7262695 

1..18, 1570. .1774, 1909. .1990, 3091. .3250 
(AC012188) Strong similarity to an unknown protein from 
Arabidopsis thaliana gb | AL049171 . 1 



52706 Seq. ID 

111261 Strand 

1 End 

OJ991117_07 . 0421 . C4 . ol . gs Method 

805 End 

none Score 



OJ991117_07.0421.C4 

3411 
GENSCAN 
3379 
.78 



805. .851, 1441. .1774, 1909. .1990, 3091. .3205, 3349. .3379 



52706 

111261 

1 

OJ991117_07.0421. 

1560 

none 

1560.. 1775, 1571, 

52706 

111261 

1 

OJ991117_07.0421. 

1569 

none 

1569.. 1619, 1570, 
1907.. 1999, 3090, 

52706 

111261 

1 

OJ991117_07.0421, 
1570 

22006JL.R1084 
1570. .1660 
'2935529 4.0e-93 
radiata] ' 



Seq. ID OJ991117_07.0421.C4 
Strand 

End 3411 

C4.ol.tc Method TBLASTX: Cress 

End 3176 

Score 119 
.1774, 1904. .1999, 1906. .1992, 3090. .3176 

Seq. ID OJ991117_07.0421.C4 
Strand 

End 3411 
C4.ol.tm Method TBLASTX: Maize 

End 3206 

Score 88 
.1626, 1571. .1774, 1572. .1775, 1903. .1992, 
.3170, 3090. .3170, 3171. .3206 



Seq. ID OJ991117_07.0421.C4 
Strand 

End 3411 

Method AAT/GAP 

End 1660 

Score 165 



C4 .ol.gp 



(AF049069) No definition line found [Pinus 



Seq. No. 
Gene No. 



52706 
111261 



Seq. ID 
Strand 



OJ991117 07. 0421. C4 



53772 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ991117_07.0421.C4.ol.ts 

1571 

none 

1571.. 1771, 1575.. 1766, 1909. 

52706 

111261 

1 

OJ991117_07.0421.C4.o2.gp 
1711 

16779 1.R1084 



End 3411 
Method TBLASTX : Soybean 
End 1996 
Score 8 6 
.1992, 1913. .1996 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_07.0421.C4 

3411 
AAT/GAP 
3411 
584 



1711. .1774, 1909. .1990, 3091. .3205, 3349. .3411 

, 4539422/emb| CAB38955.il 1.0e-22 (AL049171) putative protein 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 07. 0421. C6 



52707 
111262 
1 

OJ991117_07.0421.C6.ol.np 
1 

6983860 
1..160, 416. .744 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



744 

AAT/NAP 

744 

760 



52707 

111262 

1 

OJ991117_07.0421.C6.ol.tw 
63 

none 
63. .416 

52707 

111262 

1 

OJ991117_07.0421.C6.ol.gs 

422 

none 

422. .733 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_07.0421.C6 
744 

TBLASTX: Wheat 

416 

255 



OJ991117_07.0421.C6 
744 

GENSCAN 

733 

.89 



OJ991117 07. 0421. C7 



52708 Seq. ID 

111263 Strand 

959 End 1132 

OJ991117_07 . 0421 . C7 . ol . np Method AAT/NAP 

959 End 1132 

6063554 Score 105 
959. .1132 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52709 

111264 

1 

OJ991117_07.0421.C9.ol.np 



Seq. ID OJ991117_07.0421.C9 
Strand 

End 730 

Method AAT/NAP 



53773 






Start 


1 


End 


730 




GI 


4191789 


Score 


77 




Exons 


1.. .131, 250. .280, 399. .504, 708. .730 






GI Descrip. 


(AC005917) putative potassium/proton antiporter [Arabidopsis 






thaliana] 








Seq. No. 


52709 


Seq. ID 


OJ991117_07.0421.C9 




Gene No. 


111264 


Strand 






Start 


1 


End • 


730 




Name 


OJ991117 07.0421.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


63 


End 


460 




GI 


none 


Score 


69 




Exons 


63. .149, 68. .133, 70. .135, 244. .312, 248. .325, 248. .322, 






250. .324, 437. .460 








Seq. No. 


52709 


Seq. ID 


OJ991117_07.0421.C9 




Gene No . 


111264 


Strand 


— 




Start 


1 


End 


730 




Name 


OJ991117 07.0421.C9.ol.gs 


Method 


GENSCAN 




Start 


250 


End 


496 




GI 


none 


Score 


. 81 




Exons 


250. .322, 438. .496 








Seq. No. 


52710 


Seq. ID 


OJ991117_07.0421.C12 


£3 


Gene No . 


111265 


Strand 


+ 




Start 


69 


End 


697 




Name 


OJ991117 07.0421.C12.ol.gs 


Method 


GENSCAN 


ry 


Start 


69 


End 


697 




GI 


none 


Score 


.44 


^ 

S ; 3 


Exons 


69. .202, 268. .492, 565. .697 






w 


Seq. No. 


52711 


Seq. ID 


OJ991117_07.0421.C13 


ris 
j ~f 


Gene No. 


111266 


Strand 


+ 


s 


Start 


1 


End 


1172 


- 5S. 

: 3 


Name 


OJ991117 07.0421.C13.ol.np 


Method 


AAT/NAP 


% , 5 


Start 


1 


End 


1172 




GI 


6069646 


Score 


296 




Exons 


1.-31, 283. .565, 849. .1172 






, 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


1 J 




[Oryza sativa] gi | 6907112 | dbj 


BAA90639 


.11 (AP001129) Similar to 


f ^ 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 






[Oryza sativa] 








Seq. No. 


52711 


Seq. ID 


OJ991117_07.0421.C13 




Gene No . 


111266 


Strand 


+ 




Start 


1 


End 


1172 




Name 


OJ991117 07.0421.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


327 


End 


779 




GI 


none 


Score 


319 




Exons 


327. .779, 527. .655 








Seq. No. 


52711 


Seq. ID 


OJ991117_07 .0421.C13 




Gene No. 


111266 


Strand 


+ 




Start 


1 


End 


1172 




Name 


OJ991117 07.0421.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


422 


End 


845 



53774 



GI 

Exons 



none Score 
422. .721, 426..72S, 738. .845 



238 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



52711 

111266 

1 

OJ991117_07.0421.C13.o2.tm 

838 

none 



Seq. ID OJ991117_07.0421, 

Strand + 

End 1172 

Method TBLASTX : Mai ze 

End 1119 

Score 180 



C13 



838. .1017, 840. .1016, 1030. .1119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
3 Start 
~i Name 
? Start 
i! GI 
^ Exons 

j Seq. No. 

2 Gene No. 
7i Start 

y Name 
Start 

3 GI 

J Exons 

3. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52712 
111267 
1 

OJ991117_07.0421.C14.ol.np 
1 

7106512 
1..307, 362. .801 

(AP001278) EST C98429 (E0138 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID ,OJ991117_07.0421. 
Strand 

End 801 

Method AAT/NAP 

End 801 1 

Score 8 98 



C14 



52712 

111267 

1 

OJ991117_07.0421.C14.ol.gs 
50 

none 

50. .337, 354. .520, 643. .793 



Seq. ID OJ991117_07.0421. 

Strand 

End 801 

Method GEN SCAN 

End 793 

Score .69 



the 



C14 



52713 
111268 
1 

OJ991117_07.0421.C17.ol.np 
1 

7106512 
1.-117, 191. .251 

(AP001278) EST C98429 (E0138 ) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991117JD7 .0421, 

Strand 

End 251 

Method AAT/NAP 

End 251 

Score 84 



C17 



52714 
111269 
1 

OJ991117_07.0421.C24.ol.np 
1 

6742729 
1. .807 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991117_07.0421, 
Strand 

807 

AAT/NAP 
807 
1236 



the 



C24 



End 

Method 

End 

Score 



52714 

111269 

1 

OJ991117_07.0421.C24.o2.tw 
2 

none 

2. .151, 4. .150, 8. .151 



Seq. ID OJ991117_07.0421 ( 

Strand 

End 807 

Method TBLASTX : Wheat 

End 151 

Score 142 



C24 



Seq. No. 



52714 



Seq. ID OJ991117_07.0421.C24 



53775 



Gene No. 


111269 


Strand 




Start 


1 


End 


807 


Name 


OJ991117 07 .0421.C24 .ol.gs 


Method 


GEN SCAN 


Start 


19 ~~ 


End 


711 


GI 


none 


Score 


.73 


Exons 


19. .711 






Seq. No. 


52714 


Seq. ID 


OJ991117_07.0421.C24 


Gene No. 


111269 


Strand 




Start 


1 


End 


807 


Name 


OJ991117 07 .0421.C24 .ol. tw 


Method 


TBLASTX: Wheat 


Start 


152 ~~ 


End 


601 


GI 


none 


Score 


103 


Exons 


152. .277, 153. .281, 154. .282, 


154. .276, 310. .552, 350. .532, 




544 . . 600, 551 . . 601 






Seq. No. 


52715 


Seq. ID 


OJ991117 07.0421.C25 


Gene No. 


111270 


Strand 


+ 


Start 


385 


End 


677 


Name 


OJ991117 07 . 0421 .C25 .ol .gs 


Method 


GEN SCAN 


Start 


385 ~~ 


End 


677 


GI 


none 


Score 


.58 


Exons 


385 . .433, 445 . . 677 






Seq. No. 


52716 


Seq. ID 


OJ991117 07 . 0421 .C26 


Gene No . 


111271 


Strand 


+ ~ 


Start 


984 


End 


1365 


Name 


OJ991117 07.0421.C26.ol.gp 


Method 


AAT/GAP 


Start 


984 


End 


1365 


GI 


uC-osflcyp033a04bl 


Score 


655 


Exons 


984. .1365 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


52716 


Seq. ID 


OJ991117 07 . 0421 .C26 


Gene No. 


111272 


Strand 




Start 


395 


End 


942 


Name 


OJ991117 07. 0421. C26. ol.gs 


Method 


GENSCAN 


Start 


395 


End 


942 


GI 


none 


Score 


.56 


Exons 


395. .522, 885.-942 






Seq. No. 


52716 


Seq. ID 


OJ991117_07.0421.C26 


Gene No. 


111273 


Strand 




Start 


913 


End 


2071 


Name 


OJ991117 07.0421.C26.o2.np 


Method 


AAT/NAP 


Start 


913 


End 


2071 


GI 


4680186 


Score 


241 


Exons 


913. .1142, 1269. .1353, 1873.. 


2071 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


52717 


Seq. ID 


OJ991117_07.0421.C30 


Gene No. 


111274 


Strand 


+ 


Start 


1031 


End 


1205 


Name 


OJ991117 07.0421.C30.ol.gp 


Method 


AAT/GAP 


Start 


1031 


End 


1205 


GI 


none 


Score 


315 



53776 



Exons 



1031. .1205 



Seq. No. 52718 Seq. ID OJ991117_07 . 0421 . C31 

Gene No. 111275 Strand 

Start 1 End 2712 

Name OJ991117_07 . 0421 . C31 . ol . np Method AAT/NAP 

Start 1 End 2712 

GI 4191789 Score 763 

Exons 1..133, 367. .444, 526. .726, 906. .1001, 1507. .1560, 1680. .1776, 

2089. .2177, 2378. .2434, 2664. .2712 
GI Descrip. (AC005917) putative potassium/proton antiporter [Arabidopsis 

thaliana] 



Seq. No. 52718 

Gene No. 111275 

Start 1 

Name OJ991117_07 . 0421 . C31 . ol . tm 

Start 76 

GI none 
Exons 



Seq. ID OJ991117_07.0421.C31 
Strand 

End 2712 

Method TBLASTX : Mai ze 

End 2436 

Score 7 4 



76. .135, 80. .151, 276. .317, 362. .454, 365.-439, 367. .453, 
487. .717, 524. .718, 526. .723, 870. .1001, 892. .1002, 1501. .1563, 
1501. .1563, 1508. .1567, 1674. .1724, 1675. .1725, 1723. .1776, 
1726. .1773, 1960. .1977, 2055. .2180, 2064. .2189, 2089. .2190, 
2355. .2435, 2356. .2436, 2356.-2433, 2357.. 2434 



W Seq. No. 

Cn Gene No. 

fy Start 

?=! Name 

^ Start 
GI 

W Exons 

fy GI Descrip. 



52718 Seq. ID OJ991117_07 . 042 1 . C31 

111275 Strand 

1 End 2712 

OJ991117_07.0421.C31.ol.gp Method AAT/GAP 

519 End 2133 

20474_1.R1084 Score 838 

519. .714, 906. .1001, 1507. .1560, 1680. .1776, 2089. .2133 

1 4191789 4.0e-62 (AC005917) putative transmembrane transport 

protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52718 

111275 

1 

OJ991117_07.0421.C31.ol.tc 

523 

none 



Seq. ID OJ991117_07.0421.C31 
Strand 

End 2712 

Method TBLASTX : Cress 

End 1563 

Score 142 



523. .717, 538. .723, 870. .1001, 892. .1002, 1501. .1563 



Seq. No. 52718 Seq. ID OJ991117_07 . 0421 . C31 

Gene No. 111275 Strand 

Start 1 End 2712 

Name OJ991117_07 . 0421 .C31 . ol .gs Method GEN SCAN 

Start 526 End 2434 

GI none Score . 7 

Exons 526. .731, 1172. .1266, 1507. .1560, 2089. .2177, 2357. .2434 



Seq. No. 52718 Seq. ID OJ991117_07 . 0421 . C31 

Gene No. 111275 Strand 

Start 1 End 2712 

Name OJ991117_07 . 042 1 . C31 . ol . ts Method TBLASTX : Soybean 

Start 526 End 1727 

GI none Score 161 



53777 



Exons 



526. .717, 584. .718, 870. .1001, 892. .1002, 1501. .1563, 
1507. .1566, 1665. .1727, 1674. .1727 



Seq. No. 52719 

Gene No. 111276 

Start 182 

Name OJ991117_07 . 0421 . C36 . ol . gs 

Start 182 

GI none 

Exons 182.. 727 



Seq. ID OJ991117_07.0421.C36 
Strand 

End 753 

Method GENSCAN 

End 727 

Score .82 



Seq. No. 52719 

Gene No. 111276 

Start 182 

Name OJ991117_07 . 0421 . C36. ol . tm 

Start 233 

GI none 
Exons 



Seq. ID OJ991117_07.0421.C36 
Strand 

End 753 

Method TBLASTX : Mai ze 

End 661 

Score 93 



233. .379, 237. .380, 239. .448, 243. .449, 244. .450, 313. .528, 
437. .661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991117_07.0421.C36 
Strand 

End 753 

Method AAT/NAP 

End 753 

Score 431 



52719 
111276 
182 

OJ991117_07.0421.C36.ol.np 
239 

7363274 
239. .753 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



52720 

111277 

295 

OJ991117_07.0421.C40.ol.gs 

295 

none 

295.. 406, 630.. 835 



Seq. ID OJ991117_07.0421.C40 

Strand + 

End 835 

Method GENSCAN 

End 835 

Score . 5 



Seq. No. 52721 

Gene No. 111278 

Start 6239 

Name OJ991117_07 . 0421 .C42 . ol . gp 

Start 6239 

GI LIB3432-059-P1-K1-D8 

Exons 6239.. 6689 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ991117_07.0421.C42 
Strand + 

6689 
AAT/GAP 
6689 
722 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52721 

111279 

709 

OJ991117_07.0421.C42.ol.gs 

709 

none 



Seq. ID OJ991117_07.0421.C42 
Strand 

End 3184 

Method GENSCAN 

End 3184 

Score . 9 



709.. 810, 2701.. 2886, 3002.. 3184 



Seq. No. 



52722 



Seq. ID OJ991117_07.0421.C43 



53778 





111280 










o Li aiiu 




Start 


962 










End 


2564 


Name 


OJ991117 07 


.0421. 


C43. 


o2 


.gs 


Method 


GENSCAN 


Start 


962 










End 


2564 


GI 


none 










Score 


.76 


Exons 


962. .1081, 


1687. . 


2564 










Seq. No. 


52723 










Seq. ID 


OJ991117 




111281 










9f rand 




Start 


5154 










End 


5772 


Name 


OJ991117 07 


.0421. 


C44. 


o2 


-gp 


Method 


AAT/GAP 


Start 


5154 










End 


5772 


GI 


none 










Score 


1192 


Exons 


5154. .5772 














Seq. No. 


52723 










Seq. ID 


OJ991117 


Cpnp NO 


111282 










Sr rand 


+ 


Start 


8015 










End 


8385 


Name 


OJ991117 07 


.0421. 


C44. 


o4 


.gp 


Method 


AAT/GAP 


Start 


8015 










End 


8385 


GI 


none 










Score 


702 


Exons 


8015. .8385 














Seq. No. 


52723 










Seq. ID 


OJ991117 


Gene No. 


111283 










Strand 


+ 


Start 


17184 










End 


17275 


Name 


OJ991117 07 


.0421. 


C44. 


o7 


• gp 


Method 


AAT/GAP 


Start 


17184 










End 


17275 


GI 


LIB3477-003 


-Pl-Kl 


-E9 






Score 


146 



07.0421.C44 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17184. .17275 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



S 1 PRECURSOR 
sativa] ' 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



7_07.0421.C44.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_ 
+ 

19430 
AAT/NAP 
19430 
134 



07.0421.C44 



52723 
111284 
17660 
OJ991117 
17660 
5922620 

17660. .17680, 19308.. 19430 

(AP000492) EST D15357 (C0514 ) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 {C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
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5558 




f J 


GI 


none 








Score 


210 




= 


Exons 


5058 . . 5402, 


5096 


. . 5239, 


5432. 


.5554, 5433.. 5558 






Seq. No. 


52725 








Seq. ID 


OJ991117_07.0421 


.C46 


^ . It 


Gene No. 


111293 








Strand 








Start 


14120 








End 


14258 






Name 


OJ991117 07 


.0421 


.C46.o4 


. gs 


Method 


GENSCAN 






Start 


14120 








End 


14258 




i. Jl 
™ =~ 


GI 


none 








Score 


.61 




^ =r 


Exons 

J—J \J HU 


14120. .14155, 14214. .14258 










Seq. No. 


52726 








Seq. ID 


OJ991117_07.0421 


.C47 




Gene No. 


111294 








Strand 


+ 






Start 


4880 








End 


5201 






Name 


OJ991117 07 


.0421 


.C47.o2 


.gs 


Method 


GENSCAN 








4880 








End 


5201 








none 








Score 


.51 






pynn o 


4880. .4897, 


4958 


. .5201 












Seq. No. 


52726 








Seq. ID 


OJ991117_07.0421 


.C47 




Gene No. 


111295 








Strand 








Start 


927 








End 


3948 






Name 


OJ991117 07 


.0421 


.C47.ol 


.gs 


Method 


GENSCAN 






Start 


927 








End 


3948 






GI 


none 








Score 


.67 






Exons 


927. .1043, 


1527. 


.1653, ; 


2919. . 


3007, 3511 


'..3730, 3770. .3948 



53786 



# 



Seq. No. 


52727 


Gene No. 


111296 


Start 


1 


Name 


OJ991117 07 


Start 


1 


GI 


6815109 


Exons 


1..175, 107 


GI Descrip. 


(AP001081) ; 


Seq. No. 


52727 


Gene No . 


111297 


Start 


3427 


Name 


OJ991117 07 


Start 


3427 


GI 


7228441 


Exons 


3427. .3466, 


GI Descrip. 


(AP001366) I 


Seq. No. 


52727 


Gene No. 


111298 


Start 


6913 


Name 


OJ991117 07 


Start 


6738 


GI 


none 


Exons 


6738. .6803, 




6894. .7046, 




7125. .7226, 




7916. .7987, 



Seq. ID OJ991117_07.0421.C48 
Strand 

End 2573 

Method AAT/NAP 

End 2573 

Score 100 



(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_07.0421.C48 
Strand 

End 4670 

Method AAT/NAP 

End 4670 

Score 92 



,4670 



(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_07.0421.C48 
Strand 

End 8249 

Method TBLASTX: Maize 

End 8249 

Score 54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52727 Seq. ID OJ991117_07 . 0421 . C48 

111298 Strand 

6913 End 8249 

OJ991117_07 . 0421 .C4 8 . ol . gp Method AAT/GAP 

6745 End 8249 

38739_1.R1084 Score 1240 

6745. .7046, 7123. .7223, 7661. .7789, 7919. .7987, 8081. .8249 

, 4902879/emb|CAB43602.1| 1.0e-24 (AJ006943) phosphoribosyl 

pyrophosphate synthase isozyme 4 [Spinacia oleracea] 1 

52727 Seq. ID OJ991117_07 . 0421 . C48 

111298 Strand 

6913 End 8249 

OJ991117_07 . 0421 . C4 8 . o2 . ts Method TBLASTX : Soybean 

6893 End 7187 

none Score 112 

6893.. 7030, 6913.. 7035, 6913.. 7029, 7134.. 7187 



52727 

111298 

6913 

OJ991117_07.0421.C48.ol.tc 

6910 

none 



Seq. ID OJ991117_07.0421.C48 
Strand 

End 8249 

Method TBLASTX : Cress 

End 7196 

Score 125 



6910. .7044, 6911. .7045, 6914. .7063, 7122. .7196 

52727 Seq. ID OJ991117_07 . 0421 . C48 



53787 



Gene No. 


111298 






Strand 




Start 


6913 






End • 


8249 


Name 


OJ991117 07 


. 0421 .C48 .o2 


. gs 


Method 


GENS CAN 


Start 


6913 






End 


8239 


GI 


none 






Score 


.79 


Exons 


6913. .7046, 


7124 . .7223, 


7661. 


.7825, 7919. .7987, 8081. .8239 


Seq. No. 


52727 






Seq. ID 


OJ991117_07.0421.C48 


Gene No. 


111298 






Strand 




Start 


6913 






End 


8249 


Name 


OJ991117 07 


.0421.C48.o3 


.np 


Method 


AAT/NAP 


Start 


6916 






End 


8249 


GI 


4902879 






Score 


722 


Exons 


6916. .7043, 


7124. .7223, 


7661. 


.7789, 7919. .7987, 8081. .8249 


GI Descrip. 


(AJ006943) 


phosphoribosyl pyrophosphate 


; synthase isozyme 4 




[Spinacia oleracea] 








Seq. No. 


52727 






Seq. ID 


OJ991117_07.0421.C48 


Gene No. 


111298 






Strand 




Start 


6913 






End 


8249 


Name 


OJ991117 07 


.0421.C48.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7746 






End 


8249 


GI 


none 






Score 


57 


Exons 


7746. .7790, 


7748. .7789, 


7916. 


.7987, 7917. .7982, 8073. .8249, 




8078. .8248 










Seq. No. 


52728 






Seq. ID 


OJ991117_07.0421.C49 


Gene No. 


111299 






Strand 




Start 


1 






End 


2314 


Name 


OJ991117 07 


.0421.C49.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


435 


GI 


71940 1.R1084 




Score 


625 


Exons 


1..43, 146. 


.435 








GI Descrip. 


' 4512664 /gb|AAD21718.1 1 


4.0e- 


32 (AC006931) putative ribose 



phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4544471_gb_AAD22378.1_AC006580_10 (AC006580) putative ribose 
phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4 902472_emb_CAB43553.1_ (AJ012407) phosphoribosyl 
diphosphate synthase [Arabidopsis thaliana] 1 

Seq. No. 52728 Seq. ID OJ991117_07 . 0421 . C49 . 

Gene No. 111299 Strand 

Start 1 End 2314 

Name OJ991117_07 . 0421 .C49 . ol .np Method AAT/NAP 

Start 1 End 318 

GI 4512664 Score 146 

Exons 1..43, 146.. 318 

GI Descrip. (AC006931) putative ribose phosphate pyrophosphokinase 

[Arabidopsis thaliana] gi I 4902472 | emb | CAB43553 . 1 1 (AJ012407) 
phosphoribosyl diphosphate synthase [Arabidopsis thaliana] 



Seq. No. 52728 Seq. ID 

Gene No. 111299 Strand 

Start 1 End 

Name OJ991117_07 . 04 2 1 . C4 9 . o2 . tm Method 

Start 1 End 

GI none Score 



OJ991117_07.0421.C49 
2314 

TBLASTX: Maize 

261 

64 



53788 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..45, 2. .43, 4. .90, 145. .237, 145. .261, 149. .250 



52728 

111299 

1 

OJ991117_07.0421.C4 9.ol.gs 

146 

none 



Seq. ID OJ991117_07.0421.C49 
Strand 

End 2314 

Method GENSCAN 

End 2223 

Score .53 



146. .410, 1989. .2033, 2096. .2223 



52728 

111299 

1 

OJ991117_07.0421.C4 9.ol.tm 

1631 

none 



Seq. ID OJ991117_07.0421.C49 
Strand 

End 2314 

Method TBLASTX : Mai ze 

End 2314 

Score 35 



1631. .1669, 1743. .1787, 1744. .1788, 1785. .1832, 1806. .1832, 
1976. .2128, 1984. .2091, 2003. .2125, 2130. .2312, 2131. .2313, 
2132. .2314 



Seq. No. 52728 

Gene No. 111299 

Start 1 

Name OJ991117_07 . 0421 . C49 . o2 . gp 

Start 1734 

GI none 

Exons 1734.. 2116 



Seq. ID OJ991117_07.0421.C49 
Strand 

End 2314 

Method AAT/GAP 

End 2116 

Score 736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



52728 

111299 

1 

OJ991117_07.0421.C4 9.ol.tc 

2024 

none 



Seq. ID OJ991117_07.0421.C49 
Strand 

End 2314 

Method TBLASTX : Cress 

End 2314 

Score 4 9 



2024. .2125, 2028. .2123, 2137. .2313, 2141. .2314 



52729 

111300 

6424 

OJ991117_07.0421.C50.o2.gs 

6424 

none 



Seq. ID OJ991117_07.0421.C50 

Strand + 

End 10905 

Method GENSCAN 

End 10502 

Score .59 



6424. .6486, 6636. .6705, 6824. .6943, 7304. .7997, 8096. .8135, 
8306. .8358, 8450. .8495, 8564. .8641, 9066. .9158, 10383. .10502 



52729 

111300 

6424 

OJ991117_07.0421.C50.o2.np 

7444 

6642669 



Seq. ID OJ991117_07.0421.C50 

Strand + 

End 10905 

Method AAT/NAP 

End 10905 

Score 270 



7444. .7806, 7838.-7997, 8096. .8135, 8306. .8402, 8450. .8495, 
9066. .9178, 10398. .10523, 10877. .10905 

(AC015450) putative DNA-binding protein [Arabidopsis thaliana] 



52729 
111301 



Seq. ID OJ991117_07.0421.C50 
Strand 



53789 




Start 


184 




End 


4775 


Name 


OJ991117 07.0421.C50.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


141 




End 


457 


GI 


none 




Score 


305 


Exons 


141. .437, 141. .455, 142. 


.456, 


155. .457 




Seq. No. 


52729 




Seq. ID 


OJ991117_07.0421.C50 


Gene No. 


111301 




Strand 




Start 


184 




End 


4775 


Name 


OJ991117 07.0421.C50.ol. 


gs 


Method 


GENSCAN • 


Start 


184 




End 


4775 


GI 


none 




Score 


.94 


Exons 


184. .834, 1298. .2127, 2209. .2375, 2474 


..2815, 3253.-3333, 




3583. .3640, 3775. .3889, 


4160. , 


.4221, 4429. .4775 


Seq. No. 


52729 






OJ991117 07 0421 C50 




111301 




91" ranri 

w Li Ql l\JL 




Start 


184 




Hi I Id 


477 ^ 


Name 


OJ991117 07.0421.C50.o2. 


ts 


Method 


TRT.A^TX * Sovbean 


Start 


483 




End 


844 


GI 


none 




Score 


181 


Exons 


483 662 488 652 662 


. 844, 


666. .830 




Seq. No. 


52729 




Seq. ID 


O.TQQ1 1 1 7 07 0421 TSO 


Gene No. 


111301 




Strand 




Start 


184 




End 


4775 


Name 


OJ991117 07.0421.C50.o3. 


tm 


Method 


TRT.A9TX • Ma i 7P 

J. DJJilkJ J. /\ . Lid i^iC 


Start 


583 




End 


1655 


GI 


none 




Score 


317 


Exons 


583 837 584 844 585 


.836, 


586. .837 


1296 1394 1297 1350 




1341. .1619, 1356. .1655, 


1501. , 


.1620 




Seq. No. 


52729 




Seq. ID 


O.TQQ1 1 1 7 D7 04?1 PSD 


Gene No. 


111301 




Strand 




Start 


184 




End 




Name 


OJ991117 07.0421.C50.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


600 




End 


1467 


GI 


none 




Score 


302 


Exons 


600. .836, 602. .844, 1296 


i- . 1355, 1302.. 


1355, 1353.. 1466, 




1361.. 1465, 1372.. 1467 








Seq. No. 


52729 




Seq. ID 


OJ991117_07.0421.C50 




111301 




Strand 




Start 


184 




End 


4775 


Name 


OJ991117 07.0421.C50.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


614 




End 


848 


GI 


none 




Score 


137 


Exons 


614. .847, 624. .848 








Seq. No. 


52729 




Seq. ID 


OJ991117_07.0421.C50 


Gene No. 


111301 




Strand 




Start 


184 




End 


4775 


Name 


OJ991117 07.0421.C50.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1767 




End 


2360 


GI 


none 




Score 


192 


Exons 


1767.. 2126, 1768.. 2127, 


2209. . 


2286, 2220.. 2360 



,53790 



Seq. No. 


52729 








Seq. ID 


OJ991117 


07.0421.C50 


Gene No . 


111301 








Strand 






Start 


184 








End 


4775 . 




Name 


OJ991117 07 


.0421. 


CSO.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2262 








End 


3390 




GI 


none 








Score 


74 




Exons 


2262. .2372, 


2262. 


.2384, 


2263. 


.2376, 2471. .2815, 


2474 . .2536, 




2487 . . 2816, 


2496. 


.2831, 


2573. 


.2827, 3247. .3390, 


3250. .3336, 




3252. .3362 














Seq. No. 


52729 








Seq. ID 


OJ991117 


_07.0421.C50 


Gene No. 


111301 








Strand 






Start 


184 








End 


4775 




Name 


OJ991117 07 


. 0421 . 


CSO.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4446 • ~~ 








End 


4760 




GI 


none 








Score 


101 




Exons 


4446. .4580, 


4447 . 


. 4566, 


4617 . 


.4760, 4618.. 4731 




Sea. No. 


52729 








Seq. ID 


OJ991117 


07.0421.C50 


Gene No. 


111302 








Strand 






Start 


7852 








End 


10508 




Name 


OJ991117 07 


.0421. 


C50 . o3 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


7852 ~ 








End 


8501 




GI 


none 








Score 


179 




Exons 


7852. .7998, 


8094 . 


.8144, 


8303. 


.8359, 8305. .8358, 


8448 . . 8501, 




8450. .8494 














Sea No 


52729 








Seq. ID 


OJ991117 


07.0421.C50 


rzpnp No 


111302 








Strand 






Start 


7852 








End 


10508 




Name 


OJ991117 07 


.0421. 


C50.O4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


7876 








End 


10508 




GI 


none 








Score 


196 




Exons 

1_J AVI LtJ 


7876. .7998, 


7932. 


. 8000, 


8094 . 


.8144, 8299.-8355, 


8303. . 8359, 




8450. .8494, 


8451. 


.8501, 


9063. 


.9167, 9066. .9161, 


10385. .10507, 




10440. .10508 












Seq. No. 


52730 








Seq. ID 


OJ991117 


07.0421.C51 


Gene No. 


111303 








Strand 






Start 


70 








End 


1499 




Name 


OJ991117 07 


.0421. 


CSl.ol 


.np 


Method 


AAT/NAP 




Start 


70 








End 


1499 




GI 


6907088 








Score 


718 




Kvnn S 
i-j *\ \j 1 1 1_> 


70. .535, 1018. .1187, 1362. .1499 






CJT Descrio. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


52731 








Seq. ID 


OJ991117 


_07.0421.C52 


Gene No. 


111304 








Strand 






Start 


9 








End 


336 




Name 


OJ991117 07 


.0421. 


C52.ol 


. gs 


Method 


GEN SCAN 




Start 


9 








End 


336 




GI 


none 








Score 


.58 




Exons 


9. .119, 334 


. .336 












Seq. No. 


52732 








Seq. ID 


OJ991117 


_07.0421.C53 


Gene No. 


111305 








Strand 


+ 




Start 


6895 








End 


7194 





53791 



Name 

Start 

GI 

Exons 



OJ991117_07.0421.C53.o2.gs Method 

6895 End 

none Score 
6895. .7194 



GENS CAN 

7194 

.48' 



Seq. No. 


52732 








Seq. ID 


OJ991117 


_07. 


0421 


.C53 


Gene No. 


111306 








Strand 


+ 








Start 


8824 








End 


9008 








Name 


OJ991117 07 


0421 


C53.ol 


■ gp 


Method 


AAT/GAP 








Start 


8824 






End 


9008 








GI 


426253 








Score 


326 








Exons 


8824. .9008 


















Seq. No. 


52732 








Seq. ID 


OJ991117 


_07. 


0421 


.C53 


Gene No. 


111307 








Strand 










Start 


7624 








End 


8146 








Name 


OJ991117 07 


0421 


C53.o3 


.gs 


Method 


GENSCAN 








Start 


7624 








End 


8146 








GI 


none 








Score 


.76 








Exons 


7624. .7693, 


8055 


.8146 















Seq. No. 


52733 


Seq. ID 


OJ991117 


_07 


.0421 


.C55 


ftJ^riQ No 


111308 




+ 








Start 


1624 


End 


1878 








Name 


OJ991117 07.0421.C55.ol 


. np Method 


AAT/NAP 








Start 


1624 


End 


1878 








GI 


6539570 


Score 


30 








Exons 


1624. .1878 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52733 


Seq. ID 


OJ991117 


_07 


.0421 


.C55 


Gene No. 


111309 


Strand 


+ 








Start 


2601 


End 


3945 








Name 


OJ991117 07.0421.C55.o3 


. np Method 


AAT/NAP 








Start 


2601 


End 


3945 








GI 


6630699 


Score 


104 








Exons 


2601.. 2816, 3851.. 3945 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 










gi | 6721536 | dbj | BAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


52733 


Seq. ID 


OJ991117 


_07 


.0421 


.C55 


Gene No. 


111310 


Strand 


+ 








Start 


4072 


End 


4530 








Name 


OJ991117 07.0421.C55.o4 


. np Method 


AAT/NAP 








Start 


4072 


End 


4530 








GI 


6539570 


Score 


154 








Exons 


4072. .4275, 4464. .4530 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52733 


Seq. ID 


OJ991117 


_07 


.0421 


.C55 


Gene No. 


111311 


Strand 










Start 


4 60 


End 


5228 








Name 


OJ991117 07.0421.C55.ol 


. gs Method 


GENSCAN 








Start 


460 


End 


2963 








GI 


none 


Score 


.62 








Exons 


460. .471, 773. .798, 899 


..920, 1002. .1248, 1550. 


.1617, 





53792 







1681 . . 1882, 1980 


. .2124, 


2396. 


.2598, 26 


i 60 . .2963 










Seq. No. 


52733 






Seq. ID 


OJ991117_ 


_07, 


0421 


.C55 




Gene No. 


111311 






Strand 












Start 


4 60 






End 


5228 










Name 


OJ991117 07.0421 


.C55.o2 


.np 


Method 


AAT/NAP 










Start 


2002 






End 


5228 










GI 


5852093 






Score 


58 












2002 . . 2087, 3714 


. .3885, 


5158. 


.5228 












GI Descric 


(AL117264) zwhl6 


. 1 [Oryza sativa] 












Seq. No. 


52733 






Seq. ID 


OJ991117_ 


_07 


0421 


.C55 




Gene No. 


111311 






Strand 












Start 


460 






End 


5228 










Name 


OJ991117 07.0421 


.C55.o2 


.gs 


Method 


GENSCAN 










Start 


3199 ~ 






End 


3903 










GI 


none 






Score 


. 63 










Exons 


3199.. 3332, 3518 


. .3604, 


3864 . 


. 3903 












Seq. No. 


52733 






Seq. ID 


OJ991117 


_07 


0421 


.C55 




Gene No. 


111311 






Strand 












Start 


4 60 






End 


5228 










Name 


OJ991117 07.0421 


.C55.o3 


.gs 


Method 


GENSCAN 








!? 


Start 


4114 ~ 






End 


4824 










GI 


none 






Score 


. 58 








i y 


Exons 


4114 . .4195, 4790 


. .4824 














H 


Seq. No. 


52734 






Seq. ID 


OJ991117^ 


_07 


.0421 


.C56 




Gene No. 


111312 






Strand 


+ 










Start 


477 






End 


1152 








2~ 
§ y 


Name 


OJ991117 07.0421 


.C56.ol 


.gs 


Method 


GENSCAN 










Start 


477 _ 






End 


1152 








= 


GI 


none 






Score 


. 7 








L J; 


Exons 


477 . . 558, 1040 . . 


1152 
















Seq. No. 


52734 






Seq. ID 


OJ991117 


_07 


.0421 


.C56 




Gene No. 


111313 






Strand 












Start 


1451 






End 


2608 










Name 


OJ991117 07.0421 


.C56.ol 


■ gp 


Method 


AAT/GAP 








£3 


Start 


1451 






End 


2432 










GI 


2058 1.R1084 






Score 


1841 









Exons 1451.. 2432 

GI Descrip. 1 1345977/sp | P48631 | FD62_SOYBN 2.0e-67 OMEGA- 6 FATTY ACID 

DESATURASE, ENDOPLASMIC RETICULUM ISOZYME 2 >gi_904154 (L4 3921) 
microsomal omega-6 desaturase [Glycine max] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52734 

111313 

1451 

OJ991117_07.0421.C56.ol.tm 

1718 

none 



Seq. ID OJ991117_07.0421.C56 
Strand 

End 2608 

Method TBLASTX : Mai ze 

End 2608 

Score 66 



1718. .1783, 1746. .1781, 1929. .2144, 1990. .2607, 2004. .2606, 
2561. .2608 



Seq. No, 
Gene No. 



52734 
111313 



Seq. ID OJ991117_07.0421.C56 
Strand 



53793 



Start 
Name 
Start 
GI 

Exons 



1451 End 2608 

OJ991117_07 . 0421 . C56 . o2 . gs Method GEN SCAN 

2001 End 2471 

none Score .79 
2001. .2471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

M Seq. No. 

Gene No. 
fjj Start 
f i Name 

r;; start 

Jff Exons 

r • ? 
i if 

= Seq. No. 

f=i Gene No. 

1* Start 

s ^ Name 

? = Start 

%3 GI 

tj Exons 

?=t GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991117_07.0421.C56 
Strand 

End 2608 

Method AAT/NAP 

End 2 608 

Score 880 



52734 
111313 
1451 

OJ991117_07 . 0421 . C56 . ol . np 
2004 
1345977 
2004. .2608 

OMEGA- 6 FATTY ACID DESATURASE, ENDOPLASMIC RETICULUM ISOZYME 2 
gi 1 904154 (L43921) microsomal omega-6 desaturase [Glycine max] 



52734 

111313 

1451 

OJ991117_07.0421.C56.ol.tc 

2005 

none 



Seq. ID OJ991117_07.0421.C56 
Strand 

End 2608 

Method TBLASTX : Cress 

End 2595 

Score 48 



2005;. 2040, 2007.. 2039, 2040. .2594, 2041.. 2595 



52734 

111313 

1451 

OJ991117_07.0421.C56.ol.ts 

2005 

none 



Seq. ID OJ991117_07.0421.C56 
Strand 

End 2608 

Method TBLASTX : Soybean 

End 2595 

Score 54 



2005.. 2040, 2007.. 2039, 2032.. 2595, 2034.. 2594 



52735 

111314 

23 

OJ991117_07.0421.C57.o2.np 
23 

5726567 



Seq. ID OJ991117_07.0421.C57 

Strand + 

End 4224 

Method AAT/NAP 

End 4224 

Score 62 



23. .73, 2747. .2792, 3653. .3690, 4058. .4224 

(AF169205) glycine-rich RNA-binding protein [Glycine max] 



52735 
111315 
1 

OJ991117_07.0421 .C57.ol.gp 
1 

74085_1.R1084 
1..84 

1 105484 3/emb | CAA63432 | 3.0e-42 (X92847) D12 oleate desaturase 
[Solanum commersonii] 1 



Seq. ID OJ991117_07.0421.C57 
Strand 

End 610 

Method AAT/GAP 

End 84 

Score 142 



52735 

111315 

1 

OJ991117_07.0421.C57.ol.np 
1 

6118361 



Seq. ID OJ991117_07.0421.C57 
Strand 

End 610 

Method AAT/NAP 

End 4 74 

Score 530 



53794 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



IZ Seq. No. 
^ Gene No. 
C3 Start 

Name 

Start 

GI 

Exons 



1. .474 

(AF188264) delta-12 oleate desaturase [Vernonia galamensis] 



End 

Method 
End 
Score 
.388 



52735 
111315 
1 

OJ991117_07.0421.C57.ol.tc 
4 

none 

4. .21, 22. .390, 26. .202, 290. 

52735 
111315 
1 

OJ991117_07.0421.C57.ol.tm 
4 

none 

4. .21, 22. .357, 22. .462, 23. .415, 397 



Seq. ID OJ991117_07.0421.C57 
Strand 

610 

TBLASTX: Cress 
390 
37 



Seq. ID OJ991117_07.0421.C57 
Strand 

610 

TBLASTX: Maize 
480 
37 

477, 454. .480 



End 

Method 

End 

Score 



52735 

111315 

1 

OJ991117_07.0421.C57.ol.ts 
22 

none 



Seq. ID OJ991117_07.0421.C57 
Strand 

End 610 

Method TBLASTX : Soybean 

End 393 

Score 118 



22. .207, 22. .393, 26. .223, 275. .388 



Seq. ID OJ991117_07.0421.C57 
Strand 

610 

AAT/GAP 
610 
1040 



52735 
111315 
1 

OJ991117_07.0421.C57.o2.gp 
81 

29396_1.R1084 
81. .610 

, 1054843/emb|CAA63432| 1.0e-39 (X92847) D12 oleate desaturase 
[Solanum commersonii] ' 



End 

Method 

End 

Score 



52736 

111316 

452 

OJ991117_07.0421.C58.ol.gp 

452 

none 

452. .718 



Seq. ID OJ991117_07.0421.C58 

Strand + 

End 718 

Method AAT/GAP 

End 718 

Score 534 



Seq. No. 52736 

Gene No. 111317 

Start 29 

Name OJ991117_07 . 0421 . C58 . ol . gs 

Start 29 

GI none 
Exons 



Seq. ID OJ991117_07.0421.C58 
Strand 

End 5819 

Method GENSCAN 

End 5538 

Score .71 



29. .140, 663. .1506, 2031. .2590, 2708. .2925, 3591. .3688, 
5106. .5190, 5394. .5538 



Seq. No. 
Gene No. 
Start 



52736 

111317 

29 



Seq. ID OJ991117_07.0421.C58 
Strand 

End 5819 



53795 




Name OJ991117_07 . 0421 .C58 . ol .np Method AAT/NAP 

Start 660 End 3708 

GI 7488004 Score 1604 

Exons 660.. 1506, 2031.. 2590, 2708.. 2886, 3591.. 3708 



GI Descrip. peptide transport protein homolog F17L22.140 - Arabidopsis 
thaliana gi | 4455276 | emb | CAB368 12 . 1 | (AL035527) peptide . 
transporter-like protein [Arabidopsis thaliana] 
gi I 7268965 | emb | CAB81275.il (AL161555) peptide transporter-like 
protein [Arabidopsis thaliana] 



Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 


Name 


OJ991117 07 


. 0421 


,C58.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


696 








End 


3673 


GI 


none 








Score 


91 


Exons 


696. .1052, 


892. . 


1038, 1144.. 


1440, 1149. 


.1490, 1248. .1445, 




2039. .2104, 


2099 


. .2524, 


2115 


..2462, 2714. .2851, 3584. .3673, 




3589. .3672 












Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 


Name 


OJ991117 07 


.0421 


.C58.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


705 








End 


2524 


GI 


none 








Score 


128 


Exons 


705. .1052, 


715. . 


1053, 1131.. 


1187, 1144. 


.1443, 1149. .1454, 




1278. .1460, 


1455 


. .1508, 


1456 


..1515, 2099. .2305, 2115. .2279, 




2309. .2365, 


2358 


. .2486, 


2360 


. .2524 




Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 


Name 


OJ991117 07 


.0421 


.C58.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


715 








End 


1037 


GI 


none 








Score 


162 


Exons 


715. .1035, 


717. . 


1037 








Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 


Name 


OJ991117 07 


.0421 


.C58.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


780 








End 


3699 


GI 


none 








Score 


59 


Exons 


780. .1043, 


1149. 


.1442, 


1360. 


.1443, 2114 


..2215, 3544. .3699 


Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 


Name 


OJ991117 07 


.0421 


.C58.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2276 








End 


2869 


GI 


none 








Score 


218 


Exons 


2276. .2590, 


2277 


. .2591, 


2703 


..2813, 2711. .2848, 2723.-2869 


Seq. No. 


52736 








Seq. ID 


OJ991117_07.0421.C58 


Gene No. 


111317 








Strand 




Start 


29 








End 


5819 



53796 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991117_07.0421.C58.o2.gp Method 
4 985 End 
none Score 
4985.. 5033, 5394.. 5515, 5596.. 5819 

52737 Seq. ID 

111318 Strand 
1784 End 
OJ991117_07.0421.C59.ol.np Method 
1784 End 
6599134 Score 
1784. .2163, 4134.. 4336, 13281 .. 13360, 
14815. .14942, 27404. .27436 
(AL133561) hypothetical protein [Homo 



52737 

111318 

1784 

OJ991117_07.0421.C59.o2.gs 

3997 

none 

3997. .4339, 5172. .5500 

52737 

111318 

1784 

OJ991117_07.0421.C59.ol.gp 

4000 

2442583 

4000. .4304 



Seq. ID 

Strand 

End 

Method 

End 

Score 



AAT/GAP 

5819 

702 



OJ991117_07.0421.C59 
+ 

27436 
AAT/NAP 
27436 
108 

14176. .14535, 

sapiens] 

OJ991117_07.0421.C59 
+ 

27436 
GEN SCAN 
5500 
.79 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_07.04 21.C59 
+ 

27436 
AAT/GAP 
4304 
526 



52737 Seq. ID 

111318 Strand 
1784 End 
OJ991117_07 . 0421 . C59 . o2 . gp Method 
8090 End 
2309883 Score 
8090. .8446 

2149018/gb|U70541 IOSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



OJ991117 
+ 

27436 
AAT/GAP 
8446 
509 



07.0421.C59 



52737 

111318 

1784 

OJ991117_07 .0421.C59.o3.gs 

11587 

none 

11587. .11930, 12002. .12023, 
14574. .14960, 16484. .16626 

52737 

111318 

1784 

OJ991117_07.0421.C59.o3.gp 
14324 

3361 1.R1084 



Seq. ID OJ991117_07.0421.C59 

Strand + 

End 27436 

Method GENSCAN 

End 16626 

Score .47 
13050. .13475, 14444 .. 14465, 



Seq. ID OJ991117_07.0421.C59 

Strand + 

End 27436 

Method AAT/GAP 

End 16852 

Score 164 9 



53797 



Exons 14324. .14465, 14604 14960, 16484.. 16852 

GI Descrip. ' 2149018/gb | U7054 1 | OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 

Seq. No. 52737 Seq. ID OJ991117_07 . 0421 . C59 

Gene No. 111318 Strand + 

Start 1784 End 27436 

Name. OJ991117_07 . 0421 . C59. o2 . np Method AAT/NAP 

Start 14630 End 16629 

GI 7487410 Score 475 

Exons 14630. .14960, 16484.. 16629 

GI Descrip. hypothetical protein T24P15.12 - Arabidopsis thaliana 
gi|2673912|gb|AAB88646.1| (AC002561) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


52737 








Seq. ID 


OJ991117_07.0421.C59 


Gene No. 


111318 








Strand 


+ 


Start 


1784 








End 


27436 


Name 


OJ991117 07. 


0421. 


C59.o4 




Method 


AAT/GAP 


Start 


21932 








End 


22420 


GI 


none 








Score 


967 


Exons 


21932. .22420 










Seq. No. 


52737 








Seq. ID 


OJ991117_07.0421.C59 


Gene No. 


111319 








Strand 




Start 


18145 








End 


18273 


Name 


OJ991117 07. 


0421. 


C59.o4 


. OS 


Method 


GENSCAN 


Start 


18145 








End 


18273 


GI 


none 








Score 


.42 


Exons 


18145. .18273 










Seq. No. 


52737 








Seq. ID 


OJ991117_07.0421.C59 


Gene No. 


111320 








Strand 




Start 


22199 








End 


27436 


Name 


OJ991117 07. 


0421. 


C59.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3993 








End 


5646 


GI 


none 








Score 


50 


Exons 


3993. .4058, 


3997. 


.4032, 


4033. 


.4059, 4090. .4332, 4110. .4340, 




4111. .4341, 


5167. 


.5535, 


5168. 


.5527, 5174. .5545, 5176. .5538, 




5487. .5543, 


5567. 


.5629, 


5569. 


.5628, 55i 


34. .5646 


Seq. No. 


52737 








Seq. ID 


OJ991117_07.0421.C59 


Gene No. 


111320 








Strand 




Start 


22199 








End 


27436 


Name 


OJ991117 07. 


0421. 


C59.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3997 








End 


5212 


GI 


none 








Score 


56 


Exons 


3997. .4059, 


4110. 


.4340, 


4111. 


.4341, 5168. .5212 


Seq. No. 


52737 








Seq. ID 


OJ991117_07.0421.C59 


Gene No. 


111320 








Strand 




Start 


22199 








End 


27436 


Name 


OJ991117 07. 


0421. 


C59.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5231 








End 


5491 


GI 


none 








Score 


95 


Exons 


5231. .5287, 


5233. 


.5490, 


5288. 


.5491 





53798 



Seq. No. 52737 Seq. ID 

Gene No. 111320 Strand 

Start 22199 End 

Name OJ991117JD7 . 0421 . C59 . o3 . tw Method 

Start 5389 End 

GI none Score 

Exons 5389.. 5499, 5390.. 5500, 5502.. 5543, 
5567. .5686 



OJ991117_07.0421.C59 
27436 

TBLASTX: Wheat 
5686 
184 

5560. .5625, 5567.. 5626, 



Seq. No. 52737 

Gene No. 111320 

Start 22199 

Name OJ991117_07 . 0421 . C59 . o3 . tm 

Start 14657 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 
O Start 
%1 GI 
rn Exons 

Vz Seq. No. 

^ Gene No. 

m Start 

\j Name 

fj! Start 
GI 

™« Exons 



Seq. ID OJ991117_07.0421.C59 
Strand 

End 27436 

Method TBLASTX : Mai ze 

End 16832 

Score 313 



14657. .14962, 14722 .. 14 982, 16481.-16678, 1 64 83 . . 16680 , 
16504. .16746, 16680 .. 16727 , 16681 .. 16764 , 16800.. 16832 



Seq. ID OJ991117_07.0421.C59 



52737 

111320 Strand 

22199 End 
OJ991117_07.0421.C59.o3.tc Method 

14660 End 

none Score 

14660. .14959, 14728 .. 14 877 , 16486. .16560 



27436 

TBLASTX: Cress 
16560 
248 



52737 

111320 Strand 

22199 End 
OJ991117_07.0421.C59.o4 .ts Method 

14722 End 

none Score 

14722. .15009, 14723 .. 14 962 , 16483. .16620 



Seq. ID OJ991117_07.0421.C59 



27436 

TBLASTX : Soybean 
16620 
270 



V J Seq. No. 52737 

U Gene No. 111320 

[*% Start 22199 

IZ Name OJ991117_07 . 0421 . C59 . o4 . tw 

Start 16481 

^ GI none 

Exons 16481. .16642, 16483 .. 16617 , 
16669. .16722, 1674 1 .. 16803, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16612 

16763 



OJ991117 07.0421.C59 



27436 

TBLASTX: Wheat 
16803 
176 

16659, 16668. .16718, 
16801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52737 

111320 

22199 

OJ991117_07.04 

21824 

none 

21824. .21880, 
22304. .22345, 
23586. .23708, 
23782. .24090, 
23783. .24094, 
24346. .24471, 
24700. .24762, 



21.C59.ol.tm 



21994. 
22457. 
23596. 
23782. 
23845. 
24585. 
24703. 



22059, 
22546, 
23724, 
24093, 
24081, 
24638, 
24762, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22083. 

22482. 

23597. 

23782. 

24318. 

24586. 

24705. 



OJ991117 07.0421.C59 



27436 

TBLASTX: Maize 
25910 
171 

22139, 22229. .22255, 
22682, 22592. .22684, 
23707, 23598. .23708, 
24027, 23783. .24094, 
24467, 24346. .24471, 
24642, 24588. .24632, 
24764, 25060. .25269, 



53799 




25074 . .25265, 25107 .. 25289, 
25402. .25473, 2554 6 25647 , 
25549. .25701, 25784 25909, 




25401. .25472, 25402 .. 25476, 
25547. .25651, 2554 8 .. 25694 , 
25799. .25909, 25815. .25910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52737 
111320 
22199 

OJ991117_07.0421.C59.o6.gs 
22199 



End 

Method 
End 

none Score 
22199. .22681, 23136 .. 23204 , 23598 23705 , 23782 24091, 
24589. .24629, 24703 .. 24759, 25107 .. 25265 , 25784 25915, 
26332. .26502, 26576 .. 26776, 27164.. 27286 



Seq. ID OJ991117_07.0421.C59 
Strand 

27436 
GENSCAN 
27286 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52737 

111320 

22199 

OJ991117_07.0421.C59.o3.np 

22208 

4678943 



Seq. ID OJ991117_07.0421.C59 
Strand 

End 27436 

Method AAT/NAP 

End 27436 

Score 1531 



22208. .22273, 2234 6 .. 22681 , 23136 .. 23254 , 23609 .. 23705, 
23782. .24091, 24346.-24465, 24703 24725 , 25107 .. 252 65, 
25545. .25685, 25784 .. 25915 , 26164 2 6266, 26328 .. 26502, 
26576. .26776, 27249.-27436 
GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52737 Seq. ID 

111320 Strand 

22199 End 

OJ991117_07.0421.C59.ol.tc Method 

23782 End 

none Score 



OJ991117_07.0421.C59 
27436 

TBLASTX: Cress 

24629 

35 



23782. .23997, 23789 .. 23812 , 23794 24093 , 23804 .. 24094, 
24318. .24467, 2434 6 .. 24471 , 24349. . 24471, 2458 6 .. 24 627, 
24588. .24629 



5 : Seq. No. 52737 

f Z Gene No. 111320 

W start 22199 

I J Name OJ991117_07 . 0421 . C59 . ol . ts 

□ Start 23782 

GI none 

Exons 23782. .24042, 23815 .. 24090, 
24318. .24434, 24339 .. 24 434 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23816 

24352 



OJ991117 07.0421.C59 



27436 

TBLASTX : Soybean 
24435 
243 

24088, 24016. .24090, 
24435 



Seq. No. 52737 

Gene No. 111320 

Start 22199 

Name OJ991117_07 . 04 21 .C59 . o5 . gp 

Start 23932 

GI LIB3434-013-P1-K1-D9 

Exons 23932. .24091, 24346.. 24410 

GI Descrip. 1 4 678943/emb | CAB4 1334 . 1 | 2, 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_07.0421.C59 

27436 
AAT/GAP 
24410 
331 



Oe-25 (AL049711) putative protein 



Seq. No. 
Gene No. 



52737 
111320 



Seq. ID 
Strand 



OJ991117 07.0421.C59 



53800 



Start 
Name 
Start 
GI 

Exons 



22199 End 

OJ991117_07 . 0421 .C59 . o2 . tw Method 

24594 End 

none Score 



27436 

TBLASTX: Wheat 

25577 

62 



24594. .24632, 24595.-24.636, 24700 24762, 24705 .. 24758 , 

25106. .25156, 25107 25265, 25108 .. 25272 , 25110 .. 2528 9, 

25238. .25267, 25400 25474 , 25401 .. 25472, 25403 .. 25495, 
25548. .25577 



Seq. No. 52737 

Gene No. 111320 

Start 22199 

Name OJ991117_07 . 0421 . C59 . o2 . ts 

Start 25859 

GI none 
Exons 



Seq. ID OJ991117_07.0421.C59 
Strand 

End 27436 

Method TBLASTX : Soybean 

End 26674 

Score 115 



25859. .25918, 26164 .. 26211 , 26220 26261 , 2 6326 .. 26502 , 
26330. .26479, 26331 .. 26504 , 2657 1 .. 26645 , 2 6574 .. 26624 , 
26576.-26674 



Seq. No. 52737 

Gene No. 111320 

Start 22199 

Name OJ991117_07 . 0421 . C59 . ol . tw 

Start 26326 

GI none 

Exons 26326 
26571 



OJ991117 07.0421.C59 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

26502, 26330. .26479, 26330 .. 26503, 26331 .. 26516, 
26687, 26575. .26694, 2657 6 .. 26683, 26733.-26777 



27436 

TBLASTX: Wheat 

26777 

233 



Seq. No. 52737 

Gene No. 111320 

Start 22199 

Name OJ991117_07 . 0421 . C59 . o4 . tm 

Start 26365 

GI none 

Exons 26365. .26502, 26366 .. 26482 , 
26724.. 26777 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_07.0421.C59 
27436 

TBLASTX: Maize 

26777 

148 



26589. .26687, 26591 .. 26683, 



Seq. No. 52738 

Gene No. 111321 

Start 1 

Name OJ991117_07 . 0421 . C60 . ol . np 

Start 1 

GI 4678943 
Exons 



OJ991117 07.0421.C60 



Seq. ID _ 
Strand 

End 5646 
Method AAT/NAP 
End 564 6 

Score 1661 

1..22, 242. .360, 1031. .1135, 1684. .1941, 2008. .2110, 2377. .2538, 
2575.. 2713, 3150.. 3251, 3339.-3532, 3665.. 3824, 3962.. 4099, 
4187. .4376, 4455. .4517, 5259. .5429, 5622. .5646 



GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 52738 

Gene No. 111321 

Start 1 

Name OJ991117_07 . 0421 . C60 . ol . gs 

Start 242 

GI none 
Exons 



Seq. ID OJ991117_07.0421.C60 
Strand 

End 5646 

Method GENSCAN 

End 54 62 

Score .84 



242. .360, 1031. .1135, 1732. .2110, 2377. .2505, 2578. .2713, 
3150. .3270, 3379. .3532, 3665. .3824, 3959. .4099, 4187. .4376, 
4455. .4516, 5234. .5462 



53801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52738 

111321. 

1 

OJ991117_07.0421.C60.o2.ts 

2047 

4405522 



Seq. ID OJ991117_07.0421.C60 

Strand . - 

End 5646 

Method TBLASTX : Soybean 

End 2633 

Score 103 



2047. .2118, 2349. .2507, 2358. .2519, 2371.. 2523, 2571. .2633, 
2585. .2632 

3122264/sp_015818_IF31_DICDI 1.0e-17 PUTATIVE EUKARYOTIC 
TRANSLATION INITIATION FACTOR 3 ALPHA SUBUNIT (EIF-3 ALPHA) 
(EIF3 P150) >gi_2281117 (U49332) 150-kD protein [Dictyostelium 
discoideum] 



Seq. No. 52738 

Gene No. 111321 

Start 1 

Name OJ991117_07 . 0421 . C60 . ol . tm 

Start 3191 

GI none 

Exons 3191.. 3250, 3193.. 3249, 3334. 



Seq. ID OJ991117_07.0421.C60 
Strand 

End 5646 

Method TBLASTX : Maize 

End 3574 

Score 65 

.3564, 3355.. 3564, 3356.. 3574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52738 

111321 

1 

OJ991117_07.0421.C60.ol.ts 

4191 

none 



Seq. ID OJ991117_07.0421.C60 
Strand 

End 5646 

Method TBLASTX : Soybean 

End 4515 

Score 120 

4191. .4370, 4191. .4382, 4285.-4377, 4452. .4514, 4455. .4514, 
4459. .4515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52738 

111321 

1 

OJ991117_07.0421.C60.o2.tm 

4270 

none 



Seq. ID OJ991117_07.0421.C60 
Strand 

End 5646 
Method TBLASTX : Mai ze 
End 54 65 

Score 153 

4270. .4377, 4272. .4382, 4285. .4380, 4431. .4517, 4451. .4510, 
4453. .4518, 5244. .5336, 5313. .5372, 5418. .5465 



Seq. ID OJ991117_07.0421.C60 
Strand 

End 5 64 6 

Method AAT/GAP 

End 5471 

Score 663 
5471 

'4678943/emb | CAB41334.il 7.0e-16 (AL049711) putative protein 
[Arabidopsis thaliana] ' 



52738 
111321 
1 

OJ991117_07.0421.C60.ol.gp 
4318 

uC-osrocypOllglObl 
4318. .4376, 4455. .4516, 5234 



Seq. No. 52739 

Gene No. 111322 

Start 1 

Name OJ991117_07 . 0421 .C61.ol .np 

Start 1 

GI 6815109 

Exons 1. . 43, 692. . 948 



Seq. ID OJ991117_07.0421.C61 

Strand + 

End 3373 

Method AAT/NAP 

End 948 

Score 160 



53802 



GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52739 






Seq. ID 


OJ991117 


_07. 


0421 


.C61 


Gene No. 


111322 






Strand 


+ 








Start 


1 






End 


3373 








Name 


OJ991117 07 


.0421.C61.o2 


.np 


Method 


AAT/NAP 








Start 


1 






End 


3373 








GI 


6815109 






Score 


161 








Exons 


1..43, 692. 


.930, 3314.. 


3373 












GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


52739 






Seq. ID 


OJ991117 


_07. 


0421 


.C61 


Gene No . 


111322 






Strand 


+ 








Start 


1 






End 


3373 








Name 


OJ991117 07 


.0421.C61.ol 


. CfS 


Method 


GENSCAN 








Start 


1134 






End 


1506 








GI 


none 






Score 


.74 








Exons 


1134. .1350, 


1493. .1506 














Seq. No. 


52739 






Seq. ID 


OJ991117^ 


_07. 


0421 


.C61 


Gene No. 


111323 






Strand 


+ 








Start 


5850 






End 


9552 








Name 


OJ991117 07 


.0421.C61.o3 


• CJS 


Method 


GENSCAN 








Start 


5850 






End 


9552 








GI 


none 






Score 


.72 








Exons 


5850. .5918, 


8022. .8396, 


8583. 


.8723, 9036. .9104, 


9346. .9552 


Seq. No. 


52739 






Seq. ID 


OJ991117_ 


_07. 


0421 


.C61 


Qpnp No 


111323 






Strand 


+ 








Start 


5850 






End 


9552 








Name 


OJ991117 07 


.0421.C61.ol 


. y^j 


Method 


AAT/GAP 








Start 


8618 






End 


9485 








GI 


2310358 






Score 


751 








Exons 


8618. .8756, 


8870. .8962, 


9036. 


.9104, 9346.-9485 








Seq. No. 


52739 






Seq. ID 


OJ991117_ 


_07. 


0421 


.C61 


Gene No . 


111324 






Strand 


+ 








Start 


9864 






End 


9965 








Name 


OJ991117 07 


.0421.C61.o2 


. yp 


Method 


AAT/GAP 








Start 


9864 






End 


9965 








GI 


2797419 






Score 


125 








Exons 


9864. .9965 
















Seq. No. 


52739 






Seq. ID 


OJ991117_ 


_07. 


0421 


-C61 


Gene No . 


111325 






Strand 










Start 


3023 






End 


9969 








Name 


OJ991117 07 


.0421.C61.o2 


. gs 


Method 


GENSCAN 








Start 


3023 






End 


4918 








GI 


none 






Score 


.86 








Exons 


3023. .3078, 


4127. .4191, 


4785. 


.4918 










Seq. No. 


52739 






Seq. ID 


OJ991117_ 


_07. 


0421 


.C61 


Gene No. 


111325 






Strand 










Start 


3023 






End 


9969 








Name 


OJ991117 07 


.0421.C61.o3 


.np 


Method 


AAT/NAP 








Start 


3150 






End 


9547 








GI 


3935149 






Score 


142 









53803 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3150. .3174, 3833. .3900, 4697. .5158, 5222. .5323, 9525.-9547 
(AC005106) T25N20.13 [Arabidopsis thaliana] 



52739 
111325 
3023 

OJ991117_07.0421.C61.ol.tm 
8103 
none 

8103. .8399, 8141 
8582.-8758, 8867 
9036.. 9104, 9335 
9345.-9554, 9346 
9896. .9967 



End 

Method 
End 
Score 

8398, 8566.. 8751, 8580 
8962, 8869.-8967, 8879 
9538, 9343.. 9552, 9344 
9561, 9866.. 9892, 9868 



Seq. ID OJ991117_07.0421.C61 
Strand 

9969 

TBLASTX: Maize 
9969 
315 

8756, 8581.. 8763, 
8965, 9035.. 9103, 
9550, 9345.. 9551, 
9888, 9895.-9969, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Iz Sec 3- No « 

[H Gene No. 

fy Start 

fj Name 

rr 5 Start 

*i gi 

If Exons 

l 

s Seq. No. 

?3 Gene No. 

;1 Start 

7 Name 

: f; Start 

:J GI 

: 3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52739 

111325 

3023 

OJ991117_07.0421.C61.ol.ts 

8142 

none 



Seq. ID OJ991117_07.0421.C61 
Strand 

End 9969 

Method TBLASTX : Soybean 

End 9417 

Score 4 6 



8142. .8177, 8229.-8399, 8234. .8380, 8580. .8756, 8582. .8614, 
8675.-8764, 8860. .8967, 8879. .8965, 9035. .9103, 9036. .9101, 
9041. .9127, 9345. .9416, 9346. .9417 



52739 

111325 

3023 

OJ991117_07.0421.C61.o2.tc 

8142 

none 



Seq. ID OJ991117_07':0421.C61 
Strand 

End 9969 

Method TBLASTX : Cress 

End 8705 

Score 50 



8142. .8180, 8231. .8398, 8232. .8399, 8580. .8705 



52739 

111325 

3023 

OJ991117_07.0421.C61.ol.tc 

8730 

none 



Seq. ID OJ991117_07.0421.C61 
Strand 

End 9969 

Method TBLASTX : Cress 

End 9498 

Score 47 



8730. .8756, 8854. .8967, 8879. .8965, 9035. .9100, 9036. .9104, 
9345. .9494, 9346. .9498 



52740 

111326 

79 

OJ991117_07.0421.C62.ol.gs 
79 

none 
79. .250 



Seq. ID OJ991117_07.0421.C62 

Strand + 

End 250 

Method GEN SCAN 

End 250 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52741 

111327 

223 

OJ991117_08.0421.Cl.ol.gs 

223 

none 



Seq. ID OJ991117_08 .0421. CI 

Strand + 

End 1432 

Method GENSCAN 

End 1432 

Score .57 



223. .378, 475. .678, 1075. .1173, 1259. .1432 



53804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



0421.Cl.ol.np 



Seq. ID OJ991117_08.0421.C1 
Strand + 
End 3853 
Method AAT/NAP 
End 3853 
Score 142 

3776. .3853 

(L10908) Gcapl gene product [Mus musculus] 
gi 1 1092097 | prf | I2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



52741 

111328 

1581 

OJ991117_08 
1581 
862343 
1581. .1757, 



Seq. No. 


52741 


Seq. ID 


OJ991117 


JD8.0421. 


CI 


Gene No. 


111329 


Strand 


+ 






Start 


15449 


End 


22364 






Name 


OJ991117 08.0421.Cl.o5.gs 


Method 


GENSCAN 






Start 


15449 


End 


18183 






GI 


none 


Score 


.44 






Exons 


15449. .15646, 15652 .. 15865 , 


15904. .17210, 17935 


. .18183 




Seq. No. 


52741 


Seq. ID 


OJ991117 


_08.0421. 


CI 


Gene No. 


111329 


Strand 


+ 






Start 


15449 


End 


22364 






Name 


OJ991117 08.0421.Cl.o2.np 


Method 


AAT/NAP 






Start 


15524 


End 


20302 






GI 


7228438 


Score 


1604 






Exons 


15524. .16004, 16101 17570, 


19029. .19545, 19651 


. .19956, 






20055. .20302 










GI Descrip. 


(AP001366) EST C28952 (C62945) corresponds to a 


region of 


the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 52741 

Gene No. 111329 

Start 15449 

Name OJ991117_08 . 0421 . CI . 06 . gs 

Start 18583 

GI none 
Exons 



Seq. ID OJ991117_08.0421.C1 

Strand + 

End 22364 

Method GENSCAN 

End 2234 9 

Score .56 



18583. .18731, 18856 .. 19408, 19737 .. 19948 , 2004 1 .. 20165, 
20200. .20308, 20623 .. 20942, 22028 .. 22088 , 22190.. 22349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52741 
111329 
15449 

OJ991117_08.0421.Cl.o3.np 
21901 
7340909 
21901. .22364 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ991117_08.0421.C1 

Strand + 

End 22364 

Method AAT/NAP 

End 22364 

Score 129 



52741 

111330 

3483 

OJ991117_08.0421.Cl.o2.gs 

3483 

none 



Seq. ID OJ991117_08.0421.C1 
Strand 

End 5273 

Method GENSCAN 

End 5273 

Score .7 



53805 





F!vr>n °. 

J~~l Ks 1 1 0 


3483 3582 4489 4574. 5205 


. . 5273 






Can Mn 


52741 


Seq. ID 


OJ991117 




Gene No. 


111331 


Strand 






Start 


16541 


End 


17219 




Name 


OJ991117 08 .0421.Cl.ol.tm 


Method 


TBLASTX:] 




Start 


16541 _ 


End 


17123 




GI 

O X 


none 


Score 


131 






16541 16663, 16542. 16697, 


16701. .16982, 16706 






16713 17003, 17043.. 17123 








O C ^ . nv t 


52741 


Seq. ID 


OJ991117 




Gene No. 


111331 


Strand 






Start 


16541 


End 


17219 




Name 


OJ991117 08 . 0421 .CI .ol . tw 


Method 


TBLASTX : 1 




Start 


16832 ~~ 


End 


17219 




(IT 
ox 


none 


Score 


189 




pyrin 


16832 16981, 16833 17009, 


16833. . 17006, 17021 






17022 17219, 17034 .. 17123, 


17056. .17142 




O C ^ • IN \J . 


52742 


Seq. ID 


OJ991117 




Gene No. 


111332 


Strand 


+ 




Start 


3445 


End 


8487 




Name 


OJ991117 08.0421.C2.o4.np 


Method 


AAT/NAP 


w 


o Lai l 


3445 


End 


8487 


en 


(IT 
OX 


4680186 


Score 


376 






3445. .3490, 7399. .7450, 8287 


. .8487 




fU 

f ~S 


CI T Flocrri T"\ 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


i : z 


*J G V-4 • LlV i 


52742 


Seq. ID 


OJ991117 




Gene No. 


111333 


Strand 






Start 


1 


End 


5295 


§ La 


Name 


OJ991117 08.0421.C2.ol.np 


Method 


AAT/NAP 


5 




1 


End 


1757 




GT 


7340909 


Score 


161 


Ci 




1..146, 264. .468, 1721. .1757 








OX L/™ i_> ^ -L -L £s m 


(AP001550) hypothetical protein [Oryza 


sativa] 


■ ""5 


C ^ . LNU • 


52742 


Seq. ID 


OJ991117 


L Jj 


Gene No. 


111333 


Strand 






Start 


1 


End 


5295 




Name 


OJ991117 08.0421.C2.o3.np 


Method 


AAT/NAP 




Start 


13 


End 


5295 




(IT 
ox 


5042434 


Score 


666 




V von q 


13. .66, 3132. .4784, 4943. .5017, 5235.. 


5295 




OX UCO^il^' • 


(AC006193) Hypothetical protein [Arabidopsis th 




Seq. No. 


52742 


Seq. ID 


OJ991117 




Gene No. 


111333 


Strand 






Start 


1 


End 


5295 




Vi dill" 


OJ991117 08.0421.C2.o2.gs 


Method 


GENSCAN 




Start 


2860 


End 


5279 




GI 


none 


Score 


.63 




Exons 


2860.. 4797, 4923. .5130, 5257 


. .5279 






Seq. No. 


52742 


Seq. ID 


OJ991117 




Gene No. 


111334 


Strand 





53806 






Start 


7562 








End 


8420 






Name 


OJ991117 08 


.0421. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


3277 








End 


3624 






GI 


none 








Score 


124 






Exons 


3277. .3624, 


3365. 


.3478, 


3367. 


.3564 








Seq. No. 


52742 








Seq. ID 


OJ991117_08.0421 


.C2 




\J LI * 


111334 








Strand 








Start 


7562 








End 


8420 






Name 


OJ991117 08 


.0421. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


3347 








End 


3621 






GI 


none 








Score 


113 






Exons 


3347. .3601, 


3352. 


.3621, 


3353. 


.3478, 3394.. 3567 






Seq. No. 


52742 








Seq. ID 


OJ991117 08 0421 


.C2 




fipnp No 


111334 








Strand 








Start 


7562 








End 


8420 






Name 


OJ991117 08 


.0421. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


3355 








End 


3673 






GI 


none 








Score 


81 ■ 






Exons 


3355. .3672, 


3602. 


.3673 












Seq. No. 


52742 








Seq. ID 


OJ991117 08 0421 


.C2 




UC11C V*\J . 


111314 

ill JJ 1 ! 








Strand 








Start 


7562 








End 


8420 




%J 


Name 


OJ991117 08 


.0421. 


C2.ol. 


tc 


Method 


TBLASTX r'Cress 




f n 


Start 


3604 








End 


4008 




fU 


GI 


none 








Score 


205 






Exons 


3604. .3879, 


3630. 


.3794, 


3631. 


. 4008 






i : i 

^ IS? 


Seq. No. 


52742 








Seq. ID 


OJ991117 08 0421 


.C2 


% J 




111334 








Strand 






f y 


Start 


7562 








End 


8420 




= 


Name 


OJ991117 08 


.0421. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




1 IJ 


Start 


3622 








End 


4006 






GI 


none 








Score 


177 




5; sis 


Exons 


3622. .4002, 


3623. 


.4006, 


3717. 


.4004 








Seq. No. 


52742 








Seq. ID 


OJ991117_08.0421 


.C2 




VJC11C 1M W • 


111334 








Strand 








Start 


7562 








End 


8420 






Name 


OJ991117 08 


.0421. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3676 








End 


4365 






GI 


none 








Score 


74 






Exons 


3676. .4158, 


3896. 


.4099, 


4270. 


.4365 








Seq. No. 


52742 








Seq. ID 


OJ991117_08.0421 


.C2 






111 334 








Strand 








Start 


7562 








End 


8420 






Name 


OJ991117 08 


.0421. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


3896 








End 


4497 






GI 


none 








Score 


129 






Exons 


3896. .4267, 


3907. 


.4158, 


3912. 


.4181, 4276.. 4497 






Seq. No. 


52742 








Seq. ID 


OJ991117_08.0421 


.C2 




Gene No. 


111334 








Strand 








Start 


7562 








End 


8420 





53807 




Name 


OJ991117 08.0421.C2.o3.gs 


Method 


GEN SCAN 


Start 


7562 


End 


8242 


GI 


none 


Score 


.83 


Exons 


7562. .7599, 8167. .8242 






Seq. No. 


52742 


Seq. ID 


OJ991117_08.0421.C2 


Gene No. 


111334 


Strand 




Start 


7562 


End 


8420 


Name 


OJ991117 08.0421.C2.ol.gp 


Method 


AAT/GAP 


Start 


8039 


End 


8420 . 


GI 


uC-osflcyp033a04bl 


Score 


679 


Exons 


8039. .8420 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 


Gene No. 


111335 


Strand 




Start 


232 


End 


5039 


Name 


OJ991117 08.0421.C3.ol.np 


Method 


AAT/NAP 


Start 


232 


End 


4740 


GI 


4680179 


Score 


5360 


Exons 


232. .3633, 3667. .4740 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa ; 


subsp. indica] 


Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 


Gene No. 


111335 


Strand 




Start 


232 


End 


5039 


Name 


OJ991117 08.0421.C3.o6.tw 


Method 


TBLASTX: Wheat 


Start 


277 


End 


610 


GI 


none 


Score 


111 


Exons 


277. .609, 298. .606, 341. .610 






Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 


Gene No. 


111335 


Strand 




Start 


232 


End 


5039 


Name 


OJ991117_08.0421.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


457 


End 


1056 


GI 


none 


Score 


215 


Exons 


457. .897, 473. .895, 895. .1056, 


902. .1048 


Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 


Gene No. 


111335 


Strand 




Start 


232 


End 


5039 


Name 


OJ991117 08.0421.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


610 


End 


1236 


GI 


none 


Score 


227 


Exons 


610. .1236, 722. .1180 






Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 


Gene No. 


111335 


Strand 




Start 


232 


End 


5039 


Name 


OJ991117 08.0421.C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


1105 


End 


1396 


GI 


none 


Score 


204 


Exons 


1105. .1395, 1109. .1396 






Seq. No. 


52743 


Seq. ID 


OJ991117_08.0421.C3 



53808 




Gene No. 


1 1 1 o o c 

111335 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1195 








End 


1455 




GI 


none 








Score 


144 




Exons 


1195. .1455, 


1196 


. .1450 










Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


111335 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1219 








End 


1536 




GI 


none 








Score 


85 




Exons 


1219. .1362, 


1220 


. .1360, 


1363. 


.1536 






Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No . 


1 11335 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1243 








End 


5039 




GI 


none 








Score 


343 




Exons 


1243. .1779, 


1244 


. .1810, 


4977. 


.5039 






Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


11133a 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1801 








End 


2164 




GI 


none 








Score 


169 




Exons 


1801. .2163, 


1810 


. .2163, 


1814. 


.2164 






Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


111335 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


. C3 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1813 








End 


2235 




GI 


none 








Score 


356 




Exons 


1813. .2235, 


1814 


. .2203 










Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


1 1 1 o o c 

111335 








Strand 






Start 


'232 








End 


5039 




Name 


OJ991117 08 


.0421 


. C3 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1984 








End 


2229 




GI 


none 








Score 


99 




Exons 


1984. .2229, 


1985 


. .2227 










Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


111335 








Strand 






Start 


232 








End 


5039 




Name 


OJ991117 08 


.0421 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2200 








End 


2700 




GI 


none 








Score 


50 




Exons 


2200. .2514, 


2243 


. .2293, 


2321. 


.2374, 2521.. 2700, 2573.. 2692 


Seq. No. 


52743 








Seq. ID 


OJ991117_08.0421. 


C3 


Gene No. 


111335 








Strand 







53809 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



232 

OJ991117_08. 

2236 

none 

2236. .2538, 

52743 

111335 

232 

OJ991117_08. 

2251 

none 

2251. .2610, 

52743 

111335 

232 

OJ991117_08. 
2587 . 
none 

2587. .2964, 

52743 
111335 

232 >: 

OJ991117JD8. 

2713 

none 

2713. .3099 

52743 

111335 

232 

OJ991117_08. 

3169 

none 

3169. .3210, 

52743 

111335 

232 

OJ991117_08< 

3289 

none 

3289. .3642 



0421.C3.o5.tw 



2242.. 2367, 2252. 



End 

Method 
End 
Score 
.2536 



5039 

TBLASTX: Wheat 

2538 

100 



0421.C3.ol.ts 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

Method TBLASTX : Soybean 

End 2 64 6 

Score 187 
2252. .2542, 2410. .2610, 2614. .2646, 2615. .2644 

Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

0421.C3.o4 .tw Method TBLASTX: Wheat 

End 3073 

Score 234 



2630. .3073 



'0421.C3.o5.tm 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

Method TBLASTX : Maize 

End 3099 

Score 2 60 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

Method TBLASTX : Wheat 

End 3606 

Score 68 

3238.. 3351, 3239.-3352, 3397.. 3606, 3398.. 3550 

Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

0421.C3.o7.tm Method TBLASTX: Maize 

End 3642 

Score 186 



0421.C3.o8.tw 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52743 

111335 

232 

OJ991117_08, 

3913 

none 

3913. .4263, 

52743 

111335 

232 



0421.C3.o7.tw 



4070. .4264 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

Method TBLASTX : Wheat 

End 4264 

Score 109 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 



53810 



Name 

Start 

GI 

Exons 



OJ991117_08.0421.C3.o6.tm 

3958 

none 

3958..4263 f 4133. .4249 



Method TBLASTX: Maize 
End 4263 
Score 87 



Seq. No. 52743 

Gene No. 111335 

Start 232 

Name OJ991117_08 . 0421 .C3 . o9 . tw 

Start 4298 

GI none 

Exons 4298.-4495, 4300. .4497, 4510. .4557 



Seq. ID OJ991117_08.0421.C3 
Strand 

End 5039 

Method TBLASTX : Wheat 

End 4557 • 

Score 109 



Seq. No. 


52744 


Seq. ID 


OJ991117 


_08.0421.C4 


Gene No. 


111336 


Strand 


+ 




Start 


1 


End 


312 




Name 


OJ991117 08.0421.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


312 




GI 


4680186 


Score 


334 




Exons 


1..50, 114. .312 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


52744 


Seq. ID 


OJ991117 


_08.0421.C4 


Gene No. 


111337 


Strand 






Start 


1 


End 


245 




Name 


OJ991117 08.0421.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


245 




GI 


uC-osflcyp033a04bl 


Score 


459 




Exons 


1. .245 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone: 


P0711E10' 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52745 Seq. ID 

111338 Strand 
1 End 
OJ991117_08.0421.C6.ol.np Method 
1 End 
5852180 Score 
1..368, 690.. 733 

(AL117265) zhb00010.1 [Oryza sativa] 

52745 Seq. ID 

111339 Strand 
1405 End 
OJ991117_08 . 0421 . C6. o2 . gs Method 
1405 End 
none Score 
1405. .1426, 1827. .1876 



OJ991117_08.0421.C6 
+ 

733 

AAT/NAP 

733 

214 



OJ991117_08.0421.C6 

1876 
GENSCAN 
1876 
.6 



Seq. No. 52746 Seq. ID 

Gene No. 111340 Strand 

Start 104 End 

Name OJ991117_08 . 0421 . C7 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104.. 264 



OJ991117_08.0421.C7 
+ 

264 

GENSCAN 

264 

.72 



53811 



Seq. No. 52746 
Gene No. 111341 
Start 1 

Name OJ991117_08 . 0421 .C7 . ol .np 

Start 1 
GI 3121731 
Exons 1..55, 724.. 837, 937.. 1022 

GI Descrip/ ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO-LYASE) 
(ACONITASE) gi|2145473|emb|CAA65735| (X97012) aconitate 
hydratase [Solanum tuberosum] 



Seq. ID OJ991117_08.0421.C7 
Strand 

End 1022 

Method AAT/NAP 

End 1022 

Score 70 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52747 

111342 

170 

OJ991117_08.0421.C8.ol.gs 

170 

none 



Seq. ID OJ991117_08.0421.C8 

Strand + 

End 2893 

Method GENSCAN 

End 2893 

Score .48 



170. .293, 1673. .1802, 2182. .2203, 2258. .2394, 2493. .2893 



f!3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



?=j Seq. No. 
jfl Gene No. 

Start 
W Name 
fy Start 
h GI 

Exons 



52747 

111343 

3287 

OJ991117_08. 0421.C8.o2.gs 

3287 

none 



Seq. ID OJ991117_08 .0421.C8 

Strand + 

End 6258 

Method GENSCAN 

End 6258 

Score . 65 



3287. .3477, 3503. .3558, 4018. .4242, 4295. .4434, 6067. .6258 



52747 

111343 

3287 

OJ991117_08.0421.C8.o2.gp 

4133 

none 

4133. .4450, 5447. .5501 



Seq. ID OJ991117_08.0421.C8 

Strand + 

End 6258 

Method AAT/GAP 

End 5501 

Score 666 



y Seq. No. 52747 

M Gene No. 111344 

=J Start 7689 

fj Name OJ991117_08 . 0421 .C8 . o3 . gs 

U Start 7689 

= ~ GI none 

Exons 7689.-7995, 8174.. 8232 



Seq. ID OJ991117_08.0421.C8 

Strand + 

End 8232 

Method GENSCAN 

"End 8232 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52747 

111345 

14904 

OJ991117_08.0421.C8.o5.gs 

14904 

none 



Seq. ID OJ991117_08.0421.C8 

Strand + 

End 17004 

Method GENSCAN 

End 17004 

Score .4 



14904. .14965, 15653 .. 15960, 16554 .. 16659, 16701.. 17004 



Seq. No. 52747 

Gene No. 111346 

Start 21105 

Name OJ991117_08 . 0421 . C8 . o7 . gs 

Start 21105 

GI none 



Seq. ID OJ991117_08.0421.C8 

Strand + 

End 26448 

Method GENSCAN 

End 25962 

Score .77 



53812 



Exons 



21105. .21117, 21565. .21654, 21727 .. 21957 , 22214 .. 22330, 
22615. .22731, 23534 .. 23689, 23997 .. 24085 , 24429 .. 24 4 61, 
24708. .24982, 25279.-254 98, 25629.-25684, 25800.. 25962 



Seq. No. 52747 Seq. ID 

Gene No. 111346 Strand 

Start 21105 End 

Name OJ991117JD8 . 0421 . C8 . o3 . np Method 

Start. 23975 End 

GI 4584355 Score 

Exons 23975. .24115 

GI Descrip. (AC006420) Ac-like transposase [Arabidopsis thaliana] 



OJ991117_08.0421.C8 
+ 

26448 
AAT/NAP . 
24115 
59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991117_08.0421.C8 



52747 
111346 
21105 

OJ991117_08.0421.C8.o4.np 
24594 
6705984 
24594. .26448 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

26448 
AAT/NAP 
26448 
1125 



Seq. No. 52747 Seq. ID 

Gene No. 111347 Strand 

Start 3469 End 

Name OJ991117_08 . 0421 . C8 . ol . gp Method 

Start 3469 End 

GI none Score 

Exons 3469.. 3970 



OJ991117_08.0421.C8 

3970 
AAT/GAP 
3970 
947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



52747 Seq. ID 

111348 Strand 

6222 End 

OJ991117_08.0421.C8.ol.np Method 

6222 End 

7486085 Score 

6222.. 6281, 9675.-9826, 9922.. 10097, 



OJ991117 08. 0421. C8 



11712 
AAT/NAP 
11712 
518 

10177. .10331, 



11453. .11712 



hypothetical protein F24J7.161 - Arabidopsis thaliana 
gi|4582488|emb|CAB40377.1| (AL021768) putative protein 
[Arabidopsis thaliana] gi'| 7268756 | emb | CAB78962 . 1 1 (AL161551) 
putative protein [Arabidopsis thaliana] 



52747 

111348 

6222 

OJ991117_08.0421.C8.o4.gs 

8593 

none 



Seq. ID OJ991117_08.0421.C8 



Strand 
End 

Method 

End 

Score 



11712 
GENS CAN 
11558 
.57 



8593. .8669, 8719. .8916, 9295. .9495, 9675. .9826, 9922. .10097, 
10177. .10311, 11243. .11324, 11494. .11558 



Seq. No. 52747 Seq. ID 

Gene No. 111349 Strand 

Start 16941 End 

Name OJ991117_08 . 0421 . C8 . o3 . gp Method 

Start 16941 End 

GI 61605 3.R1084 Score 



OJ991117_08.0421.C8 

17245 
AAT/GAP 
17245 
435 



53813 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



=;s Seq. No. 

Gene No. 
H Start 
IQ Name 
^3 Start 
fij GI 

Exons 



16941. .17245 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



52747 

111350 

17607 

OJ991117_08 . 0421 . C8 . o2 . tm 

8522 

none 



Seq. ID OJ991117_08.0421.C8 
Strand 

End 21385 

Method TBLASTX : Mai ze 

End 8871 

Score 138 



8522. .8683, 8526. .8609, 8531. .8704, 8531. .8698, 8531. .8698, 
8543. .8704, 8675. .8773, 8675. .8767, 8705. .8758, 8712. .8846, 
8718. .8867, 8719. .8871 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 08. 0421. C8 



52747 
111350 
17607 

OJ991117_08.0421.C8.ol.tm 
8888 
none 

8888. .9037, 8896. .9033, 8901 
9244.. 9294, 9245.. 9367, 9353 
9385.. 9591, 9670.. 9825, 9675.. 9833, 9677.. 9841, 9913 
9914. .10108, 9921. .10109, 9921. .10109, 9922. .10113, 
10159. .10269, 10176. .10271, 10177. .10269 



21385 

TBLASTX: Maize 
10271 
85 

9059, 9183.. 9242, 9239. 
9586, 9368. .9628, 9384. 



9367, 
,9590, 
,10104, 



52747 

111350 

17607 

OJ991117_08.0421.C8.ol.ts 

9775 

none 



Seq. ID OJ991117_08.0421.C8 



Strand 
End 

Method 

End 

Score 



21385 

TBLASTX : Soybean 

10109 

53 



9775. .9825, 9776. .9826, 9924. .10109, 9925. .10098 



H Seq. No. 
"J Gene No. 
U Start 

Name 
H Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52747 Seq. ID OJ991117_08 . 0421 . C8 

111350 Strand 

17607 End 21385 

OJ991117_08 . 0421 . C8 . o2 . np Method AAT/NAP 

17607 End 21385 

6063554 Score 712 

17607. .17792, 18723 .. 18961, 19080 .. 19359, 21353. .21385 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



52747 

111350 

17607 

OJ991117_08.0421.C8.o6.gs 

18311 

none 

18311. .18427, 18760. .18969, 
20097. .20135, 20487. .20530 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_08.0421.C8 

21385 
GEN SCAN 
20530 
.69 



19067. .19165, 19213. .19318, 



Seq. No. 
Gene No. 
Start 



52747 

111351 

24965 



Seq. ID 

Strand 

End 



OJ991117 08. 0421. C8 



25500 



53814 




Name 


OJ991117 08 . 0421 ,C8 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


24965 




End 


25225 




GI 


none 




Score 


182 




Exons 


24965. .25156, 25000. 


.25119, 


25007. .25153, 25142.. 25225 




Seq. No. 


52747 




Seq. ID 


OJ991117_08.0421 


. C8 


Gene No. 


111351 




Strand 






Start 


24965 




End 


25500 




Name 


OJ991117_08 . 0421 ,C8 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


24994 




End 


25500 




GI 


none 




Score 


132 




Exons 


24994 . .25119, 24995. 


.25159, 


25250. .25498, 25264. .25500 




Seq. No. 


52748 




Seq. ID 


OJ991117JD8.0421 


.C9 


Gene No. 


111352 




Strand 


+ 




Start 


10133 




End 


12602 




Name 


OJ991117_08.0421.C9- 


ol . np 


Method 


AAT/NAP 




Start 


10133 




End 


12602 




GI 


3309243 




Score 


45 




Exons 


10133 . . 10246, 12559. 


.12602 








GI Descrip. 


(AF073507 ) aconitase 


-iron regulated protein 1 [Citrus limon 


Seq. No. 


52748 




Seq. ID 


OJ991117JD8.0421 


.C9 


Gene No. 


111353 




Strand 


+ 




Start 


IZo /U 




End 


16982 




Name 


OJ991117 08. 0421. C9. 


o2 . np 


Method 


AAT/NAP 




Start 


12506 




End 


14672 




GI 


4325357 




Score 


438 




Exons 


12506. .13232, 14027. 


.14672 








GI Descrip. 


(AF128395) contains 


similarity to Arabidopsis thaliana 





retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


52748 




Seq. ID 


OJ991117_08.0421 


.C9 


Gene No. 


111353 




Strand 


+ 




Start 


12570 




End 


16982 




Name 


OJ991117 08. 0421. C9. 


o3 . gs 


Method 


GENSCAN 




Start 


12570 




End 


16982 




GI 


none 




Score 


.5 




Exons 


12570. .12797, 12836. 


.13012, 


13065. .13449, 13825 .. 14796, 






15050. .15216, 16231. 


.16722, 


16815. .16982 




Seq. No. 


52748 




Seq. ID 


OJ991117_08.0421 


.C9 


Gene No. 


111353 




Strand 


+ 




Start 


12570 




End 


16982 




Name 


OJ991117 08. 0421. C9. 


ol . ts 


Method 


TBLASTX ; Soybean 




Start 


12735 




End 


13145 




GI 


none 




Score 


73 




Exons 


12735. .12839, 12867. 


.13145 








Seq. No. 


52748 




Seq. ID 


OJ991117_08.0421 


.C9 


Gene No. 


111353 




Strand 


+ 




Start 


12570 




End 


16982 




Name 


OJ991117 08. 0421. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12735 




End 


13163 




GI 


none 




Score 


96 




Exons 


12735. .12842, 12867. 


.13082, 


13056. .13163 





53815 



Seq. No. 


52748 




Seq. ID 


OJ991117_08 .0421 


. C9 


Gene No . . 


111353 




Strand 


+ 




Start 


12570 




End 


16982 




Name 


OJ991117 08. 0421. C9, 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


12882 




End 


13190 




GI 


none 




Score 


193 




Exons 


12882.. 13190 










Seq. No. 


52748 




Seq. ID 


OJ991117_08.0421 


.C9 


Gene No. 


111353 




Strand 


+ 




Start 


12570 




End 


16982 




Name 


OJ991117 08. 0421. C9. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


13962 




End 


14333 




GI 


none 




Score 


112 




Exons 


13962. .14105, 14148. 


. . 14333, 


14219. . 14332 





Seq. No. 52749 

Gene No. 111354 

Start 1314 

Name OJ991117_08 . 0421 . C10 . ol . np 

Start 1314 

GI 7228450 

Exons 1314.. 1432, 1718.. 1799, 1924, 
GI Descrip, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2066, 2152.. 2268 
(AP001366) hypothetical protein [Oryza sativa] 



OJ991117_08. 0421. C10 
+ 

2268 
AAT/NAP 
2268 
180 



Seq. No. 52749 Seq. ID 

Gene No. 111355 Strand 

Start 440 End 

Name OJ991117_08 . 0421 . C10 . ol . gs Method 

Start 440 End 

GI none Score 

Exons 4 40.. 571 



OJ991117_08. 0421. C10 
571 

GEN SCAN 

571 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52750 
111356 
1 

OJ991117_08.0421.Cll.ol.np 
1 

4680186 
1..149, 988. .1189 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991117_08.0421.C11 
Strand + 

2918 
AAT/NAP 
1189 
354 



End 

Method 

End 

Score 



52750 

111356 

1 

OJ991117_08.0421.Cll.o2 .np 
1 

4680183 



Seq. ID OJ991117_08.0421.C11 

Strand + 

End 2918 

Method AAT/NAP 

End 2918 

Score 132 



1..76, 2181. .2251, 2857. .2918 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



52751 Seq. ID 

111357 Strand 

1 End 

OJ991007_03 . 0421 . CI . ol . np Method 

1 End 



OJ991007_03.0421.C1 

.+ 

4583 

AAT/NAP 

4076 



53816 






GI 


4680203 








Score 


3233 






Exons 


1..276, 766 


..2440, 2594 


. .2824 


, 3101.. 


4076 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 






Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 




Gene No. 


111357 








Strand 


+ 






Start 


1 








End 


4583 






Name 


OJ991007 03 


.0421 


.Cl.ol. 


gp 


Method 


AAT/GAP 






Start 


770 








End 


4583 






GI 


342 1.R1084 








Score 


5794 






Exons 


770. .4583 
















GI Descrip. 


1 4 574 406/gb IAAD24042.il 


0.0e+00 (AF121139) RIM2 


protein [0 






sativa] 1 
















Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 




Gene No. 


111357 








Strand 


+ 






Start 


1 








End 


4583 






Name 


OJ991007 03 


.0421 


.Cl.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1072 








End 


1473 






GI 


none 








Score 


95 






Exons 


1072. .1224, 


1142 


. .1210, 


1207. 


.1458, 1215. .1457, 


1216. .1473 






1218 . . 1460, 


1226 


. .1468 












Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 




Gene No. 


111357 








Strand 


+ 




\ 33" 


Start 


1 








End 


4583 




m 


Name 


OJ991007 03 


. 0421 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1389 ~ 








End 


1818 






GI 


none 








Score 


103 






Exons 


1389. .1448, 


1390 


. .1464, 


1465. 


.1527, 1522. .1818, 


1554. .1805 


F : E 


Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 




Gene No. 


111357 








Strand 


+ 






Start 


1 








End 


4583 




f 1 


Name 


OJ991007 03 


.0421 


.Cl.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1551 ~ 








End 


1899 






GI 


none 








Score 


295 




f * 


Exons 


1551. . 1625, 


1558 


. .1899, 


1714. 


.1896 






[J 


Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 


□ 


Gene No . 


111357 








Strand 


+ 






Start 


1 








End 


4583 






Name 


OJ991007 03 


.0421 


.Cl.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1687 








End 


2156 






GI 


none 








Score 


73 






Exons 


1687. .1743, 


1695 


. .1739, 


1740. 


.1841, 1741. .1845, 


1849. .1947 






1852. .1947, 


1854 


. .1955, 


1857. 


.1949, 1927. .2154, 


1947. .2156 






1950. .2156 
















Seq. No. 


52751 








Seq. ID 


OJ991007 


_03.0421.C1 




Gene No. 


111357 








Strand 


+ 






Start 


1 








End 


4583 






Name 


OJ991007 03 


.0421 


.Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1732 








End 


2190 






GI 


none 








Score 


227 






Exons 


1732. .1986, 


1744 


. .1986, 


1996. 


.2190 







53817 




Seq. No. 


52751 








Seq. ID 


OJ991007_03.0421.C1 


Gene No . 


111357 








Strand 


+ 


Start 


1 








End 


4583 


Name 


OJ991007 03 


.0421 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2020 








End 


2262 


GI 


none 








Score 


219 


Exons 


2020. .2262 












Seq. No. 


52751 








Seq. ID 


OJ991007_03.0421.C1 


Gene No. 


111357 








Strand 


+ 


Start 


1 








End 


4583 


Name 


OJ991007 03 


. 0421 


CI . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2295 








End 


2701 


GI 


none 








Score 


85 


Exons 


2295. .2345, 


2296 


.2358, 


2296. 


.2352, 2344.. 2397, 2364.. 2396, 




2389. .2541, 


2389 


.2547, 


2390. 


.2587, 2402. .2587, 2620. .2700, 




2621. .2701 












Seq. No. 


52751 








Seq. ID 


OJ991007_03.0421.C1 


Gene No. 


111357 








Strand 


+ 


Start 


1 








End 


4583 . 


Name 


OJ991007 03 


. 0421 


CI .ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2702 








End 


4022 


GI 


none 








Score 


900 


Exons 


2702. .3145, 


2707 


.3594, 


2708. 


.3595, 3192.. 3626, 3599.. 3664, 




3618. .3659, 


3619 


.3663, 


3666. 


.3761, 3670.. 372-9, 3708.. 3848, 




3739. .3822, 


3739 


.3855, 


3864. 


.3941, 3930. .4022, 3934. .4005 


Seq. No. 


52751 








Seq. ID 


OJ991007_03.0421.C1 


Gene No 


111357 








Strand 


+ 


Start 


1 








End 


4583 


Name 


OJ991007 03 


.0421 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2750 








End 


3064 


GI 


none 








Score 


310 


Exons 


2750. .3064, 


2761 


.3036 








Seq. No. 


52751 








Seq. ID 


OJ991007_03.0421.C1 


fionp No 


111357 








Strand 


+ 


Start 


1 








End 


4583 


Name 


OJ991007 03 


.0421. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2991 








End 


3442 


GI 


none 








Score 


107 


Exons 


2991. .3137, 


2995. 


.3138, 


2995. 


.3438, 2999. .3442, 3293. .3442 


Seq. No. 


52752 








Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111358 








Strand 


+ . 


Start 


170 








End 


6409 


Name 


OJ991007 03 


.0421. 


C2.ol. 


gs 


Method 


GENSCAN 


Start 


170 








End 


6409 


GI 


none 








Score 


.52 


Exons 


170. .180, 938. .1007, 1710. .1908, 2002. 


.3128, 3231.. 3363, 




3610. .4348, 


4437. 


.4610, 


4700. 


.4810, 4911.. 4983, 5079.. 5177, 




5277. .5432, 


6027. 


.6135, 


6213. 


.6284, 6336.. 6409 


Seq. No. 


52752 








Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111358 








Strand 


+ 


Start 


170 








End 


6409 



53818 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991007_03 . 0421 . C2 . ol . np Method AAT/NAP 

1695 End 2852 

4680204 Score 706 

1695. .2852 

(AF114171) hypothetical protein [Sorghum bicolor] 



52752 Seq. ID 

111358 Strand 

170 End 

OJ991007_03 . 0421 . C2 . o2 . np Method 

1695 End 

4680204 Score 



OJ991007_03.0421.C2 
+ 

6409 
AAT/NAP 
5447 
1095 



1695. .3128, 3222. .4348, 4437. .4610, 4700. .4835, 5239. .5447 
(AF114171) hypothetical protein [Sorghum bicolor] 



52752 Seq. ID 

111359 Strand 

6715 End 

OJ991007_03 . 0421 . C2 . olO . np Method 

6715 End 

4680183 Score 
6715.. 6740, 2354S..23635, 24241.. 24306 

(AF111709) gag-pol protein [Oryza sativa subsp 



OJ991007_03.0421.C2 
+ 

24306 
AAT/NAP 
24306 
153 



indica] 



52752 Seq. ID 

111359 Strand 

6715 End 

OJ991007_03 . 0421 . C2 . o3 . gs Method 

11435 End 

none Score 



OJ991007_03.0421.C2 
+ 

24306 
GENSCAN 
13431 
.5 



03. 0421. C2 



11435. .11613, 11980. .12085, 13069. .13431 

52752 Seq. ID OJ991007_ 

111359 Strand + 

6715 End 24306 

OJ991007JD3 . 0421 . C2 . o4 . np Method AAT/NAP 

11459 End 13320 

5103836 Score 418 

11459. .11613, 11980. .12085, 13069. .13320 

(AC007591) Is a member of the PF| 00903 gyloxalase family. 
gb|T44721, gb|T21844 and gb|AA395404 come from this gene. 
[Arabidopsis thaliana] 



ESTs 



Seq. No. 


52752 




Seq. ID 


OJ991007 


Gene No. 


111359 




Strand 


+ 


Start 


6715 




End 


24306 


Name 


OJ991007 03. 0421. C2. 


o7 .np 


Method 


AAT/NAP 


Start 


17275 




End 


18583 


GI 


5777617 




Score 


90 


Exons 


17275. .17304, 18473. 


.18583 






GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza 


sativa] 


Seq. No. 


52752 




Seq. ID 


OJ991007 


Gene No. 


111360 




Strand 




Start 


5490 




End 


5676 


Name 


OJ991007 03. 0421. C2. 


ol . gp 


Method 


AAT/GAP 


Start 


5490 




End 


5676 



53819 




GI 


LIB3477-003-P1-K1-E9 


Score 


90 


Exons 


5490.. 5552, 5619.. 5676 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEb 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111361 


Strand 




Start 


7942 


End 


9159 


Name 


OJ991007 03.0421.C2.o2.gs 


Method 


GENSCAN 


Start 


7942 ~ 


End 


9159 


GI 


none 


Score 


.76 


Exons 


7942. .8064, 8337. .8455, 9069 


. .9159 




Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111362 


Strand 




Start 


15005 


End 


21951 


Name 


OJ991007 03.0421.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2337 ~ 


End 


2738 


GI 


none 


Score 


217 


Exons 


2337.. 2570, 2337.. 2531, 2438 


..2578, 2568.-2738, 2621. .2737 


Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111362 


Strand 




Start 


15005 


End 


•21951 


Name 


OJ991007 03. 0421 .C2 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


11426 ~~ 


End 


13316 


GI 


none 


Score 


196 


Exons 


1142 6. . 11614, 11470.. 11 610, 


11980. .12015, 11981. .12049, 




12038. .12082, 12050 .. 12082 , 


13057. . 13290, 13068.. 13316 


Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111362 


Strand 




Start 


15005 


End 


21951 


Name 


OJ991007 03.0421.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


11474 ~ 


End 


13293 


GI 


none 


Score 


148 


Exons 


11474 . . 11626, 114 97 .. 11610, 


11981. .12082, 13057. .13293, 




13068. .13292 






Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111362 


Strand 




Start 


15005 


End 


21951 


Name 


OJ991007 03. 0421 . C2 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


11506 ~ 


End 


13244 


GI 


none 


Score 


108 


Exons 


11506. .11613, 11507 .. 11614, 


11981. .12097, 13057. .13236, 




13068. .13244 






Seq. No. 


52752 


Seq. ID 


OJ991007_03.0421.C2 


Gene No. 


111362 


Strand 




Start 


15005 


End 


21951 


Name 


OJ991007 03.0421.C2.o5.np 


Method 


AAT/NAP 


Start 


15005 


End 


20322 


GI 


6069646 


Score 


928 


Exons 


15005. .15989, 16275 .. 17077 , 


20300. .20322 



GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 



53820 




[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Sea No 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421 .C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


15029 




. End 


15599 




GI 


none 




Score 


64 




Exons 


15029. .15232, 15313 


. . 15381, 


15384 . .15476, 15384 .. 1547 6, 






15507 . . 15599 










Sea No 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No . 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15729 




End 


15987 




GI 


none 




Score 


131 




UAVl I J 


15729 15809. 15816 


. . 15986, 


15817. .15987 




Seer No 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


ftpnp No 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03 0421. C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15972 




End 


16415 




GI 


none 




Score 


66 




Exons 


15972 . .16112, 15972 


. .16115, 


16206. .16415, 16339.. 16413 




Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 




111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03 . 0421 .C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16047 




End 


16742 




GI 


none 




Score 


40 




Exons 


16047 . .16178, 16051 


. . 16092, 


16179. .16742, 16180 16509, 






16587 . . 16730 










Sea No 


52752 




Seq. ID 


OJ991007JD3.0421 


.C2 


Gene No 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16533 




End 


16814 




GI 


none 




Score 


69 




V* von c; 


16533 16814 16555 


16785 








Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No. 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16743 




End 


17240 




GI 


none 




Score 


101 




Exons 


16743. .16844, 16830 


. .17075, 


17103. .17240 




Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No. 


111362 




Strand 







53821 



Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421 .C2 , 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16842 ~~ 




End 


17177 . 




GI 


none 




Score 


58 




Pvnn <5 

i^j ^nk \J 1 1 kJ 


16842 . . 17048, 17043, 


, . 17177, 


17047. .17157 




Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No. 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03 . 0421 .C2 . 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


17253 ~ 




End 


17687 




GI 


none 




Score 


133 




Exons 


17253. . 17687, 17356. 


. . 17685 








Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


■ C2 


Gene No. 


111362 




Strand 


— 




Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2, 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17679 ~ 




End 


18023 






none 




Score 


60 




Exons 


17679. . 18023, 17764 . 


. .18000 








Seq. No. 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No. 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03 . 0421 .C2 . 


. o5 . gs 


Method 


GENSCAN 




Start 


18734 ~ 




End 


19837 






none 




Score 


.53 






18734 19178, 19528, 


. . 19648, 


19702. .19837 




Sea No 


52752 




Seq. ID 


OJ991007_03.0421 


.C2 


Gene No. 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2, 


. 08 .np 


Method 


AAT/NAP 




Start 


19012 




End 


21951 




GI 


4680204 




Score 


54 






19012. .19172, 19591. 


. .19767, 


21924. .21951 




GI DescritD. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Sea No 


52752 




Seq. ID 


OJ991007JD3.0421 


.C2 


Gene No. 


111362 




Strand 






Start 


15005 




End 


21951 




Name 


OJ991007 03. 0421. C2, 


. o9.np 


Method 


AAT/NAP 




Start 


20098 




End 


20203 




GI 


5777617 




Score 


79 




F.vnn 


20098. .20203 










\J J. L> O V_* J_ J-k/ * 


(AJ245900) CAA30375, 


. 1 protein [Oryza : 


sativa] 




Seq. No. 


52753 




Seq. ID 


OJ991007_03.0421 


.C3 


Gene No. 


111363 




Strand 


+ 




Start 


393 




End 


1413 




Name 


OJ991007 03. 0421. C3 


. ol . gs 


Method 


GENSCAN 




Start 


393 




End 


1413 




GI 


none 




Score 


. 9 




Exons 


393. .409, 1257. .1413 








Seq. No. 


52753 




Seq. ID 


OJ991007_03.0421 


.C3 



53822 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



111364 Strand + 

2305 End 15782 

OJ991007_03 . 042 1 . C3 . o2 . gs Method GENSCAN 

2305 End 15782 

none Score . 61 

2305. .2624, 3577. .3647, 4868. .4973, 5117. .5306, 7123. .7241, 
8633. .8825, 1017 6 .. 10366, 11218 .. 11393, 11666. . 11858, 
11941. .12079, 12154. .12319, 12876 .. 13042, 13171 .. 1334 4 , 
13815. .13910, 14000. .14116, 144 12 .. 14734 , 14898 .. 15165, 
15282. .15410, 15723. .15782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



52753 

111364 

2305 

OJ991007_03.0421.C3.ol.np 
11234 
5103843 
11234. .11352, 
12154. .12319, 
14000. .14104, 



11470. .11552, 
12876. .13042, 
14391. .14734, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11666. .11858, 
13171. .13344, 



OJ991007_ 
+ 

15782 
AAT/NAP 
15460 
1967 

11941, 
13815, 



03. 0421. C3 



12079, 
13910, 
15460 



14898. .15175, 15287. 
(AC007591) Is a member of the PF 100955 Anion exchanger family. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52753 

111365 

19849 

OJ991007_03.0421.C3.ol.gp 
19810 

63383 1.R1084 



Seq. ID OJ991007_03.0421.C3 

Strand + 

End 21685 

Method AAT/GAP 

End 21685 

Score 1162 



19810. .19894, 19999. .20052, 20721 .. 20891, 20994 .. 21125, 
21458. .21685 

•3320122 6.0e-14 (U46007) espin [Rattus norvegicus] 1 



52753 

111365 

19849 

OJ991007_03.0421.C3.o4.gs 

19849 

none 



Seq. ID OJ991007_03.0421.C3 

Strand + 

End 21685 

Method GENSCAN 

End 21597 

Score .69 



19849. .19894, 19999 .. 20052, 20673 .. 20891, 20994 .. 21125, 
21458. .21597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52753 

111365 

19849 

OJ991007_03.0421.C3.o2.np 

19949 

6175185 



Seq. ID OJ991007_03.0421.C3 



Strand 
End 

Method 

End 

Score 



+ 

21685 
AAT/NAP 
21597 
143 



19949. .20052, 20721 .. 20891, 20994 .. 21125 , 21458.. 21597 
(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



52753 Seq. ID 

111366 Strand 

16830 End 

OJ991007_03 . 0421 . C3 . ol . tm Method 

11245 End 

none Score 



OJ991007_03.0421.C3 
18254 

TBLASTX: Maize 

12079 

115 



53823 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

?=% Gene No. 

;r start 

";f Name 

Cii Start 

ry gi 

fi Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



4 a* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11245. .11352, 11465. .11563, 
11664. .11855, 11924. .12076, 

52753 
111366 
16830 

OJ991007_03.0421.C3.ol.tc 
11667 
none 

11667. .11858, 11683. .11859, 
11942. .12079, 12148. .12183, 

52753 
111366 
16830 

OJ991007_03.0421.C3.o2.ts 
11788 
none 

11788. .11859, 11799. .11858, 
12148. . 12312, 12153. .12311 

52753 
111366 
16830 

OJ991007_03.0421.C3.o3.ts 
12862 
none 

12862. .13068, 12872 13069, 
13168. .13287, 13182.. 13286 

52753 
111366 
16830 

OJ991007_03.0421.C3.o4.tc 
12872 
none 

12872. .12931, 12873 .. 13043, 
12959.. 13045 

52753 
111366 
16830 

OJ991007_03.0421.C3.o3.tm 
12961 
none 

12961. .13044, 12962. .13042, 12964 13044 , 13168, 
13169. .13345, 13170 .. 13361 , 13814 .. 13909, 13815. 
13815. .13910, 13977. .14102, 13979 .. 14116, 14002. 
14009. .14116, 14411. .14521, 14412. .14522 



114 67. .11550, 11662. .11859, 
11941. .12078, 11942. .12079 

Seq. ID OJ991007_03.0421.C3 
Strand 

End 18254 
Method TBLASTX: Cress 
End 12183 
Score 24 3 
11698. .11868, 11941. .12078, 
12153. .12182 

Seq. ID OJ991007_03.0421.C3 
Strand 

End 18254 

Method TBLASTX : Soybean 

End 12312 

Score 89 
11941. .12078, 11942. .1207 9, 



Seq. ID OJ991007_03.0421.C3 
Strand 

End 18254 

Method TBLASTX : Soybean 

End 13287 

Score 252 
12875. .13069, 13058 .. 13096, 



Seq. ID OJ991007_03. 0421 .C3 
Strand 

End 18254 

Method TBLASTX : Cress 

End 13045 

Score 82 
12874. .13005, 12875 .. 13045, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_03.0421.C3 
18254 

TBLASTX: Maize 
14522 
125 

, 13347, 
,13913, 
,14103, 



Seq. No. 52753 

Gene No. 111366 

Start 16830 

Name OJ991007JD3 . 0421 . C3 . o3 . tc 

Start 13146 

GI none 
Exons 



Seq. ID OJ991007_03.0421.C3 
Strand 
End 

Method 
End 
Score 



18254 

TBLASTX: Cress 

13910 

72 



13146. .13322, 13147 .. 13344 , 13167 .. 13361, 13818 .. 13910, 



53824 




13826. .13903 





Seq. No. 


52753 




Seq. ID 


OJ991007 


_03 . 0421 


.C3 




Gene No. 


111366 




Strand 










Start 


16830 




End 


18254 








Name 


OJ991007_03.0421.C3. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


13288 




End 


15404 








GI 


none 




Score 


88 








Exons 


13288. . 13344, 13808. 


. 13903, 


13809. .13904, 14005 


. . 14121, 








14006. . 14137, 14400 . 


, . 14480, 


14411. .14479, 14457 


. . 14735, 








14489. . 14704, 14490. 


, . 14732, 


14892. .15083, 14895 


. . 15095, 








14896. . 15153, 14980 . 


, . 15144, 


15324. .15404 








Seq. No. 


52753 




Seq. ID 


OJ991007 


_03.0421 


.C3 




Gene No. 


111366 




Strand 










Start 


16830 




End 


18254 








Name 


OJ991007_03. 0421 .C3. 


o2.tc 


Method 


TBLASTX: 


Cress 






Start 


14462 




End 


15021 








GI 


none 




Score 


341 








Exons 


14462. . 14716, 14469. 


. 14735, 


14496. .14735, 14528 


. . 14758, 








14889. . 15020, 14896. 


. 15021 












Seq. No. 


52753 




Seq. ID 


OJ991007 


03.0421 


.C3 


1 3 


Gene No. 


111366 




Strand 








zt. 


Start 


16830 




End 


18254 






% z£ 


Name 


OJ991007 03. 0421. C3. 


o2.tm 


Method 


TBLASTX: 


Maize 




L ! 5 


Start 


14523 




End 


15129 






f J 


GI 


none 




Score 


343 






u J: 


Exons 


14523. . 14735, 14525. 


.14713, 


14527. .14748, 14868 


. . 15098, 




l yi 




14895. . 15095, 15094 . 


.15129 










^3 


Seq. No. 


52753 




Seq. ID 


OJ991007 


__03.0421 


.C3 


\ iJ: 


Gene No. 


111366 




Strand 








5 


Start 


16830 




End 


18254 






Q 


Name 


OJ991007_03. 0421.C3. 


o3. gs 


Method 


GEN SCAN 








Start 


16830 




End 


18254 






j=& 


GI 


none 




Score 


.77 






%3 


Exons 


16830. . 18254 














Seq. No. 


52754 




Seq. ID 


OJ991007 


_03.0421 


.C4 




Gene No. 


111367 




Strand 










Start 


1017 




End 


2101 








Name 


OJ991007 03. 0421. C4. 


ol . gs 


Method 


GENSCAN 








Start 


1017 




End 


2072 








GI 


none 




Score 


.88 








Exons 


1017. .1166, 1488. .1595, 1697 


. .2072 










Seq. No. 


52754 




Seq. ID 


OJ991007 


_03.0421 


.C4 




Gene No. 


111367 




Strand 










Start 


1017 




End 


2101 








Name 


OJ991007 03. 0421. C4. 


ol . tm 


Method 


TBLASTX:] 


Maize 






Start 


1853 




End 


2101 








GI 


none 




Score 


89 








Exons 


1853. .2101, 1857. .2093 












Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 




Gene No. 


111368 




Strand 


+ 







53825 



Start 
Name 
Start 
GI 

Exons 



7597 End 10944 

OJ991007_03.0421.C5.o2.gs Method GENSCAN 

7597 End 10944 

none Score .82 

7597. .7671, 7697. .7898, 8065. .8201, 8564. .8653, 8838. .8903, 

9643. .9795, 10125 .. 10226, 1034 4 .. 10511 , 10592 10671, 
10902. .10944 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 
111368 
7597 

OJ991007_03.0421.C5.o2.np 
8596 
6175185 

8596. .8653, 8775. .8903, 9643. 
(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



Seq. ID OJ991007_03.0421.C5 

Strand + 

End 10944 

Method AAT/NAP 

End 10669 

Score 180 

.9858, 10135. .10226, 10344.. 10669 



52755 

111369 

13614 

OJ991007_03.0421.C5.o3.np 

13614 

7510074 

13614. .13666, 13833 .. 14 337 , 
26813. .26986, 32244 .. 32459, 
33668. .33723, 33891 .. 33939, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19445 

32551 



OJ991007_03.0421.C5 
+ 



34245 
AAT/NAP 
34176 
276 

20164, 20236. 
32807, 33396. 



20323, 
33548, 



34021. .34176 



GI Descrip. hypothetical protein Y50E8A.g - Caenorhabditis elegans 



Seq. No. 52755 Seq. ID 

Gene No. 111369 Strand 

Start 13614 End 

Name OJ991007J33 . 0421 . C5 . ol . gp Method 

Start 13985 End 

GI none Score 

Exons 13985. .14328 



OJ991007_03.0421.C5 
+ 

34245 
AAT/GAP 
14328 
592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 Seq. ID OJ991007_03 . 0421 . C5 

111369 Strand + 

13614 End 34245 

OJ991007JD3 . 0421 . C5 . o2 . gp Method AAT/GAP 

15642 End 15911 

LIB3434-035-P1-K1-A7 Score 444 

15642. .15911 

•5441876/dbj | AP000367.il AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



52755 Seq. ID 

111369 Strand 

13614 End 

OJ991007_03.0421.C5.o4 .gs Method 

15998 End 

none Score 

15998. .16060, 16507. .16734 



OJ991007_03.0421.C5 
+ 

34245 
GENSCAN 
16734 
. 94 



Seq. No. 
Gene No. 
Start 



52755 

111369 

13614 



Seq. ID OJ991007_03.0421.C5 
Strand + 
End 34245 



53826 



Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991007 
19548 
8681_1 
19548. 
21550. 
23040. 



03.0421.C5.o3.gp 



,20326, 

.22180, 22270 



R1084 

19670, 20216 
21654, 22030 
23556 

'5903036/gb|AAD55595. 1 |AC008016_5 
[Arabidopsis thaliana] 1 



Method AAT/GAP 
End 23556 
Score 2276 
20510. .20561, 21372, 
.22352, 22871, 



.21416, 
.22964, 



1.0e-36 (AC008016) F6D8 . 5 



52755 

111369 

13614 

OJ991007_03.0421.C5.o4 .np 

20470 

5903036 

20470. .20612, 21180 .. 21216, 
22038. .22173, 22871.. 22965 



Seq. ID OJ991007_03.0421.C5 

Strand + 

End 34245 

Method AAT/NAP 

End 22965 

Score 517 
21347. .21416, 21550 .. 21653, 



GI Descrip. (AC008016) F6D8.5 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 
111369 
13614 

OJ991007_03.0421.C5.o5.np 
30274 
2760836 

30274. .30349, 32187 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.32510, 32538. .32772, 33313.. 34210 
(AC003105) putative second messenger-dependent protein kinase 
[Arabidopsis thaliana] 



OJ991007_03.0421.C5 
+ 

34245 
AAT/NAP 
34210 
1147 



52755 Seq. ID 

111369 Strand 

13614 End 

OJ991007JD3 . 0421 . C5 . 08 . gs Method 

32192 End 

none Score 

32192. .32772, 33313.. 34213 



OJ991007_03.0421.C5 
+ 

34245 
GENSCAN 
34213 
.94 



52755 
111369 
13614 

OJ991007_03.0421.C5.o6.gp 
33793 

LIB3432-008-P1-K1-A6 
33793. .34245 

'27 60836/gb | AAB95304 . 1 | 2.0e-33 (AC003105) putative Ser/Thr 
protein kinase [Arabidopsis thaliana] 1 



Seq. ID OJ991007_03.0421.C5 
Strand + 

34245 
AAT/GAP 
34245 
861 



End 

Method 

End 

Score 



52755 

111370 

145 

OJ991007_03.0421.C5.ol.gs 

145 

none 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 5353 

Method GENSCAN 

End 5257 

Score .56 



145. .363, 455.-554, 642. .915, 1006. .1149, 1939. .2102, 
2277. .2540, 3214. .3498, 3547. .3675, 3841. .5257 



Seq. No. 



52755 



Seq. ID OJ991007_03.0421.C5 



53827 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



111370 Strand 

145 End 5353 

OJ991007_03 . 0421 . C5 . ol . np Method AAT/NAP 

1129 End 5353 

7106515 Score 3106 

1129. .2019, 2047. .2841, 2923.-3259, 3530. .5353 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 Seq. ID 

111371 Strand 

11921 End 

OJ991007_03 . 042 1 . C5 . o3 . gs Method 

11921 End 

none Score 



OJ991007_03.0421.C5 

14491 
GENSCAN 
14491 
.62 



11921. .12103, 12390. .12800, 13712.. 14491 



Seq. ID OJ991007_03.0421.C5 



Seq. No. 52755 

Gene No. 111372 Strand 

Start 19439 End 23237 

Name OJ991007_03 . 0421 . C5 . o5 . gs Method GENSCAN 

Start 19439 End 23237 

GI none Score .75 

Exons 19439. .20146, 20182 20748, 23094.. 23237 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 
111373 
24545 

OJ991007_03.0421.C5.o4.gp 
24466 

uC-osflcypl42g03bl 
24466. .24610, 24714 .. 24792, 
, 3025188/sp|P73056| YI46_SYNY3 8 
PROTEIN SLR1846 >gi_1652154_dbj 
protein [Synechocystis sp.]' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
25284 



OJ991007 03. 0421. C5 



27361 
AAT/GAP 
25500 
625 

25350, 25446.. 25500 
Oe-17 HYPOTHETICAL 11.9 KD 
BAA17078 (D90903) hypothetical 



52755 

111373 

24545 

OJ991007_03.0421.C5.o6.gs 

24545 

none 

24545. .24610, 24678 24792, 
25685. .25845, 27265. .27361 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_03.0421.C5 

27361 
GENSCAN 
27361 
. 67 



25284. .25350, 25446 .. 25545, 



Seq. No. 


52755 


Seq. ID 


OJ991007_ 


03.0421 


.C5 


Gene No. 


111373 


Strand 








Start 


24545 


End 


27361 






Name 


OJ991007 03.0421.C5.o5.gp 


Method 


AAT/GAP 






Start 


25498 


End 


26975 






GI 


2311416 


Score 


607 






Exons 


25498. .25545, 25684 .. 25861, 


26651. .26726, 26873. 


.26975 




Seq. No. 


52755 


Seq. ID 


OJ991007_ 


03.0421 


.C5 


Gene No. 


111374 


Strand 








Start 


35191 


End 


36694 







53828 



Name 

Start 

GI 

Exons 



OJ991007_03 . 0421 . C5 . o9 . gs Method GENSCAN 

35191 End 36694 

none Score .77 

35191. .35277, 36328 .. 36448 , 36495.-36694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 

111375 

37095 

OJ991007_03 . 0421 .C5 . o2 . tm 

146 

none 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX : Maize 

End 858. 

Score 99 



146. .343, 147. .344, 148. .345, 150. .362, 160. .390, 454. .561, 
643. .858, 700. .858 



Seq. No. 52755 

Gene No. 111375 

Start 37095 

Name OJ991007_03 . 0421 . C5 . o4 . ts 

Start 1308 

GI none 

Exons 1308.. 1490, 1309.. 1488 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX : Soybean 

End 14 90 

Score 119 



Seq. No. 52755 

["3 Gene No. 111375 

Start 37095 

H Name OJ991007_03 . 0421 .C5 . o3 . tm 

*!| Start 2029 

i * GI none 

C3 Exons 2029.. 2418, 2030.. 2419 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX: Maize 

End 2419 

Score 328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. No. 52755 

Gene No. 111375 

Start 37095 

Name OJ991007_03 . 04 21 . C5 . o9 . tm 

Start 2562 

GI none 

Exons 2562.. 2777, 2566.. 2631, 2808.. 2909, 2963.. 3016 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX : Mai ze 

End 3016 

Score 7 9 



52755 

111375 

37095 

OJ991007_03.0421.C5.o5.tm 

4077 

none 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX: Maize 

End 4393 

Score 64 



4077. .4241, 4082. .4252, 4247. .4393, 4257. .4388 



52755 

111375 

37095 

OJ991007_03 . 0421 . C5 . o2 . tw 

4178 

none 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX : Wheat 

End 4570 

Score 150 



4178. .4246, 4274. .4570, 4275. .4490, 4283. .4549 



52755 

111375 

37095 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 



53829 




Name 


OJ991007 03. 0421. C5. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


4394 




End 


5213 






GI 


none 




Score 


164 






Exons 


4394. .4648, 4395.-4646, 4691. .5155, 4709. .4783, 


4839. .5144 




5159. .5212, 5160. .5213 










Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 


Gene No 


111375 




.Strand 


— 






Start 


37095 




End 


37409 






Name 


OJ991007 03. 0421. C5. 


olO. tm 


Method 


TBLASTX: 


Maize 




Start 


5276 




End 


5515 






GI 


none 




Score 


60 






Exons 


5276. .5515, 5358. .5417, 5466. .5510 








Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 


Qejie No . 


111375 




Strand 








Start 


37095 




End 


37409 






Name 


OJ991007 03 . 0421 .C5 . 


o7 . tm 


Method 


TBLASTX: 


Maize 




Start 


13991 ~ 




End 


14244 






GI 


none 




Score 


141 






Exons 


13991 . . 14092, 13993. 


. 14025, 


14114 . .14239, 14119 


. . 14244 




Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 


Gene No. 


111375 




Strand 








Start 


37095 




End 


37409 






Name 


OJ991007 03.0421.C5. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


20389 




End 


34087 






GI 


none 




Score 


106 






Exons 


20389. .20514, 32693. 


. 32791, 


33311. .33478, 33313 


. .33465, 






33721. .33915, 33722. 


. 33916, 


33949. .34086, 33965 


. .34087 




Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 


Gene No. 


111375 




Strand 








Start 


37095 




End 


37409 






Name 


OJ991007 03. 0421 .C5 . 


06 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


20514 




End 


23251 






GI 


none 




Score 


85 






Exons 


20514. .20585, 20520. 


.20612, 


20524. .20628, 21172 


. .21219, 






21178. .21219, 21340. 


.21417, 


21341. .21415, 21547 


. .21654, 






21552. .21653, 21565. 


.21654, 


21605. .21661, 22013 


. .22180, 






22029. .22181, 22029. 


.22181, 


22261. .22350, 22263 


. .22355, 






22267. .22365, 22847. 


.22960, 


22869. .22964, 22870 


. .22962, 






23017. .23109, 23037. 


.23123, 


23042. .23113, 23056 


. .23145, 






23211. .23249, 23215. 


.23247, 


23219. .23251 






Seq. No. 


52755 




Seq. ID 


OJ991007 


03 . 0421 


. C5 


Gene No. 


111375 




Strand 








Start 


37095 




End 


37409 






Name 


OJ991007 03. 0421. C5. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


20515 




End 


23109 






GI 


none 




Score 


148 






Exons 


20515. .20628, 20520. 


.20627, 


21174 . .21221, 21178 


. .21219, 






21340. .21414, 21341. 


.21415, 


21516. .21653, 21549 


. .21629, 






21611. .21658, 22021. 


.22131, 


22029. .2211 


31, 22029 


. .22175, 






22031. .22177, 22869. 


.22961, 


22870. .22962, 23023 


. .23109 




Seq. No. 


52755 




Seq. ID 


OJ991007 


_03.0421 


.C5 



53830 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



111375 Strand 

37095 End 

OJ991007_03 . 042 1 . C5 . o3 . ts Method 

20515 End 

none Score 



37409 

TBLASTX: Soybean 

23082 

144 



20515. .20628, 20520 20621, 21174 .. 21221, 21178 2 1219, 

21340. .21414, 21341. .21415, 21534 .. 21629, 21552 .. 2 1653, 

21605. .21661, 22013. .22171, 22029 .. 22181, 2228 1 .. 22367 , 

22843. .22962, 22843.-22968, 23040 23081, 23041.. 23082 



52755 

111375 

37095 

OJ991007_03.0421.C5.o3.tw 

24337 

none 

24337..24357, 24462 .. 24494 , 
24697. .24792, 24701 24790, 



Seq. ID OJ991007_03.0421.C5 
Strand 

End 37409 

Method TBLASTX : Wheat 

End 24794 

Score 61 
24545. .24613, 24561 .. 24611, 
24702. .24794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52755 
111375 
37095 
OJ991007 
24531 
none 
24531 
24702 
25268 
25444 



03.0421.C5.oll.tm 



24611, 
24794, 
25348, 
25473 



24532 
24707 



.24612, 
.24796, 



25283. .25348, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24545. .24613, 
24718. .24798, 
25284. .25349, 



OJ991007 03. 0421. C5 



37409 

TBLASTX: Maize 
25473 
8 9 

24702. .24791, 
24718. .24798, 
25296. .25349, 



fci .Seq. No. 

?r= Gene No. 

iy Start 

- Name 

□ Start 

H GI 

Li Exons 



52755 

111375 

37095 

OJ991007_03.0421.C5.o8 .tm 

25474 

none 

25474. .25557), 25474 .. 25566, 
25685. .25861, 25708 .. 25875, 
26663.-26725 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25683.-25859, 25685 
25783. .25869, 26652 



OJ991007_03.0421.C5 
37409 

TBLASTX: Maize 

26732 

75 

25861, 
26732, 



Seq. No. 52755 Seq. ID 

Gene No. 111375 Strand 

Start 37095 End 

Name OJ991007_03 . 0421 . C5 . ol . tc Method 

Start 32333 End 

GI none Score 
Exons 



OJ991007_03.0421.C5 
37409 

TBLASTX: Cress 

34087 

125 



32333.-32488, 32534 .. 32791, 32635.-32775, 33310 .. 33459, 
33311. .33502, 33721 .. 33915, 33722 .. 33916, 33965.. 34087 



Seq. No. 52755 Seq. ID 

Gene No. 111375 Strand 

Start 37095 End 

Name OJ991007_03 . 0421 . C5 . o2 . ts Method 

Start 32333 End 

GI none Score 

Exons 32333. .32488, 32534.. 32692 



OJ991007_03.0421.C5 
37409 

TBLASTX : Soybean 

32692 

127 



53831 



Seq. No. 52755 Seq. ID 

Gene No. 111375 Strand 

Start 37095 End 

Name OJ991007_03 . 0421 . C5 . o4 . tm Method 

Start 32348 End 

GI none Score 

Exons 32348.-32488, 32534 .. 32791, 32542 

33311. .33478, 33722 33916, 33724 

33965. .34087, 34004.. 34087 



OJ991007 03. 0421. C5 



37409 

TBLASTX: Maize 
34087 
90 

32775, 33310. .33465, 
33915, 33964. .34077, 



Seq. No. 52755 Seq. ID 

Gene No. 111375 Strand 

Start 37095 End 

Name OJ991007_03 . 0421 . C5 . ol . tw Method 

Start 33752 End 

GI none Score 

Exons 33752. .33916, 33754 33888 , 33968 34087, 33970 .. 34092, 
33970. .34077 



OJ991007_03.0421.C5 
37409 

TBLASTX: Wheat 
34092 
218 



Seq. No. 52755 Seq. ID 

Gene No. 111375 Strand 

Start 37095 End 

Name OJ991007_03 . 0421 . C5 . olO . gs Method 

Start 37095 End 

GI none Score 

Exons 37095. .37409 



OJ991007_03.0421.C5 

37409 
GEN SCAN 
37409 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52756 Seq. ID OJ991007_03 . 0421 . C6 

111376 Strand + 

1 End 4 656 

OJ991007_03.0421.C6.ol.np Method AAT/NAP 

1 End 514 

7511589 Score 43 

1..57, 162. .274, 399. .514 

probable transcription factor pos-1 - Caenorhabditis elegans 
gi| 1086811 | gb | AAB37036 . 1| (U41109) Contains similarity to Pfam 
domain: PF00642 (zf-CCCH), Score=74.1, E-value=9 . 3e-19, N=2 
[Caenorhabditis elegans] gi | 3767590 | dbj | BAA33854 . 1 | (AB006208) 
cytoplasmic zinc-finger protein [Caenorhabditis elegans] 



52756 

111376 

1 

OJ991007_03.0421.C6-.ol.gs 
89 

none 



Seq. ID OJ991007_03.0421.C6 
Strand + 



End 

Method 

End 

Score 



4656 
GENSCAN 
4656 
.77 



89. .501, 645. .963, 1237. .1256, 1372. .1595, 3725. .3782, 
3856. .3987, 4213. .4411, 4629. .4656 



52756 Seq. ID 

111376 Strand 

1 End 

OJ991007_03.0421.C6.o2.np Method 

2404 End 

7269410 Score - 



OJ991007_03.0421.C6 
+ 

4656 
AAT/NAP 
4514 
354 



2404. .2550, 3082. .3192, 3277. .3330, 3725. .4056, 4213. .4514 
(AL161563) hypothetical protein [Arabidopsis thaliana] 



53832 



Seq. No. 52756 

Gene No. 111376 

Start 1 

Name OJ991007_03 . 0421 . C6 . ol . tc 

Start 3133 

GI none 
Exons 



Seq. ID OJ991007_03.0421.C6 

Strand . + 

End 4 656 

Method TBLASTX: Cress 

End 4517 

Score 84 



3133. .3192, 3721. .3780, 3722. .3787, 3854. .3886, 3855.-3887, 
3936. .4016, 3950.. 4006, 4209. .4358, 4295.-4342, 4392.. 4517, 
4409. .4504 



Seq. No. 52756 

Gene No. 111376 

Start 1 

Name OJ991007_03 . 0421 . C6 . ol . ts 

Start 4202 

GI none 

Exons 4202.. 4339, 4203.. 4364, 4389. 

Seq. No. 52756 

Gene No. 111376 

Start 1 

Name OJ991007_03 . 0421 . C6 . ol . tm 

J Start 4209 

i GI none 

t Exons 4209.. 4514, 4424.. 4513 

U Seq. No. 52757 

3 Gene No. 111377 

i§ Start 4 

i Name OJ991007_03 . 0421 . C7 . ol . gs 

r: Start 4 

' J GI none 

Exons 4 . . 63 



Seq. ID OJ991007_03.0421.C6 

Strand + 

End 4 656 

Method TBLASTX : Soybean 

End 4516 

Score 151 
.4514, 4418. .4516 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_03.0421.C6 
+ 

4656 

TBLASTX: Maize 

4514 

290 



OJ991007_03.0421.C7 
+ 

63 

GEN SCAN 

63 

.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52758 

111378 

1 

OJ991007_03.0421.C8.ol.np 
1 

7432652 



OJ991007_03.0421.C8 
+ 

3539 
AAT/NAP 
3536 
211 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

1..31, 576. .733, 1737. .1826, 1927. .1997, 2082. .2163, 2275. .2352, 
2599. .2688, 2778. .2891, 3083. .3126, 3494. .3536 

nitrate reductase - Chlorella vulgaris gi | 1113861 | gb IAAC49459 . 1 | 
(U39930) nitrate reductase [Chlorella vulgaris] 

gi|1113863|gb|AAC49460.1| (U39931) nitrate reductase [Chlorella 
vulgaris] 



52758 

111378 

1 

OJ991007_03 . 042 1 . C8 . ol . gs 

576 

none 

576. .651, 1596. .1646, 1748, 



Seq. ID OJ991007_03.0421.C8 

Strand + 

End 3539 

Method GENSCAN 

End 3539 

Score .91 
1880, 1927. .1997, 2082. .2133, 



2275.-2352, 2599.-2688, 2778. .2891, 3483.-3539 



53833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52758 

111379 

11969 

OJ991007_03.0421.C8.o2.np 

11969 

2244709 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11969. .12048, 12149. .12285, 12329.. 12583 

(AB005295) HY5 [Arabidopsis thaliana] gi | 2251085 | dbj | BAA21327 | 
(AB005456) HY5 [Arabidopsis thaliana] 



OJ991007_03.0421.C8 
+ 

12583 
AAT/NAP 
12583 
328 



52758 Seq. ID 

111379 Strand 

11969 End 

OJ991007_03.0421.C8.o2.gp Method 

12469 End 

uC-osf lcyp082gllal Score 
12469. .12547 

1 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ991007_03.0421.C8 
+ 

12583 
AAT/GAP 
12547 
147 



52758 

111380 

5284 

OJ991007_03.0421.C8.o2.ts 

530 

none 



Seq. ID OJ991007_03.0421.C8 
Strand 

End 5 698 

Method TBLASTX : Soybean 

End 2667 

Score 108 



530. .652, 574. .651, 1040. .1135, 1041. .1136, 1593. .1658, 
1594. .1647, 1736. .1804, 1743. .1805, 1749. .1805, 1918. .1998, 
1925. .1987, 1926. .1997, 2039. .2131, 2082.. 2132, 2083.. 2136, 
2274. .2351, 2275. .2355, 2599. .2667 



52758 

111380 

5284 

OJ991007_03 . 0421 . C8 . o2 . tm 
574 
none 
574. . 
1068. 
1734. 
2079. 
2597. 
2778. 
3480. 



651, 575. .652, 592. .660, 

.1136, 1593. .1658, 1594. 

.1805, 1748. .1804, 1918. 

.2129, 2082.. 2132, 2083. 

.2689, 2597. .2689, 2598. 

.2894, 3078. .3149, 3079. 

.3578, 3489. .3539 



Seq. ID OJ991007_03.0421.C8 
Strand 

End 5698 

Method TBLASTX : Mai ze 

End 3578 

Score 137 

1061. .1129, 1061. .1135, 
.1647, 1710.. 1802, 1726.. 1803, 
.1998, 1924.. 2007, 1925.. 2008, 
.2136, 2274.. 2360, 2275.-2355, 
.2699, 2599.. 2700, 2777.. 2893, 
.3150, 3082.. 3153, 3083.. 3154, 



Seq. ID OJ991007_03.0421.C8 
Strand 

End 5698 

Method AAT/GAP 

End 5698 

Score 734 



52758 
111380 
5284 

OJ991007_03.0421.C8.ol.gp 
5284 

16495_1.R1084 
5284 . .5698 

'6015437/dbj | AB008112 . 1 | AB008112 3.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No, 



52758 



Seq. ID OJ991007_03.0421.C8 



53834 




Gene No. 


111381 




Strand 






Start 


12001 




End 


12554 




Name 


OJ991007 03. 0421. C8. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


12001 




End 


12550 




GI 


none 




Score 


65 




Exons 


12001. .12066, 12156. 


. 12203, 


12161. . 12202, 12340. .12540, 






12341. . 12550 










Seq. No. 


52758 




Seq. ID 


OJ991007_03 . 0421 . 


C8 


Gene No. 


111381 




Strand 






Start 


12001 




End 


12554 




Name 


OJ991007 03. 0421. C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12341 




End 


12550 




GI 


none 




Score 


323 




Exons 


12341. .12550, 12343. 


.12546 








Seq. No. 


52758 




Seq. ID 


OJ991007_03.0421. 


C8 


Gene No. 


111381 




Strand 






Start 


12001 




End 


12554 




Name 


OJ991007 03. 0421. C8. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


12341 




End 


12550 




GI 


none 




Score 


257 




Exons 


12341. .12550, 12343. 


.12540 








Seq.' No. 


52758 




Seq. ID 


OJ991007_03.0421. 


C8 


Gene No . 


111381 




Strand 






Start 


12001 




End 


12554 




Name 


OJ991007 03. 0421. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12383 




End 


12554 




GI 


none 




Score 


260 




Exons 


12383. .12550, 12406. 


. 12546, 


12528.. 12554 




Seq. No. 


52759 




Seq. ID 


OJ991007_03.0421. 


C9 


Gene No. 


111382 




Strand 


+ 




Start 


16622 




End 


16914 




Name 


OJ991007 03.0421.C9-' 


o4 . np 


Method 


AAT/NAP 




Start 


16622 




End 


16914 




GI 


7340881 




Score 


156 




Exons 


16622. .16708, 16854. 


.16914 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52759 




Seq. ID 


OJ991007_03.0421. 


C9 


Gene No. 


111383 




Strand 






Start 


725 




End 


16586 




Name 


OJ991007 03. 0421. C9. 


06. tm 


Method 


TBLASTX: Maize 




Start 


707 




End 


1169 




GI 


none 




Score 


89 




Exons 


707. .847, 708. .875, 


718. .900 


, 960. .1112 


!, 975. .1097, 998. 


.i: 




1003. .1110, 1116. .1169 








Seq. No. 


52759 




Seq. .ID 


OJ991007_03.0421. 


C9 


Gene No. 


111383 




Strand 






Start 


725 




End 


16586 




Name 


OJ991007 03. 0421. C9. 


ol . np 


Method 


AAT/NAP 




Start 


722 




End 


7373 




GI 


2316016 




Score 


4295 




Exons 


722.-828, 1004. .1243 


, 1376.. 


1439, 1548. 


.1859, 2031. .2239 





53835 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2321. .2614, 2695. .2859, 2942. .3567, 3651. .3737, 3857. .5891, 
7338. .7373 

(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



52759 Seq. ID 

111383 Strand 

725 End 

OJ991007_03 . 0421 . C9 . ol . gs Method 

725 End 

none Score 



OJ991007_03.0421.C9 

16586 
GENSCAN 
16586 
.56 



725. .828, 1004. .1439, 1548. .1817, 2031. .2239, 2321. .2421, 
2487. .2614, 2695. .2859, 2942. .2960, 3074. .3141, 3286.-3567, 
3651. .3737, 3857. .6284, 13198 13422 , 13583 .. 1374 3, 
15013. .15087, 15099. .15275, 16461. .16586 



52759 

111383 

725 

OJ991007 

734 

none 

734. .829 
1542. .18 
2047. .22 
2492. .26 
2943. .30 
3340. .35 
3646. .37 
5369. .55 



03. 0.421. C9.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991007 03. 0421. C9 



1002. . 

59, 1549 

32, 2301 

17, 2695 

86, 3073 

67, 3445 

44, 3851 

78, 5370 



1247, 1003.. 

..1854, 1692 

..2345, 2378 

..2850, 2695 

..3321, 3074 

..3567, 3530 

..4183, 3857 

..5531, 5606 



16586 

TBLASTX: Cress 
5650 
197 

1245, 1380. .1445, 1529. .1642, 
..1823, 1706. .1867, 2022. .2237, 
..2617, 2387.. 2446, 2388. .2615, 
..2859, 2936.. 3076, 2942. .3070, 
..3154, 3078. .3239, 3133. .3321, 
..3568, 3643. .3714, 3645. .3737, 
..5365, 4002. .5390, 4163. .4300, 
. .5650 



= i Seq. No. 52759 Seq. ID 

-.3 Gene No. 111383 Strand 

ill Start 725 End 

£ Name OJ991007_03 . 0421 . C9 . o3 . ts Method 

□ Start 1024 End 

■1 GI none Score 

~ 4 Exons 



OJ991007_03.0421.C9 
16586 

TBLASTX: Soybean 

1859 

176 



1024. .1245, 1044. .1244, 1380. .1445, 1400. .1447, 1542. .1859, 
1549. .1845 



£3 Seq. No. 52759 

?! Gene No. 111383 

ztr Start 725 

Name OJ991007_03 . 0421 . C9 . ol . tw 

Start 1044 

GI none 

Exons 1044.. 1130, 1045.. 1116, 1131. 

Seq. No. 52759 
Gene No. 111383 
Start 725 

Name OJ991007_03. 0421.C9.o2 .tm 

Start 1170 
GI none 
Exons 1170.. 1214, 

1206. .1244, 

1547. .1849, 

2074. .2193 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 1658 6 

Method TBLASTX : Wheat 

End 1450 

Score 78 

.1196, 1316. .1447, 1340. .1450 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991007 03. 0421. C9 



1171.. 1203, 1185. 
1377. .1403, 1404. 
1549. .1854, 2019. 



16586 

TBLASTX: Maize 
2193 
58 

1244, 1204. .1245, 1204. .1242, 
1442, 1407. .1445, 1542. .1859, 
2075, 2022.. 2075, 2073.. 2192, 



53836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52759 

111383 

725 

OJ991007_03.0421.C9.ol.gp 
1178 

uC-osflcypl74h07bl 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 
Method AAT/GAP 
End 2121 
Score 989 
1178. .1243, 1376. .1439, 1548. .1853, 2025. .2121 

'2316016 4.0e-43 (U92650) MRP-like ABC transporter [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52759 

111383 

725 

OJ991007_03.0421.C9.ol.ts 

2097 

none 

2097. .2237, 2098. .2232, 2301. 
2674. .2856, 2692. .2856, 2705. 
2940. .3104, 3073. .3375, 3081. 

52759 

111383 

725 

OJ991007_03-0421.C9.ol.tm 

2346 

none 

2346. .2384, 2346. .2387, 2347. 
2388. .2615, 2389. .2616, 2695. 
2936.. 3013, 2943.. 3011 

52759 

111383 

725 

OJ991007_03.0421.C9.o8.tm 

3050 

none 

3050.. 3229, 3073.. 3231, 3127. 

52759 
111383 
725 

OJ991007_03.0421.C9.o5.tm 
3265 
none 

3265.. 3327, 3265.. 3363, 3274. 

52759 
111383 
725 

OJ991007_03.0421.C9.o2.gp 
3314 
2310454 

3314.. 3567, 3651. .3737, 3857. 
2316016 4.0e-43 (U92650) MRP- 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991007 03. 0421. C9 



16586 

TBLASTX : Soybean 
3375 
86 

2387, 2343.. 2618, 2387.. 2620, 
2857, 2936.. 3073, 2939.. 3013, 
3212, 3151.. 3234 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991007 03. 0421. C9 



16586 

TBLASTX: Maize 
3013 
61 

2385, 2378.. 2641, 2380.. 2682, 
2850, 2695.. 2859, 2760.. 2858, 



Seq. ID OJ991007_03.0421.C9 
Strand 

16586 

TBLASTX: Maize 
3231 
68 



End 

Method 
End 
Score 
.3231 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX : Mai ze 

End 3568 

Score 53 
,.3567, 3380.. 3568, 3391.. 3567 

Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method AAT/GAP 

End 3959 

Score 809 
, .3959 

-like ABC transporter [Arabidopsis 



53837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52759 

111383 

725 

OJ991007_03. 

3424 

none 

3424. .3567, 
3840. .3893, 

52759 

111383 

725 

OJ991007_03. 

3852 

none 

3852. .3965, 

52759 

111383 

725 

OJ991007_03. 

3895 

none 

3895. .4200, 

52759 

111383 

725 

OJ991007_03. 

4109 

none 

4109. .4192, 

52759 

111383 

725 

OJ991007_03. 

4589 

none 

4589. .4984 

52759 

111383 

725 

OJ991007_03. 

4665 

none 

4665. .4928, 

52759 

111383 

725 

OJ991007_03. 

5010 

none 

5010. .5186, 



0421.C9.o4 .ts 



3460. .3567, 3548, 
3857. .3892 



0421.C9.o3.tm 
3856.. 3990, 3857. 

0421.C9.o2.ts 
3896.. 4153, 3896. 

0421.C9.o7.tm 
4148. .4333, 4149. 

0421.C9.o5.ts 



0421.C9.o4.tm 



4667. .5089, 4968. 



0421.C9.o6.ts 



5012.. 5191, 5048. 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX : Soybean 

End 3893 

Score 66 

.3571, 3645. .3737, 3646. .3744, 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX: Maize 

End 4108 

Score 92 
.4108, 3857. .4108 

Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX : Soybean 

End 4255 

Score 177' 
.4255, 4011. .4250 

Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX: Maize 

End 4526 

Score 122 

.4334, 4403. .4519, 4404. .4526 

Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX : Soybean 

End 4984 

Score 250 



Seq. ID OJ991007_03.0421.C9 
Strand 

16586 

TBLASTX: Maize 
5089 
140 



End 

Method 
End 
Score 
.5087 



Seq. ID OJ991007_03.0421.C9 
Strand 

End 16586 

Method TBLASTX : Soybean 

End 5191 

Score 93 
.5188 



53838 



Seq. No. 


52759 


Seq. ID 


OJ991007_03 


Gene No. 


111383 


Strand 




Start 


725 


End 


16586 


Name 


OJ991007 03.0421.C9.o2.np 


Method 


AAT/NAP 


Start 


6048 


End 


7480 


GI 


7489858 


Score 


76 


Exons 


6048. .6153, 7393. .7480 






GI Descrip. 


ABC transport protein - slime mold (Dictyostelium < 




(fragment) gi 1 1513298 | gb | AAB06789 . 1 1 (U66526) Abe A 




[Dictyostelium discoideum] 






Seq. No. 


52759 


Seq. ID 


OJ991007__03 


Gene No. 


111383 


Strand 




Start 


725 


End 


16586 


Name 


OJ991007 03.0421.C9.o3.np 


Method 


AAT/NAP 


Start 


13773 


End 


15185 


GI 


7340868 


Score 


198 


Exons 


13773. .13791, 15011. .15185 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


52760 


Seq. ID 


OJ990807_31 


Gene No. 


111384 


Strand 


+ 


Start 


1 


End 


1172 


Name 


OJ990807 31.0419.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1172 


GI 


7444149 


Score 


333 


Exons 


1..114, 191. .280, 490. .541, 


1124. .1172 





iU GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



phosphomannomutase homolog F4I18.23 - Arabidopsis thaliana 
gi|3386615|gb|AAC28545.1| (AC004665) putative phosphomannomutase 
[Arabidopsis thaliana] 



52760 

111384 

1 

OJ990807_31.0419.C3.ol.tc 
12 

none 



Seq. ID OJ990807_31.0419.C3 

Strand + 

End 1172 

Method TBLASTX : Cress 

End 534 

Score 140 



12. .116, 19. .117, 190. .276, 191. .280, 193. .282, 195. .296, 
490. .534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52760 

111384 

1 

OJ990807_31.0419.C3.ol.tm 
12 

none 



Seq. ID OJ990807_31.0419.C3 

Strand + 

End 1172 

Method TBLASTX : Mai ze 

End 1172 

Score 105 



12. .116, 16. .117, 17. .115, 19. .117, 190. .276, 191. .277, 
193. .282, 484. .540, 487. .540, 1122. .1172, 1123. .1170 



Seq. No. 52760 Seq. ID 

Gene No. 111384 Strand 

Start 1 End 

Name OJ990807_31 . 04 19 . C3 . ol . ts Method 

Start . 12 End 

GI none Score 
Exons 



OJ990807_31.0419.C3 
+ 

1172 

TBLASTX : Soybean 

282 

49 



12. .116, 17. .115, 19. .117, 38. .136, 190. .279, 191. .280, 
195. .281, 196. .282 



53839 



Seq. No. 52760 Seq. ID 

Gene No. 111384 Strand 

Start 1 End 

Name OJ990807_31 . 04 19 . C3 . ol . gs Method 

Start 4 90 End 

GI none Score 

Exons 490.. 541, 705.. 808 



OJ990807_31.0419.C3 
+ 

1172 
GEN SCAN 
808 
.55 



Seq. No. 52761 

Gene No. 111385 

Start 1 

Name OJ990807_31 . 04 19 . C4 . ol . np 

Start 1 

GI 7444648 

Exons 1..92, 712 
GI Descrip. 



Seq. ID OJ990807_31.0419.C4 
Strand + 
End 1419 
Method AAT/NAP 
End 1241 
Score 261 
768, 863. .937, 1122. .1241 
glutathione-regulated potassium-efflux system protein kefB 
homolog F6N23.15 - Arabidopsis thaliana 

gi|3047127 | gb | AAC13638 . 1 | (AF058919) F6N23.15 gene product 







[Arabidopsis 


thaliana] gi | 7267402 | emb | CAB80872 . 1 | 


(AL161472 






putative potassium/H+ antiporter [Arabidopsis thaliana] 




Seq. No. 


52761 


Seq. ID 


OJ990807_31 


.0419. C4 




Gene No. 


111385 


Strand 


+ 






Start 


1 


End 


1419 






Name 


OJ990807 31. 


0419.C4.ol.gs Method 


GENSCAN 




1 J 


Start 


51 


End 


1244 






GI 


none 


Score 


.92 






Exons 


51. .92, 712. 


.768, 863. .937, 1122. .1244 






w 


Seq. No. 


52761 


Seq. ID 


OJ990807_31 


.0419. C4 




Gene No. 


111385 


Strand 


+ 






Start 


1 


End 


1419 




r I 


Name 


OJ990807 31. 


0419.C4 .ol.gp Method 


AAT/GAP 






Start 


719 


End 


1419 






GI 


2428987 


Score 


766 






Exons 


719. .768, 863. .937, 1122. .1419 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3047127 l.Oe- 
thaliana] 



15 (AF058919) No definition line found [Arabidopsis 



52761 

111386 

1466 

OJ990807_31.0419.C4.o2.gp 

1466 

none 

1466. .1691 



Seq. ID OJ990807_31.0419.C4 

Strand + 

End 1691 

Method AAT/GAP 

End 1691 

Score 385 



Seq. No. 52762 

Gene No. 111387 

Start 1 

Name OJ990807_31 .0419.C5.ol .gp 

Start 1 

GI 3762888 

Exons 1..46, 370.. 427 



Seq. ID OJ990807_31.0419.C5 
Strand 

End 660 

Method AAT/GAP 

End 427 

Score 164 



Seq. No. 



52762 



Seq. ID OJ990807 31. 0419. C5 



53840 



Gene No. 111387 Strand 

Start 1 End 660 

Name OJ990807_31.0419.C5.ol .np Method AAT/NAP 

Start 1 End 652 

GI 7484790 Score 175 

Exons 1..46, 370.. 467, 561.. 652 

GI Descrip. acyl-CoA-binding protein homolog T27E11.20 - Arabidopsis 

thaliana gi | 4972109 1 emb | CAB43966 . 1 1 (AL078579) putative acyl-CoA 
binding protein [Arabidopsis thaliana] 

gi I 7269631 1 emb |CAB81427."l| (AL161571) putative acyl-CoA binding 
protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52762 

111387 

1 

OJ990807_31 . 0419 . C5 . ol . tm 
2 

none 



Seq. ID OJ990807_31.0419.C5 
Strand 

End 660 

Method TBLASTX: Maize 

End 660 

Score 97 



2. .49, 368. .460, 369. .470, 369. .470, 370. .474, 374. .499, 
557. .646, 558. .650, 562. .660, 563. .646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52762 

111387 

1 

OJ990807_31.0419.C5.ol.gs 
7 

none 

7. .46, 370. .467, 561. .652 



Seq. ID OJ990807_31.0419.C5 
Strand 

End 660 

Method GENSCAN 

End 652 

Score .85 



52763 
111388 
1 

OJ990807_31.0419.C6.ol.np 
1 

4101473 

1..68, 301. .420, 497. .556, 634. .770, 1023. .1125 
(AF003382) KEA1 [Arabidopsis thaliana] 



Seq. ID OJ990807_31.0419.C6 
Strand 

1416 
AAT/NAP 
1125 
529 



End 

Method 

End 

Score 



52763 

111388 

1 

OJ990807_31.0419.C6.o2.tm 
1 

none 



Seq. ID OJ990807_31.0419.C6 
Strand 

End 1416 

Method TBLASTX: Maize 

End 439 

Score 100 



1..69, 1..60, 3. .95, 29S..423, 296. .421, 302. .439 



52763 

111388 

1 

OJ990807_31.0419.C6.ol.tc 
1 

none 



Seq. ID OJ990807_31. 0419.C6 
Strand 

End 1416 

Method TBLASTX : Cress 

End 1379 

Score 88 



1..78, 2. .70, 3. .95, 295. .423, 299. .421, 301. .426, 488. .562, 
495. .563, 495. .578, 616 771, 623 .. 772, 1021. .1113, 1022. .1114, 
1248. .1379 



Seq. No. 



52763 



Seq. ID OJ990807_31.0419.C6 



53841 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



111388 
1 

OJ990807_31.0419.C6.ol.ts 

295 

none 



Strand 
End 

Method 
End 
Score 

295. .420, 299. .421, 301. .432, 488. .562, 492. .569, 494. .562, 
495. .563, 499.-567, 616. .771, 623. .772, 1021. .1113, 1022. .1114, 
1248. .1379 



1416 

TBLASTX : Soybean . 

1379 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52763 Seq. ID 

111388 Strand 

1 End 

OJ990807_31.0419.C6.ol.gs Method 

301 End 

none Score 



OJ990807_31.0419.C6 

1416 
GEN SCAN 
1416 
.85 



301. .420, 634. .770, 1023. .1113, 1287. .1416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52763 
111388 
1 

OJ990807_31.0419.C6.ol.tm 
515 
none 



Seq. ID OJ990807_31.0419.C6 
Strand 

1416 

TBLASTX: Maize 
1416 
68 



End 

Method 
End 
Score 

515. .562, 516. .557, 517. .558, 616. .771, 623. .772, 1021. .1113, 
1022. .1114, 1024. .1116, 1248. .1358, 1248. .1409, 1249. .1386, 
1387. .1416 



Seq. No. 52764 

Gene No. 111389 

Start 1 

Name OJ990807_31 . 0419 . C7 . ol . np 

Start 1 

GI 7486552 

Exons 1..76, 272. .442, 563. .882, 
GI Descrip. 



OJ990807 31. 0419. C7 



Seq. ID _ 
Strand 

End 2381 
Method AAT/NAP 
End 2381 
Score 416 
2340. .2381 

hypothetical protein F6N23.14 - Arabidopsis thaliana 
gi|3047108|gb|AAC13619.1| (AF058919) F6N23.14 gene product 
[Arabidopsis thaliana] gi | 7267403 | emb | CAB80873 . 1 1 (AL161472) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


52764 






Seq. ID 


OJ990807_31.0419 


.C7 


Gene No. 


111389 






Strand 






Start 


1 • 






End 


2381 




Name 


OJ990807 


_31.0419.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


321 




GI 


none 






Score 


246 




Exons 


1. .321, 


9. .320 










Seq. No. 


52764 






Seq. ID 


OJ990807_31.0419 


.C7 


Gene No. 


111389 






Strand 






Start 


1 






End 


2381 




Name 


OJ990807 


_31.0419.C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


385 






End 


654 




GI 


none 






Score 


213 




Exons 


385. .654 


, 386. .640, 


399. .641 








Seq. No. 


52765 






Seq. ID 


OJ990807_31.0419 


.C8 


Gene No. 


111390 






Strand 







53842 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

|3 Exons 

fs Seq. No. 

!:;! Gene No. 

Start 

E3 Name 

lil Start 

l1 GI 

iT\ Exons 

= Seq. No. 
[3 Gene No. 

Start 
Li Name 
':Z Start 

:f gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ990807_31.0419.C8.ol.np 
1 

3319876 



End 

Method 

End 

Score 



2086 
AAT/NAP 
2086 
894 



1..316, 493. .641, 1336. .1407, 150.2. .1762, 1924. .2086 
(AJ007791) Msh3 protein [Arabidopsis thaliana] 



52765 

111390 

1 

OJ990807_31.0419.C8.ol.tc 
5 

none 



Seq. ID OJ990807_31.0419.C8 
Strand 

End 2086 

Method TBLASTX : Cress 

End 2023 

Score 321 



5. .316, 6. .320, 37. .327, 184. .324, 490. .570, 491. .568, 493. .570, 
561. .641, 570. .617, 571. .621, 1333. .1410, 1508. .1768, 
1515.. 1763, 1921.. 2022, 1922.. 2023 



52765 

111390 

1 

OJ990807_31.0419.C8.ol.ts 
35 

none 

35. .316, 87. .161, 195. .317 

52765 

111390 

1 

OJ990807_31.0419.C8-ol.gs 
56 

none 

56.-297, 581. .641, 1336. .1441 

52765 
111390 
1 

OJ990807 31.0419.C8.ol.tm 



Seq. ID OJ990807_31.0419.C8 
Strand 

End 2086 

Method TBLASTX : Soybean 

End 317 

Score 73 



Seq. ID OJ990807_31.0419.C8 
Strand 

End 208 6 

Method GENSCAN 

End 1441 

Score .78 



Seq. ID OJ990807_31.0419.C8 
Strand 

2086 

TBLASTX: Maize 
1739 
87 



End 

Method 

140 End 
none Score 
140. .211, 141. .221, 212. .316, 213. .320, 214. .321, 214. .324, 
490. .570, 491. .568, 493. .570, 561. .641, 569. .661, 571. .642, 
1333. .1404, 1334. .1399, 1419. .1457, 1487. .1732, 1502. .1738, 
1503. .1739 



52766 

111391 

1 

OJ990807_31.0419.C9.ol.np 
1 

7269404 



Seq. ID OJ990807_31.0419.C9 
Strand 

End 2113 

Method AAT/NAP 

End 2113 

Score 547 



1..378, 515. .613, 944. .1150, 1253. .1407, 1825. .2113 
(AL161563) putative DNA mismatch repair protein [Arabidopsis 
thaliana] 



52766 

111391 

1 



Seq. ID OJ990807_31.0419.C9 
Strand 

End 2113 



53843 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



OJ990807_31 . 04 1 9 . C9 . ol . tm Method TBLASTX : Maize 

127 End 578 

none Score 127 

127. .294, 128. .295, 128. .298, 141. .299, 280. .378, 281. .379, 
510. .578, 512. .577 



52766 

111391 

1 

OJ990807_31.0419.C9.ol.gs 

127 

none 



Seq. ID OJ990807_31.0419.C9 
Strand 

End 2113 

Method GENSCAN 

End 2003 

Score . 4 



127. .378, 944. .1000, 1147. .1407, 1825. .1862, 1946. .2003 



52766 
111391 
1 

OJ990807_31.0419.C9.o2.np 
1872 
7547005 
1872. .2113 

(AF242852) DNA mismatch repair protein [Brassica napus] 



Seq. ID OJ990807_31.0419.C9 
Strand 

End 2113 

Method AAT/NAP 

End 2113 

Score 136 



52767 
111392 
252 

OJ990807_31. 0419. C10. ol.gp 
252 

41674_1.R1084 
252. .811 

'4101473 1.0e-35 (AF003382) KEA1 [Arabidopsis thaliana]' 



Seq. ID OJ990807_31. 0419. C10 

Strand + 

End 811 

Method AAT/GAP 

End 811 

Score 1004 



52768 
111393 
448 

OJ990807_31.0419.Cll.ol.np 
448 

7269405 

448. .561, 612. .722, 876. .921, 1629. .1744 
(AL161563) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 

Method AAT/NAP 

End 1744 

Score 340 



52768 

111393 

448 

OJ990807_31.0419.Cll.ol.tc 

456 

none 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 

Method TBLASTX : Cress 

End 1754 

Score 71 



456. .533, 457. .534, 457. .534, 629. .721, 630. .722, 630. .722, 
631. .723, 873. .920, 873.-923, 1629. .1754, 1637. .1720 



52768 

111393 

448 

OJ990807_31.0419.Cll.ol.tm 

457 

none 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 
Method TBLASTX : Mai ze 
End . 1770 

Score 122 



457. .534, 458. .526, 459. .533, 460. .534, 630. .722, 630. .722, 



53844 



631. .723, 863. .925, 873. .920, 874. .936, 1622. .1654, 1626. .1745, 
1629. .1766, 1637. .1765, 1681. .1770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52768 

111393 

448 

OJ990807_31.0419.Cll.ol.ts 

457 

none 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 

Method TBLASTX : Soybean 

End 1664 

Score 117 



457. .534, 458. .526, 460. .534, 630. .722, 630. .722, 631. .723, 
863. .925, 873. .920, 875. .922, 1626. .1664 



52768 

111393 

448 

OJ990807_31.0419.Cll.ol.tw 

663 

none 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 

Method TBLASTX : Wheat 

End 1770 

Score 45 



663. .695, 664. .687, 666. .704, 676. .723, 687. .722, 695.-727, 
873. .920, 874. .936, 874. .924, 1622. .1654, 1626. .1739, 
1629.. 1769, 1681.. 1770 



52768 

111393 

448 

OJ990807_31.0419.Cll.ol.gs 

1286 

none 

1286. .1365, 1629. .1753 



Seq. ID OJ990807_31.0419.C11 
Strand 

End 1770 

Method GEN SCAN 

End 1753 

Score . 9 



52769 
111394 
1 

OJ990807_31.0419.C14.ol.np 
1 

7487036 
1..316, 1401. .1509 

hypothetical protein T15F16.7 - Arabidopsis thaliana 
gi|3377817|gb|AAC28190.1| (AF076275) contains similarity to 
C3HC4-type zinc fingers (Pfam: zf-C3HC4 . hmm, score: 29.48) 
[Arabidopsis thaliana] 



Seq. ID OJ990807_31.0419.C14 
Strand + 

1509 
AAT/NAP 
1509 
162 



End 

Method 

End 

Score 



Seq. No. 


52769 




Seq. ID 


OJ990807_31.0419.C14 


Gene No. 


111394 




Strand 


+ 


Start 


1 




End 


1509 


Name 


OJ990807 


J31.0419.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1423 


GI 


none 




Score 


94 


Exons 


1..57, 3. 


.56, 97.. 192, 193. 


.309, 247.. 


,312, 258. .311, 1397.. 


Seq. No. 


52769 




Seq. ID 


OJ990807_31.0419.C14 


Gene No. 


111394 




Strand 


+ 


Start 


1 




End 


1509 


Name 


OJ990807 


_31.0419.C14.ol.gs 


Method 


GEN SCAN 


Start 


62 




End 


919 


GI 


none 




Score 


.81 


Exons 


62. .312, 


888. .919 







1423 



53845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52769 

111394 

1 

OJ990807_31.0419.C14.ol.tw 

1345 

none 



Seq. ID OJ990807_31.0419.C14 

Strand + 

End 1509 

Method TBLASTX : Wheat 

End 1509 

Score 42 



1345. .1389, 1382. .1507, 1396. .1509, 1397. .1507 



52770 

111395 

3088 

OJ990807_31 . 0419 . C21 . o2 . gs 

3088 

none 

3088.. 3259, 3629.. 3708 



Seq. ID OJ990807_31.0419.C21 

Strand + 

End 3708 

Method GENSCAN 

End 3708 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52770 

111396 

1 

OJ990807_31.0419.C21.ol.gp 
1 

3461_2.R1084 

1..136, 702. .728, 833. .983, 



Seq. ID OJ990807_31.0419.C21 
Strand 
End 

Method 
End 
Score 
1735. .1923, 



2132 
AAT/GAP 
2132 - . 
921 
2023. .2132 



, 461899/sp|P34791|CYP4_ARATH 2.0e-59 PEPT IDYL- PROLYL CIS-TRANS 
ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_1076368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

ROC4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] 1 



_31.0419.C21.ol.np 



52770 
111396 
1 

OJ990807 
1 

461899 
1..61, 64 
PEPTIDYL- 
( PPIASE) 
PROTEIN) 
5.2.1.8) 
cyclophil 
cyclophil 
(AL138642 

52770 
111396 
1 

OJ990807_31.0419.C21.ol.gs 
217 
none 

217. .329, 833. .983, 1735. .1923, 2023.. 2052 



Seq. ID OJ990807_31.0419.C21 
Strand 

End 2132 
Method AAT/NAP 
End 97 9 

Score 183 

0..728, 833. .979 

PROLYL CIS-TRANS ISOMERASE, CHLOROPLAST PRECURSOR 
(ROTAMASE) (CYCLOPHILIN) (CYCLOSPORIN A-BINDING 
gi 1 1076368 Ipir | IB53422 peptidylprolyl isomerase (EC 
ROC4 - Arabidopsis thaliana gi 1405131 (L14845) 
in [Arabidopsis thaliana] gi | 1322278 (U42724) 
in [Arabidopsis thaliana] gi | 6899901 | emb | CAB71910 . 1 | 
) peptidy 

Seq. ID OJ990807 31.0419.C21 



Strand 
End 

Method 

End 

Score 



2132 
GENSCAN 
2052 
.67 



Seq. No. 
Gene No. 



52770 
111397 



Seq. ID 
Strand 



OJ990807 31.0419.C21 



53846 



Start 
Name 
Start 
GI 

Exons 



3063 End 3273 

OJ9908 07_31 . 04 19 . C21 . ol . tm Method TBLASTX : Mai ze 

6 End 1893 

none Score 96 

6. .62, 8. .64, 8. .61, 640. .729, 640. .732, 819. .986, 823. .984, 
831. .986, 1730. .1837, 1735. .1836, 1852. .1893, 1853. .1876 



Seq. No. 52770 Seq. ID OJ990807_31 . 0419 . C21 

Gene No. 111397 Strand 

Start 3063 End 3273 

Name OJ990807_31 . 0419 . C21 . ol . ts Method TBLASTX : Soybean 

Start 9 End 98 6 

GI none Score 85 

Exons 9. .62, 11. .61, 640. .732, 704. .730, 819. .986, 823. .984 

Seq. No. 52770 Seq. ID OJ990807_31 . 0419 . C21 

Gene No. 111397 Strand 

Start 3063 End 3273 

Name OJ990807_31 . 0419 . C21 . o2 . gp Method AAT/GAP 

Start 3063 End 3273 

GI none Score 370 

Exons 3063. .3273 



Seq. No. 52771 Seq. ID 

Gene No. 111398 Strand 

Start 1 End 

Name OJ990807_31 .0419.C22.ol.np Method 

Start 1 End 

GI 7523517 Score 

Exons 1..64, 456.. 510, 655.. 954 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ990807_31.0419.C22 
954 

AAT/NAP 
954 
172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52772 Seq. ID 

111399 Strand 

20 End 
OJ990807_31 . 0419. C25 . ol . gs Method 

20 End 

none Score 
20. .35 



OJ990807_31.0419.C25 
+ 

35 

GENSCAN 

35 

.95 



52773 Seq. ID 

111400 Strand 
1 End 
OJ990807_31 . 04 19 . C29 . ol . np Method 
1 End 
6227005 Score 

1..414, 527. .1051, 1164. .1366, 1409 

(AC009360) Contains similarity to gb|D90908 DNA mismatch repair 
protein MutS2 from Synechocystis sp. and is a member of PF| 00488 
Muts family of mismatch repair proteins. [Arabidopsis thaliana] 



OJ990807_31.0419.C29 

1991 
AAT/NAP 
1991 
1368 
1991 



52773 Seq. ID 

111400 Strand 

1 End 

OJ990807_31 . 04 1 9 . C2 9 . ol . gs Method 

37 End 

none Score 



OJ990807_31.0419.C29 

1991 
GENSCAN 
1921 
.89 



53847 




Exons 37. .414, 527. .1022, 1164. .1225, 1343. .1921 



Seq. No.- 


52773 


Seq. ID 


OJ990807 31.0419.C29 


Gene No . 


111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.o3. ts 


Method 


TBLASTX: Soybean 


Start 


524 ~~ 


End 


814 


GI 


none 


Score 


61 


Exons 


524. .643, 525. .638, 529. .675, 


638 . . 814 


, 648. .812, 667. .813 


Seq. No. 


52773 


Seq. ID 


OJ990807_31.0419.C29 


Gene No. 


111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.ol.gp . 


Method 


AAT/GAP 


Start 


538 


End 


957 


GI 


LIB3474-005-P1-K1-B2 


Score 


828 


Exons 


538. .957 






GI De scrip . 


•3914083/sp|P73625|MSU2 SYNY3 


2.0e-21 : 


MUTS2 PROTEIN 


>gi 1652751 dbj BAA17670_ (D90908) DNA 


mismatch repair prott 




MutS [Synechocystis sp.]' 






Sea. No. 


52773 


Seq. ID 


OJ990807 31.0419.C29 


Gene No 


111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


541 


End 


782 


GI 


none 


Score 


265 


Exons 


541. .780, 542. .775, 551. .781, 


552. .782 




Sea . No . 


52773 


Seq. ID 


OJ990807 31.0419.C29 


Gene No . 


111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


782 


End 


1048 


GI 


none 


Score 


359 


Exons 


782. .1048, 783. .1046 






Seq. No. 


52773 


Seq. ID 


OJ990807 31.0419.C29 


Gene No . 


111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.o2.ts 


Method 


TBLASTX : Soybean 


Start 


878 


End 


1277 


GI 


none 


Score 


181 


Exons 


878. .1054, 891. .1055, 1164. .1271, 1164 


..1277, 1165. .1275 


Seq. No. 


52773 


Seq. ID 


OJ990807 31.0419.C29 




111400 


Strand 




Start 


1 


End 


1991 


Name 


OJ990807 31.0419.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1526 


End 


1843 


GI 


none 


Score 


230 


Exons 


1526.. 1843, 1530.. 1841 






Seq. No. 


52774 


Seq. ID 


OJ990807_31.0419.C34 


Gene No. 


111401 


Strand 


+ 


Start 


544 


End 


648 


Name 


OJ990807 31.0419.C34.ol.gs 


Method 


GEN SCAN 



53848 



"~4 



Start 


544 




End 


648 






GI 


none 




Score 


.45 






F,xon<5 


544 . . 648 












Seq. No. 


52775 




Seq. ID 


OJ990807_31 


.0419. 


C35 


Gene No. 


111402 




Strand 


+ 






Start 


197 




End 


2377 






Name 


OJ990807 


31.0419.C35 


.ol.gs Method 


GENSCAN 






Start 


197 ~~ 




End 


2088 






GI 


none 




Score 


.77 






F.xons 


197. . 308, 


762 . . 900, 


1373. . 1444, 1524 . . 


1656, 2017.. 


2088 




Seq. No. 


52775 




Seq. ID 


OJ990807_31 


.0419. 


C35 


Gene No. 


111402 




Strand 


+ 






Start 


197 




End 


2377 






Name 


OJ990807 


31.0419.C35 


.ol.np Method 


AAT/NAP 






Start 


711 




End 


2377 






GI 


6633847 




Score 


336 








711. . 900, 


1349. . 1444 


, 1524. .1667, 1766 


..1895, 2340 


. .2377 




GI Descrio. 


(AC008047 


) F2K11.19 


[Arabidopsis thaliana] 






Seq. No. 


52776 




Seq. ID 


OJ990807_31 


.0419. 


C37 


Gene No. 


111403 




Strand 


+ 






Start 


109 




End 


1196 






Name 


OJ990807 


31.0419.C37 


.ol.gs Method 


GENSCAN 






Start 


109 




End 


1196 






GI 


none 




Score 


.46 






Exons 


109. .197, 


493. .655, 


1049. .1196 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1701, 



OJ990807 31.0419.C37 



52776 
111404 
1119 

OJ990807_31. 0419. C37. ol.np 
1119 
7488067 

1119. .1252, 1355. .1449, 1540. 
2342. .2436 

probable calcium-binding protein T27E11.30 - Arabidopsis 
thaliana gi | 4972110 | emb | CAB43967 . 1 | (AL078579) putative calcium 
binding protein [Arabidopsis thaliana] 

gi I 7269632 | emb | CAB81428.il (AL161571) putative calcium binding 
protein [Arabidopsis thaliana] 



2436 
AAT/NAP 
2436 
184 
1819. .1884, 



1993. .2078, 



52776 
111404 
1119 

OJ990807_31.0419.C37.ol.tm 
1158 



OJ990807 31.0419.C37 



none 
1158. 
1356. 
1815. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1250, 1163. .1267, 1163. .1252, 1332. .1448, 1355.. 1450, 
1451, 1357. .1452, 1542. .1598, 1635. .1703, 1765. .1884, 
1892, 1989. .2096, 1993. .2097 



2436 

TBLASTX: Maize 

2097 

53 



52776 

111404 

1119 

OJ990807 31-0419. C37.o2.gs 



Seq. ID OJ990807_31.0419.C37 
Strand 

End 2436 

Method GENSCAN 



53849 



Start 1344 End 

GI none Score 

Exons 1344.. 1449, 1540.. 1712 

Seq. No. 52777 Seq. ID 

Gene No. 111405 Strand 

Start 2381 End 

Name OJ990807_31 . 0419 .C38 . ol . gs Method 

Start 2381 End 

GI none Score 

Exons 2381.. 2601, 3527.. 3629 



1712 
.87 



OJ990807_31.0419.C38 
+ 

3703 
GENSCAN 
3629 
.83 



^3 



»J C * LN W « 


52777 






Seq. ID 


OJ990807 


_31.0419 


.C38 


UCllC IN KJ . 


111405 






Strand 


+ 






Olai I 


2381 






End 


3703 






Name 


OJ990807 31 


.0419.C38.o2. 


np 


Method 


AAT/NAP 






<5 1- a y~f- 

O Ldi. L 


2381 






End 


3703 






TT 


7021723 






Score 


376 






Exons 


2381. .2420, 


2457. .2601, 


3527. . 


3703 








GI Descrip. 


(AC024081) 


hypothetical 


protein [Arabidopsis thaliana] 




O 6 q . LN (J . 


52777 






Seq. ID 


OJ990807 


_31.0419 


.C38 




111406 






Strand 








Q-f- a r-t- 
O L.a.17 L 


368 






End 


3703 






Name 


OJ990807 31 


.0419.C38.ol. 


np 


Method 


AAT/NAP 






Of- a r +- 


368 






End 


3703 






GI 


6063557 






Score 


166 






Exons 


368.-447, 699. .876, 3681 


. .3703 








\J -L L/C O V_y J_ J_£J • 


(AP000615) 


similar to dJ522J7. 


2 (Z98885) [Oryza 


sativa] 






52777 






Seq. ID 


OJ990807 


_31.0419 


.C38 


bcUc iNU . 


111406 






Strand 








o Lai u 


368 






End 


3703 






Name 


OJ990807 31 


.0419.C38.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2492 






End 


3701 






GI 


none 






Score 


135 






LAUllo 


2492. .2602, 


2522. .2596, 


3524. 


3697, 3525.. 3701, 


3543. .3698 




52777 






Seq. ID 


OJ990807 


_31.0419 


.C38 


Gene No. 


111406 






Strand 








Start 


368 






End 


3703 






Name 


OJ990807 31 


.0419.C38.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3525 






End 


3701 






GI 


none 






Score 


229 






Exons 


3525. .3701, 


3525. .3698 












Seq. No. 


52777 






Seq. ID 


OJ990807 


_31.0419 


.C38 


Gene No. 


111406 






Strand 








Start 


368 






End 


3703 






Name 


OJ990807 31 


.0419.C38.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3539 






End 


3701 






GI 


none 






Score 


89 






Exons 


3539. .3619, 


3549. .3701, 


3549. 


.3698 








Seq. No. 


52778 






Seq. ID 


OJ990807 


_31.0419 


.C40 


Gene No. 


111407 






Strand 








Start 


1 






End 


1329 







53850 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990807_31 . 04 1 9 . C4 0 . ol . np Method AAT/NAP 
1 End 1329 

7450991 Score 241 

1..71, 474.-633, 1151. .1329 

probable tyrosine — tRNA ligase (EC 6.1.1.1) - common tobacco 
gi|1841468|emb|CAA71881.1| (Y10990) Tyrosyl-tRNA synthetase 
[Nicotiana tabacum] 



52778 Seq. ID 

111407 . Strand 

1 End 
OJ990807_31 . 04 19 . C40 . ol . gs Method 

474 End 

none Score 
474. .633 



OJ990807_31.0419.C40 
+ 

1329 
GENS CAN 
633 
.81 



Seq. ID 

Strand 

End 

Method 

End 

Score 



52779 
111408 
504 

OJ990807_31.0419.C41.ol.np 
504 

7450991 
504.. 654 

probable tyrosine — tRNA ligase (EC 6.1.1.1) - common tobacco 
gi|1841468|emb|CAA71881.1| (Y10990) Tyrosyl-tRNA synthetase 
[Nicotiana tabacum] 



OJ990807_ 
+ 

654 

AAT/NAP 

654 

84 



31.0419.C41 



52780 Seq. ID 

111409 Strand 
288 End 
OJ990807_31 . 04 19 . C43 . ol . gs Method 
288 End 
none Score 
288. .375, 513. .619 

52781 Seq. ID 

111410 Strand 
51 ' End 
OJ990807_31.0419.C48.ol.gs Method 
51 End 
none Score 
51. .192, 1693. .1770 

52782 Seq. ID 

111411 Strand 
302 End 
OJ990807_31 . 04 19 . C52 . ol . gs Method 
302 End 
none Score 
302. .418 

52783 Seq. ID 

111412 Strand 
4009 End 
OJ990807_31 . 04 19 . C53 . ol . gp Method 
2544 End 
62565 1.R1084 Score 



OJ990807_31.0419.C43 
+ 

619 

GEN SCAN 

619 

.8 



OJ990807_31.0419.C48 

1770 
GENSCAN 
1770 
.72 



OJ990807_31.0419.C52 
+ 

418 

GENSCAN 

418 

.57 



OJ990807_31.0419.C53 
+ 

6825 
AAT/GAP 
2908 
140 



53851 



_xons 


2544.. 2629, 2883.. 2908 








GI Descrip. 


'2149018/gb|U70541|OSU70541 1 


. Oe-23 Oryza sativa putative 




ADP-glucose pyrophosphorylase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds 1 


O /t M/-> 
064* IN O . 


52783 




Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


111412 




Strand 


+ 


Start 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.ol 


.gs 


Method 


GENSCAN 


OtaiL 


4009 




End 


6637 




none 




Score 


.75 


Exons 






.5223, 6001. .6114, 6281. .6637 


Cnri NT /"\ 

oeq . wo. 


52783 




Seq. ID 


OJ990807_31.0419.C53 


bene jno . 


111412 




Strand 


+ 


Start 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.ol 


.ts 


Method 


TBLASTX : Soybean 




4593 




End 


5138 




none 




Score 


65 


Exons 




A C A 1 

4 o4 1 . 


.4838, 4642. .4956, 4643. .4957, 




4645. .4962, 4767. .4979, 


5074. 


.5136, 5076. .5138, 5079. .5138 


oeq. wo. 


52783 




Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


111412 




Strand 


+ 


Start 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.ol 


.tc 


Method 


TBLASTX: Cress 


0 tar u 


4598 




End 


4836 




none 




Score 


61 


Exons 


4598. .4636, 4638. .4835, 


4639. 


.4836 




oeq. in 0 . 


52783 




Seq. ID 


OJ990807_31.0419.C53 


Gene No . 


111412 




Strand 


+ 


0 tar l 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.ol 


.np 


Method 


AAT/NAP 


Start 


4600 




End 


6825 


(IT 


7021723 




Score 


1572 


Exons 


4600.. 4957, 5078.. 5223, 


5549. 


.5732, 5845. .5918, 6001. .6114, 




6281. .6637, 6729. .6825 








ui uescnp , 


(AC0z40ol) hypothetical 


protein [Arabidopsis thaliana] 


Can NT. /-v 
OeCJ • 1NO . 


52783 




Seq. ID 


OJ990807_31.0419.C53 


Gene No . 


111412 




Strand 


+ 


Start 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.o2 


tm 


Method 


TBLASTX: Maize 




4660 




End 


5677 




none 




Score 


479 


Exons 


4660.. 4956, 4668.. 4955, 


4742. 


.4969, 5074.. 5223, 5076.. 5222, 




5510. .5677, 5515. .5676 








oeq. no. 


52783 




Seq. ID 


OJ990807_31.0419.C53 


f^pnp Wo 


111412 




Strand 


+ 


Start 


4009 




End 


6825 


Name 


OJ990807 31.0419.C53.o2. 


gp 


Method 


AAT/GAP 


Start 


5635 


End 


6545 


GI 


4880896 




Score 


970 


Exons 


5635. .5732, 5845.. 5918, 


6001. 


6114, 6281.. 6545 



53852 




Seq. No. 


52783 








Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


111412 








Strand 


+ 


Start 


a r\ r\ ft 

4009 








End 


6825 


Name 


OJ990807 31. 


0419. 


C53.03 


.tm 


Method 


TBLASTX: Maize 


Start 


5677 








End 


6036 


GI 


none 








Score 


83 


Exons 


5677. .5730, 


5678. 


.5731, 


5842 


..5910, 5843. .5914, 5844. .5915, 




5844. .5933, 


6001. 


.6036 








Seq. No. 


52783. 








Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


1114 12 








Strand 


+ 


Start 


4009 








End 


6825 


Name 


OJ990807 31. 


0419. 


C53.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


6060 








End 


6427 


GI 


none 








Score 


72 


Exons 


6060. .6116, 


6061. 


.6117, 


6274 


..6426, 6275. .6427, 6275. .6427 


Seq. No. 


52783 








Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


111412 








Strand 


+ 


Start 


4009 








End 


6825 


Name 


OJ990807 31. 


0419. 


C53.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6286 








End 


6825 


GI 


none 








Score 


586 


Exons 


6286. .6636, 


6287. 


.6637, 


6722 


..6817, 6723. .6818, 6730. .6825, 




6731. .6823 












Seq. No. 


52783 








Seq. ID 


OJ990807_31.0419.C53 


Gene No. 


111412 








Strand 


+ 


Start 


4009 








End 


6825 


Name 


OJ990807 31. 


0419. 


C53.o3 


.gp 


Method 


AAT/GAP 


Start 


6541 








End 


6825 


GI 


LIB3433-017- 


Q6-K1 


-A10 




Score 


328 


Exons 


6541. .6637, 


6729. 


.6825 








GI Descrip. 


, 4176420/dbj |BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis 


thaliana] 1 








Seq. No. 


52784 








Seq. ID 


OJ990807_31.0419.C60 


Gene No. 


111413 








Strand 




Start 


49 








End 


168 


Name 


OJ990807 31. 


0419. 


C60.ol 


.gs 


Method 


GEN SCAN 


Start 


49 








End 


168 


GI 


none 








Score 


.61 


Exons 


49. .168 












Seq. No. 


52785 








Seq. ID 


OJ990807_31.0419.C61 


Gene No. 


111414 








Strand 


+ 


Start 


98 








End 


688 


Name 


OJ990807 31. 


0419. 


C61.ol 


.gs 


Method 


GEN SCAN 


Start 


98 








End 


688 


GI 


none 








Score 


1 


Exons 


98. .688 












Seq. No. 


52785 








Seq. ID 


OJ990807_31.0419.C61 


Gene No. 


111415 








Strand 




Start 


1205 








End 


1967 


Name 


OJ990807 31. 


0419. 


C61.o2 


.gs 


Method 


GENSCAN 


Start 


1205 








End 


1967 



53853 



GI 

Exons 



none Score 
1205. .1216, 1696. .1815, 1896. .1967 



,55 



Seq. No. 52786 

Gene No. 111416 

Start 83 

Name OJ990807_31 . 0419 .C64 . ol . gs 

Start 83 

GI none 

Exons 83.. 574 



Seq. ID OJ990807_31.0419.C64 

Strand 

End 574 

Method GEN SCAN 

End 574 

Score .41 



C3 

E I 5 



Seq. No. 52787 

Gene No. 111417 

Start 299 

Name OJ990807_31. 0419.C66.ol.gs 

Start 299 

GI none 

Exons 299.-324, 662.. 746 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



\J Seq. No. 
□ Gene No. 
[1 Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990807_31.0419.C66 

Strand 

End 7 98 

Method GENSCAN 

End 74 6 

Score .87 



Seq. ID OJ990807_31.0419.C66 
Strand 

798 

AAT/NAP 
798 
128 



52787 
111417 
299 

OJ990807_31.0419.C66.ol.np 
299 

1706551 
299. .324, 662. .798 

G LUC AN ENDO-l,3-BETA-GLUCOSIDASE PRECURSOR < ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE ) { (l->3) -BETA-GLUCANASE) ( BETA- 1 , 3-ENDOGLUCANASE ) 
gi 1 924953 (U30323) beta 1, 3-glucanase [Triticum aestivum] 



End 

Method 

End 

Score 



52787 

111417 

299 

OJ990807_31.0419.C66.ol.tm 

657 

none 

657. .791, 660. .797, 661. .798 

52788 

111418 

34 

OJ990807_31.0419.C67.ol.tw 
9 

none 



Seq. ID OJ990807_31.0419.C66 
Strand 

End 798 

Method TBLASTX: Maize 

End 798 

Score 76 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method TBLASTX : Wheat 

End 242 

Score 62 



,113, 19. .114, 34. .96, 52. .240, 98. .241, 105. .242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52788 

111418 

34 

OJ990807_31.0419.C67.o2.tm 
25 

none 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method TBLASTX : Maize 

End 560 

Score 113 



25. .114, 52. .195, 54. .191, 86. .238, 193. .240, 195. .242, 
204. .275, 326..367, 327. .368, 362. .412, 363. .404, 525. .560, 
525. .560 



Seq. No. 



52788 



Seq. ID OJ990807 31.0419.C67 



53854 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



111418 Strand 
34 End 1544 

OJ990807_31 .0419. C67 . ol . np Method AAT/NAP 
34 End 154 4 

7486483 Score 642 

34. .98, 138. .239, 331. .401, 508. .563, 992. .1130, 1254. .1544 
hypothetical protein F6E13.27 - Arabidopsis thaliana 
gi|3212867|gb|AAC23418.1| (AC004005) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52788 

111418 

34 

OJ990807_31.0419.C67.ol.gs 
66 

none 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method GEN SCAN 

End 1504 

Score .69 



66. .239, 331. .415, 992. .1090, 1131. .1218, 1254. .1504 



Seq. No. 52788 

Gene No. 111418 

Start 34 

Name OJ990807_31.0419.C67.ol.ts 

Start 336 

GI none 

Exons 336.. 404, 

1250. .1315, 1253. .1402, 1269. .1379 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method TBLASTX : Soybean 

End 1402 

Score 60 

338. .397, 508. .528, 989. .1132, 990. .1133, 991. .1134, 



lz Seq. No. 52788 

^=3 Gene No. 111418 

LJ Start 34 

,3 Name OJ990807_31.0419.C67 .ol .tc 

fy Start 498 

GI none 

L Exons 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method TBLASTX: Cress 

End 1411 

Score 57 



498. .596, 988. .1080, 989. .1132, 990. .1133, 990. .1133, 
1250. .1327, 1253. .1411, 1269. .1379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52788 

111418 

34 

OJ990807_31.0419.C67.ol.gp 
514 

2443104 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 154 4 

Method AAT/GAP 

End 1445 

Score 703 



514. .563, 992. .1130, 1254. .1445 

3212867 7.0e-35 (AC004005) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52788 

111418 

34 

OJ990807_31.0419.C67.ol.tm 

1252 

none 



Seq. ID OJ990807_31.0419.C67 
Strand 

End 1544 

Method TBLASTX : Maize 

End 1544 

Score 12 9 



1252. .1371, 1253. .1543, 1269. .1544, 1380. .1544 



Seq. No. 
Gene No. 
Start 



52789 

111419 

67 



Seq. ID OJ990807_31.0419.C70 
Strand + 
End 1292 



53855 



Name OJ990807_31 . 0419.C70 . ol .np Method AAT/NAP 

Start 67 End 1292 

GI 6721558 Score 223 

Exons 67.. 166, 866.. 990, 1093.. 1292 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ990807_31.0419.C70 
+ 

1292 
AAT/NAP 
1292 
112 



Seq. No. 52789 Seq. ID 

Gene No. 111419 Strand 

Start 67 End 

Name OJ990807_31 . 0419 . C70 . o2 . np Method 

Start 590 End 

GI 6721561 Score 

Exons 590.. 625, 1025.. 1292 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 {C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 52790 Seq. ID OJ990807_31 . 04 19 . C7 1 

Gene No. 111420 Strand 

Start 59 End 2539 

Name OJ990807_31.0419.C71.ol.gs Method GENSCAN 

Start 59 End 2470 

GI none Score .7 

Exons 59. .219, 983. .1187, 1375. .1655, 1762. .2060, 2220. .2470 

Seq. No. 52790 Seq. ID OJ990807_31 . 04 19 . C7 1 

Gene No. 111420 Strand 

Start 59 End 2539 

Name OJ990807_31 . 0419.C71 . ol .np Method AAT/NAP 

Start 810 End 2539 

GI 4680180 Score 1361 

Exons 810.. 2064, 2104.. 2539 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. 52790 Seq. ID OJ990807_31 . 04 19 . C7 1 

Gene No. 111420 Strand 

Start 59 End 2539 

Name OJ990807_31 . 0419.C71. o2 . tw Method TBLASTX: Wheat 

Start 819 End 1441 

GI none Score 62 

Exons 819. .935, 820. .942, 968. .1147, 1141. .1392, 1184. .1291, 
1385. .1441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52790 

111420 

59 

OJ990807_31.0419.C71.ol.tw 

1569 

none 



Seq. ID OJ990807_31.0419.C71 
Strand 
End 

Method 
End 
Score 



2539 

TBLASTX: Wheat 

1947 

42 



1569. .1595, 1570. .1596, 1609. .1947, 1631. .1939 



52790 
111420 



Seq. ID 
Strand 



OJ990807 31.0419.C71 



53856 



Start 59 End 

Name OJ990807_31 . 04 19 . C7 1 . ol . tm Method 

Start 1642 End 

GI none Score 

Exons 1642.. 1947, 1643.. 1909 

Seq. No. 52790 Seq. ID 

Gene No. 111420 Strand 

Start 59 End 

Name OJ990807_31 . 04 19 . C7 1 . o3 . tw Method 

Start 2176 End 

GI none Score 

Exons 2176.. 2451, 2279.. 2308 

Seq. No. 52791 Seq. ID 

Gene No. 111421 Strand 

Start 934 End 

Name OJ990807_31 . 0419. C73 . ol . gs Method 

Start 934 End 

GI none Score 

Exons 934.. 1029 



2539 

TBLASTX: Maize 

1947 

172 



OJ990807_31.0419.C71 
2539 

TBLASTX: Wheat 

2451 

52 



OJ990807__31.0419.C73 
+ 

1029 
GENS CAN 
1029 
.92 



Seq. No. 52792 Seq'. ID 

Gene No. 111422 Strand 

Start 201 End 

Name OJ990807_31 . 0419 . C78 . ol . gs Method 

Start 201 End 

GI none Score 

Exons 201.. 473 



OJ990807_31.0419.C78 
+ 

473 

GENSCAN 

473 

.85 



VJ Seq. No. 
,3 Gene No. 
fjj Start 

Name 
!„ Start 

H GI 

'■'4 Exons 

,g Seq. No. 
IZ Gene No. 
'it Start 
^ Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52793 

111423 

2005 

OJ9908 07_31 . 04 1 9 . C8 3 . o2 . gs 

2005 

none 

2005.. 2133, 2446.. 2613, 2793, 

52793 

111424 

123 

OJ990807_31 . 04 1 9 . C83 . o2 . tm 
34 

none 

34. .273, 35. .271 

52793 

111424 

123 

OJ990807__31-0419.C83.ol.gs 

123 

none 

123. .347, 467. .645, 787. .1676 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2861 

Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990807_31.0419.C83 
+ 

2861 
GENSCAN 
2861 
.64 



OJ990807_31.0419.C83 
1676 

TBLASTX: Maize 

273 

138 



OJ990807 31.0419.C83 



52793 

111424 

123 



Seq. ID 

Strand 

End 



1676 
GENSCAN 
1676 
.74 



OJ990807_31.0419.C83 
1676 



53857 



Name 


OJ990807 31 . 04 19 . C83 . ol 


.tw 


Method 


TBLASTX: 


Start 


140 




End 


476 


GI . 


none 




Score 


111 


Exons 


140. .358, 140. .256, 148 


..357, 330. .449, 350. .40 


Seq. No. 


52793 




Seq. ID 


OJ990807 


Gene No. 


111424 




Strand 


- 


Start 


123 




End 


1676 


Name 


OJy9UoU / 31 . 04 19 . Co 3 . Ol 


.ts 


Method 


TBLASTX: 


Start 


780 




End 


1097 


GI 


none 




Score 


158 


Exons 


780. .869, 867. .1097 








Seq. No. 


52793 




Seq. ID 


OJ990807 


Gene No. 


111424 




Strand 




Start 


123 




End 


1676 


Name 


OJ99Q807 31 . 0419 . C83 . ol 


.tm 


Method 


TBLASTX : 1 


Start 


801 




End 


1367 


GI 


none 




Score 


52 


Exons 


801. .860, 804. .863, 864 


..1151, 865. .1146, 868.. 


Seq. No. 


52794 




Seq. ID 


OJ990807 


Gene No. 


111425 




Strand 


+ 


Start 


1259 




End 


1640 


Name 


OJ99080/ 31 . 0419 . Co4 . ol 


.gp 


Method 


AAT/GAP 


Start 


1259 




End 


1640 


GI 


none 




Score 


709 


Exons 


1259 . . 1640 








Seq. No. 


52794 




Seq. ID 


OJ990807 


Gene No. 


111426 




Strand 




Start 


117 




End 


454 


Name 


OJ990807 31 . 0419.C84 .ol 


.gs 


Method 


GENSCAN 


Start 


117 




End 


454 


GI 


none 




Score 


.46 


Exons 


117 . . 454 








Seq. No. 


52795 




Seq. ID 


OJ990807 


Gene No. 


111427 




Strand 




Start 


1 




End 


786 


Name 


OJ990807 31.0419.C87.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


698 


GI 


1706551 




Score 


300 


Exons 


1. .698 








GI Descrip. 


GLUCAN END0-1,3-BETA-GLUC0SIDASE PRECURSOR ((1-: 




ENDOHYDROLASE) ( (l->3) -] 


BETA- 


GLUCANASE) 


(BETA-1, 




gil 924953 (U30323) beta 


1,3- 


glucanase 


[Triticum 


Seq. No. 


52795 




Seq. ID 


OJ990807_ 


Gene No. 


111427 




Strand 




Start 


1 




End 


786 


Mama 


OJ990807 31.0419.C87.ol 


. gs 


Method 


GENSCAN 


Start 


24 




End 


786 


GI 


none 




Score 


.64 


Exons 


24. .786 








Seq. No. 


52795 




Seq. ID 


OJ990807 



53858 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 



111427 Strand 

1 End 

OJ990807_31 . 0419 . C87 . ol . ts Method 

63 End 

none Score 



786 

TBLASTX : Soybean 

662 

36 



63. .161, 172. .228, 176. .229, 262. .387, 277. .372, 373. .582, 
448. .600, 576. .662 



52795 
111427 
1 

OJ990807 31.0419.C87.ol.tm 



End 

_ Method 
63 End 
none Score 
63. .161, 64. .171, 172. .228, 173. .277, 262. .387, 263. .388, 
268. .405 



Seq. ID OJ990807_31.0419.C87 
Strand 

786 

TBLASTX : Maize 
405 
71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52796 

111428 

813 

OJ990807_31.0419.C94.ol.np 



Seq. ID OJ990807_31.0419.C94 
Strand 

End 1151 

Method AAT/NAP 

End 970 

Score 67 



813 

7340884 
813. .970 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



52796 

111428 

813 

OJ990807_31.0419.C94.ol.gs 

850 

none 

850. .1151 



Seq. ID OJ990807_31.0419.C94 
Strand 

End 1151 

Method GENSCAN 

End 1151 

Score .78 



Seq. No. 52797 

Gene No. 111429 

Start 136 

Name OJ990807_31 . 0419 . C96 . ol . gs 

Start 136 

GI none 

Exons 136.. 225, 831.. 926 



Seq. ID OJ990807_31.0419.C96 
Strand 

End 926 

Method GENSCAN 

End 926 

Score .78 



Seq. No. 52798 

Gene No. 111430 

Start 26 

Name OJ990807_31 . 0419 . C99 . ol . gs 

Start 26 

GI none 

Exons 26.. 380 



Seq. ID OJ990807_31.0419.C99 

Strand + 

End 380 

Method GENSCAN 

End 380 

Score .98 



Seq. No. 52799 

Gene No. 111431 

Start 1 

Name OJ990807_31 . 04 19 . C101 . ol . gp 

Start 1 

GI 20816 1.R1084 



Seq. ID OJ990807_31.0419.C101 
Strand 

End 720 

Method AAT/GAP 

End 720 

Score 713 



53859 



Exons 1..34, 134. .208, 350. .486, 572.. 720 

GI Descrip. ? 2293332 4.0e-28 (AF011338) unknown [Dictyostelium discoideum] 1 



Li I 

ni 

f T 

I :5 



Seq. No. 


52799 




Seq. ID 


OJ990807_31.0419 


Gene No. 


111431 




Strand 




Start 


1 




End 


720 


Name 


OJ990807_ 


31 . 04 19. C10 1 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


720 


GI 


none 




Score 


46 


Exons 


1. .54, 2. 


.46, 122 . . 199, 132 . . 


206, 132. 


.209, 341 . .487, 3 




351. .488, 


574. .720, 576. .719, 


652. . 720 




Seq. No. 


52799 




Seq. ID 


OJ990807_31.0419 


Gene No . 


111431 




Strand 




Start 


1 




End 


720 


Name 


OJ990807_ 


_31.0419.C101.ol.ts 


Method 


TBLASTX : Soybean 


Start 


87 




End 


720 


GI 


none 




Score 


90 


Exons 


87 . . 206, 


122 . . 199, 132 . . 209, 


341. .493, 


350. .490, 351. .4 f 




565. . 657, 


579. . 668, 652. .720 






Seq. No. 


52799 




Seq. ID 


OJ990807_31.0419 


Gene No. 


111431 




Strand 




Start 


1 




End 


720 


Name 


OJ990807 


31.0419.C101.ol.np 


Method 


AAT/NAP 


Start 


100 




End 


720 


GI 


3252825 




Score 


208 


Exons 


100. .208, 


350. .501, 582. .720 






GI Descrip. 


(AC004382) Unknown gene product [Homo 


sapiens] 


Seq. No. 


52800 




Seq. ID 


OJ990527_20 . 04 I 9 


Gene No. 


111432 




Strand 


~* 


Start 


69 




End 


189 


Name 


OJ990527 


20.0419.Cl.ol.gs 


Method 


GENSCAN 


Start 


69 




End 


189 


GI 


none 




Score 


. 51 


Exons 


69. .189 








Seq. No. 


52801 




Seq. ID 


OJ990527_20 . 0419 


Gene No. 


111433 




Strand 


+ 


Start 


332 




End 


474 


Name 


OJ990527 


20.0419.C2.ol.gs 


Method 


GENSCAN 


Start 


332 




End 


474 


GI 


none 




Score 


. 65 


Exons 


332. .474 








Seq. No. 


52802 




Seq. ID 


OJ990527_20 . 0419 


Gene No. 


111434 




Strand 


+ 


Start 


369 




End 


768 


Name 


OJ990527 


20.0419.C3.ol.gs 


Method 


GENSCAN 


Start 


369 




End 


768 


GI 


none 




Score 


.41 


Exons 


369. .437, 


661. .768 






Seq. No. 


52803 




Seq. ID 


OJ990527_20.0419, 


Gene No. 


111435 




Strand 


+ 


Start 


185 




End 


2100 



53860 



Name 


OJ990527 20.0419.C7.ol.gs 




Method 


GENS CAN 




Start 


185 




End 


1073 




GI 


none 




Score 


.47 




Exons 


185. .266, 587. .736, 1027. 


.1073 






Seq. No. 


52803 




Seq. ID 


OJ990527_20.0419. 


C7 


Gene No. 


111435 




Strand 


+ 




Start 


185 




End 


2100 




Name 


OJ990527 20.0419.C7.ol.np 




Method 


AAT/NAP 




Start 


570 




End 


2100 




C T 


6094274 




Score 


474 




Exons 


570. .736, 833. .929, 1027. 


.1115, 1210. .1270, 1358. .1444, 






1527. .1604, 1694. .1750, 1 


857. 


.1911, 2001. .2100 




GI Descrip. 


POLLEN SPECIFIC PROTEIN SF21 


gi|7489336|pir | IT13993 hypothetical 




protein sf21 - common sunflower gi I 2655926 | emb | CAA7 0260 . 


11 




(Y09057) sf21 [Helianthus 


annuus] 






Seq. No. 


52803 




Seq. ID 


OJ990527_20.0419. 


C7 


Gene No. 


111435 




Strand 


+ 




Start 


185 




End 


2100 




Name 


OJ990527 20.0419.C7.ol.tc 




Method 


TBLASTX: Cress 




Start 


634 




End 


1598 




GI 


none 




Score 


126 




Exons 


634. .735, 636. .734, 819.. 


905, 


835. .906, 


1024.. 1116, 1205 


. .1267, 




1339. .1455, 1346. .1453, 1524. 


.1598, 1535.. 1597 




Seq. No. 


52803 




Seq. ID 


OJ990527_20.0419. 


C7 


Gene No. 


111435 




Strand 


+ 




Start 


185 




End 


2100 




Name 


OJ990527 20.0419.C7.ol.ts 




Method 


TBLASTX : Soybean 




Start 


634 




End 


2100 




GI 


none 




Score 


149 




Exons 


634. .735, 636. .734, 819.. 


905, 


835. .906, 


1024.. 1116, 1205 


. .1267, 



y Seq. No. 

\* Gene No. 

□ Start 

f*\ Name 

'It Start 

M GI 
Exons 



1345. .1446, 1346. .1453, 1515. .1601, 1526. .1615, 1685. .1747, 
1693. .1749, 1871. .1909, 1954. .2100, 1959. .2099 



52803 
111435 
185 

OJ990527_20.0419.C7.ol.tm 
634 
none 



Seq. ID OJ990527_20.0419.C7 
Strand + 

2100 

TBLASTX: Maize 
2100 
133 



End 

Method 
End - 
Score 

634. .735, 636. .734, 834. .905, 835. .906, 1024. .1116, 1026. .1115, 
1205. .1267, 1222. .1263, 1345. .1446, 1346. .1447, 1410. .1451, 
1515. .1619, 1525. .1611, 1526. .1627, 1685. .1747, 1693. .1749, 
1954.. 2100, 2001.. 2090 



Seq. No. 52804 Seq. ID 

Gene No. 111436 Strand 

Start 1 End 

Name OJ990527_20 . 04 19 . C13 . ol . gp Method 

Start 1 End 

GI 2564JL.R1084 Score 

Exons 1..1026 

GI Descrip. ' 3288564 /emb | CAA65776 | 8.0e-43 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



OJ990527_20. 0419.C13 
+ 

1026 
AAT/GAP 
1026 
1967 



53861 



Seq. No. 52804 Seq. ID 

Gene No. 111437 Strand 

Start 517 End 

Name OJ990527_20 . 0419 . C13 . ol . gs Method 

Start 517 End 

GI none Score 

Exons 517.. 773, 934.. 1017 



OJ990527_20. 0419.C13 

1017 
GENSCAN 
1017 
.46 



Seq. No. 52805 Seq. ID 

Gene No. 111438 " Strand 

Start 880 End 

Name OJ990527_20 . 0419.C14 .ol .gs Method 

Start 880 End 

GI none Score 

Exons 880.. 1067 



OJ990527_20.0419.C14 
+ 

1067 
GENSCAN 
1067 
.4 



Seq. No. 52806 Seq. ID 

Gene No. 111439 Strand 

Start 101 End 

Name OJ990527_20 . 04 1 9 . C15 . ol . tm Method 

Start 94 End 

GI none Score 

Exons 94.. 216, 94.. 258, 98.. 259, 102. .260 



OJ990527_20.0419.C15 
260 

TBLASTX: Maize 

260 

96 



Seq. No. 52806 Seq. ID 

Gene No. 111439 Strand 

Start 101 ' End 

Name OJ990527_20 . 0419.C15 .ol .gs Method 

Start 101 End 

GI none Score 

Exons 101.. 247 



OJ990527_20.0419.C15 
260 

GENSCAN 

247 

.49 



Seq. No. 52807 Seq. ID 

Gene No. 111440 Strand 

Start 535 End 

Name OJ990527_20 . 04 19 . C17 . ol . gs Method 

Start 535 End 

GI none Score 

Exons 535.. 635, 684.. 795 



OJ990527_20.0419.C17 
+ 

795 

GENSCAN 

795 

.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52807 . Seq. ID OJ990527_20 . 0419 . C17 

111441 Strand 

1 End 14 3 

OJ990527_20.0419.C17.ol.gp Method AAT/GAP 

1 End 143 

65275_2.R1084 Score 250 

1. .143 

, 3288564/emb|CAA65776| 1.0e-14 (X97066) 

1-aminocyclopropane-l-carboxylic acid synthase [Oryza sativa] 1 



52808 Seq. ID 

111442 Strand 

1 End 
OJ990527_20 . 04 19 . C28 . ol . np Method 

1 End 

2062176 Score 
1..489, 928. .971 



OJ990527_20.0419.C28 
+ 

971 

AAT/NAP 

971 

243 



53862 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC001645) Myb-related transcription activator (MybStl) isolog 
[Arabidopsis thaliana] 



52808 

111442 

1 

OJ990527_20.0419.C28.ol.tm 

202 

none 

202. .327, .219. .419, 219. .416 



Seq. ID OJ990527_20.0419.C28 

Strand + 

End 971 

Method TBLASTX : Mai ze 

End 419 

Score 63 



Seq. No. 52808 

Gene No. 111442 

Start 1 

Name OJ990527_20.0419.C28.ol. tc 

Start 218 

GI none 

Exons 218. .361, 219. .416, 219. .416 



Seq. ID OJ990527_20.0419.C28 

Strand + 

End 971 

Method TBLASTX : Cress 

End 416 

Score 277 



Seq. No. 52808 

Gene No. 111442 

Start 1 

Name OJ990527_20 . 0419 . C28 . ol . ts 

Start 218 

GI none 

Exons 218.. 361, 219.. 419 



Seq. ID OJ990527_20.0419.C28 

Strand + 

End 971 

Method TBLASTX : Soybean 

End 419 

Score 309 



Seq. No. 52808 

Gene No. 111442 

Start 1 

Name OJ990527_20 . 0419 .C28 . ol . tw 

Start 218 

GI none 

Exons 218. .361, 219. .419, 228. .416 



Seq. ID OJ990527_20.0419.C28 

Strand + 

End 971 

Method TBLASTX : Wheat 

End 419 

Score 273 



3 Seq. No. 

J Gene No. 

1 Start 

r=. Name 

f Start 

3 GI 

3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



52808 

111442 

1 

OJ990527_20.0419.C28.ol.gs 

220 

none 

220. .416, 548. .732, 734. .866 



Seq. ID OJ990527_20.0419.C28 

Strand + 

End 971 

Method GEN SCAN 

End 866 

Score . 8 



52809 
111443 
539 

OJ990527_20.0419.C29.ol.gp 
539 

70192JL.R1084 
539. .968, 1094. .1136 

'3643610 6.0e-60 (AC005395) putative serine/threonine protein 
kinase [Arabidopsis thaliana] 1 



Seq. ID OJ990527_20.0419.C29 
Strand 

End 1136 

Method AAT/GAP 

End 1136 



Score 



891 



52809 

111443 

539 

OJ990527 20.0419.C29.ol.tm 



Seq. ID OJ990527_20.0419.C29 
Strand 

End 1136 

Method TBLASTX : Mai ze 



53863 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



837 End 1136 

none Score 139 

837. .857, 861. .971, 865. .981, 870 .. 986, .1091 .. 1135, 1098. .1136 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 20.0419.C29 



52809 
111443 
539 

OJ990527_20.0419.C29.ol.np 
870 

7434310 
870. .968, 1094. .1136 

serine/threonine-specif ic protein kinase homolog T16I18.40 - 
Arabidopsis thaliana gi | 7270230 | emb | CAB80000 . 1 1 (AL161582) 
putative serine/threonine protein kinase [Arabidopsis thaliana] 



1136 
AAT/NAP 
1136 
158 



52810 Seq. ID 

111444 Strand 

61 End 
OJ990527_20.0419.C37.ol.gs Method 

61 End 

none Score 
61. .165 



OJ990527_20.0419.C37 
+ 

165 

GENSCAN 

165 

.97 



Seq. No. 52811 Seq. ID 

Gene No. 111445 Strand 

Start 4 6 'End 

Name OJ990527_20.0419.C43.ol.gs Method 

Start 4 6 End 

GI none Score 

Exons 46.. 118, 259.. 354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527_20.0419.C43 
+ 

354 

GENSCAN 

354 

.74 



52812 
111446 
1 

OJ990527 
1 

7446421 
1..24, 556. 
2221. .2333, 



20.0419.C45.ol.np 



Seq. ID OJ990527_20.0419.C45 
Strand + 
End 9259 
Method AAT/NAP 
End 3249 
Score 1519 

.686, 1185. .1226, 1312. .1420, 1651. .1729, 1831. .2127, 
2547. .2654, 2728. .2790, 2873. .3040, 3115. .3249 
calcium-dependent protein kinase (EC 2.7.1.-) T3K9.9 - 
Arabidopsis thaliana gi | 3402722 | gb | AAD12016 . 1 | (AC004261) 
CPDK-related protein kinase [Arabidopsis thaliana] 
gi 15020366 | gb | AAD38058 . 1 1 AF153351_1 (AF153351) CDPK-related 
kinase 1 [Arabidopsis thaliana] 



52812 Seq. ID 

111446 Strand 

1 End 

OJ990527_20.0419.C45.ol.gs Method 

556 End 

none Score 



OJ990527_20.0419.C45 
+ 

9259 
GENSCAN 
9240 
.71 



556. .686, 1185. .1226, 1312. .1420, 1651. .1729, 1831. .2127, 
2221. .2333, 2547. .2654, 2728. .2790, 2873. .3040, 3161. .3282, 
4014. .4206, 4495. .4584, 5517. .5632, 6245. .6616, 7009. .7245, 
7359. .7461, 7752. .7829, 8233.-8462, 9030. .9240 



Seq. No. 



52812 



Seq. ID OJ990527_20.0419.C45 



53864 



Gene No. 11144 6 Strand + 

Start 1 End 9259 

Name OJ990527_20 . 04 19 . C45 . o2 . np . Method AAT/NAP 

Start 6294 End 9259 

GI 7487634 Score 1002 

Exons 6294.. 6616, 6801.. 6890, 7006 

9030. .9259 

GI Descrip. hypothetical protein T3K9.8 

gi|3402703|gb|AAD11997.1| (AC004261) hypothetical protein 
[Arabidopsis thaliana] 



7245, 7359. .7461, 8233.-8462, 
Arabidopsis thaliana 



Seq. No. 


52812 


Seq. ID 


OJ990527 


rorio NT /~\ 


111447 


Strand 


-j. 


Start 


11997 


End 


13422 


Name 


OJ990527 20.0419.C45.o4.np 


Method 


AAT/NAP 


Start 


11997 


End 


13422 


GI 


5852084 


Score 


86 


Exons 


11997. .12026, 13339.. 13422 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


52812 


Seq. ID 


OJ990527 


Gene No. 


111448 


Strand 




Start 


3221 


End 


3696 


Name 


OJ990527 20.0419.C45.ol.gp 


Method 


AAT/GAP 


Start 


3221 


End 


3696 


GI 


uC-osroM202029b02al 


Score 


905 


Exons 


3221. .3696 






GI Descrip. 


, 5803242/dbj I AP000399 . 1 | AP000399 7 . Oe- 


30 Oryza 




DNA, chromosome 6, clone : P0535G04 ' 




Seq. No. 


52812 


Seq. ID 


OJ990527 


Gene No. 


111449 


Strand 




Start 


8184 


End 


16463 


Name 


OJ990527 20.0419.C45.ol.tc 


Method 


TBLASTX : < 


Start 


553 


End 


3240 


GI 


none 


Score 


182 



20.0419.C45 



20.0419.C45 



Exons 



553. .687, 555. .650, 641... 691, 1186. .1227, 1304. .1420, 
1309. .1419, 1648. .1728, 1650. .1742, 1650. .1727, 1828. .2121, 
1828. .2082, 1829. .2128, 1830. .2129, 2223.-2333, 2541. .2654, 
2559. .2606, 2727. .2804, 2728. .2784, 2881. .3042, 2882. .3040, 
3090. .3239, 3115. .3240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52812 

111449 

8184 

OJ990527_20.0419.C45.o2.tm 

553 

none 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method TBLASTX : Mai ze 

End 3255 

Score 219 



553. .687, 553. .630, 554. .691, 555. .689, 1186. .1227, 1187. .1222, 
1304. .1354, 1309. .1353, 2538. .2654, 2541. .2654, 2714. .2788, 
2727. .2789, 2727. .2804, 2728. .2793, 2843. .3040, 2872. .3051, 
2873. .3040, 2874. .3068, 2875. .3042, 3090. .3251, 3094. .3252, 
3109. .3255 



Seq. No. 
Gene No. 
Start 



52812 

111449 

8184 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 164 63 



53865 



Name 

Start 

GI 

Exons 



OJ990527_20 . 04 19 . C4 5 . o3 . ts Method TBLASTX : Soybean 

553 End 1423 

none Score 194 

553. .687, 555. .689, 555. .650, 1186. .1227, 1261. .1422, 1304. .1423 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527_20 . 0419. C45 .ol . tm 

Start 1356 

GI none 

Exons 1356.. 1412, 1357.. 1419, 1358, 
1650. .1730, 1811.. 2128, 1828, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 20.0419.C45 



16463 

TBLASTX: Maize 
2324 
110 

,1420, 1648. .1728, 1648. 
,2124, 1830. .2129, 1830. 



.1737, 
,2144, 



2223. .2324, 2223. .2321, 2225. .2323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52812 

111449 

8184 

OJ990527_20.0419.C45.ol.ts 

1672 

none 

1672. .1728, 1672. .1728, 1677. 
1830. .1898, 1927. .2127, 1934. 
2221. 
2727, 

2873. .3040, 2874. .3068, 2875. 
3109. .3255 



,2334, 2223.. 2333, 2538. 
.2789, 2727.. 2804, 2728. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1730, 
.2128, 
.2654, 



OJ990527 20.0419.C45 



16463 

TBLASTX : Soybean 
3255 
87 

1811. .1882, 1828. .1899, 

1935.. 2129, 2220.. 2333, 

2541. .2654, 2714. .2788, 

.2793, 2843. .3040, 2872. .3051, 

.3042, 3090. .3251, 3094. .3252, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52812 

111449 

8184 

OJ990527_20.0419.C45.ol.tw 

1674 

none 



Seq. ID OJ990527_20.0419.C45 



Strand 
End 

Method 

End 

Score 



16463 

TBLASTX: Wheat 

2135 

70 



1674. .1730, 1675. .1731, 1809. .2135, 1832. .1981, 2021. .2125 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527_20 . 0419 . C45 . o4 . tm 

Start 6350 

GI none 

Exons 6350.. 6442, 6423.. 6617, 6506. 

6799.. 6894, 7007.. 7030, 7007. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6577, 6786 
.7027, 7018 



OJ990527 20.0419.C45 



16463 

TBLASTX: Maize 
7071 
291 

6893, 6798. 
7071, 7031. 



,6893, 
,7069 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527_20 . 0419 . C45 . 06 . tm 

Start 7142 

GI none 

Exons 7142.. 7246, 7154.. 7246, 7189. 

7358.-7462, 7359.-7466, 7360. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 20.0419.C45 



16463 

TBLASTX: Maize 
7466 
128 

.7248, 7212. .7247, 7357. .7464, 
.7464 



Seq. No. 
Gene No, 
Start 



52812 

111449 

8184 



Seq. ID 

Strand 

End 



OJ990527 20.0419.C45 



16463 



53866 



Name 

Start 

GI 

Exons 



OJ990527_20 . 04 1 9 . C45 . o2 . tc Method TBLASTX : Cress 
7148 End 8444 

none . Score 39 

7148. .7192, 7163. .7246, 7199. .7246, 7363. .7464, 7365. .7454, 
8230. .8430, 8232. .8444, 8233. .8442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52812 

111449 

8184 

•OJ990527_20.0419.C45.o3.np 
8184 
2129832 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method AAT/NAP 

End 12975 

Score 573 



8184. .8209, 10614. .11031, 12697 .. 12896, 12927. .12975 
heat shock transcription factor 5 - soybean 

gi|671868|emb|CAA87080| (Z46956) heat shock transcription factor 
5 [Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52812 

111449 

8184 

OJ990527_20.0419.C45.o3.tm 

8229 

none 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method TBLASTX : Maize 

End 9250 

Score 363 



8229. .8465, 8239. .8463, 8259. .8465, 8991.. 9074, 9023. .9106, 
9025. .9240, 9027. .9161, 9028. .9234, 9065.. 9250, 9158.. 9241 



52812 

111449 

8184 

OJ990527_20 . 0419 . C45 . o2 . gs 

10272 

none 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method GENSCAN 

End 16463 

Score . 65 



10272. .10331, 10384. .11031, 12697 .. 12977 , 13124 13164 , 
15903. .16142, 16459. .16463 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527_20 . 04 1 9 . C4 5 . o2 . ts 

Start 10631 

GI none 
Exons 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method TBLASTX : Soybean 

End 12873 

Score 103 



10631. .10684, 10639. .10755, 10933 .. 11031 , 10937 .. 11032 , 
10945. .11034, 12697. .12873, 12752.. 12871 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527_20 . 04 19 . C45 . o2 . tw 

Start 10948 

GI none 
Exons 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method TBLASTX : Wheat 

End 12874 

Score 71 



10948. .11031, 10949. .11032, 10951 .. 11034 , 12 697 .. 12873, 
12752. .12874 



Seq. No. 52812 

Gene No. 111449 

Start 8184 

Name OJ990527 20 . 04 19 . C45 . o5 . tm 



Seq. ID OJ990527_20.0419.C45 
Strand 

End 16463 

Method TBLASTX : Mai ze 



53867 



Start 


10987 






End 


12874 




GI 


none 






Score 


141 




Exons 


10987. .11031 


, 12697. .12E 


J73, 


12752. . 12874 




Seq. No. 


52812 






beq. id 


uj y y uoz / 


_20.0419.C45 


Gene No. 


111449 






O +- >- r-i /-J 

btrana 






Start 


8184 






LnQ 


1 C A C "5 




Name 


OJ990527 20. 


0419.C45.o3. 


tc 


Krf^s +- \-\ /~\ 

ncLUOU 




Cress 


Start 


12652 






ttTlO. 


J.ZO / 4 




GI 


none 






Score 


102 




Exons 


12652. .12873, 12752. .12E 


i74 








Seq. No. 


OZo 1 J 






beq. id 


uj y y u oz / 


_20.0419.C47 


Gene No. 


1114o0 






Strand 


+ 




Start 


1 A O 1 

14 3 1 








10 DO 




Name 


ojy yuoz / zu . 


a /i i a r* A H a1 

U4 iy . / . Ol . 


gs 


XyT -f» /-\ 






Start 


1 Vl O O 

14 3 1 






tjna 


1 D DO 




GI 


none 






Score 


.4 




Exons 


1437. .1868 












Seq. No. 


c o o i o 
OZOl J 






beq. id 


vjjyyuoz / 


_20.0419.C47 


Gene No. 


111451 






Strand 






Start 


2778 






End 


OOoZ 




Name 


OJy yUoz / zu . 


A/i i n a h «o 
04 i y . C4 / . OZ . 


gs 


Method 


(ahjNbL/AJN 




Start 


2778 












GI 


none 






Score 


.7 




Exons 


OTTO OOOI 

Z / /o . . ZOZl , 


00*70 occo 










Seq. No. 


52813 






Seq. ID 


OJ990527 


_20.0419.C47 


Gene No. 


111451 






Strand 






Start 


2778 






End 


3582 




Name 


OJ990527 20. 


0419.C47.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3126 






End 


3582 




GI 


none 






Score 


36 




Exons 


3126. .3170, 


3129. .3155, 


3168 


..3326, 3169. .3327, 


3170. .3349, 




3330. .3425, 


3331. .3426, 


3365 


..3562, 3429.-3563, 


3430. .3582 


Seq. No. 


52814 






Seq. ID 


OJ990527 


_20.0419.C48 


Gene No. 


111452 






Strand 


+ 




btart 


1 






End 


4089 




Name 


OJ990527 20. 


0419.C48.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


4089 




GI 


6119851 






Score 


109 




Exons 


1.-54, 875.. 


1309, 4049.. 


4089 








GI Descrip. 


(AF139114) subtilisin-like serine protease [Neospora caninui 


Seq. No. 


52814 






Seq. ID 


OJ990527 


_20.0419.C48 


Gene No. 


111452 






Strand 


+ 




Start 


1 






End 


4089 




Name 


OJ990527 20. 


0419.C48.ol. 


gs 


Method 


GEN SCAN 




Start 


637 






End 


1348 




GI 


none 






Score 


.84 




Exons 


637. .843, 90 


8. .1348 










Seq. No. 


52814 






Seq. ID 


OJ990527 


_20.0419.C48 


Gene No . 


111453 






Strand 






Start 


2218 






End 


2577 





53868 



Name 


ujyyuoz/ z u . U4 1 y . U4 0 . oz 


.gs 


\A ^ W s~\ 


(j£jINbv_.ft.IN 


btart 


ZZ 10 




rjna 


OCT"? 


GI 


none 




Score 


. by 


Exons 


OOIQ O Q "7 "7 
ZZlO . . ZD / / 








beq. ino . 






beq. iu 


uj y y uoz / 


Gene No . 


1 1 1 A R A 

1114 04 




brrana 




Start 


1148 




End 


1313 


Name 


OJ990527 20.0419.C50.ol, 


.np 


Method 


AAT/NAP 


G-l- a >~-f- 

0 tar l 


1 1 A fi 
114 0 




End 


1 -31 -5 
1 J 1 O 




7 noon 
/ .34 u yzu 




Score 


1 1 A 
114 


Exons 


1 14o . . lolo 








GI Descrip. 


(Aruuioou) nypocneLXcai 


protein [Oryza 


sat iva J 


beq. wo. 






Seq. ID 


u j y yuoz / 




1 1 1 A 
1114 J J 




Strand 




Start 


1 




End 


798 


Name 


OJ990527 20.0419.C53.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


798 


GI 


6815072 




Score 


709 


Exons 


1..635, 723. .798 









GI Descrip. 



C3 Seq. No. 

*3 Gene No. 

in Start 

Name 

11 Start 

R gi 

LJ Exons 



(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



52816 

111455 

1 

OJ990527_20.0419.C53.ol.tw 

281 

none 



Seq. ID OJ990527_20.0419.C53 

Strand + 

End 7 98 

Method TBLASTX : Wheat 

End 601 

Score 187 



281. .505, 323. .505, 355. .507, 503. .601, 523. .600 



Seq. No. 52816 

Gene No. 111455 

Start 1 

Name OJ990527_20.0419.C53.ol .tm 

Start 325 

GI none 
Exons 



Seq. ID OJ990527_20.0419.C53 

Strand + 

End 7 98 

Method TBLASTX : Mai ze 

End 793 

Score 180 



325. .516, 326. .517, 521. .670, 701. .793, 709. .792 



Seq. No. 52817 

□ Gene No. 111456 

Start 72 

Name OJ990527_20 . 04 19 . C54 . ol . gs 

Start 72 

GI none 

Exons 72.. 123, 616.. 688, 1124.. 1201 



Seq. ID OJ990527_20.0419.C54 

Strand + 

End 1201 

Method GENSCAN 

End 1201 

Score . 6 



Seq. No. 52817 

Gene No. 111457 

Start 1217 

Name OJ990527_20 . 04 19 . C54 . ol . gp 

Start 1217 

GI 4107143 

Exons 1217.. 1464 

GI Descrip. 5803242/dbj I AP000399. 1 | AP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. ID OJ990527_20.0419.C54 
Strand 

1464 
AAT/GAP 
1464 
322 



End 

Method 

End 

Score 



53869 



Seq. No. 52817 Seq. ID 

Gene No. 111458 Strand 

Start 1536 End 

Name OJ990527_20 . 04 19 . C54 . o2 . gs Method 

Start 1536 End 

GI none Score 

Exons 1536 . . 1655 



OJ990527_20. 0419.C54 

1655 
GENSCAN 
1655 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52818 

111459 

55 

OJ990527_20.0419.C56.ol.gs 
55 

none 



Seq. ID OJ990527_20.0419.C56 



Strand 
End 

Method 

End 

Score 



+ 

2320 
GENSCAN 
1989 
.87 



55. .198, 273. .341, 400. .509, 618. .670, 769. .935, 973. 
1115. .1422, 1514. .1655, 1859. .1989 



,1018, 



52818 

111459 

55 

OJ990527_20.0419.C56.ol.tm 

1171 

none 

1171. .1245, 1189. .1239, 1217, 
1267. .1392, 1367. .1444, 1368, 
1595. .1657 



Seq. ID OJ990527_20.0419.C56 

Strand + 

End 2320 

Method TBLASTX: Maize 

End 1657 

Score 64 

.1372, 1265. .1372, 1266. .1391, 
.1433, 1372. .1452, 1496. .1582, 



Seq. No. 52818 Seq. ID 

Gene No. 111459 Strand 

Start 55 End 

Name OJ990527_20. 0419.C56.ol.gp Method 

Start 1507 End 

GI 33640_1.R1084 Score 

Exons 1507.. 1655, 1859.. 2320 

GI Descrip. 1 6069643/dbj I AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990527_20.0419.C56 
+ 

2320 
AAT/GAP 
2320 
1069 



Seq. No. 52819 

Gene No. 111460 

Start 5057 

Name OJ990527_20. 0419.C57 .ol.gs 

Start 5057 

GI none 

Exons 5057.. 5230, 6284.. 6486, 6791. 
7822. .7946 



Seq. ID OJ990527_20.0419.C57 

Strand + 

End 794 6 

Method GENSCAN 

End 794 6 

Score .47 

6894, 7200. .7233, 7409. .7614, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



52819 Seq. ID OJ990527_20 . 04 19 . C57 

111460 Strand + 

5057 End 7946 

OJ990527_20 . 04 19 . C57 . ol . np Method AAT/NAP 

6296 End 7856 

4680186 Score 180 

6296. .6457, 7039. .7172, 7802. .7856 

(AF111709) unknown [Oryza sativa subsp. indica] 

52819 Seq. ID OJ990527_20 . 04 19 . C57 



53870 





Gene No. 


1114 61 


Strand 


+ 




Start 


8348 


End 


9315 




Name 


OJ990527 20.0419.C57.o2.np 


Method 


AAT/NAP 




Start 


8348 


End 


y Jio 




GI 


6907086 


Score 


489 




Exons 


8348. .9099, 9151. .9315 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52819 


Seq. ID 


OJ990527 




Gene No. 


111462 


Strand 






Start 


6597 


End 


7023 




Name 


OJ990527 20.0419.C57.ol.gp 


Method 


AAT/GAP 




Start 


6597 


End 


7023 




GI 


4878407 


Score 


688 




Exons 


6597. .7023 








GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 






DNA, chromosome 6, clone : P0514G12 






Seq. No. 


52819 


Seq. ID 


OJ990527 




Gene No. 


111463 


Strand 






Start 


8520 


End 


9258 




Name 


OJ990527 20.0419.C57.o2.gs 


Method 


GENSCAN 




Start 


8520 


End 


9258 




GI 


none 


Score 


. 46 


*<J 


Exons 


8520.. 8666, 8902.. 9122, 9213. 


.9258 




~~ CP 

: 5 


Seq. No. 


52820 


Seq. ID 


OJ990527 




Gene No. 


111464 


Strand 


+ 


~ St. 


Start 


1 


End 


177 


1 J 


Name 


OJ990527 20.0419.C58.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


177 




GI 


6069654 


Score 


120 


fii 


Exons 


1. .177 






= 


GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


o 


Seq. No. 


52820 


Seq. ID 


OJ990527 


"■J 


Gene No. 


111465 


Strand 


+ 




Start 


1574 


End 


1795 




Name 


OJ990527 20.0419.C58.ol.gs 


Method 


GENSCAN 


lH 


Start 


1574 


End 


1795 




GI 


none 


Score 


.48 


^ K? 


Exons 


1574. .1795 








Seq. No. 


52820 


Seq. ID 


OJ990527 




Gene No. 


111466 


Strand 






Start 


2681 


End 


5859 




Name 


OJ990527 20.0419.C58.o2.gs 


Method 


GENSCAN 




Start 


2681 


End 


5734 




GI 


none 


Score 


.89 




Exons 


2681. .3492, 4441. .4753, 4934. 


.5734 






Seq. No. 


52820 


Seq. ID 


OJ990527_ 




Gene No. 


111466 


Strand 






Start 


2681 


End 


5859 




Name 


OJ990527 20.0419.C58.ol.tm 


Method 


TBLASTX :I 




Start 


2687 


End 


3005 




GI 


none 


Score 


67 



53871 





Exons 


2687 . . 2788, 


2690 . 


.2752, 


2732. 


.3004, 2859.. 3005 




Seq. No. 


52820 








Seq. ID 


OJ990527_20.0419.C58 




Gene No. 


111466 








Strand 






Start 


2681 








End 


5859 




Name 


OJ990527 20 


0419. 


C58.o2 


np 


Method 


AAT/NAP 




Start 


2687 






End 


5859 




GI 


1655930 








Score 


976 




Exons 


2687. .3486, 


4441. 


.4753, 


4934. 


.5478, 5835. .5859 




GI Descrip. 


(□66564) RUSH-lalpha [Oryctolagus cuniculus] 




Seq. No. 


52820 








Seq. ID 


OJ990527_20.0419.C58 




Gene No. 


111466 








Strand 






Start 


2681 








End 


5859 




Name 


OJ990527 20. 


0419. 


C58 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


2696 








End 


2992 




GI 


none 








Score 


103 




Exons 


2696. .2992, 


2856. 


.2978 










Seq. No. 


52820 








Seq. ID 


OJ990527_20.0419.C58 




Gene No. 


111466 








Strand 






Start 


2681 








End 


5859 




Name 


OJ990527 20. 


0419. 


C58 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2771 








End 


5548 


— 


GI 


none 








Score 


65 




Exons 


2771. .2992, 


2862. 


.2972, 


2978. 


.3157, 4979. .5218, 5492. .5548 


i. i 
?! 1 


Seq. No. 


52820 








Seq. ID 


OJ990527_20.0419.C58 




Gene No. 


111466 








Strand 




Q 


Start 


2681 








End 


5859 




Name 


OJ990527 20. 


0419. 


C58.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3072 








End 


3342 


ril 


GI 


none 








Score 


201 


5 


Exons 


3072. .3230, 


3073. 


.3231, 


3074. 


.3253, 3080.. 3235, 3227.. 3340, 


C3 




3227. .3292, 


3228. 


.3341, 


3229. 


.3339, 3238.. 3342, 3267.. 3341 


V = 


Seq. No. 


52820 








Seq. ID 


OJ990527_20.0419.C58 




Gene No . 


111466 








Strand 






Start 


2681 








End 


5859 


?3 


Name 


OJ990527 20. 


0419. 


C58.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3342 








End 


4702 




GI 


none 








Score 


192 




Exons 


3342. .3497, 


3344. 


.3502, 


3344 . 


.3493, 4437. .4604, 4457. .4702, 



4462. .4683 



Seq. No. 52820 

Gene No. 111466 

Start 2681 

Name OJ990527_20 . 0419 . C58 . o4 . tm 

Start 4970 

GI none 

Exons 4970.. 5194, 5213.. 5308 

Seq. No. 52820 

Gene No. 111466 

Start 2681 

Name OJ990527 20 . 04 19 . C58 . ol . tc 



Seq. ID OJ990527_20.0419.C58 
Strand 

End 5859 

Method TBLASTX : Mai ze 

End 5308 

Score 56 



Seq. ID OJ990527_20.0419.C58 
Strand 

End 5859 

Method TBLASTX : Cress 



53872 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5075 
none 

5075.. 5302, 5076.. 5303, 5265. 

52821 

111467 

3660 

OJ990527_20.0419.C59.o2.np 

3660 

7523487 

3660. .3769, 4803. .4963, 5114. 



End 5404 
Score 162 

.5384, 5300.. 5401, 5300.. 5404 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5286, 



OJ990527_ 
+ 

6065 
AAT/NAP 
6065 
148 
5965. .6065 



20.0419.C59 



(AP001633) EST AU075835 (R3655) corresponds to a region of the 
predicted gene . -Similar to Arabidopsis thaliana lipase mRNA 
(U38916) [Oryza sativa] 



52821 Seq. ID 

111467 Strand 
3660 End 
OJ990527_20.0419.C59.o2.gp Method 
4 64 6 End 
53758_1.R1084 Score 
4646. .4962, 5065. .5239 

1 4314 378/gb | AAD15588 | 9.0e-13 (AC006232) putative lipase 
[Arabidopsis thaliana] >gi_5306262_gb_AAD41994 . 1_AC006233_ 
(AC006233) putative lipase [Arabidopsis thaliana] 1 



OJ990527_20.0419.C59 
+ 

6065 
AAT/GAP 
5239 
856 



Seq. No. 


52821 








Seq. ID 


OJ990527_ 


_20.0419.C59 


Gene No. 


111467 








Strand 


+ 




Start 


3660 








End 


6065 




Name 


OJ990527 20 


.0419. 


C59.o2 


. gs 


Method 


GENSCAN 




Start 


4665 








End 


5291 




GI 


none 








Score 


.61 




Exons 


4665. .4962, 


5065. 


.5291 










Seq. No. 


52821 








Seq. ID 


OJ990527_ 


_20.0419.C59 


Gene No. 


111468 








Strand 






Start 


1557 








End 


4230 




Name 


OJ990527 20 


.0419. 


C59.ol 


.gp 


Method 


AAT/GAP 




Start 


1153 








End 


3592 




GI 


11881 1.R1084 






Score 


1447 




Exons 


1153. .1218, 


1389. 


.1679, 


2003. 


.2186, 2359.. 2458, 


3218. .3315, 




3411. .3592 














GI Descrip. 


•2791806 2. 


Oe-51 


(AF041433) bet3 [Mus 


musculus] 1 




Seq. No. 


52821 








Seq. ID 


OJ990527_ 


_20.0419.C59 


Gene No. 


111468 








Strand 






Start 


1557 








End 


4230 




Name 


OJ990527 20 


.0419. 


C59.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1551 








End 


3453 




GI 


none 








Score 


159 




Exons 


1551. .1679, 


1553. 


.1681, 


1559. 


.1675, 1569.. 1679, 


1976. .2152, 




2000. .2146, 


2001. 


.2153, 


2001. 


.2168, 2002.. 2169, 


2137. .2187, 




2156. .2188, 


2157. 


.2189, 


2356. 


.2457, 2357. .2461, 


3172. .3333, 




3256. .3315, 


3412. 


.3453, 


3429. 


.3452 






Seq. No. 


52821 








Seq. ID 


OJ990527_ 


20.0419.C59 


Gene No. 


111468 








Strand 







53873 





Start 


1557 








End 


4230 






Name 


OJ990527_20 


.0419 


.C59.ol. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


1 c c c 

1556 








End 


3465 






GI 


none 








Score 


90 






Exons 


1556. .1654, 


1557 


. .1673, 


1569. . 


1679, 1976.. 2152, 


2000. .2146, 






2001. .2150, 


2020 


. .2154, 


2155. . 


2187, 2322.. 2459, 


2356. .2457, 






2357. .2461, 


2357 


. .2464, 


3217. . 


3315, 3256. .3315, 


3412. .3465, 






3429. .3464 
















Seq. No. 


52821 








Seq. ID 


OJ990527 


_20.0419.C59 




Gene No. 


111468 








Strand 








Start 


1557 








End 


4230 






Name 


OJ990527 20 


.0419 


.C59.ol. 


gs 


Method 


GENSCAN 






Start 


1557 








End 


3765 






GI 


none 








Score 


.85 






Exons 


1557. .1679, 


2359 


. .2458, 


3218. . 


3315, 3411.. 3593, 


3614. .3636, 






3669. .3765 
















Seq. No. 


52821 








Seq. ID 


OJ990527 


_20.0419.C59 




Gene No. 


111468 








Strand 








Start 


1557 








End 


4230 






Name 


OJ990527 20 


.0419 


.C59.ol. 


np 


Method 


AAT/NAP 






Start 


1563 








End 


4230 






GI 


7304929 








Score 


391 






Exons- 


1563. .1679, 


2003 


. .2186, 


2359. . 


2458, 3218.. 3315, 


4189. .4230 




GI Descrip. 


similar to 


yeast 


BET3 {S 


cerevisiae) 


gi| 2791806 |gb|AAB96937 


tn 




(AF041433) 


bet3 


[Mus musculus] 








; u 

i. -Ji 


Seq. No. 


52821 








Seq. ID 


OJ990527 


_20.0419.C59 


3 i S 


Gene No. 


1114 69 








Strand 






~ tr. 
s& 


Start 


4784 








End 


5279 






Name 


OJ990527 20 


.0419 


.C59.o2. 


tm 


Method 


TBLASTX: Maize 


= if 


Start 


4784 








End 


5192 




3 


GI 


none 








Score 


170 




f w 
: x 


Exons 


4784..4846, 


4785 


. .4967, 


4880. . 


4960, 5066.. 5176, 


5067. .5192 


J 


Seq. No. 


52821 








Seq. ID 


OJ990527 


_20.0419.C59 




Gene No. 


111469 








Strand 






i ^ 


Start 


4784 








End 


5279 






Name 


OJ990527 20 


.0419 


.C59.o2. 


ts 


Method 


TBLASTX : 


Soybean 


i. _i 


Start 


4797 








End 


5279 






GI 


none 








Score 


75 






Exons 


4797. .4877, 


4814 


. .4891, 


4889. . 


4957, 4890. .4970, 


5067. .5114, 






5075. .5101, 


5115 


. .5279, 


5132. . 


5251 








Seq. No. 


52822 








Seq. ID 


OJ990527 


_20.0419.C60 




Gene No. 


111470 








Strand 


+ 






Start 


1 








End 


308 






Name 


OJ990527 20 


.0419 


,C60.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


302 






GI 


7523487 








Score 


233 






Exons 


1. .302 
















GI Descrip. 


(AP001633) 


EST AU075835(R3655) 


corresponds to a 


region of th< 






predicted gene.-; 


Similar 


to Arabidopsis 


thaliana 


lipase mRNA 






(U38916) [Oryza ; 


sativa] 












Seq. No. 


52822 








Seq. ID 


OJ990527 


_20.0419.C60 



53874 



r 

F 



Gene No. 


111470 


Strand 


+ 


Start 


1 


End 


308 


Name 


ojyyuo27 20.04i9.CoU.oi.gs 


Method 


GEN SCAN 


Start 


51 


End 


308 


GI 


none 


Score 


1 


Exons 


r i o a o 

51 . . 308 






Seq. No. 


52822 


Seq. ID 


OJ990527_20 . 0419. C60 


Gene No . 


111471 


Strand 




otar u 


1 


End 


378 


Name 


ojyyuo2 / 20 . U4 iy . cou . oi . gp 


Method 


AAT/GAP 


Start 


1 


End 


378 


GI 


56595JL.R1084 


Score 


732 


Exons 


T O O O 

1 . .3/8 






GI Descrip. 


4314378 /gb | AAD15588 | 2 . Oe- 


■21 (AC006232) putative lipase 




[Arabidopsis thaliana] >gi 


5306262_gb_AAD41994 . 1_AC006233_5 




(AC006233) putative lipase 


[Arabidopsis thaliana] 1 


Seq. No. 


52822 


Seq. ID 


OJ990527_20.0419.C60 


Gene No. 


111471 


Strand 




Start 


1 


End 


378 


Name 


OJ990527 20 . 04 19 . C60 . ol . tc 


Method 


TBLASTX: Cress 


Start 


6 


End 


296 


GI 


none 


Score 


81 


Exons 


6 . . 122, 96 . .296 






Seq. No. 


c a o a a 

52822 


Seq. ID 


OJ990527_20.0419.C60 


Gene No. 


111471 


Strand 




Start 


1 


End 


378 


Name 


/"\ T A A A C A "7 OA A /I 1 n ^ /* A _ -1 i 

OJ990527_20 .0419.C60.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6 


End 


369 


GI 


none 


Score 


52 


Exons 


^ "11/"" 11A AAA 1 "1 "1 Ori*7 

6. .116, 110. .298, 111. .287, 


250. .369 




Seq. No. 


52822 


Seq. ID 


OJ990527_20.0419.C60 


Gene No. 


111471 


Strand 




Start 


1 


End 


378 


Name 


/-\ tAAACOT AA a /i 1 a f~ (~\ -t j_ 

OJ990527_20 . 04 19 . C60 . ol . tm 


. Method 


TBLASTX: Maize 


Start 


6 


End 


263 


GI 


none 


Score 


242 


Exons 


£ O^O /" O A /" O 

o . . 2oo, do . . 262 






Seq. No. 


52822 


Seq. ID 


OJ990527_20.0419.C60 


Gene No. 


111471 


Strand 




Start 


1 


End 


378 


Name 


OJ990527_20 .0419.C60.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6 


End 


296 


GI 


none 


Score 


76 


Exons 


6. .122, 90. .296, 95. .277 






Seq. No. 


52823 


Seq. ID 


OJ990527_20.0419.C61 


Gene No. 


111472 


Strand 


+ 


Start 


112 


End 


1023 


Name 


OJ990527 20.0419.C61.ol.gs 


Method 


GENS CAN 


Start 


112 


End 


1023 


GI 


none 


Score 


.54 



Exons 112.. 193, 269.. 342, 473.. 623, 717.. 1023 

53875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52824 

111473 

6756 

OJ990527_20.0419.C63.ol.np 

6756 

2961349 



Seq. ID OJ990527_20.0419.C63 

Strand + 

End 10858 

Method AAT/NAP 

End 10858 

Score 1114 



6756. .6798, 8561. .8778, 8818. .9730, 10103. .10858 
(AL022140) LTR retrotransposon like protein [Arabidopsis 
thaliana] 



52824 

111473 

6756 

OJ990527_20.0419.C63.o2.gp 

7680 

3758977 

7680. .7825 



Seq. ID OJ990527_20.0419.C63 

Strand + 

End 10858 

Method AAT/GAP 

End 7825 

Score 225 



Seq. ID OJ990527_20.0419.C63 
Strand + 

10858 
AAT/GAP 
10701 
470 



52824 
111473 
6756 

OJ990527_20.0419.C63.o3.gp 
10465 
1621492 
10465.. 10701 

1621493/dbj |BAA12902| 4.0e-42 (D85876) reverse transcriptase 
[Oryza sativa] 



End 

Method 

End 

Score 



52824 

111474 

1172 

OJ990527_20.0419.C63.ol.tc 

590 

none 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 1692 

Method TBLASTX : Cress 

End 1129 

Score 81 



590. .775, 597. .668, 752. .871, 798. .869, 945. .980, 1103. .1129 



52824 

111474 

1172 

OJ990527_20.0419.C63.ol.tm 

590 

none 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 1692 

Method TBLASTX : Mai ze 

End 878 

Score 112 



590. .877, 594. .668, 661. .837, 708. .878 



52824 

111474 

1172 

OJ990527_20.0419.C63.o2.ts 

593 

none 

593. .871, 615. .668, 714. .869 

52824 

111474 

1172 

OJ990527 20.0419.C63.ol.gp 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 1692 

Method TBLASTX : Soybean 

End 871 

Score 55 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 1692 

Method AAT/GAP 



53876 



Start 1172 End 1692 

GI uC-osroM202029b02bl Score 939 

Exons 1172.. 1692 

GI Descrip. • 16214 93/dbj | BAA12902 | 4.0e-42 (D85876) reverse transcriptase 
[Oryza sativa] ' 



Seq. No. 52824 

Gene No. 111475 

Start 8356 

Name OJ990527_20 . 04 19 . C63 . o3 . tw 

Start 8356 

GI none 
Exons 



Seq. ID OJ990527_20.0419.C63 



Strand 
End 

Method 

End 

Score 



8774 

TBLASTX: Wheat 

8742 

109 



8356. .8550, 8403. .8450, 8554. .8742, 8559. .8708 



Seq. No. 


52824 








Seq. ID 


OJ990527_20.0419. 


C63 


Gene No. 


111475 








Strand 






Start 


8356 








End 


8774 




Name 


OJ990527 20 


0419 


C63.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8530 








End 


8774 




GI 


none 








Score 


258 




Exons 


8530. .8742, 


8530 


.8769, 


8532. 


.8774 






Seq. No. 


52824 








Seq. ID 


OJ990527_20.0419. 


C63 


Gene No. 


111476 








Strand 






Start 


8799 








End 


9675 




Name 


OJ990527 20 


0419 


C63-.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


8799 








End 


8988 




GI 


none 








Score 


210 




Exons 


8799. .8978, 


8815 


.8964, 


8903. 


.8980, 8905.. 8988 





Seq. No. 52824 Seq. ID 

Gene No. 111476 Strand 

Start 8799 End 

Name OJ990527_20 . 04 19 . C63 . o4 . ts Method 

Start 8815 End 

GI none Score 

Exons 8815.. 9210 



OJ990527_20.0419.C63 
9675 

TBLASTX : Soybean 

9210 

185 



Seq. No. 52824 Seq. ID 

Gene No. 111476 Strand 

Start 8799 End 

Name OJ990527_2 0.0419. C63 . o2 . tw Method 

Start 8998 End 

GI none Score 

Exons 8998.. 9444, 9517.. 9612 



OJ990527_20.0419.C63 
9675 

TBLASTX: Wheat 

9612 

288 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52824 

111476 

8799 

OJ990527_20.0419.C63.o2.tm 

9040 

none 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 9675 

Method TBLASTX: Maize 

End 9672 

Score 78 



9040.. 9105, 9106.. 9672, 9254.. 9304, 9297.. 9419 

OJ990527_20.0419.C63 
9675 



52824 

111476 

8799 



Seq. ID 

Strand 

End 



53877 



Name 

Start 

GI 

Exons 



OJ990527_20.0419.C63.o3.ts Method TBLASTX : Soybean 

9214 End 9675 

none Score 308 

9214.. 9675, 9297.. 9521, 9579.. 9614 



Seq. No. 52824 

Gene No. 111476 

Start 8799 

Name OJ990527_20 . 04 19 . C63 . o2 . tc 

Start 9232 

GI none 

Exons 9232.. 9675, 9495.. 9665 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 9675 

Method TBLASTX : Cress 

End 9675 

Score 289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52824 
111477 
10120 

OJ990527_20.0419.C63.ol.ts 
10120 
5509260 

10120. .10530, 10143. .10385, 10449. . 10529, 10528 10593, 
10531. .10620 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 10827 

Method TBLASTX : Soybean 

End 10620 

Score 321 



Seq. No. 52824 

Gene No. 111477 

Start 10120 

Name OJ990527_20.0419.C63.o3.tc 

Start 10252 

GI none 

Exons 10252. .10512, 10257.. 10424 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 10827 

Method TBLASTX : Cress 

End 10512 

Score 287 



Seq. No. 52824 

Gene No. 111477 

Start 10120 

Name OJ990527_20 . 0419 . C63 . ol . tw 

Start 10293 

GI none 

Exons 10293. .10535, 10294 .. 10536, 
10704. .10820 



Seq. ID OJ990527_20.0419.C63 
Strand 

End 10827 

Method TBLASTX : Wheat 

End 10827 

Score 223 
10540. .10632, 10627. .10827, 



Seq. No. 52824 

Gene No. 111477 

Start 10120 

Name 0 J990527_20 . 04 1 9 . C63 . o3 . tm 

Start 10293 

GI none 

Exons 10293. .10526, 10294 .. 10524 , 



. Seq. ID OJ990527_20.0419.C63 
Strand 

End 10827 

Method TBLASTX : Mai ze 

End 10719 

Score 219 
10506. .10607, 10522.. 10719 



Seq. No. 52825 

Gene No. 111478 

Start 1 

Name OJ990527_20 . 0419 . C64 . ol . gp 

Start 1 

GI 426372 

Exons 1..189 



Seq. ID OJ990527_20.0419.C64 

Strand + 

End 6977 

Method AAT/GAP 

End 189 

Score 332 



Seq. No. 



52825 



Seq. ID OJ990527_20.0419.C64 



53878 



Gene No. 111478 Strand + 

Start 1 End 6977 

Name OJ990527_20 . 04 19 . C64 . ol . np Method AAT/NAP 

Start 1 End 1898 

GI 7486142 Score 235 

Exons 1..342, 1842.. 1898 

GI Descrip. hypothetical protein F25I24.200 - Arabidopsis thaliana 

gi I 4539373 | emb | CAB40067.il (AL04 9525) putative retrotransposon 
polyprotein [Arabidopsis thaliana] gi I 7267797 | emb | CAB81200 . 1 1 
(AL161518) putative retrotransposon polyprotein [Arabidopsis 
thaliana] 



Seq. No. 52825 

Gene No. 111478 

Start 1 

Name OJ990527_20 . 04 19 . C64 . ol . gs 

Start 105 

GI none 

Exons 105.. 385, 1478,. 1642, 2395. 

6472. .6574, 6608. .6977 



Seq. ID OJ990527_20.0419.C64 

Strand + 

End 6977 

Method GENSCAN 

End 6977 

Score .46 
,2595, 3574.. 3664, 5239.. 5430, 



Seq. No. 52825 Seq. ID 

Gene No. 111478 Strand 

Start 1 End 

Name OJ990527_20 .0419. C64 . o2 . gp Method 

Start 238 End 

GI 3758977 Score 

Exons 238.. 551 



OJ990527_20.0419.C64 
+ 

6977 
AAT/GAP 
551 
538 



Seq. No. 52825 Seq. ID 

Gene No. 111479 , Strand 

Start 4448 End 

Name OJ990527_20 . 0419.C64 . o2 . ts Method 

Start 1 End 

GI none Score 

Exons 1..261, 2.. 340 



OJ990527_20.0419.C64 
6807 

TBLASTX : Soybean 

340 

197 



* Seq. No. 52825 

1 Gene No. 111479 

^ Start 4448 

f Name OJ990527_20 . 0419.C64 . o2 . tm 

J Start 2 

GI none 

Exons 2.. 142, 164.. 337 

Seq. No. 52825 
Gene No. 111479 
Start 4448 

Name OJ990527_20 . 04 19 . C64 . ol . tm 

Start 3182 
GI none 

Exons 3182.. 3301, 3183.. 3302, 3185. 

4448. .4555, 4450. .4557, 4451. 
4714. .4830, 4904. .4969, 4917. 
5192.. 5332, 5218.. 5298, 5368. 
5371. .5490, 6523. .6603, 6525. 
6715. .6756 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_20.0419.C64 
6807 

TBLASTX: Maize 

337 

96 



Seq. ID OJ990527_20.0419.C64 
Strand 

End 6807 
Method TBLASTX : Mai ze 
End 6756 
Score 153 

.3301, 4428. .4556, 4428. .4550, 
.4573, 4698. .4817, 4713. .4817, 
.4970, 4918. .4977, 5187. .5285, 
.5493, 5369.-5482, 5370. .5489, 
.6596, 6527. .6628, 6713. .6748, 



53879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52825 

111479 

4448 

OJ990527_20.0419.C64 .o2.np 

4448 

7460191 



Seq. ID OJ990527_20.0419.C64 
Strand 

End 6807 

Method AAT/NAP 

End 6807 

Score 291 



4448. .4519, 4701. .4813, 5370. .5471, 6528. .6595, 6713. .6807 
hypothetical protein F12C20.15 - Arabidopsis thaliana 
gi|3426045|gb|AAC32244.1| (AC005168) hypothetical protein 
[Arabidopsis thaliana] 



52825 

111479 

4448 

OJ990527_20.0419.C64.ol.ts 

5192 

none 

5192. .5287, 5368. .5493 



Seq. ID OJ990527_20.0419.C64 
Strand 

End 6807 

Method TBLASTX : Soybean 

End 5493 

Score 135 



52826 
111480 
1 

OJ990527_20.0419.C65.ol.np 
1 

7443827 
1..249, 1106. .1142 

probable chaperonin 10 - rice gi | 2267597 | gb IAAB63591 . 1 | 
(AF009413) 10 kDa chaperonin [Oryza sativa] 



Seq. ID OJ990527_20.0419.C65 

Strand + 

End 1142 

Method AAT/NAP 

End 1142 

Score 243 



52826 
111480 
1 

OJ990527_20.0419.C65.ol.gp 
104 

754_1.R1084 
104. .249, 1106. .1142 

•2267597 5.0e-46 (AF009413) 10 kDa chaperonin [Oryza sativa] 1 



Seq. ID OJ990527_20.0419.C65 

Strand + 

End 1142 

Method AAT/GAP 

End 1142 

Score 320 



52826 
111481 
65 

OJ990527_20.0419.C65.ol.gs 
65 

none 

65. .206, 789. .943, 1071. .1127 

52826 
111481 
65 

OJ990527_20.0419.C65.ol.ts 
96 

none 

96. .236, 103. .240, 104. .235 



Seq. ID OJ990527_20.0419.C65 
Strand 

End 1142 

Method GENSCAN 

End 1127 

Score .57 



Seq. ID OJ990527_20.0419.C65 
Strand 

End 1142 

Method TBLASTX : Soybean 

End 240 

Score 181 



Seq. No. 
Gene No. 



52826 
111481 



Seq. ID OJ990527_20.0419.C65 
Strand 



53880 



Start 


65 






End 


1142 




Name 


OJ990527 20.0419.C65. 


ol 


.tm 


Method 


TBLASTX: Maize 




Start 


97 






End 


1142 




GI 


none 






Score 


166 




Exons 


97. .252, 104. .256, 106. 


.252 


, 1098. .1142, 1106. .1141 




Seq. No. 










O.TQQn c ;97 90 0419 


C65 


Gene No . 


1 1 1 A ft 1 
111401 






Oil dilU 






Start 








FnH 






Name 


OJ990527 20.0419.C65. 


ol 


.tc 


Method 


TBLASTX : Cress 




Start 


104 






End 


256 




GI 


none 






Score 


1 99 

d. y j 




Exons 


1 04 9^6 1 Hfi 9^4 












Seq. No. 


R9ft 97 






c prf t n 

OC^ • J- u 


D.T9Q0^97 90 041 9 


C66 


Gene No . 


1 1 1 A ft 9 
1 1 1 fi o z 






Oil ai 1U 






Start 


ftl Q 

O 1 -7 






FnH 


1 ^4 fi 




Name 


OJ990527 20.0419.C66. 


ol 


.gp 


Method 


AAT/GAP 




Start 


541 






End 


1546 




GI 


none 






Score 


ft Oft 
0 u 0 




Exons 


£>A1 Pft4 Q79 1 nil 
041.. 004, :?/z..iuoi, 


1495. . 


1 c^c 






Seq. No. 


jZoZ / 






oeq . 1 u 


r>TQQn^97 90 041 Q 
Ujy jUjZ / ZU.Ufil.7. 


C66 


Gene No. 


111400 
1 1 1 ft O Z 






OLrallU 






Start 


819 






FnH 


1 3 fi D 




Name 


OJ990527 20.0419.C66. 


ol 


.gs 


Method 


GENSCAN 




Start 


819 






End 


1535 




GI 


none 






Score 


7 9 
• / z 




Exons 


01 Q QQA 1 AQt* 1 
01:7. .OOfi, i*l?D . . IDjO 












Seq. No. 








Qon T Pi 


n.TQQ0 c i97 90 041 Q 


C67 


Gene No. 


1 1 1 A R "3 
lllfi 03 






oLiaJlU 


1 




Start 


^£7 
DO / 






una 


99 Q7 

Z Z _7 / 




Name 


OJ990527 20.0419.C67. 


ol 


.gs 


Method 


GENSCAN 




Start 


567 






End 


2297 




GI 


none 






Score 


Q 
. -7 




Exons 


567. .585, 1610. .1710, 


1759. 


1 Qi 4 907fi 
. 1 :7 1 fi , / o 


99Q7 

■ • Z Z -7 / 




Seq. No. 


52828 






oeq. 1 u 


H.TQ90R97 90 041 Q 

UJ-J-JUJi, / ZU.U11-7. 


C67 


Gene No . 


111484 








4_ 
r 




Start 


4041 






Fr»H 


4 fi7 fi 

fi O / O 




Name 


OJ990527 20.0419.C67. 


o2 


.gp 


Method 


AAT/GAP 




Start 


4041 






End 


4676 




GI 


none 






Score 


fift 




Exons 


4041. .4071, 4207. .4676 










Seq. No. 


52828 






Seq. ID 


OJ990527_20.0419. 


C67 


Gene No. 


111485 






Strand 






Start 


1585 






End 


2104 




Name 


OJ990527 20.0419.C67. 


ol 


.gp 


Method 


AAT/GAP 




Start 


1585 






End 


2104 




GI 


none 






Score 


935 




Exons 


1585.. 2104 












Seq. No. 


52828 






Seq. ID 


OJ990527_20.0419. 


C67 


Gene No. 


111486 






Strand 






Start 


3364 






End 


4018 





53881 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990527_20 . 0419 . C67 . o2 . gs Method GENS CAN 

3364 End 4018 

none Score . 62 
3364. .3642, 3791. .4018 



52828 
111487 
5799 

OJ990527_20.0419.C67.o3.gs 
5799 
none 



Seq. ID OJ990527_20.0419.C67 
Strand 

11904 
GENSCAN • 
11904 
.71 



End 

Method 
End 
Score 

5799. .5986, 6638. .6794, 6832. .7121, 7282. .7466, 9936. .10015, 
10254. .10833, 10916 .. 11070, 11152 11222, 1154 1 .. 11677 , 
11807. .11904 



ri E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52828 

111487 

5799 

OJ990527_20.0419.C67.o3.gp 

9447 

none 



Seq. ID OJ990527_20.0419.C67 
Strand 

End 11904 

Method AAT/GAP 

End 10159 

Score 833 



9447. .9681, 9778.-9852, 9936. .10015, 10083. .10159 



52828 

111488 

12722 

OJ990527_20.0419.C67.ol.tm 

12062 

none 



Seq. ID OJ990527_20.0419.C67 
Strand 

End 13481 

Method TBLASTX : Mai ze 

End 12507 

Score 66 



12062. .12256, 12112 .. 122 67 , 12364. .12507 



52828 

111488 

12722 

OJ990527_20.0419.C67.o4.gs 

12722 

none 

12722. .13474 



Seq. ID OJ990527_20.0419.C67 
Strand 

End 13481 

Method GENSCAN 

End 13474 

Score .71 



Seq. No. 52828 
Gene No. 111488 
Start 12722 

Name OJ990527_20 . 04 1 9 . C67 . o2 . np 

Start 12755 
GI 7106515 
Exons 12755. .13355, 13421.. 13481 

GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. ID OJ990527_20.0419.C67 
Strand 

End 13481 

Method AAT/NAP 

End 13481 

Score 531 



Seq. No. 52828 

Gene No. 111488 

Start 12722 

Name OJ990527_20 . 0419 .C67 . ol . ts 

Start 12932 

GI none 

Exons 12932. .13114, 12936.. 13112 



Seq. ID OJ990527_20.0419.C67 
Strand 

End 13481 

Method TBLASTX : Soybean 

End 13114 

Score 69 



53882 



Seq. No. 52829 

Gene No. 111489 

Start 304 

Name OJ990527_20 . 0419.C68 . ol .gs 

Start 304 

GI none 

Exons 304.. 434 



Seq. ID OJ990527_20.0419.C68 

Strand + 

End 434 

Method GENSCAN 

End 434 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617JL2.0420.C1 
Strand + 

314 

AAT/NAP 
308 
262 



52830 
111490 
1 

OJ990617_12.0420.Cl.ol.np 
1 

7523511 
1. .308 

(AP001633) ESTs AU032777 (S14085 ) , C23613 ( S14085 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAG F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



End 

Method 

End 

Score 



52830 

111490 

1 

OJ990617_12.0420.Cl.ol.gs 
97 

none 
97. .314 



Seq. ID OJ990617_12.0420.C1 

Strand + 

End 314 

Method GENSCAN 

End 314 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52830 

111491 

96 

OJ990617_12.0420.Cl.ol.ts 
90 

none 

90. .323, 191. .295 



Seq. ID OJ990617_12.0420.C1 
Strand 

End 607 

Method TBLASTX : Soybean 

End 323 

Score 202 



Seq. ID OJ990617_12.0420.C1 
Strand 

607 

AAT/GAP 
607 
975 



52830 
111491 
96 

OJ990617_12.0420.Cl.ol.gp 
96 

1794_1.R1084 
96. .607 

'5734634/dbj | BAA83365. 1 1 4.0e-10 (AP000391) Similar to putative 
lipase (AC006232) [Oryza sativa] ' 



End 

Method 

End 

Score 



52830 

111491 

96 

OJ990617_12.0420.Cl.ol.tm 
96 

none 

96. .320, 190. .315, 191. .319 

52830 
111491 



Seq. ID OJ990617_12.0420.C1 
Strand 

End 607 

Method TBLASTX : Mai ze 

End 320 

Score 380 



Seq. ID OJ990617_12.0420.C1 
Strand 



53883 



iJ 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



96 

OJ990617_12.0420.Cl.ol.tc 
96 

none 

96. .299, 200. .298 

52830 

111491 

96 

OJ990617_12.0420.Cl.ol.tw 

102 

none 

102. .308, 191. .283 



End 

Method 

End 

Score 



607 

TBLASTX: Cress 

299 

191 



Seq. ID OJ990617_12.0420.C1 

Strand 

End 607 

Method TBLASTX : Wheat 

End 308 

Score 240 



Seq. ID OJ990617__12.0420.C6 
Strand + 

1264 
AAT/NAP 
985 
488 



52831 
111492 
1 

OJ990617_12.0420-C6.ol.np 
1 

7523511 
1..311, 774. .985 

(AP001633) ESTs AU032777 (S14085) , C23613 (S14085) correspond to a 
region of the" predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


52831 








Seq. ID 


OJ990617_12.0420 


.C6 


Gene No. 


111492 








Strand 


+ 




Start 


1 








End 


1264 




Name 


OJ990617 


_12.0420.C6 


ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4 








End 


970 




GI 


none 








Score 


482 




Exons 


4. .312, 


5. .313, 772 


.969, 


773. .970 






Seq. No. 


52831 








Seq. ID 


OJ990617_12.0420 


.C6 


Gene No. 


111492 








Strand 


+ 




Start 


1 








End 


1264 




Name 


OJ990617 


_12.0420.C6 


ol 


.tc 


Method 


TBLASTX: Cress 




Start 


8 








End 


964 




GI 


none 








Score 


88 




Exons 


8. .148, 


155. .313, 772. 


.963 


, 773. .964 






Seq. No... 


52831 








Seq. ID 


OJ990617_12.0420 


.C6 


Gene No. 


111492 








Strand 


+ 




Start 


1 








End 


1264 




Name 


OJ990617 


_12.0420.C6 


ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


8 








End 


274 




GI 


none 








Score 


209 




Exons 


8. .274 














Seq. No. 


52831 








Seq. ID 


OJ990617_12.0420 


.C6 


Gene No. 


111492 








Strand 


+ 




Start 


1 








End 


1264 




Name 


OJ990617 


_12.0420.C6 


ol 


.gs 


Method 


GENSCAN 




Start 


59 








End 


988 




GI 


none 








Score 


.9 




Exons 


59. .311, 


774. .988 













53884 




Seq. No. 


0^0 Jl 




beq. id 


r\TQQnci"7 1 o n a o n 


. to 


Gene No. 


111492 




Strand 


+ ~~ 




Start 


1 




End 


1264 




Name 


OJ990617 12. 0420. C6 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


113 




End 


964 




GI 


none 




Score 


59 




Exons 


113. .196, 197. .313, 


778. .963, 


779. .964 






Seq. No. 


52831 




Seq. ID 


OJ990617 12.0420 


.C6 


Gene No. 


111492 




Strand 


+ 




Start 


1 




End 


1264 




Name 


OJ990617 12. 0420. C6 


.ol.gp 


Method 


AAT/GAP 




Start 


139 




End 


1264 




GI 


28337 1.R1084 




Score 


1185 




Exons 


139. .311, 774. .1264 











GI Descrip. ■ 5734636/dbj | BAA83367 . 1 1 2.0e-28 (AP000391) Similar to putative 



lipase (AC006232). [Oryza sativa] 1 



Seq. No. 


52831 


Seq. ID 


OJ990617_12.0420.C6 


Gene No. 


111492 


Strand 


+ 


Start 


1 


End 


1264 


Name 


OJ990617 12.0420.C6.o2.ts 


Method 


TBLASTX : Soybean 


Start 


772 


End 


970 


GI 


none 


Score 


188 


Exons 


772. .960, 773. .970 






Seq. No. 


52832 


Seq. ID 


OJ990617_12.0420.C8 


Gene No. 


111493 


Strand 




Start 


1 


End 


2274 


Name 


OJ990617 12.0420.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2274 


GI 


7228457 


Score 


3609 


Exons 


1..1100, 1167. .2274 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein. 


. (AF098806) [Oryza 




sativa] 






Seq. No. 


52832 


Seq. ID 


OJ990617_12.0420.C8 


Gene No. 


111493 


Strand 




Start 


1 


End 


2274 


Name 


OJ990617 12.0420.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


162 


End 


543 


GI 


none 


Score 


162 


Exons 


162. .542, 193. .438, 201. .539, 


487. .543 




Seq. No. 


52832 


Seq. ID 


OJ990617_12.0420.C8 


Gene No. 


111493 


Strand 




Start 


1 


End 


2274 


Name 


OJ990617 12.0420.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


318 


End 


680 


GI 


none 


Score 


207 


Exons 


318. .365, 357. .680, 370. .651 






Seq. No. 


52832 


Seq. ID 


OJ990617_12.0420.C8 


Gene No. 


111493 


Strand 




Start 


1 


End 


2274 



53885 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method 

End 

Score 



OJ990617_12 . 04 20 . C8 . o3 . tw 
873 
none 

873. .1133, 1009. .1185 

52832 
111493 
1 

OJ990617_12.0420.C8.ol.ts 

933 

5666795 

933.. 1133, 1188.. 1325, 1401. 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



TBLASTX: Wheat 
1185 
67 



Seq. ID OJ990617_12.0420.C8 
Strand 

End 2274 

Method TBLASTX : Soybean 

End 1481 

Score 65 
,1481 



52832 

111493 

1 

OJ990617_12 . 0420 . C8 . o2 . tw 

1188 

none 



Seq. ID OJ990617_12.0420.C8 
Strand 

End 2274 

Method TBLASTX : Wheat 

End 1621 

Score 88 



1188. .1337, 1189. .1326, 1371. .1484, 1372. .1485, 1463. .1621, 
1485. .1556 



Seq. No. 52833 

Gene No. 111494 

Start 4 6 

Name OJ990617_12 . 0420 .C15 . ol . gs 

Start 4 6 

GI none 

Exons 46.. 272 



Seq. ID OJ990617_12.0420.C15 
Strand 

End 272 

Method GEN SCAN 

End 272 

Score .66 



Seq. No. 52834 

Gene No. 111495 

Start 540 

Name OJ990617_12 . 0420 . C17 . ol . gs 

■Start 540 

GI none 

Exons 540.. 653 



Seq. ID OJ990617_12.0420.C17 
Strand 

End 653 

Method GENSCAN 

End 653 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



52835 

111496 

1 

OJ990617_12.0420.C18.ol.np 
1 

5734764 



Seq. ID OJ990617_12.0420.C18 

Strand + 

End 2878 

Method AAT/NAP 

End 1877 

Score 154 



1..66, 205. .291, 38S..623, 1809. .1877 

(AC007651) Hypothetical Protein [Arabidopsis thaliana] 



52835 

111496 

1 

OJ990617_12.0420.C18.ol.gs 

226 

none 



Seq. ID OJ990617_12.0420.C18 

Strand + 

End 2878 

Method GENSCAN 

End 2878 

Score .93 



226. .291, 385. .541, 625. .718, 1811. .1877, 2333. .2878 

52835 Seq. ID OJ990617_12 . 0420 . C18 



53886 



Gene No. 111497 Strand 

Start 2766 End 

Name OJ990617_12 ..0420.C18 .ol .gp Method 

Start 2766 End 

GI none Score 

Exons 2766.. 3157 



3157 
AAT/GAP 
3157 
598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 

- Gene No. 

3 Start 

3 Name 

^ Start 

* GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



52835 

111498 

3307 

OJ990617_12.0420.C18.ol.ts 
16 

none 



Seq. ID OJ990617_12.0420.C18 
Strand 

End 6863 

Method TBLASTX : Soybean 

End 48 9 

Score 73 



16. .69, 208. .303, 210. .308, 385. .489 



52835 
111498 
3307 

OJ990617_12.0420.C18.o2.tm 
198 
none 



End 

Method 
End 
Score 

198. .287, 202. .303, 209. .292, 385.-474, 451. .537, 468.-536, 
629. .718, 630. .719, 1654. .1752, 1803. .1877, 1803. .1886, 
1810. .1890, 2300. .2362, 2317. .2403, 2330.. 2404 



Seq. ID OJ990617_12.0420.C18 
Strand 

6863 

TBLASTX: Maize 
2404 
121 



52835 

111498 

3307 

OJ990617_12.0420.C18.ol.tm 

2461 

none 



Seq. ID OJ990617_12.0420.C18 
Strand 

End 6863 

Method TBLASTX : Mai ze 

End 2883 

Score 8 0 



2461. .2598, 2466. .2654, 2477. .2656, 2479.-2655, 2645. .2761, 
2657. .2734, 2659. .2751, 2741. .2878, 2745.-2882, 2745. .2882, 
2746.-2883, 2749. .2883 



52835 

111498 

3307 

OJ990617_12.0420.C18.o2.gs 

3307 

none 



Seq. ID OJ990617_12.0420.C18 
Strand 

End 68 63 

Method GENSCAN 

End 6863 

Score . 92 



3307. .3765, 4533.-4782, 5066. .5538, 6810.. 6863 



52835 

111498 

3307 

OJ990617_12.0420.C18.ol.tc 

3535 

none 



Seq. ID OJ990617_12.0420.C18 
Strand 

End 6863 

Method TBLASTX: Cress 

End 5535 

Score 59 

3535. .3600, 3649. .3762, 5101. .5148, 5239. .5415, 5255. .5401, 
5381. .5533, 5434. .5535 



52835 

111498 

3307 

OJ990617_12.0420.C18.o3.tm 
5101 



Seq. ID OJ990617_12.0420.C18 
Strand 

End 6863 

Method TBLASTX : Mai ze 

End 5547 



53887 





none 




Score 


60 


Exons 


01U1 . . 3 14 O t 


COOQ C A A Q COCC 


..5407, 5420. .5488, 5434. .5547 


beq . wo • 






Seq. ID 


OJ990617_12.0420.C18 


Gene No. 


111498 




Strand 


- 


Start 


3307 




End 


6863 


Name 




U4ZU.L10 . OZ . IS 


Method 


T BLAST X : Soybean 


OLalL 






End 


5535 




none 




Score 


68 


tiXons 


co cn c/ HQ 

OZD / . . 04 u y , 


0404. .0000, O4o0 


.5533 




beq. no. 


o^o Jo 




Seq. ID 


OJ990617_12.0420.C19 


Gene No . 


111/1 QQ 

1 1 14 y y 




Strand 




Cfarf 
O Lai U 


1 

-L 




End 


906 


IN dilltr 


OJ990617 12. 


0420.C19.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


868 


GI 


7487877 




Score 


314 


Exons 


1. .868 








ui uescrip. 


hypothetical 


protein T9I4.20 


- Arabidopsis thaliana 




gi| 3482941 |gb IAAC33239.il (AC005315) putative ligand- gated 




channel protein [Arabidopsis 


thaliana] 




beq. no. 


52836 




Seq. ID 


OJ990617_12.0420.C19 


Gene No. 


111499 




Strand 




Start 


1 




End 


906 


Name 


OJ990617 12. 


0420.C19-ol-gs 


Method 


GENSCAN 




11 




End 


906 




none 




Score 


.98 


Exons 


11. .906 








beq. NO. 


52836 




Seq. ID 


OJ990617_12.0420.C19 


Gene No. 


111499 




Strand 




Start 


1 




End 


906 


Name 


OJ990617 12. 


0420.C19.ol.ts 


Method 


TBLASTX : Soybean 


oLdlC 


118 




End 


621 


ol 


none 




Score 


124 




118. .360, 385. .621 






oeq . no . 


52837 




Seq. ID 


OJ990617_12.0420.C20 


Gene No . 


111500 




Strand 




O Lai L 


1 




End 


1506 


Name 


OJ990617 12. 


0420.C20.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1492 


PT 


5091511 




Score 


102 


Exons 


1..84, 942.. 


1186, 1250.. 1492 






GI Descrip. 


(AB0234 82) Similar to Arabidopsis thaliana RING-H2 finger 




protein RHXla mRNA, partial cds . {AF079184 ) [Oryza sativa] 


beq. wo. 


52837 




Seq. ID 


OJ990617_12.0420.C20 


Gene No. 


111500 




Strand 




Start 


1 




End 


1506 


Name 


OJ990617 12. 


0420.C20.ol.gs 


Method 


GENSCAN 


Start 


913 




End 


1506 


GI 


none 




Score 


.96 


Exons 


" 913. .1506 








Seq. No. 


52837 




Seq. ID 


OJ990617_12.0420.C20 



53888 



Gene No. 111500 Strand 

Start 1 End 

Name OJ990617_12 . 0420 . C20 . ol . tm Method 

Start 958 End 

GI none Score 

Exons 958.. 1107, 959.. 1078, 988.. 1080 



1506 

TBLASTX: Maize 

1107 

74 



Seq. No. 52838 Seq. ID 

Gene No. 111501 Strand 

Start 172 End 

Name OJ990617_12 . 0420 . C25 . ol . gs Method 

Start 172 End 

GI none Score 

Exons 172.. 408 



OJ990617_12.0420.C25 
+ 

408 

GENSCAN 

408 

.5 



Seq. No. 52838 Seq. ID 

Gene No. 111502 Strand 

Start 1037 End 

Name OJ990617_12 . 0420 . C25 . ol . tm Method 

Start 265 End 

GI none Score 

Exons 265.. 411, 270.. 404 



OJ990617_12.0420.C25 
1494 

TBLASTX: Maize 

411 

186 



Seq. No. 52838 Seq. ID 

Gene No. 111502 Strand 

Start 1037 End 

Name OJ990617_12 . 0420 . C25 . o2 . gs Method 

Start 1037 End 

GI none Score 

Exons 1037.. 1486 



OJ990617_12.0420.C25 

1494 
GENSCAN 
1486 
. 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52838 Seq. ID 

111502 Strand 

1037 End 
OJ990617_12.0420.C25.ol.np Method 

1040 End 

6539586 Score 
1040. .1494 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990617_12.0420.C25 

1494 
AAT/NAP 
1494 
744 



52839 Seq. ID OJ990617 

111503 Strand + 

4636 End 7244 

OJ990617_12 . 0420 . C26 . o3 . np Method AAT/NAP 

4636 End 7244 

7340909 Score 146 

4636. .4696, 4892. .5093, 6079. .6471, 7091. .7244 

(AP001550) hypothetical protein [Oryza sativa] 



12.0420.C26 



52839 Seq. ID 

111504 Strand 

1 End 
OJ990617_12.0420.C26.ol.np Method 

1 End 

6907089 Score 
1..127, 222. .1483 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990617_12.0420.C26 

2398 
AAT/NAP 
1483 
2357 



53889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52839 

111504 

1 

OJ990617_12.0420.C26.o2.np 



5922623 
1..93, 1516 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_12.0420.C26 

2398 
AAT/NAP 
2398 
214 



1589, 1757. 



1877, 2291.. 2398 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj |BAA85199.1| (AP000570) hypothetical protein 
[Oryza sativa] 



52839 Seq. ID 

111504 Strand 

1 End 
OJ990617_12 . 0420 . C26 . ol . gs Method 

222 End 

none Score 
222. .1483 



OJ990617_12.0420.C26 

2398 
GENSCAN 
1483 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
~'4 Gene No. 
i£ Start 
, i Name 
Start 
GI 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
Start 
Name 



52840 Seq. ID OJ990617_12 . 0420 . C30 

111505 Strand + 

269 End 371 

OJ990617_12 . 0420 . C30 . ol . gp Method AAT/GAP 

269 End 371 

5867_1.R1084 Score 141 

269. .371 

1 464986/ sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



52840 Seq. ID 

111506 Strand 

3574 End 
OJ990617_12 . 0420 . C30 . o2 . gs Method 

3574 End 

none Score 

3574. .3736, 4057. .4107, 4273. .4343 



OJ990617_12.0420.C30 
+ 

4343 
GENSCAN 
4343 
.49 



52840 
111507 
4873 

OJ990617_12.0420.C30.o2.gp 
4811 

1794_1.R1084 

4811. .5125, 5212. .5421, 5512 
'5734634/dbj IBAA83365.il 4.0e-10 
lipase (AC006232) [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5934, 



OJ990617_ 
+ 

7233 
AAT/GAP 
7233 
2826 
6723. .7233 



12.0420.C30 



(AP000391) Similar to putative 



52840 

111507 

4873 

OJ990617_12.0420.C30.o3.gs 



Seq. ID OJ990617_12.0420.C30 

Strand + 

End 7233 

Method GENSCAN 



53890 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4873 End 6940 

none Score . 9 

4873. .5214, 5250. .5421, 5512. .5934, 6723. .6940 



52840 
111507 
4873 

OJ990617_12.0420.C30.ol.np 
4891 
7523511 

4891. .5125, 5212. .5421, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5512. .5934, 



OJ990617_ 
+ 

7233 
AAT/NAP 
6934 
1135 
6723. .6934 



12.0420.C30 



(AP001633) ESTs AU032777 (S14085) , C23613 (S14085) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



52840 Seq. ID 

111508 Strand 

489 End 
OJ990617_12 . 0420 . C30 . ol . gs Method 

489 End 

none Score 
489. .788 



OJ990617_12.0420.C30 
788 

GENSCAN 

788 

.47 



Seq. No. 52840 Seq. ID 

Gene No. 111509 Strand 

Start 8354 End 

Name OJ990617_12.0420.C30.o3.gp Method 

Start 7967 End 

GI 4714605 Score 

Exons 7967.. 8430 



OJ990617_12.0420.C30. 

16504 
AAT/GAP 
8430 
838 



Seq. No. 52840 

Gene No. 111509 

Start 8354 

Name OJ990617_12 . 0420 .C30 . o4 . gs 

Start 8354 

GI none 
Exons 



OJ990617 12.0420.C30 



Seq. ID 
Strand 

End 16504 
Method GENSCAN 
End 12631 
Score .83 

8354. .8448, 8839. .8981, 9580. .9693, 11093 .. 11192 , 11292 .. 11374 , 
11448. .11600, 12534. .12631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



52840 Seq. ID 

111509 Strand 

8354 End 

OJ990 617_12 . 0420 . C30 . o2 . np Method 

8357 End 

7487205 Score 



OJ990617_12.0420.C30 

16504 
AAT/NAP 
15710 
668 

11292. .11374, 



8357. .8448, 8839. .8981, 11093 11192 , 
11448. .11600, 12534. .12813, 15564. .15710 
hypothetical protein T19L18.9 - Arabidopsis thaliana 
gi|3413704 | gb | AAC31227 . 1 | (AC004747) unknown protein 
[Arabidopsis thaliana] 



52840 

111509 

8354 

OJ990617_12.0420.C30.o4.gp 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 16504 

Method AAT/GAP 



53891 



Start 
GI 

Exons 

GI Descrip. 



8860 End 11192 

4714604 Score 644 

8860. .8981, 9580. .9693, 11093. .11192 

3413704 2.0e-24 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 

111509 

8354 

OJ990617_12.0420.C30.o5.gs 

14140 

none 

14140. .14568 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 16504 

Method GENSCAN 

End 14568 

Score .99 



Seq. No. 52840 

Gene No. 111509 

Start 8354 

Name OJ990617_12 . 0420 . C30 . 06 . gs 

Start 14909 

GI none 

Exons 14909. . 15126, 15226 15523, 
16180. .16504 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617_12.0420.C30 

16504 
GENSCAN 
16504 
. 94 



15623. .15765, 15876. .16100, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 12.0420.C30 



16504 
AAT/NAP 
16486 
931 



52840 
111509 
8354 

OJ990617_12.0420.C30.o4.np 
14915 
7523511 

14915. .15116, 15216. .15523, 
16180. .16354, 16401. .16486 

(AP001633) ESTs AU032777 (S14085) , C23613 (S14085 ) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAC F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



15623. .15775, 15895 .. 16100, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52840 Seq. ID 

111509 Strand 
8354 End 
OJ990617_12 . 0420 .C30 . o5 . gp Method 
16165 End 
1632101 Score 
16165. .16409 

5734634/dbj IBAA83365.il 4.0e-10 (AP000391) Similar to putative 
lipase (AC006232) [Oryza sativa] 



OJ990617_12.0420.C30 

16504 
AAT/GAP 
16409 
339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 
111510 
19516 

OJ990617_12.0420.C30.ol.tc 
4954 
none 

4954. .5007, 5053. .5124, 5223. 
6722.. 6925, 6826.. 6924, 14927 
15224. .15292, 15333 .. 15407 , 15413 15520, 15859 .. 15954 , 
15967. .16041, 16069. .16101, 16175 .. 16252 , 16307. .16357 



Seq. ID OJ990617_12.0420.C30 
Strand 

19746 

TBLASTX: Cress 
16357 
59 

5243, 5511.. 5777, 5778.. 5954, 
.15124, 14928. .15107, 



End 

Method 

End 

Score 



53892 



Seq. No. 52840 

Gene No. 111510 

Start 19516 

Name OJ990617_12 . 0420.C30 .o4 . tw 

Start 4954 

GI none 
Exons 



4954. .5124, 4960. .5064, 4974. .5123, 16172 .. 16270 , 16173 
16298. .16357, 16299.. 16355 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 19746 

Method TBLASTX : Wheat 

End 16357 

Score 215 

16271, 



Seq. ID OJ990617_12.0420.C30 
Strand 

19746 

TBLASTX: Maize 
16421 
292 



End 

Method 

End 

Score 



Seq. No. 52840 
Gene No. ' 111510 
Start 19516 

Name OJ990617_12 . 0420 . C30 . ol . tm 

Start 4954 
GI none 

Exons 4954.. 5124, 4960.. 5064, 4974 

5498. .5644, 5511. .5936, 5511. .5660, 5597. .5935, 6722 
6817. .6945, 14 900 .. 15082, 14900 .. 15124 , 14 919 .. 15107 , 
15224. .15289, 15317 .. 15529, 15322 .. 15378 , 154 47 .. 15524 , 
15611. .15823, 15618. .15776, 15892 .. 15957 , 15892 .. 16044 , 
15914. .16045, 16063. .16089, 16181 .. 16270, 1 6182 . . 162 68 , 
16295. .16357, 16302.. 16421 



,5123, 5214. .5420, 5216. 



5416, 
6946, 



„ Seq. No. 

* Gene No. 

3 Start 

f\ Name 

\l Start 

~ Exons 



y Seq. No. 

Gene No. 

^ Start 

*J Name 

^ Start 

* GI 

1 Exons 



52840 Seq. ID 

111510 Strand 

19516 End 

OJ990617_12.0420.C30.o5.ts Method 

4 960 End 

none Score 



OJ990617_12.0420.C30 
19746 

TBLASTX : Soybean 

16354 

146 



4960. .5124, 4974. .5021, 5046. .5120, 5220. .5264, 5262. .5360, 
15931. .16101, 16175. .16291, 16307.. 16354 



52840 

111510 

19516 

OJ990617_12.0420.C30.ol.tw 

5198 

none 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 19746 

Method TBLASTX : Wheat 

End 16095 

Score 236 



5198. .5419, 5214. .5417, 5508. .5621, 5511. .5591, 5578. .5619, 
15656. .15775, 15690 .. 15776, 158 92 15957, 158 92 .. 16056, 
15914. .16060, 16063.. 16095 



Seq. No. 


52840 




Seq. ID 


OJ990617_12.0420 


Gene No. 


111510 




Strand 




Start 


19516 




End 


19746 


Name 


OJ990617 12 


•0420.C30.ol.ts 


Method 


TBLASTX: Soybean 


Start 


5508 




End 


15712 


GI 


none 




Score 


284 


Exons 


5508. .5897, 


15266. .15286, 


15365. .15529, 


15611. .15712 


Seq. No. 


52840 




Seq. ID 


OJ990617_12.0420 


Gene No. 


111510 




Strand 




Start 


19516 




End 


19746 


Name 


OJ990617 12 


.0420.C30.o4.ts 


Method 


TBLASTX : Soybean 


Start 


6716 




End 


15124 


GI 


none 




Score 


202 


Exons 


6716. .6949, 


14921. .15124, 


14925. .15092, 


15087. .15110 



53893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 

111510 

19516 

OJ990617_12.0420.C30.o2.tw 

6728 

none 



Seq. ID OJ990617_12.0420.C30 
Strand 
End 

Method 
End 
Score 



19746 

TBLASTX: Wheat 

15448 

240 



6728. .6934, 6817. .6909, 14 915 .. 15112, 14916. . 15101, 15365.. 1544? 



Seq. No. 52840 
Gene No. 111510 
Start 19516 

Name OJ990617_12 . 0420 . C30 . o4 . tm 

Start 8240 
GI none 

Exons 8240.. 8272, 8328.. 8381, 8361. 

8836..8982, 8838. .8984, 8838. 
9581. .9694, 9581. .9694 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 12.0420.C30 



19746 

TBLASTX: Maize 
9694 
34 

8450, 8362.. 8451, 8369. 
8984, 8846.-8986, 9580. 



,8449, 
,9693, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 

111510 

19516 

OJ990617 12.0420.C30.o3.tc 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990617 12.0420.C30 



19746 

TBLASTX: Cress 
11373 
69 



9630 
none 

9630. .9692, 11092 .. 11193, 11092 .. 11193, 11093 .. 11194 , 
11293. .11373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 

111510 

19516 

OJ990617_12.0420.C30.o2.ts 

11069 

none 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 19746 

Method TBLASTX : Soybean 

End 12656 

Score 105 



11069. .11194, 11092. .11193, 11293 .. 11433, 11313 .. 11378 , 
11447. .11593, 11447. .11602, 11529 .. 11597 , 12519 .. 12 656, 
12530. .12655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52840 

111510 

19516 

OJ990617_12.0420.C30.o2.tm 

11092 

none 



Seq. ID OJ990617_12.0420.C30 
Strand 

End 19746 

Method TBLASTX : Mai ze 

End 12617 

Score 14 4 



11092. .11193, 11093. .11194, 11286 11378 , 1128 9 .. 11372, 

11291. .11374, 11293. .11448, 11293 114 4 8 , 114 4 6 .. 11598 , 

11446. .11598, 11447. .11599, 11447 11602, 12519 .. 12617 , 
12530. .12616 



Seq. No. 52840 Seq. ID 

Gene No. 111510 Strand 

Start 19516 End 

Name OJ990617_12 . 0420 . C30 . o3 . ts Method 

Start 14221 End 

GI none Score 

Exons 14221. .14448, 14255.. 14389 



OJ990617_12.0420.C30 
19746 

TBLASTX : Soybean 

14448 

71 



53894 






S9ft40 








LOU 


Gene No. 


111510 




Strand 






Start 


19516 




End 


1,9746 






O.7QQ0fi17 19 0490 P^O 


o9 i-n 


Mq+" V"i /-n iH 








14994 ~~ 




Ejna. 


1 4 4 4 R 






n on 




Score 


1 1 




TT von c 


14994 1444ft 149RS 


1 4?ftQ 










52840 




c&rt TV) 

OC4 ■ 1U 


0.1930617 19 0490 

U033UD1 / Lc. • Ut^U . 


r^o 


Gene No. 


111510 




Strand 






Start 


19516 




End 


19746 




Name 


OJ9Q061 7 1 9 049f) r^D 


O ^ "t" TaT 


lit: LHUU 






O Lai L 


14994 ~~ 

X *± *i 




£jOQ 


1 a r> p p 
x 4 J 0 0 




vjx 


none 




Score 


Qft 




TT von <5 


14994 14^ftft 149S9 


1 4 ^ft 

■ 14 JO U 










R9ft 4 n 

J ^. O H \J 






nTQQOfil 7 19 0490 


no 

LOU 


Gene No. 


111510 




Strand 






Start 


19516 




End 


19746 






O.TQQ0617 19 0490 f**}0 


• o3 . tm 


l v ic L.I1UU. 


1 DXjrio I A . rid. lZc 




Cf arf 
o Lax L 


1 4 994 ~~ 




CjJIU 


1 ft H £. 1 






none 




Score 


O Z> 




T* 1 von q 


1 4994 1 4491 1 49^ 


1 / QQC 
• 14 JO D 








Coo* Mo 

O G <JJ . LN Lf . 


^9ft 4 n 






HTQQ0£17 1 9 0490 


P ^0 
UjU 


bene wo . 


i i i ci n 
x 11D1U 




otrana 






Start 


19516 




End 


19746 




Name 


OJ990617 12.0420.C30 


.06. gp 


Method 


AAT/GAP 




Start 


19516 




End 


19746 




GI 


28337 1.R1084 




Score 


440 




Exons 


19516. .19746 











GI Descrip. ' 5734 636/dbj | BAA83367 . 1 | 2.0e-28 (AP000391) Similar to putative 
U lipase (AC006232) [Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52841 Seq. ID 

111511 Strand 
1 End 
OJ990617_12.0420.C31.ol.gp Method 
1 End 
42788JL.R1084 Score 
1. .117 

'5734634/dbj | BAA83365.il 3.0e-44 (AP000391) Similar to putative 

lipase (AC006232) [Oryza sativa] ' 



OJ990617_12.0420.C31 
117 

AAT/GAP 

117 

190 



Seq. No. 52841 Seq. ID 

Gene No. 111512 Strand 

Start 271 End 

Name OJ990617_12.0420.C31.ol.gs Method 

Start 271 End 

GI none Score 

Exons 271.. 372 



OJ990617_12.0420.C31 
372 

GENSCAN 

372 

.69 



Seq. No. 52842 Seq. ID 

Gene No. 111513 Strand 

Start 608 End 

Name OJ990617_12 . 0420 . C32 . ol . gs Method 

Start 608 End 



OJ990617_12.0420.C32 
+ 

656 

GENSCAN 
656 



53895 



GI 


none 


Score 


c 
. 0 


Exons 


OUO . . ODD 






beq. no. 




Oft* t n 

beq. iu 


ujyyuDi/ iz.u4zu.ooz 


Gene No. 


111514 


Strand 




Start 


729 


End 


1101 


Name 


uuyyuoi/ iz . u 3z u . g jz . o± . gp 


we Liioa 


Zi AT /pa D 


otart 


"79 Q 

/zy 


fcjna 


1 1 ni 
11U1 


C T 
GI 


none 


Score 


111 


Exons 


*7 9 Q 1 1 m 

/zy . . iiui 






O a n XT a 

beq. no. 


coon 


beq. iu 


ujyyuoi/ iz.ufizu.L/jj 


Gene No. 


111515 


Strand 


+ ~ 


Start 


1209 


End 


2280 


Name 


ATGQfi£1'7 19 fl/IOn ^1 /-re? 

ujyyuoi / iz . Ufi^u . t oj . 01 . cjs 


Method 


C TP NT C H IS. M 


b tart 


i 9 n q 
±z u y 




9 9 Q n 
Z Z O U 


GI 


none 


Score 


/I 9 
. 4 Z 


Exons 


19fiQ 1 ^ 1 TfiR 1 7QQ 91*51 


9 9 q n 
. ZZo U 




beq. no. 


OZOfl 4 


beq. iu 


ujyyuDi/ iz . U4 zu . go4 


Gene No. 


111516 


Strand 


+ 


Start 


235 


End 


1393 


Name 


ujyyuoi / iz . U4zu . goh . 01 . gs 


Method 


GENSCAN 


b tart 


9 "3 c; 
Zoo 


End 


1393 


GI 


none 


Score 


.7 


Exons 


9*3^ R/R £C7 OQ H1A QQQ 

ZOO. .340, 00/..OZy, /o4 . .030, 


1267. .1393 


Seq. No. 


c: O Q A A 

OZo44 


Seq. ID 


OJ990617_12.0420.C34 


Gene No. 


111516 


Strand 


+ 


btart 


235 


End 


1393 


Name 


OJ990617 12.0420.C34.ol.np 


Method 


AAT/NAP 




235 


End 


1390 


GI 


7523515 


Score 


553 


Exons 


235.-629, 731. .898, 1234. .1390 




GI Descrip. 


(AP001633) ESTs AU083470 (E11568 ) , C20136 (E11568 ) correspond to 




region of the predicted gene. 


-Similar 


to Arabidopsis thaliana 




chromosome II BAC F16M14 genomic sequence; unknown protein 




(AC003028) [Oryza sativa] 






O A XT A 

beq. no. 


52844 


Seq. ID 


OJ990617_12.0420.C34 


Gene No. 


111517 


Strand 




Start 


7810 


End 


11892 


Name 


OJ990617 12.0420. C34.ol.tc" 


Method 


TBLASTX: Cress 


btart 


231 


End 


540 


GI 


none 


Score 


199 


Exons 


231. .377, 232. .378, 448. .540 






Seq. No. 


52844 


Seq. ID 


OJ990617_12.0420.C34 


Gene No. 


111517 


Strand 




Start 


7810 


End 


11892 


Name 


OJ990617 12.0420.C34 .ol.tm 


Method 


TBLASTX: Maize 


Start 


231 


End 


378 


GI 


none 


Score 


245 


Exons 


231.. 374, 238.. 378 






Seq. No. 


52844 


Seq. ID 


OJ990617_12.0420.C34 


Gene No. 


111517 


Strand 





53896 




Start 


7810 




End 


11892 




Name 


OJ990617 12.0420.C34.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


234 




End 


1381 




GI 


none 




Score 


185 




Exons 


234. .377, 235. .378, 448 


. .648, 


762. .899, 


764. .898, 1232. 


.1381 


Seq. No. 


52844 




Seq. ID 


OJ990617JL2.0420 


.C34 


bene no. 


i 1 1 en 




Strand 






Start 


7810 




End 


11892 




Name 


OJ990617 12.0420.C34.o2 


. tin 


Method 


TBLASTX: Maize 




Start 


825 




End 


1395 




GI 


none 




Score 


126 




Exons 


825. .899, 827. .898, 836 


. .931, 


1228.. 1395, 1232.. 1390 




Seq. No. 


52844 




Seq. ID 


OJ990617_12.0420 


.C34 


Gene No. 


111517 




Strand 






Start 


7810 




End 


11892 




Name 


OJ990617 12.0420.C34.o3 


.gs 


Method 


GENSCAN 




Start 


7810 




End 


11892 




GI 


none 




Score 


.79 




Exons 


7810. .7937, 8497. .8692, 


8756. 


.9019, 9499. .9719, 10196.. 


10693, 



10769. .10800, 11778. .11892 



3 Seq. No. 

2 Gene No. 
a Start 

Name 

U Start 

3 GI 

J Exons 

f t Seq. No. 

y Gene No. 

Start 

3 Name 

j Start 

i GI 

& Exons 

!? GI Descrip. 



52844 Seq. ID 

111517 Strand 
7810 End 
OJ990617_12 . 0420 .C34 . o2 . gp Method 
8 932 End 
2428499 Score 
8932. .9019, 9498. .9719, 10196. .10344 

52845 

111518 Strand 
1 End 
OJ990617_12 . 0420 .C35 . ol .np Method 
1 End 
6069646 Score 
1..42, 1468. .2267, 2554. .2626 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ990617_12.0420.C34 

11892 
AAT/GAP 
10344 
842 



Seq. ID OJ990617_12.0420.C35 
+ 

2626 
AAT/NAP 
2626 
4 67 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52845 Seq. ID 

111518 Strand 

1 End 

OJ990617_12.0420.C35.ol.gs Method 

159 End 

none Score 



OJ990617_12.0420.C35 
+ 

2626 
GENSCAN 
2008 
.5 



159. .354, 726. .753, 1501. .1683, 1946. .2008 



52845 Seq. ID 

111519 Strand 

3170 End 

OJ990617_12 . 0420 . C35 . o2 . gs Method 

3170 End 



OJ990617_12.0420.C35 

3451 

GENSCAN 

3451 



53897 




GI 


none 








Score 


.51 


Exons 


3170. .3451 












Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No . 


1 *i i c o a 
lllo/O 








Strand 




Start 


4865 








End 


10395 


Name 


OJ990617 12 


.0420 


,C35.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


913 








End 


1143 


GI 


none 








Score 


183 


Exons 


913. .1143, 


915. . 


1142 








Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


1 i i COfl 

lllozO 








Strand 




Start 


4865 








End 


10395 


Name 


OJ990617 12 


.0420 


.C35.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1453 








End 


1869 


GI 


none 








Score 


404 


Exons 


1453. .1869, 


1455 


. .1868 








Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


1 1 1 C O A 

111520 








Strand 




Start 


4865 








End 


10395 


Name 


OJ990617 12 


.0420 


.C35.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


1873 








End 


2329 


GI 


none 








Score 


79 


Exons 


1873. .1959, 


2036 


. .2329, 


2119. 


.2319, 2126.. 2320 


Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


1 1 1 C O A 

111520 








Strand 




Start 


4865 








End 


10395 


Name 


OJ990617 12 


.0420 


.C35.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2129 








End 


2573 


GI 


none 








Score 


181 


Exons 


2129. .2329, 


2164 


. .2319, 


2412. 


.2573, 2436.. 2531 


Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


111520 








Strand 




Start 


4865 








End 


10395 


Name 


OJyyOol/ \z 


A A O A 

. 04/0 


.CJb.oj 


.gs 


Method 


GENSCAN 


Start 


4865 








End 


10109 


GI 


none 








Score 


.82 


Exons 


4865. .4907, 


5272 


. .5337, 


6370. 


.6668, 6781. .6900, 6985. .7161, 




7618. .7853, 


7974 


. .8136, 


8850. 


.9041, 9159. .9309, 9437. .9651, 




9735. .10109 












Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


111520 








Strand 




Start 


4865 








End 


10395 


Name 


OJ990617 12 


.0420 


.C35.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


6245 








End 


6870 


GI 


none 








Score 


41 


Exons 


6245. .6274, 


6357 


. .6671, 


6370. 


.6399, 6499. .6669, 6500. .6694, 




6527. .6703, 


6781 


. .6816, 


6796. 


.6870 




Seq. No. 


52845 








Seq. ID 


OJ990617_12.0420.C35 


Gene No. 


111520 








Strand 




Start 


4865 








End 


10395 



53898 




Name 


OJ990617 12 


.0420. 


C35.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6366 








End 


9869 




C T 


none 








Score 


36 




Exons 


6366. .6395, 


6367. 


.6396, 


6420. 


.6671, 6502. .6669, 


6779. .6808, 




6780. .6833, 


6985. 


.7119, 


6985. 


.7161, 7720. .7869, 


7972. .8139, 




7973. .8137, 


8850. 


.9047, 


8857. 


.9042, 8906.. 9049, 


9156. .9311, 




9156. .9311, 


9161. 


.9313, 


9436. 


.9645, 9437.. 9646, 


9744. .9869, 




9745. .9831 














Seq. No. 


52845 








Seq. ID 


OJ990617 


_12.0420.C35 " 


Gene No. 


111520 








Strand 






Start 


4865 








End 


10395 




Name 




.0420. 


C35.o2 


.np 


Method 


AAT/NAP 




Start 


6369 








End 


10395 




GI 


6598864 








Score 


1356 




Exons 


6369. .6668, 


6781. 


.6900, 


6985. 


.7119, 761 


8. .7853, 


7974. .8136, 




8850. .9041, 


9159. 


.9309, 


9437. 


.9651, 9735. .9929, 


10326. .10395 


GI Descrip. 


(AC010556) 


putative ATPase [Arabidopsis 


thaliana] 


Seq. No. 


52845 








Seq. ID 


OJ990617 


19 n/)9fi p^r 


Gene No . 


iii Qon 








Strand 






Start 


4865 








End 


10395 




Name 


OJ990617 12 


.0420. 


C35.o5 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6871 








End 


7192 




GI 


none 








Score 


53 




Exons 


6871. .6909, 




. /loo, 


by o o . 


.7191, 6992.. 7192 




Seq. No. 


52845 








Seq. ID 


OJ990617 


1 9 C\AOC\ r*^^ 


Gene No. 


111520 








Strand 






Start 


4865 








End 


10395 




Name 


C\ TQQfl^l 1 19 


.0420. 


C35.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7645 








End 


8933 




GI 


none 








Score 


105 




Exons 


7645. .7752, 


7646. 


.7753, 


7647. 


.7754, 7758.. 7856, 


7761. .7847, 




7765. .7869, 


7766. 


.7870, 


7972. 


.8139, 7973.. 8137, 


7974. .8138, 




8842. .8931, 


8850. 


.8933, 


8850. 


.8933 






Seq. No. 


52845 








Seq. ID 


OJ990617 


_12.0420.C35 


Gene No. 


111520 








Strand 






Start 


4865 








End 


10395 




Name 


A TQQfi £17 19 


.0420. 


C35.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


7804 








End 


9652 




GI 


none 








Score 


96 




Exons 


7804. .7869, 


7972. 


.8016, 


8039. 


.8074, 8056. .8133, 


8844. .9020, 




8850. .9023, 


8857. 


.9039, 


9156. 


.9311, 9156. .9311, 


9185. .9313, 




9436. .9465, 


9496. 


.9651, 


9503. 


.9652 






Seq. No. 


52845 








Seq. ID 


OJ990617 


_12.0420.C35 


Gene No. 


111520 








Strand 






otart 


A Q C £ 








End 


10395 




Name 


OJ990617 12 


.0420. 


C35.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


8934 








End 


9652 




GI 


none 








Score 


77 




Exons 


8934. .9047, 


8938. 


.9042, 


9156. 


.9266, 9157.. 9201, 


9162. . 9272, 




9218. .9280, 


9267. 


.9311, 


9436. 


.9651, 9440. .9472, 


9497. . 9652 


Seq. No. 


52845 








Seq. ID 


OJ990617 


_12.0420.C35 



53899 



Gene No. 111520 Strand 

Start 4865 End 10395 

Name OJ990617_12 . 0420 . C35 . ol . gp Method AAT/GAP 

Start 8976 End 9827 

GI uC-osflM202016a08bl Score 990 

Exons 8976. .9041, 9159.. 9309, 9437.. 9651, 9735.. 9827 

GI Descrip. • 1652057/dbj I BAA16982 | 2.0e-54 (D90902) hypothetical protein 
[Synechocystis sp.] 1 



Seq. No. 52846 Seq. ID 

Gene No. 111521 Strand 

Start 173 End 

Name OJ990617_12 . 0420 . C36 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173.. 1014, 1103.. 1652 



OJ990617_12.0420.C36 
+ 

1652 
GEN SCAN 
1652 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52846 Seq. ID 

111521 Strand 
173 End 
OJ990617_12 . 0420 . C36 . ol . np Method 
194 End 
6691217 Score 

194. .1014, 1103.. 1634 

(AC007508) F1K23.10 [Arabidopsis thaliana] 



OJ990617_12.0420.C36 
+ 

1652 
AAT/NAP 
1634 
794 



52846 Seq. ID OJ990617_12 . 0420 . C36 

Strand + 

End 1652 

Method TBLASTX: Cress 

End 1607 

Score 101 
905. .1018, 1109. .1528, 1131. .1514, 1518. .1607 



111521 
173 

OJ990617_12.0420.C36.ol.tc 

905 

none 



Seq. No. . 52847 Seq. ID 

Gene No. 111522 Strand 

Start 1 End 

Name OJ990617_12 . 0420 . C37 . ol . np Method 

Start 1 End 

GI 6691217 Score 

Exons 1..521 

GI Descrip. (AC007508) F1K23.10 [Arabidopsis thaliana] 



OJ990617_12.0420.C37 
+ 

539 

AAT/NAP 
521 
464 



Seq. No. 


52847 












Seq. ID 


OJ990617 


Gene No. 


111522 












Strand 


+ 


Start 


1 












End 


539 


Name 


OJ990617 


12 


0420 


C37 


.ol 


.gs 


Method 


GENSCAN 


Start 


30 












End 


539 


GI 


none 












Score 


.99 


Exons 


30. .539 
















Seq. No. 


52847 












Seq. ID 


OJ990617 


Gene No. 


111523 












Strand 


+ 


Start 


833 












End 


2368 


Name 


OJ990617 


12 


0420 


C37 


.o2 


gs 


Method 


GENSCAN 


Start 


833 












End 


2368 


GI 


none 












Score 


.64 



53900 




Exons 


833. .854, 975. .1304, 1410.. 


1615, 1730. 


.2368 


Seq. No. 


52847 




Seq. ID 


OJ990617_12.0420.C37 


Gene No . 


111 ^94 
ill JZ4 




OLlallU 




Start 


9H7ft 




End 


2464 


Name 


Uu / XZ.UfiZU. 


P77 0 1 +- r* 


Method 


TBLASTX: Cress 


Start 


O o — 

Z J 




End 


494 


GI 


none 




Score 


445 


Exons 


Zj« .413/ Zfi..*±UX, 


4 PI R 4 Q4 






Seq. No. 


52847 




Seq. ID 


OJ990617_12.0420.C37 


Gene No . 


111 ^94 
X 1 X OZ ft 




otrana 




Start 


ZUjo 




End 


2464 


Name 


nTQQH£17 19 H490 

ujyyuoi / xz.ufizu. 


P 7 7 ^ 1 rrr-\ 


Method 


AAT/GAP 


Start 


907ft ~" 




End 


2464 


GI 


none 




Score 


826 


Exons 


907ft 9464 








Seq. No. 


52848 




Seq. ID 


OJ990617_12.0420.C38 


Gene No . 


111 R9^ 




Strand 


X 
T 


Start 


77 
jj 




End 


368 


Name 


uj yyuoi / xz.ufizu. 


r*7ft /^1 rrc 

Ljo .01. gs 


Method 


GENS CAN 


Start 


7 7 
-J -J 




End 


368 


GI 


none 




Score 


.98 


Exons 


7 7 7 £Q 
Jj. . J DO 








Seq. No. 


52848 




Seq. ID 


OJ990617_12.0420.C38 


bene no . 


1 1 1 coc 
X X X OZ 0 




otrana 




Start 


7 Q 

JO 




End 


464 


Name 


ujyyuoi/ xz.uftzu. 


POO —.I ny-s 

Ljo . OX . y p 


Method 


AAT/GAP 


Start 


7ft 

JO 




End 


464 


GI 


none 




Score 


822 


Exons 


7 Q A £A 
jo • • H Oft 








Seq. No. 


J Z O fl O 




Seq. ID 


OJ990617_12.0420.C38 


Gene No. 


111 S97 

111 JZ / 




Strand 




Start 


982 




End 


4711 


Name 


OJ990617_12.0420. 


C38.o2.gp 


Method 


AAT/GAP 


btaru 


D jj 




End 


4711 


GI 


1 7*7 7 1 D1 fift /I 
1 j / j 1 . KXUo ft 




Score 


2823 


Exons 


CQc 1 / Q 9 114/1 
0 y o . . X fi O Z , X / ft fi . . 


ion 90£Q 

x 0 j / , zuoy 


..2296, 2401. .2544, 3884. .4008, 




/I £H 7 /l 7 1 1 
41 DU j . . fi / X X 








GI Descrip. 


■974971G 9 fl^— /II 

Zjftz/iy z.ue fix 


( nrnn 1 ) 74 1 \ 
[ AL u u Z j ft X ; 


SF16 protein isolog [Arabidopsi, 




tnaiiana j 








Seq. No. 


52848 




Seq. ID 


OJ990617_12.0420.C38 


Gene No. 


111527 




Strand 




Start 


982 




End 


4711 


Name 


OJ990617 12.0420. 


C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


756 




End 


3967 


GI 


none 




Score 


45 



Exons 756.-785, 832.. 858, 933.. 977, 1013.. 1048, 1033.. 1071, 

1069. .1182, 1090. .1155, 1167. .1220, 1243. .1326, 1246. .1326, 
1312. .1500, 1314. .1487, 1315. .1500, 1734. .1850, 1744. .1860, 
1751. .1861, 2057. .2299, 2124. .2297, 2141. .2299, 2390. .2527, 
2391. .2525, 2401. .2547, 2401. .2547, 3879. .3965, 3879.-3962, 
3884.. 3967, 3926.. 3967 



53901 




Seq. No. 


52848 








Seq. ID 


OJ990617 


_12.0420.C38 


Gene No. 


111527 








Strand 






btar u 


y oz 








End 


4711 




Name 


uj y yuoi / iz 


A A O d 


Coo . OZ 


. gs 


Method 


GEN SCAN 




Start 


QQ O 

yov 








End 


3958 




GI 


none 








Score 


.87 




Exons 


QQO 1 A Q O 

ybz . . 14 OZ , 


1 O A A 

1/44. . 


1 O C H 

loD / , 


o r\ c o 

zUby . 


.2239, 2401. .2544, 


OQ Q A OQCO 


beq. no. 


3Zo4o 








Seq. ID. 


OJ990617 


10 nyi on poo 
LZ . U 4 Z\j . Loo 


Ljene wo. 


1 1 lOZ / 








Strand 






Start 


982 








End 


4711 




Name 


OJ990617 12 


.0420. 


C38.ol 


.np 


Method 


AAT/NAP 




btart 


1216 








End 


3958 




L»l 


2342719 








Score 


431 




Exons 


1216. .1437, 


1744 . 


.1857, 


2069 


..2296, 2401. .2499, 


3884 . .3958 


GI Descrip. 


(AC002341) 


putative SF16 protein {Helianthus annuus } 




[Arabidopsis thaliana] 










Seq. No. 


52848 








Seq. ID 


OJ990617 


12 .04 20. C38 


Gene No. 


111527 








Strand 






Start 


982 








End 


4711 




Name 


OJ990617 12 


.0420. 


C38.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2057 








End 


3959 




GI 


none 








Score 


62 




Exons 


2057. .2299, 


2124. 


.2228, 


i a n i 

2401 


..2493, 3885.. 3959, 


^ r\0 f TOCO 

392 6 . . 3958 


Seq. No. 


52848 








Seq. ID 


OJ990617 


11 a /i o n /™<io 

_12 . 0420 . C38 


Gene No. 


1 1 1 C 1 "7 

111527 








Strand 






Start 


982 








End 


4711 




Name 


OJ990617 12 


.0420. 


C38.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2124 








End 


3961 




GI 


none 








Score 


99 




Exons 


2124. .2252, 


2126. 


.2299, 


2141 


..2296, 2395. .2526, 


2404 . . 2508 , 




3882. .3959, 


3882. 


.3959, 


JOO J 


..3960, 3884. .3961, 




Seq. No. 


52849 








Seq. ID 


OJ990617 


_12.0420.C43 


Gene No. 


111528 








Strand 






otart 


64 








End 


270 




Name 


OJ990617 12 


.0420. 


C43.ol 


.gs 


Method 


GEN SCAN 




Start 


64 








End 


270 






none 








Score 


.83 




Exons 


64 . .270 














beq. No. 


52850 








Seq. ID 


OJ990617 


_12.0420.C45 


Gene No. 


111529 








Strand 






Start 


1 








End 


782 




Name 


OJ990617 12 


.0420. 


C45.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


782 




GI 


4239889 








Score 


304 




P von q 


1..204, 536 


. .591, 


737. . 


782 








GI Descrip. 


(AB016802) 


MAP kinase 5 


[Zea 


mays] 






Seq. No. 


52850 








Seq. ID 


OJ990617 


_12.0420.C45 


Gene No. 


111529 








Strand 






Start 


1 








End 


782 




Name 


OJ990617 12 


.0420. 


C45.ol 


. gs 


Method 


GENSCAN 





53902 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
a » Start 
-i GI 
^ Exons 

fjj Seq. No. 
f_ Gene No. 
^ Start 

Name 
Q Start 

r y gi 

s Exons 

l~ Seq. No. 

,"'" s Gene No. 

s ?= Start 

\2 Name 

fi Start 

■a =r 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



24 

none 
24. .204 

52850 

111529 

1 

OJ990617 
24 

none 
24. .161, 

52850 

111529 

1 

OJ990617 
25 

none 
25. .198, 

52850 

111529 

1 

OJ990617 
25 

none 
25. .198, 



End 
Score 



204 
.92 



12.0420.C45.ol.tc 
25. .198, 26. .205, 



Seq. ID OJ990617_12.0420.C45 
Strand 

782 

TBLASTX: Cress 
583 
151 



End 

Method 
End 
Score 
533. .583 



12.0420.C45, 
26. .205, 27, 



Seq. ID OJ990617_12.0420.C45 
Strand 

782 

TBLASTX: Maize 
588 
266 



End 

Method 
End 
Score 



ol . tm 

.206, 28. .207, 531. .584, 533. .583, 538. .588 



12.0420.C45.ol.ts 



26. .205, 37. .207, 



52851 

111530 

159 

OJ990617_12.0420.C4 6.ol.gs 

159 

none 

159. .270 

52852 

111531 

73 

OJ990617_12.0420.C51.ol.gs 
73 

none 
73. .182 



52853 

111532 

689 

OJ990617 
689 



none 

689. .763, 



12.0420.C59.ol.gs 
2202. .2290 



52853 

111533 

1 

OJ990617_12.0420.C59.ol.gp 
1 



Seq. ID OJ990617_12.0420.C45 
Strand 

End 782 

Method TBLASTX : Soybean 

End 584 

Score 178 
531. .584, 533. .583 

Seq. ID OJ990617_12.0420.C46 
Strand 

End 270 

Method GENSCAN 

End 270 

Score .48 



Seq. ID OJ990617_12.0420.C51 
Strand 

End 182 

Method GENSCAN 

End 182 

Score .74 



Seq. ID OJ990617_12.0420.C59 

Strand + 

End 2290 

Method GENSCAN 

End 2290 

Score . 68 



Seq. ID OJ990617_12.0420.C59 

Strand 

End 85 

Method AAT/GAP 

End 85 



53903 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osflM202097dl0bl Score 90 

1. .85 

'4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



52853 Seq. ID 

111534 Strand 

3968 End 
OJ990617_12 . 0420 . C59 . o2 . gs Method 

3968 End 

none Score 
3968. .4225 



OJ990617_12.0420.C59 

4225 
GENSCAN 
4225 
.45 



Seq. No. 52854 Seq. ID OJ990617 

Gene No. 111535 Strand + 

Start 748 End 949 

Name OJ990617_12 . 0420 . C60 . ol . gs Method GENSCAN 

Start 748 End 949 

GI none Score .91 

Exons 748.. 949 



12.0420.C60 



Seq. No. 

Gene No. 
?a% Start 

Name 
'J Start 

cn gi 

fll Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52855 

111536 

3037 

OJ990617_12, 

3037 

none 

3037. .3091, 
5776. .5883, 



0420.C62.ol.gs 



3719. 
5911. 



.'3840, 
.8355, 



Seq. ID OJ990617_ 
Strand + 
End 8800 
Method GENSCAN 
End 8800 
Score .83 
3988. .4049, 4163. .4203, 
8516. .8623, 8651. .8800 



12.0420.C62 



4730. .4947, 



52855 Seq. ID OJ990617_12 . 0420 . C62 

111536 Strand + 

3037 End 8800 

OJ990617JL2 . 0420 .C62 . ol . np Method AAT/NAP 
3615 End 4956 

4903139 Score 543 

3615. .3840, 3988. .4049, 4163. .4203, 4730. .4956 
(AB027456) extensive homology to FT (FLOWERING LOCUS T, 
AB027504) and TSF (TWIN SISTER OF FT, AB027506) genes of 
Arabidopsis thaliana; similar to mammalian 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. . . 



Seq. No. 


52855 








Seq. ID 


OJ990617_12.0420 


.C62 


Gene No. 


111536 








Strand 


+ 




Start 


3037 








End 


8800 




Name 


OJ990617 12. 


0420 


.C62.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4726 








End 


4971 




GI 


none 








Score 


297 




Exons 


4726. .4890, 


4728 


. .4943, 


4729. 


.4971 






Seq. No. 


52855 








Seq. ID 


OJ990617_12.0420 


.C62 


Gene No. 


111536 








Strand 


+ 




Start 


3037 








End 


8800 




Name 


OJ990617 12. 


0420 


.C62.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4726 








End 


4953 




GI 


none 








Score 


338 





53904 



Exons 



4726. .4890, 4728. .4946, 4729. .4953 



Seq. No. 52856 Seq. ID 

Gene No. 111537 Strand 

Start 204 End 

Name OJ990617_12 . 0420 . C64 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 285, 2308.. 2366 



OJ990.617_12.0420.C64 
+ 

2366 
GENSCAN 
2366 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52857 Seq. ID OJ990617_12 . 0420 . C70 

111538 Strand 

1 End 1116 

OJ990617_12 . 0420 . C70 . ol . np Method AAT/NAP 

1 End 1116 

5441880 Score 719 

1..71, 177. .327, 887. .1116 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



52857 Seq. ID 

111538 Strand 

1 End 
OJ990617_12.0420.C70.ol.gs Method 

177 End 

none Score 

177. .327, 767. .905 



OJ990617_12.0420.C70 

1116 
GENSCAN 
905 
.62 



Seq. No. 52858 Seq. ID OJ990617_12 . 0420 . C7 1 

Gene No. 111539 Strand 

Start 1 End 938 

Name OJ990617_12 . 0420 . C71 . ol . np Method AAT/NAP 

Start 1 End 938 

GI 7228442 Score 1608 

Exons 1..938 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



IZ. Seq. No. 


52858 




Seq. ID 


OJ990617_12.0420.C71 


Gene No. 


111539 




Strand 




Start 


1 




End 


938 


Name 


OJ990617 12.0420.C71.ol. 


gs 


Method 


GENSCAN 


Start 


271 




End 


938 


GI 


none 




Score 


.41 


Exons 


271. .938 








Seq. No. 


52858 




Seq. ID 


OJ990617_12.0420.C71 


Gene No. 


111540 




Strand 




Start 


1387 




End 


1537 


Name 


OJ990617 12.0420.C71.ol. 


gp 


Method 


AAT/GAP 


Start 


1387 




End 


1537 


GI 


7406 1.R1084 




Score 


213 


Exons 


1387. .1537 








GI Descrip. 


• 1122315/emb ICAA63901I 7 


.0e- 


10 (X94191) 


heat shock protein 17.0 




[Pennisetum glaucum] 1 









53905 



oeq. no. 


COQ C Q 




oeq . x u 


nTQQfl^l 7 19 C\A0C\ CIO 


Gene No. 


111541 




Strand 




Start 


1527 




End 


3683 


Name 


OJ990617 12.0420.C72.ol 


.gp 


Method 


AAT/GAP 


Start 


1527 




End 


3683 


GI 


none 




Score 


1086 


Exons 


1527. .1853, 3450. .3683 








oeq . . no . 


52859 




oeq. ijj 


riTQQfi^17 19 C\A0C\ P79 


Gene No. 


111542 




Strand 




Start 


775 




End 


3660 


Name 


OJ990617 12.0420.C72.ol 


.gs 


Method 


GENSCAN 


Start 


775 




End 


3660 


GI 


none 




Score 


.83 


Exons 


775. .817, 1707. .1838, 3596.. 


3660 




oeq. NO. 


DZO OU 




oeq . IJJ 


nTQQfl^l 7 19 CiAOCi CIA 


Gene No. 


1 1 1 C.A "3 




Strand 




Start 


lJO 




End 


1680 


Name 


OJ990617 12 0420 C74 ol 




Method 


GENSCAN 


Start 


158 




End 


1680 


GI 


none 




Score 


.98 


Exons 


158. .226, 1549. .1680 








Seq. No. 


52861 




Seq. ID 


OJ990617_12.0420.C86 


oene no. 


111544 




Strand 


+ 


Start 


1480 




End 


4256 


Name 


OJ990617 12.0420.C86.ol 


.gs 


Method 


GENSCAN 


Start 


1480 




End 


4101 


GI 


none 




Score 


.68 


Exons 


1480. .1577, 1690. .1754, 


2079 


..2223, 2360. .2431, 2572. .2719, 




2839. .3108, 3933.. 4101 








Seq. No. 


52861 




Seq. ID 


OJ990617_12.0420.C86 


Gene No. 


111544 




Strand 


+ 


Start 


1480 




End 


4256 


Name 


OJ990617 12.0420.C86.ol 


gp 


Method 


AAT/GAP 


Start 


2047 




End 


2916 


GI 


426039 




Score 


649 


Exons 


2047. .2223, 2360.. 2431, 


2649 


..2719, 2839. .2916 


GI Descrip. 


4539295/emb | CAB39598 . 1 | 


2.0e 


-10 (AL049480) putative protein 




[Arabidopsis thaliana] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52861 

111544 

1480 

OJ990617_12. 

2125 

none 

2125. .2223, 
2359. .2430, 
2827. .2955, 
3343. .3510, 
3613. .3675, 
3927. .4106, 
4203. .4256 



0420.C86.ol. tm 



2137.. 2223, 2150 

2620.. 2724, 2646 

2832.. 2933, 2842 

3344.. 3502, 3345 

3622.. 3666, 3790 

3927. .4061, 4171 



Seq. ID OJ990617_12.0420.C86 

Strand + 

End 4256 

Method TBLASTX: Maize 

End 4256 

Score 82 
.2233, 2357. .2422, 2358. .2426, 
.2720, 2647. .2721, 2813. .2929, 
.2979, 2922. .3110, 2941. .3111, 
.3515, 3345. .3503, 3609. .3665, 
.3840, 3791. .3841, 3890. .4099, 
.4254, 4192. .4254, 4200. .4256, 



53906 



Seq. No. 52861 Seq. ID OJ990617_12 . 0420 . C8 6 

Gene No. 111544 Strand + 

Start 1480 End 4256 

Name OJ990617_12 . 0420 .C86.0I .np Method AAT/NAP 

Start 2177 End 4256 

GI 7485485 Score 267 

Exons 2177... 2223, 2360. .2431, 2623. .2749, 2839. .2968, 2999.. 3108, 

3346. .3445, 3581. .3654, 3725.-3843, 4175, 
GI Descrip. hypothetical protein F14M19.50 - Arabidopsis 

gi I 4539295 I emb| CAB39598.il (AL049480) putative protein 

[Arabidopsis thaliana] gi | 7269428 | emb | CAB79432 . 1 1 (AL161564) 

putative protein [Arabidopsis thaliana] 



.4256 

thaliana 





Seq. No. 


52861 








Seq. ID 


OJ990617 


_12.0420.C86 




Gene No. 


111544 








Strand 


+ 






Start 


1480 








End 


4256 






Name 


OJ990617 12 


.0420. 


C86.0I 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2654 








End 


3111 






GI 


none 








Score 


72 






Exons 


2654. .2722, 


2827. 


.3003, 


2838. 


.2933, 3022.. 3111, 


3030. .3110 




Seq. No. 


52861 








Seq. ID 


OJ990617 


_12.0420.C86 


s- -z 
: 3 
~ 


Gene No. 


111544 








Strand 


+ 




=~ 


Start 


1480 








End 


4256 




ffl 


Name 


OJ990617 12, 


.0420. 


C86.o2 


.ts 


Method 


TBLASTX: 


Soybean 


hi 


Start 


3021 








End 


3675 






GI 


none 








Score 


64 




s. -J 


Exons 


3021. .3107, 


3030. 


.3104, 


3031. 


.3111, 3037. .3108, 


3337. .3507, 


1 ! I 




3343. .3507, 


3612. 


.3665, 


3613. 


.3675 








Seq. No. 


52861 








Seq. ID 


OJ990617 


_12.0420.C86 




Gene No. 


111544 








Strand 


+ 






Start 


1480 








End 


4256 






Name 


OJ990617 12. 


.0420. 


C86.0I 


.ts 


Method 


TBLASTX: 


Soybean 


"3 ■ 


Start 


3803 








End 


4256 




GI 


none 








Score 


48 






Exons 


3803. .3841, 


3921. 


.4106, 


3944. 


.4018, 3951.. 4052, 


4192. .4254, 






4194. .4256 
















Seq. No. 


52861 








Seq. ID 


OJ990617 


_12.0420.C86 




Gene No. 


111544 








Strand 


+ 






Start 


1480 








End 


4256 






Name 


OJ990617 12. 


,0420. 


C86.0I 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3969 








End 


4256 






GI 


none 








Score 


167 






Exons 


3969. .4106, 


4192. 


.4254, 


4194. 


.4256 







Seq. No. 52862 Seq. ID OJ990617_12 . 0420 . C87 

Gene No. 111545 Strand 

Start 62 End 160 

Name OJ990617_12 . 0420 . C87 . ol . gp Method AAT/GAP 

Start 62 End 160 

GI 3735_1.R1084 Score 146 

Exons 62.. 160 

GI Descrip. 1 4539295/emb | CAB39598 . 1 | 2.0e-10 (AL049480) putative protein 
[Arabidopsis thaliana] 1 



53907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990617_12.0420.C87 
Strand 

1501 



52862 
111546 

896 End 

OJ990617_12.0420.C87.o2.gp Method AAT/GAP 

557 End 793 

LIB3434-019-P1-K1-C1 Score 424 
557. .793 

'4539295/embl CAB39598.il 2.0e-10 (AL049480) putative protein 
[Arabidopsis thaliana] ' 

52862 Seq. ID OJ990617_12 . 0420 . C87 

111546 Strand 

896 End 1501 

OJ990617_12.0420.C87.ol.tw Method TBLASTX : Wheat 

651 End 1111 

none Score 53 

651. .695, 658. .720, 659.-697, 777. .809, 778. .825, 779. .814, 
850. .1047, 866. .1111, 888. .1094 

52862 Seq. ID OJ990617_12 . 0420 . C87 

111546 Strand 

896 End 1501 

OJ990617_12 . 0420 . C87 . ol . tm Method TBLASTX : Maize 

782 End 1111 

none Score 61 

782. .832, 783. .833, 783. .833, 784. .834, 840. .1064, 841. .1065, 
845. .1111, 846. .1094 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52862 
111546 

8 96 End 
OJ990617_12 . 0420 . C87 . ol . ts Method TBLASTX : Soybean 

895 End 1067 

none Score 

895. .1041, 899. .1066, 906. .1067 



Seq. ID OJ990617_12.0420.C87 
Strand 

1501 



181 



52862 
111546 

896 End 
OJ990617_12 . 0420 . C87 . ol . gs Method GENS CAN 
896 End 1065 

none Score 
896. .1065 



Seq. ID OJ990617_12..0420.C87 
Strand 

1501 



99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52862 
111546 

896 End 
OJ990617_12.0420.C87.ol.tc Method TBLASTX : Cress 

896 End 1111 

none Score 

896. .1048, 899. .1111, 906. .1109 



Seq. ID OJ990617_12.0420.C87 
Strand 

1501 



104 



52862 

111546 

896 



Seq. ID OJ990617_12.0420.C87 
Strand 

End 1501 



OJ990617_12 . 0420 . C87 . ol . np Method AAT/NAP 



53908 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



899 End 
4239889 Score 

899. .1113, 1271. .1501 

(AB016802) MAP kinase 5 [Zea mays] 



1501 
264 



52863 
111547 
1 

OJ990*617_12.0420.C88 .ol.np 
1* 

4239889 
1..96, 428. .760, 1820. .1957 
(AB016802) MAP kinase 5 [Zea mays] 



Seq. ID OJ990617_12.0420.C88 
Strand 

1958 
AAT/NAP 
1957 
874 



End 

Method 
End 
Score 



52863 

111547 

1 

OJ990617_12.0420.C88.ol.tm 
2 

none 



Seq. ID OJ990617_12.0420.C88 
Strand 

End 1958 

Method TBLASTX: Maize 

End 1958 

Score 138 



2. .97, 4. .99, 4. .90, 24. .107, 423. .761, 425.-763, 429.-764, 
430. .762, 1820. .1957, 1824. .1958 



52863 
111547 
1 

OJ990617_12 . 0420 -C88 . ol . tc 
4 

none 

4. .90, 23. .97, 423. .761, 425. .763, 430. .768, 446.-763, 
1820.-1957, 1821.. 1958 



Seq. ID OJ990617_12.0420.C88 
Strand 

End 1958 

Method TBLASTX : Cress 

End 1958 

Score 70 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52863 

111547 

1 

OJ990617_12.0420.C88.ol.ts 
7 

none 



Seq. ID OJ990617_12.0420.C88 
Strand 

End 1958 
Method TBLASTX : Soybean 
End 1957 
Score 53 

7..57, 22. .60, 40. .90, 56. .97, 425. .763, 426. .761, 446. .763, 
447. .764, 1820. .1912, 1820. .1957, 1824. .1946 



52863 
111547 
1 

OJ990617_12.0420.C88.ol.gs 
428 
none 

428. .745, 1820. .1957 

52863 
111547 
1 

OJ990617_12.0420.C88.ol.tw 
453 
none 

453. .761, 458.-763, 504. .764, 508. .762, 1820. .1870 



Seq. ID OJ990617_12.0420.C88 
Strand 

End 1958 

Method GEN SCAN 

End 1957 

Score .56 



Seq. ID OJ990617_12.0420.C88 
Strand 

End 1958 

Method TBLASTX : Wheat 

End 1870 

Score 297 



53909 



Seq. No. 52864 Seq. ID OJ990617_12 . 0420 . C8 9 

Gene No. 111548 Strand 

Start 1 End 2666 

Name OJ990617_12 . 0420 . C89 . ol . np Method AAT/NAP 

Start 1 End 2079 

GI 2499610 Score 386 

Exons 1..43, 1614. .1747, 1835. .2079 

GI Descrip. MITOGEN- ACTIVATED PROTEIN KINASE HOMOLOG 6 (MAP KINASE 6) 

(ATMPK6) gi| 629547|pir| IS40472 mitogen-activated protein kinase 
6 (EC 2.7.1.-) - Arabidopsis thaliana gi | 457404 | dbj | BAA04869 | 
(D21842) MAP kinase [Arabidopsis thaliana] 
gi|2281091|gb|AAB64027.1| (AC002333) MAP kinase (ATMPK6) 
[Arabidopsis thaliana] 

Seq. No. 52864 Seq. ID OJ990617_12 . 0420 . C89 

Gene No. 111548 Strand 

Start 1 End 2666 

Name OJ990617_12 . 0420 .C8 9.ol .gs Method GENSCAN 

Start 247 End 2666 

GI none Score .42 

Exons 247. .348, 1618. .1747, 1835. .2101, 2590. .2666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52864 

111548 

1 

OJ990617_12.0420.C89.ol.tc 

1609 

none 



Seq. ID OJ990617_12.0420.C89 
Strand 

End 2666 

Method TBLASTX : Cress 

End 1972 

Score 66 



1609. .1746, 1615. .1695, 1835. .1972, 1837. .1971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52864 

111548 

1 

OJ990617_12.0420.C89.ol.tm 

1609 

none 



Seq. ID OJ990617_12.0420.C89 
Strand 

End 2666 

Method TBLASTX: Maize 

End 2083 

Score 116 



1609. .1746, 1610. .1747, 1612. .1749, 1835. .1975, 1837. .1974, 
2038. .2082, 2039. .2083 



Seq. No. 52864 Seq. ID OJ990617_12 . 0420 .C89 

Gene No. 111548 Strand 

Start 1 End 2666 

Name OJ990617_12 . 0420 . C8 9 . ol . ts Method TBLASTX : Soybean 

Start 1609 End 1972 

GI none Score 69 

Exons 1609. .1746, 1610. .1747, 1826. .1972, 1837. .1971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52864 

111548 

1 

OJ990617_12.0420.C89.ol.tw 

1609 

none 



Seq. ID OJ990617_12.0420.C89 
Strand 

End 2666 

Method TBLASTX : Wheat 

End 1942 

Score 124 



1609. .1746, 1610. .1747, 1615. .1749, 1835. .1942, 1837. .1941 



Seq. No. 
Gene No. 



52864 
111548 



Seq. ID OJ990617_12.0420.C89 
Strand 



53910 



¥4 



■ssr 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



2666 
AAT/GAP 
2139 
500 



OJ990617_12.0420.C89.ol.gp 
1643 

LIB3432-030-P1-K1-A5 
1643. .1747, 1835. .2139 

' 2499615/sp | Q40532 | NTF4_TOBAC 2.0e-24 MITOGEN-ACTIVATED PROTEIN 

KINASE HOMO LOG NTF4 (P45) >gi_107 6640_pir S51321 

serine/threonine protein kinase p45Ntf4 - common tobacco 

>gi_2129968__pir S68190 serine/threonine protein kinase p45 - 

common tobacco >gi__634070_emb_CAA587 61_ (X83880) p45Ntf4 
serine/threonine protein kinase [Nicotiana tabacum] 1 



52865 
111549 
2007 

OJ990617_12.0420.C90.ol.gp 
2007 

LIB3431-045-P1-N1-A10 
2007.. 2125, 3371.. 3593 

, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA/ chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 
+ 

3593 
AAT/GAP 
3593 
567 



12.0420.C90 



52865 

111550 

636 

OJ990617_12.0420.C90.ol.gs 

636 

none 

636. .855, 1052. .1248 



Seq. ID OJ990617__12.0420.C90 
Strand 

End 1284 

Method GENS CAN 

End 1248 

Score . 93 



52865 
111550 
636 

OJ990617_12.0420.C90.ol.np 
654 

6671931 
654. .855, 1052. .1284 

(AC016795) putative dihydroneopterin aldolase [Arabidopsis 
thaliana] 



Seq. ID OJ990617_12.0420.C90 
Strand 

1284 
AAT/NAP 
1284 
308 



End 

Method 

End 

Score 



Seq. No. 52865 

Gene No. 111551 

Start 2323 

Name OJ990617__12 . 0420 . C90 . ol . tw 

Start 654 

GI none 
Exons 



Seq. ID OJ990617_12.0420.C90 
Strand 

End 3657 

Method TBLASTX : Wheat 

End 1221 

Score 133 

654. .860, 666. .860, 667. .864, 700. .864, 812. .868, 1054. .1221, 
1055.. 1198 



Seq. No. 52865 Seq. ID 

Gene No. 111551 Strand 

Start 2323 End 

Name OJ990617_12 . 0420 . C90 . ol . tm Method 

Start 660 End 

GI none Score 
Exons 



OJ990617__12.0420.C90 
3657 

TBLASTX: Maize 

1221 

140 



660. .860, 669. .860, 670. .864, 727. .864, 1054. .1221, 1055. .1195 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3 Seq. No. 

3 Gene No. 

fj Start 

!! Name 

=f Start 

J GI 

J Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52865 

111551 

2323 

OJ990617_12.0420.C90.ol.ts 

663 

none 



52865 
111551 
2323 

OJ990617_12.0420.C90.ol.tc 
1054 
none 

1054. .1221, 1055. .1201 

52865 
111551 
2323 

OJ990617_12.0420.C90.o2.gs 
2323 
none 

2323. .2481, 2562. .2762, 2933. .3235 



52865 

111551 

2323 

OJ990617_12.0420.C90.o2.np 

2502 

7228438 

2502.. 2762, 2933.-3235, 3573. 
(AP001366) EST C28952 (C62945) 



beq. id 


uj yyuo i / 


Strand 




End 


3657 


Method 


TBLASTX: 


End 


1248 


Score 


69 


1036. .1143, 1054. 


Seq. ID 


OJ990617 


Strand 




tnu 


jDj / 


Method 


TBLASTX: 


End 


1221 


Score 


108 


Seq. ID 


OJ990617 


Strand 


- 


End 


3657 


Method 


GENSCAN 


End 


3235 


Score 


.55 


3235 




Seq. ID 


OJ990617 


Strand 




End 


3657 


Method 


AAT/NAP 


End 


3657 


Score 


979 


3657 





12.0420.C90 



corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990617 12.0420.C90 



52865 
111551 
2323 

OJ990617_12.0420.C90.o3.np 
3506 
7228442 
3506. .3657 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



3657 
AAT/NAP 
3657 
120 



52866 

111552 

98 

OJ990617_12.0420.C91.ol.np 
98 

5441880 

98. .332, 448. .579, 826. .923, 



Seq. ID OJ990617__12.0420.C91 
Strand 

End 1484 

Method AAT/NAP 

End 1484 

Score 1147 
1168. .1484 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 
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Seq. No. 52866 Seq. ID 

Gene No. 111552 Strand 

Start 98 End 

Name OJ990617_12 . 0420 . C91 . ol . gs Method 

Start 130 End 

GI none Score 
Exons 



OJ990617_12.0420.C91 

1484 
GENSCAN 
1426 
.73 



130. .332, 337. .384, 448. .579, 670. .735, 826. .923, 950. .1075, 
1168. .1426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52866 Seq. ID OJ990617_12 . 0420 . C91 

111552 Strand 

98 End 1484 

OJ990617_12 . 0420 . C91 . ol . gp Method AAT/GAP 

1176 End 1426 

LIB3475-007-P1-K1-G8 Score 448 

1176. .1426 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52867 

111553 

1 

OJ990617_12.0420.C92.ol.np 
1 

7228438 



Seq. ID OJ990617_12.0420.C92 
Strand 

End 1297 

Method AAT/NAP 

End 1297 

Score 1015 



1.-171, 263. .673, 758. .874, 1252. .1297 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 52867 Seq. ID 

Gene No. 111553 Strand 

Start 1 End 

Name OJ990617_12 . 0420 . C92 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 171, 263.. 673, 848.. 967 



OJ990617_12.0420.C92 

1297 
GENSCAN 
967 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52868 Seq. ID 

111554 Strand 

1 End 

OJ990617_12 . 0420 . C93 . ol . np Method 

1 End 

4006829 Score 
1..26, 907. .1042, 1625. .1654 

(AC005970) putative protein kinase [Arabidopsis thaliana] 



OJ990617_12.0420.C93 
+ 

1654 
AAT/NAP 
1654 
100 



52868 
111554 
1 

OJ990617_12.0420.C93.ol.gp 
886 

49507_1.R1084 
886. .1042 

, 4006829/gb|AAC95171.1| 2.0e-55 (AC005970) putative protein 
kinase [Arabidopsis thaliana] 1 



Seq. ID OJ990617_12.0420.C93 

Strand + 

End 1654 

Method AAT/GAP 

End 1042 

Score 226 
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- 2? 



Seq. No. 


52868 




Seq. ID 


OJ990617_12.0420.C93 


Gene No. 


111554 




Strand 


+ 


Start 


i 
l 




End 


100 4 


Name 


OJ99061 / 12 . 0420 . C9J . 01 . 


gs 


Method 


GLNSCAN 


Start 


O A "7 




r? ^ 

End 


1 A A A 
1U4Z 


bl 


none 




Score 


Q Q 

. yy 


Exons 


907 . . 1042 








Seq. No. 


coo tn 

52869 




Seq. ID 


/"\TAAA/~1'7 T A AyiAA p n H 

OJ990617 12.0420.C9y 


Gene No . 


1 1 1 ccc 
111000 




Strand 


+ 


Start 


303 




End 


735 


Name 


OJ990617_12.0420.C99.ol. 


gp 


Method 


AAT/GAP 


otart 






End 


735 




o / Jo 1 . Rl(Jo4 




Score 


794 


Exons 


oOo . . / Jo 








GI Descrip. 


4oo9zyo/ertiD i cABoyoyy . i i 


z . lie- 


-10 (AL049480) putative protein 




[Arabidopsis thaliana] 1 








beq. No. 


o2o /0 




Seq. ID 


OJ990617_12.0420.C100 


Gene No . 


1 1 1 ccc 

1 llooo 




Strand 




Start 


292 




End 


1270 


Name 


OJ990617_12.0420.C100.ol 


• gp 


Method 


AAT/GAP 


Start 


AAA 

292 




End 


927 


GI 


O "I C i *r> i A A >i 

3735 1.R1084 




Score 


1006 


Exons 


292 . . 768, 861 . . 927 








GI Descrip. 


4539295/emb | CAB39598 . 1 | 


A A — 

2 . Oe- 


-10 (AL049480) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


52870 




Seq. ID 


OJ990617_12.0420.C100 


Gene No. 


111556 




Strand 




Start 


292 




End 


1270 


Name 


OJ990617 12.0420.C100.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


646 




End 


1270 


GI 


none 




Score 


150 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



646. .780, 665. .781, 848. .958, 858. .968, 859. .960, 1054. .1233, 
1061. .1270, 1099. .1233 



52870 

111556 

292 

OJ990617_12.0420.C100.ol.ts 

647 

none 



Seq. ID OJ990617_12.0420.C100 
Strand 

End 1270 

Method TBLASTX : Soybean 

End 1239 

Score 99 



647. .763, 662. .769, 664. .780, 709. .780, 858. .965, 858. .968, 
859. .966, 1054. .1239, 1108. .1209, 1142. .1216 



52870 

111556 

292 

OJ990617_12.0420.C100.ol.gs 

664 

none 

664. .791, 1059. .1227 

52870 
111556 



Seq. ID OJ990617_12.0420.C100 
Strand 

End 1270 

Method GEN SCAN 

End 1227 

Score .82 



Seq. ID OJ990617_12.0420.C100 
Strand 



53914 



Start 
Name 
Start 
GI 

Exons 



292 End 

OJ990617_12.0420.C100.ol.tc Method 

668 End 

none Score 



1270 

TBLASTX: Cress 

1191 

86 



668. .745, 670. .744, 858. .959, 858. .968, 859. .966, 866. .985, 
1054. .1191 



Seq. No. 52871 Seq. ID 

Gene No. 111557 Strand 

Start 196 End 

Name OJ990617_12 . 0420 . C101 . ol . gs Method 

Start 196 End 

GI none Score 

Exons 196.. 304, 476.. 627 



OJ990617_12.0420.C101 
627 

GENSCAN 
627 
. 68 



Seq. No. 52872 Seq. ID 

Gene No. 111558 Strand 

Start 944 End 

Name OJ990617__12 . 0420 . C108 . ol . gp Method 

Start 726 End 

GI 3760905 Score 

Exons 726..95S 



OJ990617_12.0420.C108 

2455 
AAT/GAP 
955 
421 



Seq. No. 52872 Seq. ID 

Gene No. 111558 Strand 

Start 944 End 

Name OJ990617_12 . 0420 . C108 . ol . gs Method 

Start 944 End 

GI none Score 

Exons 944.. 1279, 1406.. 1450 



OJ990617_12.0420.C108 

2455 
GENSCAN 
1450 
.85 



Seq. No. 


52872 




Seq. ID 


OJ990617_12.0420.C108 


Gene No. 


111558 




Strand 




Start 


944 




End 


2455 


Name 


OJ990617 12 


■0420.C108.ol.np 


Method 


AAT/NAP 


Start 


950 




End 


2455 


GI 


6730751 




Score 


158 


Exons 


950. .1273, 


1364. .1501, 2410. 


.2455 




GI Descrip. 


(AC016529) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


52872 




Seq. ID 


OJ990617_12.0420.C108 


Gene No. 


111558 




Strand 




Start 


944 




End 


2455 


Name 


OJ990617 12 


.0420.C108.ol.tc 


Method 


TBLASTX: Cress 


Start 


950 




End 


1501 


GI 


none 




Score 


93 


Exons 


950. .1132, 


951. .1148, 1055.. 


1276, 1104 


. .1232, 1409. .1501 


Seq. No. 


52872 




Seq. ID 


OJ990617_12.0420.C108 


Gene No. 


111558 




Strand 




Start 


944 




End 


2455 


Name 


OJ990617 12 


.0420.C108.ol.tm 


Method 


TBLASTX: Maize 


Start 


956 




End 


1501 


GI 


none 




Score 


300 


Exons 


956. .1216, 


957.. 1217, 1139.. 


1222, 1241 


. .1285, 1242. .1280, 




1244. .1282, 


1433. .1501 







53915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52873 
111559 
1 

OJ990617_12.0420.C109.ol.np 
1 

6730751 
1..149, 283. .453, 826. .931 

(AC016529) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990617_12.0420.C109 
Strand 

End 931 

Method AAT/NAP 

End 931 

Score 168 



52873 

111559 

1 

OJ990617_12.0420.C109.ol.gp 
61 

286763 

61. .149, 283. .453, 826. .893 



Seq. ID OJ990617_12.0420.C109 

Strand 

End 931 

Method AAT/GAP 

End 8 93 

Score 583 



Seq. No. 52873 

Gene No. 111559 

Start 1 

Name OJ990617_12 . 0420 . C109 . ol . gs 

Start 75 

GI none 

Exons 75. .149, 283.. 453, 826.. 926 



Seq. ID OJ990617_12.0420.C109 
Strand 

End 931 

Method GEN SCAN 

End 926 

Score .91 



Seq. ID OJ990617_12.0420.C111 
Strand 

1567 
AAT/GAP 
876 
1335 



End 

Method 

End 

Score 



Seq. No. 52874 
Gene No. 111560 
Start 60 

Name OJ990617_12 . 0420 . Clll . ol . gp 

Start 60 
GI 3776_1.R1084 
Exons 60.. 658, 748.. 876 

GI Descrip. '3894193 2.0e-09 (AC005662) putative strictosidine synthase 
[Arabidopsis thaliana] ' 

Seq. ID OJ990617_12. 0420. Clll 
Strand 

End 1567 
0420.Clll.ol.gs Method GENSCAN 
End 1517 
Score .52 



Seq. ID OJ990617_12. 0420. Clll 
Strand 

End 1567 

Method AAT/NAP 

End 1567 

Score 24 9 



~ Seq. No. 


52874 


4 Gene No. 


111560 


a Start 


60 


=3 Name 


OJ990617 : 


Z Start 


356 


i GI 


none 


^ Exons 


356. .459, 


Seq. No. 


52874 


Gene No. 


111560 


Start 


60 


Name 


OJ990617 : 


Start 


371 


GI 


6572063 


Exons 


371. .661, 


GI Descrip. 


(AL133452; 


Seq. No. 


52874 


Gene No. 


111560 


Start 


60 


Name 


OJ990617 : 


Start 


393 



Seq. ID OJ990617_12. 0420. Clll 
Strand 

End 1567 

Method TBLASTX : Soybean 

End 1542 



53916 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 12 9 

393. .623, 398. .679, 739. .831, 755. .844, 824. .880, 828. .875, 
1300. .1542, 1302. .1541 



52874 
111560 
60 

OJ990617_12.0420.Clll.ol.tm 
780 
none 

780. .881, 781. .816, 836. .880, 1302. .1385, 1302. .1406, 
1303. .1407, 1398. .1475, 1399. .1476 



Seq. ID OJ990617_12.0420.C111 
Strand 

End 1567 

Method TBLASTX : Mai ze 

End 1476 

Score 73 



52875 Seq. ID OJ990617_12 . 0420 . C115 

111561 Strand 

1 End 1256 

OJ990617_12 . 0420 . CI 15 . ol . np Method AAT/NAP 

1 End 1256 

6648172 Score 119 

1..59, 652. .747, 831. .893, 1001. .1060, 1167. .1256 

(AC010926) putative exportin, tRNA (nuclear export receptor for 

tRNAs) [Arabidopsis thaliana] 



52875 

111561 

1 

OJ990617_12.0420.C115.ol.tm 

651 

none 



Seq. ID OJ990617_12. 0420.C115 
Strand 

End 1256 

Method TBLASTX: Maize 

End 1061 

Score 73 



651. .743, 651. .749, 652. .750, 652. .750, 801. .896, 826. .894, 
983. .1060, 984. .1061 



52875 

111561 

1 

OJ990617_12.0420.C115.ol.gs 

831 

none 

831. .893, 1001. .1060 

52876 

111562 

563 

OJ990617_12.0420.C116.ol.gs 

563 

none 

563. .694 



Seq. ID OJ990617_12.0420.C115 
Strand 

End 1256 

Method GENSCAN 

End 1060 

Score .99 



Seq. ID OJ990617_12.0420.C116 

Strand + 

End 694 

Method GENSCAN 

End 694 

Score .87 



Seq. No. 52877 

Gene No. 111563 

Start 743 

Name OJ990617_12 . 0420 . C118 . ol . gs 

Start 743 

GI none 

Exons 743.. 950, 977.. 1080 



Seq. ID OJ990617_12.0420.C118 
Strand 

End 1383 

Method GENSCAN 

End 1080 

Score . 68 



Seq. No. 



52877 



Seq. ID OJ990617 12.0420.C118 



53917 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



111563 Strand 

743 End 1383 

OJ990617_12.0420.C118.ol.np Method AAT/NAP 

872 End 1383 

6598622 Score 141 

872. .1210, 1320. .1383 

(AC006837) unknown protein [Arabidopsis thaliana] 



52877 

111563 

743 

OJ990617_12.0420.C118.ol.tm 

1050 

none 

1050. .1196, 1054. .1185 

52877 

111563 

743 

OJ990617_12.0420.C118.ol.ts 

1050 

none 

1050. .1196 

52878 

111564 

305 

OJ990617_12.0420.C119.ol.gs 

305 

none 

305. .307, 490. .989 



Seq. ID OJ990617_12.0420.C118 
Strand 

End 1383 

Method TBLASTX : Mai ze 

End 1196 

Score 119 



Seq. ID OJ990617_12.0420.C118 
Strand 

End 1383 

Method TBLASTX : Soybean 

End 1196 

Score 182 



Seq. ID OJ990617_12.0420.C119 

Strand + 

End 989 

Method GENSCAN 

End 989 

Score .58 



52878 
111565 
1 

OJ990617_12.0420.C119.ol.np 
1 

6730753 
1..22, 264. .363, 463. .996 

(AC016529) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990617_12.0420.C119 
Strand 

996 

AAT/NAP 
996 
500 



End 

Method 

End 

Score 



52878 

111565 

1 

OJ990617_12.0420.C119.ol.tm 

265 

none 



Seq. ID OJ990617_12.0420.C119 
Strand 

End 996 

Method TBLASTX: Maize 

End 996 

Score 54 



265. .369, 278. .364, 463.-594, 467. .586, 646. .996, 663. .995 



52878 

111565 

1 

OJ990617_12.0420.C119.ol.ts 

463 

none 

463. .603, 663..99S, 664.-996 



Seq. ID OJ990617_12.0420.C119 
Strand 

End 996 

Method TBLASTX : Soybean 

End 996 

Score 136 



53918 



5 sg 
T ~ 



is =r 



Seq. No. 


52879 


Gene No. 


111566 


Start 


21 


Name 


OJ990617 12.0420.C120. 


Start 


21 


GI 


none 


Exons 


21. .57, 1271. .1317 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 


Name 


OJ990617 12.0420.C121. 


Start 


393 


GI 


none 


Exons 


393. .599, 1471. .1570, 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 


Name 


OJ990617_12.0420.C121. 


Start 


527 


GI 


159 1.R1084 


Exons 


527. .599, 1366. .1482, 




2228. .2254 


GI Descrip. 


1 3292830/emb | CAA19820 . 




[Arabidopsis thaliana] 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 


Name 


OJ990617 12 . 0420 . C121 . 


Start 


1375 


GI 


none 


Exons 


1375. .1482, 1383. .1481 




1570. .1671, 1571. .1687 




1770. .1850 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 


Name 


OJ990617 12.0420.C121.* 


Start 


1384 


GI 


none 


Exons 


1384. .1485, 1394. .1495 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 


Name 


OJ990617 12.0420.C121.- 


Start 


1396 


GI 


none 


Exons 


1396. .1485, 1397. .1486 


Seq. No. 


52880 


Gene No. 


111567 


Start 


393 



Seq. ID OJ990617_12.0420.C120 
Strand 

End 1317 

Method GEN SCAN 

End 1317 

Score .52 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method GENSCAN 

End 2131 

Score .48 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method AAT/GAP 

End 2254 

Score 903 



Name 



OJ990617_12.0420.C121.ol.np 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method TBLASTX: Maize 

End 1850 

Score 104 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method TBLASTX : Cress 

End 1685 

Score 114 
.1685, 1571. .1678 

Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method TBLASTX : Soybean 

End 1685 

Score 106 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method AAT/NAP 



53919 



Start 1397 End 2254 

GI 6166140 Score 568 

Exons 1397. .1482, 1571. .1687, 1765. .1849, 2008. .2133, 2225. .2254 

GI Descrip. ELONGATION FACTOR 1-BETA (EF-1-BETA) gi | 1084 4 57 | pir | | S4 108 6 

elongation factor 1-beta - Rice gi I 432368 | dbj | BAA04 903 | (D23674) 

elongation factor 1 beta [Oryza sativa] 



Seq. No. 52880 

Gene No. 111567 

Start 393 

Name OJ990617_12 . 0420 . C121 . ol . tw 

Start 1407 

GI none 
Exons 



Seq. ID OJ990617_12.0420.C121 

Strand + 

End 2254 

Method TBLASTX : Wheat 

End 1794 

Score 58 



1407. .1481, 1414. .1485, 1415. .1495, 1563. .1685, 1565. .1678, 
1571. .1687, 1762. .1794 



Seq. No. 52881 Seq. ID OJ990617_ 

Gene No. 111568 Strand + 

Start 290 End 544 

Name OJ990617_12 . 0420 . C122 . ol . gp Method AAT/GAP 

Start 290 End 544 

GI 159_2.R1084 Score 441 

Exons 290.. 544 

GI Descrip. 1 1084457/pir | | S4 108 6 3.0e-44 elongation factor 1-beta 
>gi_432368_dbj_BAA04903_ (D23674) elongation factor 1 
[Oryza sativa] 1 



12.0420.C122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



- Rice 
beta 



52882 Seq. ID 

111569 Strand 

351 End 
OJ990617_12.0420.C134.ol.gs Method 

351 End 

none Score 

351. .391, 947. .1025, 1135. .1200, 1304. 



OJ990617_12.0420.C134 
+ 

1603 
GENSCAN 
1402 
.75 
.1402 



52882 

111569 

351 

OJ990617_12.0420.C134.ol.np 
852 

6648172 

852. .1025, 1304. .1394, 1582. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1603 

(AC010926) putative exportin, tRNA (nuclear export receptor for 
tRNAs) [Arabidopsis thaliana] 



OJ990617_12.0420.C134 
+ 

1603 
AAT/NAP 
1603 
197 



Seq. No. 


52883 












Seq. ID 


OJ990617_ 


12 


0420 


.C147 


Gene No. 


111570 












Strand 










Start 


516 












End 


672 








Name 


OJ990617 


12 


0420. 


C147 


.ol 


. gs 


Method 


GENSCAN 








Start 


516 










End 


672 








GI 


none 












Score 


.76 








Exons 


516. .672 






















Seq. No. 


52884 












Seq. ID 


OJ990617_ 


12, 


0420 


.C152 


Gene No. 


111571 












Strand 


+ 








Start 


68 












End 


139 








Name 


OJ990617 


12. 


0420. 


C152 


.ol 


. gs 


Method 


GENSCAN 









53920 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

12 Seq. No. 

Gene No. 
U Start 

Name 
fU Start 
□ GI 
h= Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



68 

none 
68. .139 



End 
Score 



139 
.76 



12.0420.C152 



52884 Seq. ID OJ990617_ 

111572 Strand + 

731 End 1984 

OJ990617JL2 . 0420 . C152 . ol . np Method AAT/NAP 

731 End 1984 

6907106 Score 413 

731. .938, 1287. .1705, 1779. .1984 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



52884 

111573 

700 

OJ990617_12 . 0420 . C152 . o2 . gs 

700 

none 



Seq. ID OJ990617_12.0420.C152 
Strand 

End 2176 

Method GEN SCAN 

End 2176 

Score .47 



700. .968, 1012. .1449, 1525. .1651, 1702. .1885, 2064. .2176 



52884 

111573 

700 

OJ990617_12.0420.C152.ol.tm 

1536 

none 

1536.. 1613, 1553.. 1615, 1553, 
1679. .1738, 1715. .1816, 1754. 

52885 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617 12.0420.C152 



2176 

TBLASTX : Maize 
1888 
91 

1612, 1643. .1738, 1643. .1750, 
1888, 1755. .1802, 1840. .1887 



111574 
1 

OJ990617_12.0420.C153.ol.np 
1 

6730751 

1..35, 945. .1094, 1191. .1410, 1512. .1598 

(AC016529) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990617_12.0420.C153 
+ 

1600 
AAT/NAP 
1598 
154 



Seq. No. 


52885 


Seq. ID 


OJ990617_12.0420 


.C153 


Gene No. 


111574 


Strand 


+ 




Start 


1 


End 


1600 




Name 


OJ990617 12.0420.C153.ol 


,gs Method 


GENSCAN 




Start 


81 


End 


1511 




GI 


none 


Score 


.76 




Exons 


81. .150, 945. .1094, 1236 


..1403, 1425.. 


1511 




Seq. No. 


52885 


Seq. ID 


OJ990617_12.0420 


.C153 


Gene No. 


111574 


Strand 


+ 




Start 


1 


End 


1600 




Name 


OJ990617 12.0420.C153.ol 


. tm Method 


TBLASTX: Maize 




Start 


922 


End 


1585 




GI 


none 


Score 


203 




Exons 


922.. 993, 935.. 1087, 945 


..1097, 1188.. 


1403, 1188.. 1406, 






1193. .1411, 1500. .1577, 


1502. .1585, 1504. .1584 
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Seq. No. 52885 

Gene No. 111574 

Start 1 

Name OJ990617_12 . 0420 .C153 . ol . ts 

Start 941 

GI none 
Exons 



Seq. ID OJ990617_12.0420.C153 

Strand + 

End 1600 

Method TBLASTX : Soybean 

End 1600 

Score 74 



941. .988, 945. .1016, 999. .1097, 1049. .1096, 1149. .1409, 
1188. .1406, 1193. .1414, 1502. .1600, 1534. .1596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52885 

111574 

1 

OJ990617_12.0420.C153-ol.tc 

1253 

none 



Seq. ID OJ990617_12.0420.C153 

Strand + 

End 1600 

Method TBLASTX: Cress 

End 1600 

Score 143 



1253. .1390, 1254. .1403, 1502. .1600 



52886 
111575 
1 

OJ990617_12.0420.C154.ol.np 
1 

6730751 
1..135, 470. .534, 727. .779 

(AC016529) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990617_12.0420.C154 
Strand + 

779 

AAT/NAP 
779 
112 



End 

Method 

End 

Score 



52886 

111575 

1 

OJ990617_12 . 0420 . C154 . ol . tm 
2 

none 



Seq. ID OJ990617_12.0420.C154 

Strand + 

End 77 9 

Method TBLASTX : Mai ze 

End 552 

Score 201 



2. .136, 3. .140, 3. .137, 447. .545, 468. .545, 469. .552 



52886 

111575 

1 

OJ990617_12.0420.C154.ol.gs 
30 

none 
30. .135 



Seq. ID OJ990617_12.0420.C154 

Strand + 

End 779 

Method GENSCAN 

End 135 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



52887 
111576 
1 

OJ990617_10.0419.Cl.ol.np 
1 

6721547 
1..64, 997. .1091 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990617_10.0419.C1 
Strand 

1091 
AAT/NAP 
1091 
78 



End 

Method 

End 

Score 



52888 

111577 

238 

OJ990617_10.0419.C2.ol.gs 

238 

none 



Seq. ID OJ990617_10.0419.C2 

Strand + 

End 307 

Method GENSCAN 

End 307 

Score . 92 
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Exons 



238. .307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52889 
111578 
1 

OJ990617_10.0419.C6.ol.np 
1 

5852178 
1. .103 

(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990617_10.0419.C6 

Strand + 

End 831 

Method AAT/NAP 

End 103 

Score 88 



Seq. ID OJ990617_10.0419.C6 

Strand + 

End 831 

Method AAT/NAP 

End 831 

Score 146 



52889 
111578 
1 

OJ990617_10.0419.C6.o2.np 
1 

6063554 
1..70, 656. .831 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



52890 

111579 

428 

OJ990617_10.0419.C9.ol.gs 

428 

none 

428. .532 



Seq. ID OJ990617_10.0419.C9 
Strand 

End 532 

Method GENSCAN 

End 532 

Score .78 



Seq. ID OJ990617_10.0419.C9 
Strand 

744 

AAT/GAP 
744 
472 



52890 
111580 
450 

OJ990617_10.0419.C9.o2.gp 
450 

61605_3.R1084 
450. .744 

■1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thalianal 1 



End 

Method 

End 

Score 



~ Seq. No. 


52891 










Seq. ID 


OJ990617 


Gene No. 


111581 










Strand 




Start 


1301 










End 


1394 


Name 


OJ990617 10. 


0419 


.C12 


.ol 


.gs 


Method 


GENSCAN 


Start 


1301 










End 


1394 


GI 


none 










Score 


.83 


Exons 


1301. .1394 














Seq. No. 


52892 










Seq. ID 


OJ990617 


Gene No. 


111582 










Strand 


+ 


Start 


53 










End 


163 


Name 


OJ990617 10. 


0419 


.C16 


.ol 


gs 


Method 


GENSCAN 


Start 


53 










End 


163 


GI 


none 










Score 


.98 


Exons 


53. .163 














Seq. No. 


52893 










Seq. ID 


OJ990617 



53923 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



111583 Strand + 

1 End 1454 

OJ990617_10 . 0419. C20 . o2 . np Method AAT/NAP 

1 End 1454 

6069659 Score 123 
1..23, 1315. .1454 

(AP000616) hypothetical protein [Oryza sativa] 



52893 

111583 

1 

OJ990617_10.0419.C20.ol.np 
619 

6907088 



Seq. ID OJ990617_10.0419.C20 

Strand + 

End 1454 

Method AAT/NAP 

End 1454 

Score 497 



619. .756, 933. .1171, 1315. .1454 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C20 
Strand 

End 304 

Method AAT/GAP 

End 304 

Score 488 



52893 
111584 
1 

OJ990617_10.0419-.C20.ol.gp 
1 

38782_1.R1084 
1. .304 

•6069643/dbj | AP000616.il AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



52894 
111585 
311 

OJ990617_10.0419.C25.ol.gs 
311 
none 

311. .423, 900. .996, 1518. .1861 



Seq. ID OJ990617_10.0419.C25 

Strand + 

End 1861 

Method GENSCAN 

End 1861 

Score .51 



Seq. ID OJ990617_10.0419.C25 
Strand 

881 

AAT/GAP 
881 
84 



52894 
111586 
821 

OJ990617_10.0419.C25.ol.gp 
821 

56848_1.R1084 
821. .881 

, 6065749/emb|CAB58423.1| 6.0e-15 (AJ250341) beta-amylase enzyme 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



Seq. No. 52894 

Gene No. 111587 

Start 2461 

Name OJ990617_10.0419.C25.o2.gs 

Start 2461 

GI none 

Exons 2461.. 2498, 2718.. 2769 

Seq. No. 52895 

Gene No. 111588 

Start 16 

Name OJ990617 10 . 04 19 . C31 . o2 . tw 



Seq. ID OJ990617_10.0419.C25 
Strand 

End 2769 

Method " GENSCAN 

End 2769 

Score .84 



Seq. ID OJ990617_10.0419.C31 
Strand 

End 1421 

Method TBLASTX : Wheat 



53924 




Start 


1 


End 


409 




GI 


none 


Score 


55 




Exons 


1.-84, 139. .408, 338. .409 








Seq. No. 


52895 


Seq. ID 


OJ990617JL0.0419. 


C31 


Gene No. 


lllooo 


Strand 






Start 


16 


End 


1421 




Name 


OJ990617 10.0419.C31.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


1418 




GI 


none 


Score 


.88 




Exons 


16. .709, 757. .1418 








Seq. No. 


52895 


Seq. ID 


OJ990617_10.0419. 


C31 


Gene No. 


111588 


Strand 






Start 


16 


End 


1421 




Name 


OJ990617 10.0419.C31.o2.ts 


Method 


TBLASTX: Soybean 




Start 


166 


End 


564 




GI 


none 


Score 


91 




Exons 


166. .564, 344. .460 








Seq. No. 


52895 


Seq. ID 


OJ990617_10.0419. 


C31 


Gene No. 


111588 


Strand 






Start 


16 


End 


1421 




Name 


OJ990617 10.0419.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


187 


End 


519 




GI 


none 


Score 


76 




Exons 


187. .411, 409. .519 








Seq. No. 


52895 


Seq. ID 


OJ990617_10.0419. 


C31 


Gene No. 


111588 


Strand 






Start 


16 


End 


1421 




Name 


OJ990617 10.0419.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


984 


End 


1382 




GI 


none 


Score 


40 




Exons 


984. .1253, 1048. .1137, 1174 


..1254, 1293. .1382 




Seq. No. 


52895 


Seq. ID 


OJ990617_10.0419. 


C31 


Gene No. 


111588 


Strand 






Start 


16 


End 


1421 




Name 


OJ990617 10.0419.C31.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1015 


End 


1421 




GI 


none 


Score 


140 




Exons . 


1015. .1269, 1017. .1268, 1276. .1419, 1290. .1421 




Seq. No. 


52896 


Seq. ID 


OJ990617_10.0419. 


C34 


Gene No. 


111589 


Strand 






Start 


1 


End 


746 




Name 


OJ990617 10.0419.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


746 




GI 


2459416 


Score 


578 . 




Exons 


1. .746 








GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


52896 


Seq. ID 


OJ990617_10.0419. 


C34 


Gene No. 


111589 


Strand 






Start 


1 


End 


746 




Name 


OJ990617 10.0419.C34.ol.ts 


Method 


TBLASTX : Soybean 





53925 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42 

none 



End 
Score 



488 
160 



42. .215, 43. .213, 216. .446, 241. .417, 360, .488 



Seq. ID OJ990617_10.0419.C34 
Strand 

End 746 

Method TBLASTX : Cress 

End 504 

Score 40 

45. .98, 123. .188, 156. .215, 201. .341, 244. .342, 345. .503, 
349. .504 



52896 

111589 

1 

OJ990617_10.0419.C34 .ol.tc 
45 

none 



Seq. No. 52896 

Gene No. 111589 

Start 1 

Name OJ990617_10 . 0419 .C34 . ol . gs 

Start 75 

GI none 

Exons 75 . .746 



Seq. ID OJ990617_10.0419.C34 
Strand 

End 746 

Method GENSCAN 

End 746 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52897 

111590 

376 

OJ990617_10.0419.C35.ol.gs 

376 

none 

376. .504, 927. .974 



Seq. ID OJ990617_10.0419.C35 

Strand + 

End 974 

Method GENSCAN 

End 974 

Score . 67 



52898 
111591 
1 

OJ990617_10.0419.C38.ol.np 
1 

5803259 
1. .644 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C38 

Strand + 

End 644 

Method AAT/NAP 

End 644 

Score 691 



52899 
111592 
1 

OJ990617_10.0419.C43.ol.np 
1 

6967112 

1..384, 472. .697, 1956. .2005 

(AL13.8652) putative protein [Arabidopsis thaliana] 



Seq.. ID OJ990617_10.0419.C43 
Strand 

End 2005 

Method AAT/NAP 

End 2005 

Score 392 



52899 

111592 

1 

OJ990617_10.0419.C4 3.ol.gs 
7 

none 

7. .347, 570. .697, 914. .1042 

52899 
111592 



Seq. ID OJ990617_10.0419.C43 
Strand 

End 2005 

Method GENSCAN 

End 1042 

Score .67 



Seq. ID OJ990617_10.0419.C43 
Strand 



53926 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_10.0419.C4 3.ol.tm 

180 

none 



End 

Method 

.End 

Score 



2005 

TBLASTX: Maize 

700 

186 



180. .395, 182. .385, 255. .386, 466. .636, 466. .636, 471. .692, 
479. .694, 503. .700, 666. .695 



52899 

111592 

1 

OJ990617_10.0419.C43.ol.tw 

182 

none 



Seq. ID OJ990617_10.0419.C43 
Strand 

End 2005 

Method TBLASTX : Wheat 

End 655 

Score 71 



182. .286, 299.-385, 500. .655, 504. .605 



52899 
111592 
1 

OJ990617_10.0419.C43.ol.ts 
236 
none 

236. .286, 290. .385, 291. .386, 491 
788. .814 



Seq. ID OJ990617_10.0419.C43 
Strand 

End 2005 

Method TBLASTX : Soybean 

End 814 

Score 52 

694, 495. .602, 645. .695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52899 

111592 

1 

OJ990617_10.0419.C43.o2.tm 

812 

none 

812.. 1213, 822.. 926 



Seq. ID OJ990617_10.0419.C43 
Strand 

End 2005 

Method TBLASTX: Maize 

End 1213 

Score 64 



52900 
111593 
1 

OJ990617_10.0419.C44.ol.np 
1 

7435338 

1..76, 892. .1124, 1216. .1326, 1444. .1614 
probable Beta-Amylase - Arabidopsis thaliana 



Seq. ID OJ990617_10.0419.C44 
Strand + 

1614 
AAT/NAP 
1614 
550 



End 

Method 

End 

Score 



52900 

111593 

1 

OJ990617_10.0419.C44.ol.gs 

196 

none 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method GEN SCAN 

End 1570 

Score .89 



196. .236, 914. .1124, 1216. .1326, 1444. .1570 



52900 

111593 

1 

OJ990617_10.0419.C44 .ol.tc 
902 

none v " 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method TBLASTX : Cress 

End 1344 

Score 241 



902. .1090, 915. .1097, 1215. .1331, 1216. .1329, 1219. .1344 



53927 



Seq. No. 52900 

Gene No. 111593 

Start 1 

Name OJ990617_10 . 0419 . C44 . ol . tm 

Start 902 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method TBLASTX : Mai ze 

End 1605 

Score 315- 



902. .1126, 915. .1115, 1215. .1316, 1215. .1334, 1216. .1326, 
1238. .1318, 1441. .1575, 1443. .1574, 1570. .1605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52900 

111593 

1 

OJ990617_10.0419.C44 .ol.ts 

908 

none 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method TBLASTX : Soybean 

End 1605 

Score 245 



908. .1126, 915. .1115, 1176.. 1325, 1215. .1325, 1216.. 1350, 
1441. .1605, 1443. .1601 



52900 

111593 

1 

OJ990617_10.0419.C44 .ol.tw 

911 

none 

911. .1090, 915. .1109 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method TBLASTX : Wheat 

End 1109 

Score 175 



Seq. ID OJ990617_10.0419.C44 



52900 

111593 Strand + 

1 End 1614 

OJ990617_10 . 0419 . C44 . ol . gp Method AAT/GAP 

1255 End 1551 

2429006 Score 583 
1255. .1551 

6065749/emb|CAB58423.1| 6.0e-15 (AJ250341) beta-amylase enzyme 
[Arabidopsis thaliana] 



52900 

111593 

1 

OJ990617_10.0419.C44.o2.tc 

1441 

none 



Seq. ID OJ990617_10.0419.C44 

Strand + 

End 1614 

Method TBLASTX: Cress 

End 1605 

Score 183 



1441. .1575, 1443. .1574, 1555. .1605 



52901 

111594 

255 

OJ990617_10.0419.C45.ol.gs 

255 

none 

255. .402, 441. .457 

52901 

111595 

564 

OJ990617_10.0419.C45.o2.gs 
564 



Seq. ID OJ990617_10.0419.C45 

Strand + 

End 457 

Method GENSCAN 

End 457 

Score .71 



Seq. ID OJ990617_10.0419.C45 
Strand 

End 1002 

Method GENSCAN 

End 1002 



53928 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

564. .671, 778. .1002 

52902 

111596 

9235 

OJ990617_10.0419.C54.o2.gs 
9235 
none 
9235. , 
12364, 

16256. .16385 



Score . 99 



Seq. ID OJ990617_10.0419.C54 

Strand + 

End 16385 

Method GEN SCAN 

End 16385 

Score . 68 

,.11853, 12059. .12146, 



9399, 9815.. 9908, 11691 

.12511, 12548. .12659, 12724 .. 12885, 15689.-15817, 



OJ990617_10.0419.C54 

8775 
AAT/NAP 
1667 
2044 



Seq. No. 52902 Seq. ID 

Gene No. 111597 Strand 

Start 1 End 

Name OJ990617_10 . 04 19 . C54 . ol . np Method 

Start 1 End 

GI 7248394 Score 

Exons 1..451, 702.. 982, 1026.. 1667 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


52902 




Seq. ID 


OJ990617_10.0419.C54 


fil 


Gene No. 


111597 




Strand 






Start 


1 




End 


8775 




Name 


OJ990617 10.0419.C54.ol. 


gs 


Method 


GENSCAN 




Start 


89 




End 


8775 


■- ""a " 


GI 


none 




Score 


.48 




Exons 


89. .451, 836. .982, 1282. 


.1588 


, 1653.. 2029, 2060.. 2350, 






3055. .3318, 4058. .4304, 


4520. 


.4831, 7160. .7264, 8338. .8404, 






8627. .8775 










Seq. No. 


52902 




Seq. ID 


OJ990617_10.0419.C54 




Gene No. 


111598 




Strand 




'%J 


Start 


15189 




End 


19117 




Name 


OJ990617 10.0419.C54.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


314 




GI 


none 




Score 


90 




Exons 


3. .143, 3. .314, 7. .192, 


62. .313 






Seq. No. 


52902 




Seq. ID 


OJ990617_10.0419.C54 




Gene No. 


111598 




Strand 






Start 


15189 




End 


19117 




Name 


OJ990617 10.0419.C54.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


182 




End 


573 




GI 


none 




Score 


116 




Exons 


182. .385, 225.-464, 237. 


.518, 


256. .525, 


502. .573, 515. .556 




Seq. No. 


52902 




Seq. ID 


OJ990617_10.0419.C54 




Gene No. 


111598 




Strand 






Start 


15189 




End 


19117 




Name 


OJ990617 10.0419.C54.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


315 




End 


525 



53929 






GI 


none 


Score 


62 








Exons 


315. .461, 315. .518, 316. .525 


, 319. . 519 










Seq. No. 


52902 


Seq. ID 


OJ990617 


_10 . 0419. 


C54 




Gene No. 


111598 


Strand 










Start 


15189 


End 


19117 








Name 


OJ990617_10. 0419.C54 .ol ,ts 


Method 


TBLASTX: 


Soybean 






Start 


1205 


End 


1561 








GI 


none 


Score 


200 








Exons 


1205. . 1561 












Seq. No. 


52902 


Seq. ID 


OJ990617 


_10. 0419. 


C54 




Gene No. 


111598 


Strand 










Start 


15189 


End 


19117 








Name 


OJ990617 10.0419.C54.o2.np 


Method 


AAT/NAP 








Start 


15189 


End 


19111 








GI 


6063557 


Score 


398 








Exons 


15189. .15240, 18432. .18670, 


18914 . .19111 








GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sativa] 






Seq. No. 


52902 


Seq. ID 


OJ990617 


_10 . 0419. 


C54 




Gene No. 


111598 


Strand 










Start 


15189 


End 


19117 








Name 


OJ990617 10.0419.C54 .o3.gs 


Method 


GENSCAN 








Start 


17205 


End 


19117 








GI 


none 


Score 


.59 








Exons 


17205. .17231, 17 474. .17552, 


17578. .17734, 17917 


. . 17986, 




?• s 




18111. .18287, 18538. .18692, 


18958. .19117 






r 2| 


Seq. No. 


52903 


Seq. ID 


OJ990617 


_10.0419. 


C55 


- ™ 


Gene No. 


111599 


Strand 


+ 








Start 


108 


End 


764 






: Li 


Name 


OJ990617 10.0419.C55.ol.gs 


Method 


GENSCAN 






E 


Start 


108 


End 


764 






f 1 


GI 


none 


Score 


.7 






^ S 


Exons 


108. .362, 401. .764 










r 


Seq. No. 


52903 


Seq. ID 


OJ990617 


_10 . 0419. 


C55 




Gene No. 


111599 


Strand 


+ 






o 


Start 


108 


End 


764 








Name 


OJ990617 10.0419.C55.ol.np 


Method 


AAT/NAP 








Start 


435 


End 


758 








GI 


6226695 


Score 


236 








Exons 


435. .758 












GI Descrip. 


60S ACIDIC RIBOSOMAL PROTEIN 


P2 (MINOR 


ALLERGEN 


CLA H 4) 


(C] 






IV) 












Seq. No. 


52903 


Seq. ID 


OJ990617 


_10.0419. 


C55 




Gene No. 


111600 


Strand 


+ 








Start 


2103 


End 


3408 








Name 


OJ990617 10.0419.C55.o2.np 


Method 


AAT/NAP 








Of- -i >-+- 

otart 


2103 


End 


3408 








GI 


6815099 


Score 


72 








Exons 


2103.. 2129, 3292.. 3408 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


52903 


Seq. ID 


OJ990617_ 


_10.0419. 


C55 



53930 



Gene No. 


111601 








Start 


2674 








Name 


ojyyubi / iu 


.0419 


.C55.ol 


. tm 


Start 


426 








GI 


none 








Exons 


A O C C 1 A A 

%lb. . ol4 , 4 


31. .613 




Seq. No. 


C O ft A *3 

52903 








Gene No. 


111601 








Start 


2674 








Name 


ATQQrtCI 1 1A 

oj yyubi / iu 


A A 1 ft 


Coo . 02 


. gs 


Start 


2674 






GI 


none 








Exons 


2674 . . 2777, 


3776 


.3991, 


5926 . 


Seq. No. 


c o ft A >i 

oz9U4 








Gene No. 


111602 








Start 


188 








Name 


ojyyubi / iu 


.0419 


C57.ol 


. gs 


Start 


188 








GI 


none 








Exons 


188 . . 697 








Seq. No. 


52904 








Gene No. 


111602 








Start 


188 








Name 


OJ990617 10 


.0419. 


C57.ol 


.np 


Start 


213 






GI 


5852179 









Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

\f Exons 

[3 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 
End 

Method 

End 

Score 



6240 

TBLASTX: Maize 

614 

188 



Seq. ID OJ990617_10.0419.C55 
Strand 

End 6240 

Method GENSCAN 

End 624 0 

Score . 65 



Seq. ID OJ990617_10.0419.C57 

Strand + 

End 2174 

Method GENSCAN 

End 697 

Score .71 



Seq. ID OJ990617_10.0419.C57 

Strand + 

End 2174 

Method AAT/NAP 

End 2174 

Score 233 



213. .434, 508. .738, 2121. .2174 
(AL117265) zhb0009.1 [Oryza sativa] 



52904 

111603 

1433 

OJ990617_10.0419.C57.o6.tm 

1426 

none 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method TBLASTX: Maize 

End 1672 

Score 43 



1426. .1458, 1429. .1458, 1460. .1672, 1551. .1646 



52904 

111603 

1433 

OJ990617_10.0419.C57.o2.gs 

1433 

none 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method GENSCAN 

End 4 927 

Score . 64 

1433. .2140, 2207. .2409, 2557. .2751, 2775. .3523, 3910. .4117, 
4307. .4455, 4863. .4927 



52904 
111603 
1433 

OJ990617_10.0419.C57.o2.np 
1436 
4680179 
1436. .4614, 6332. .6493 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 6493 

Method AAT/NAP 

End 64 93 

Score 4430 



53931 



Seq. No. 










oeq. lu 




• \~r O f 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10. 


.0419. 


C57.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


1484 








End 


1814 




GI 


none 








Score 


143 




Exons 


1484. .1813, 


1533. 


. 1814 










Seq. No. 


52904 








Seq. ID 


OJ990617_10.0419 


.C57 


Gene No . 


i i 1 a n "3 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10, 


.0419. 


C57.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1676 








End 


2261 




GI 


none 








Score 


105 




Exons 


1676. .2101, 


1677. 


.1874, 


1697. 


.1942, 1938. .2102, 2099. .2260, 




2106. .2261, 


2109. 


.2261 










Seq. No. 


coon/ 








Seq. ID 


OJ990617_10.0419 


.C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10. 


.0419. 


C57.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1814 








End 


2440 




GI 


none 








Score 


45 




Exons 


1814. .2440, 


1815. 


.1874, 


1823. 


.2377, 1935. .2438 




Seq. No. 










Seq. ID 


OJ990617_10.0419 


.C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10, 


.0419. 


C57.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2309 








End 


2601 




GI 


none 








Score 


276 




Exons 


2309. .2599, 


2313. 


.2600, 


2313. 


.2600, 2314.. 2601 




beq. jno . 


c o on a 








Seq. ID 


OJ990617JL0.0419 


.C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10. 


.0419. 


C57.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2399 








End 


2659 




GI 


none 








Score 


180 




Exons 


2399. .2659, 


2400. 


.2648 










Seq. No. 










Seq. ID 


OJ990617_10.0419 


.C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10. 


,0419. 


C57.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2423 








End 


2770 




GI 


none 








Score 


85 




Exons 


2423. .2566, 


2424. 


.2564, 


2567. 


.2770 






Seq. No. 


52904 








Seq. ID 


OJ990617_10.0419 


.C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10. 


,0419. 


C57.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2447 








End 


2988 




GI 


none 








Score 


264 




Exons 


2447. .2755, 


2451. 


.2729, 


2731. 


.2988, 2735. .2806 





53932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

*f Exons 

^3 

[ft Seq. No. 

p u Gene No. 

Start 

= Name 

W Start 

□ GI 

fjj Exons 

^ Seq. No. 

Gene No. 
^ Start 
! * Name 
,3 Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52904 

111603 

1433 

OJ990617_10, 

3016 

none 

3016. .3369, 

52904 

111603 

1433 

OJ990617_10, 

3016 

none 

3016. .3366, 

52904 

111603 

1433 

OJ990617_10. 

3187 

none 

3187. .3435, 

52904 

111603 

1433 

OJ990617_10. 

3376 

none 

3376. .3708, 

52904 

111603 

1433 

OJ990617_10. 

3442 

none 

3442. .3705, 

52904 

111603 

1433 

OJ990617_10. 

3457 

none 

3457. .3708, 
3824. .3850 

52904 
111603 
1433 

OJ990617_10. 
3763 
none 

3763. .3888, 



.0419.C57.o2.tm 
3023. .3364 

,0419.C57.o2.tw 
3016. .3441, 3023. 

0419.C57.o3.ts 
3191. .3250, 3305. 

0419.C57.o5.tm 
3377. .3655 

0419.C57.o5.tw 
3443. .3706 

0419.C57.ol.ts 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method TBLASTX : Mai ze 

End 3369 

Score 204 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 6493 

Method TBLASTX : Wheat 

End 3441 

Score 223 
.3439 

Seq. ID OJ990617_10.0419.C57 
Strand 

End 6493 

Method TBLASTX : Soybean 

End 3435 
51 



Score 
.3409 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method TBLASTX : Mai ze 

End 3708 

Score 134 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method TBLASTX : Wheat 

End 3706 

Score 245 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

Method TBLASTX : Soybean 

End 3852 

Score 178 
3467. .3700, 3763. .3816, 3773. .3823, 3823. .3852, 



Seq. ID OJ990617_10.0419.C57 
Strand 

End 64 93 

0419.C57.o4.tm Method TBLASTX : Mai ze 

End 4209 

Score 69 
3894. .4205, 3967. .4209 
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Seq. No. 


52904 








Seq. ID 


OJ990617_10.0419. 


C57 


Gene No. 


111603 








Strand 






b tar l 










End 


6493 




Name 


uj y y u o i / iu 


. u4 iy . 


Co / . 04 


. tw 


Method 


TBLASTX: Wheat 




btart 










End 


4278 






none 








Score 


282 




E 1 v /"\ t"» 

hxons 




OQCQ 

oooy . 


.4^ / o , 


JO / / . 


.4062, 3888. .4274 




Seq. No. 


52904 








Seq. ID 


OJ990617_10v0419. 


C57 


Gene No. 


111603 








Strand 






Start 


1433 








End 


6493 




Name 


OJ990617 10 


.0419. 


C57.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


3924 








End 


4238 




GI 


none 








Score 


183 




Exons 


3924. .4238 















Seq. No. 52904 Seq. ID 

Gene No. 111603 Strand 

Start 1433 End 

Name OJ990617_10 . 0419 . C57 . o7 . tm Method 

Start 4210 End 

GI none Score 

Exons 4210.. 4365, 4212.. 4373 



OJ990617_10.0419.C57 
6493 

TBLASTX: Maize 

4373 

140 



Li5 
f! i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52905 Seq. ID 

111604 Strand 
5079 End 
OJ990617_10.0419.C58.o3.np Method 
5079 End 
5852179 Score 
5079. .5315, 5374. .5590, 6935. .6999 
(AL117265) zhb0009.1 [Oryza sativa] 

52905 Seq. ID 

111605 Strand 
648 End 
OJ990617_10.0419.C58.ol.np Method 
648 End 
6983860 Score 
648. .1744 

(AP001168) 
(AF061282) 



10.0419.C58 



OJ990617_ 
+ 

6999 
AAT/NAP 
6999 
203 



OJ990617 10.0419.C58 



3392 
AAT/NAP 
1744 
1697 



Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52905 Seq. ID 

111605 Strand 

648 End 

OJ990617_10.0419.C58.ol.gs Method 

652 End 

none Score 



OJ990617_10.0419.C58 

3392 
GENS CAN 
3392 
.51 



652. .867, 1006. .1744, 2073. .2386, 2512. .2821, 3375.-3392 



Seq. No. 52905 Seq. ID 

Gene No. 111605 Strand 

Start 648 End 

Name OJ990 617_10 . 04 19 . C58 . o2 . np Method 

Start 2026 End 



OJ990617_10.0419.C58 

3392 

AAT/NAP 

2821 
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GI 


4512231 








Score 


1129 


Exons 


2026. .2821 












GI Descrip. 


(AB014741) 


ORF0 


protein 


[Oryza sativa] 




Seq. No. 


52905 








Seq. ID 


OJ990617 


Gene No . 


111606 








Strand 




Start 


5166 








End 


5950 


Name 


OJ990617 10 


.0419 


.C58.o3. 


tw 


Method 


TBLASTX: 


Start 


569 








End 


811 


GI 


none 








Score 


77 


Exons 


569. .676, 570. .665, 743. 


.811, 


765. .806 




Seq. No. 


52905 








Seq. ID 


OJ990617 


Gene No . 


111606 








Strand 




Start 


5166 








End 


5950 


Name 


OJ990617 10 


.0419 


. C58 . ol . 


tw 


Method 


TBLASTX : 


Start 


1010 








End 


1339 


GI 


none 








Score 


72 


Exons 


1010. .1336, 


1142 


. .1339 








Seq. No. 


52905 








Seq. ID 


OJ990617 


Gene No . 


111606 








Strand 




Start 


5166 








End 


5950 


Name 


OJ990617_10 


.0419 


. C58 . ol . 


tm 


Method 


TBLASTX : 


Start 


1031 








End 


1336 


GI 


none 








Score 


83 


Exons 


1031. .1336, 


1127 


. .1336 








Seq. No. 


52905 








Seq. ID 


OJ990617 


Gene No. 


111606 








Strand 




Start 


5166 








End 


5950 


Name 


OJ990617 10 


.0419 


. C58 . o2 . 


tw 


Method 


TBLASTX: 


Start 


1388 








End 


1586 


GI 


none 








Score 


57 


Exons 


1388. .1561, 


1388 


. .1570, 


1389. 


.1586 




Seq. No. 


52905 








Seq. ID 


OJ990617 


Gene No. 


111606 








Strand 




Start 


5166 








End 


5950 


Name 


OJ990617 10 


.0419 


.C58 .o2 . 


gs 


Method 


GENSCAN 


Start 


5166 








End 


5950 


GI 


none 








Score 


.69 


Exons 


5166. .5293, 


5326 


. .5520, 


5662. 


.5757, 5815.. 5950 


Seq. No. 


52906 








Seq. ID 


OJ990617 


Gene No. 


111607 








Strand 


+ 


Start 


655 








End 


784 


Name 


OJ990617 10 


.0419 


.C59.ol. 


gs 


Method 


GENSCAN 


Start 


655 








End 


784 


GI 


none 








Score 


.51 


Exons 


655. .784 












Seq. No. 


52906 








Seq. ID 


OJ990617 


Gene No. 


111608 








Strand 




Start 


775 








End 


1126 


Name 


OJ990617 10 


.0419 


.C59.ol. 


gp 


Method 


AAT/GAP 


Start 


775 








End 


1126 



.C58 



,C58 



.C58 



.C58 



.C58 



.C59 



.C59 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



~Z Seq. No. 

^ Gene No. 

FU Start 

= Name 

n Start 

%j GI 

j ; Exons 

W Seq. No. 
E3 Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5803303 
775. .1126 

52907 
111609 
1775 

OJ990617_10.0419.C61.ol.gp 
1775 
none 

1775. .1858 

52907 
111610 
1280 

OJ990617_10.0419.C61.ol.gs 
1280 
none 

1280.. 1506, 1538. .1652 

52908 
111611 
1 

OJ990617_10.0419.C65.ol.gp 
1 

56848_1.R1084 
1. .325 

• 606574 9/emb | CAB58423.1 1 6. 
[Arabidopsis thaliana] ' 

52908 
111612 
868 

OJ990617_10.0419.C65.ol.tm 
295 
none 

295. .393, 297. .392, 468. .551, 469 

52908 
111612 
868 

OJ990617_10.0419.C65.o2.gp 
868 

56847_1.R1084 
868. .979 

'2459419 3.0e-28 (AC002332) hypothetical protein [Arabidopsis 
thaliana] 1 



Score 


663 




Seq. ID 


OJ990617_10.0419. 


C61 


Strand 


+ 




End 


1858 




Method 


AAT/GAP 




End 


1858 




Score 


134 




Seq. ID 


OJ990617JL0.0419. 


C61 


Strand 






End 


1652 




Method 


GENS CAN 




End 


1652 




Score 


.88 




Seq. ID 


OJ9906l7_lO . 04 19. 


C65 


Strand 


+ 




End 


325 




Method 


AAT/GAP 




End 


325 




Score 


615 




15 (AJ250341) beta-amylase 


en 


Seq. ID 


OJ990617_10.0419. 


C65 


Strand 






End 


979 




Method 


TBLASTX: Maize 




End 


551 




Score 


141 




469. .549 






Seq. ID 


OJ990617_10.0419. 


C65 


Strand 






End 


979 




Method 


AAT/GAP 




End 


979 




Score 


224 





Seq. No. 52909 

Gene No. 111613 

Start 1 

Name OJ990617_10 . 0419.C66.ol . gp 

Start 1 

GI 416_2.R1084 

Exons 1..47, 136.. 177, 2028.. 2335 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-149 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ990617_10.0419.C66 
Strand 

End 2335 

Method AAT/GAP 

End 2335 

Score 692 
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Seq. No. 52909 Seq. ID OJ990617_10 . 04 19 . C66 

Gene No. 111613 Strand 

Start 1 End. 2335 

Name OJ990617_10 . 04 19 . C66 . ol . tm Method TBLASTX : Maize 

Start 1 End 2315 

GI none Score 82 

Exons 1..54, 2. .49, 3. .50, 131. .184, 135. .182, 136. .183, 2024. .2287, 
2027.. 2131, 2029.. 2292, 2186.. 2314, 2268.. 2315, 2268. -.2315 

Seq. No. 52909 Seq. ID OJ990617_10 . 04 19 . C66 

Gene No. 111613 Strand 

Start 1 End 2335 

Name OJ990617_10 . 04 1 9 . C66 . ol . tw Method TBLASTX : Wheat 

Start 1 End 2309 

GI none Score 73 

Exons 1..54, 2. .49, 131. .184, 135. .209, 2024. .2287, 2029. .2292, 
2186. .2308, 2262. .2309 



Seq. No. 52909 

Gene No. 111613 

Start 1 

Name OJ990617_10 . 0419 . C66 . ol . np 

Start 1 

GI 2459420 

Exons 1-...47, 136.. 177, 2028.. 2325 

GI Descrip. (AC002332) 60S ribosomal protein L23 [Arabidopsis thaliana] 



Seq. ID OJ990617_10.0419.C66 
Strand 

End 2335 

Method AAT/NAP 

End 2325 

Score 580 



Seq. No. 52909 Seq. ID OJ990617_10 . 0419 . C66 

□ Gene No. 111613 Strand 

LJ Start 1 End 2335 

.§ Name OJ990617_10 . 0419 . C66 . ol . ts Method TBLASTX : Soybean 

^ Start 1 End 2315 

~ GI none Score 59 

5 Exons 1..48, 1..54, 5. .49, 131. .184, 135. .182, 136. .183, 2024. .2287, 

■J 2029. .2307, 2029. .2292, 2186. .2314, 2265. .2315 



i± Seq. No. 
'a% Gene No. 
lz Start 



52909 

111613 

1 



Seq. ID OJ990617_10.0419.C66 
Strand 

End 2335 



Name 


OJ990617 


_10.0419.C66.ol 


-tc 


Method 


TBLASTX: 


Start 


10 






End 


2292 


GI 


none 






Score 


358 


Exons 


10. .54, 


137. .184, 2024. 


.2287, 


2026. .2292 


Seq. No. 


52909 






Seq. ID 


OJ990617 


Gene No. 


111613 






Strand 




Start 


1 






End 


2335 


Name 


OJ990617 


_10.0419.C66.ol 


. gs 


Method 


GENSCAN 


Start 


136 






End 


2312 


GI 


none 






Score 


.42 


Exons 


136. .177 


, 2028.. 2312 








Seq. No. 


52910 






Seq. ID 


OJ990617 


Gene No. 


111614 






Strand 




Start 


248 






End 


1457 


Name 


OJ990617 


_10.0419.C69.ol 


.gs 


Method 


GENSCAN 


Start 


248 






End 


1457 
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GI 

Exons 



none Score .54 

248. .382, 987. .1053, 1096. .1225, 1231. .1431, 1442. .1457 



OJ990617_10.0419.C70 
+ 

463 

AAT/NAP 

463 

197 



Seq. No. 52911 Seq. ID 

Gene No. 111615 Strand 

Start 1 End 

Name OJ990617_10 . 0419 .C70 . ol . np Method 

Start 1 End 

GI 6069646 Score 

Exons 1 . . 4 63 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90 639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


52911 


Seq. ID 


OJ990617 10.0419 


. C70 


Gene No. 


111616 


Strand 


+ 




Start 


1872 


End 


2851 




Name 


OJ990617 10.0419.C70.o2.np 


Method 


AAT/NAP 




Start 


1872 


End 


2851 




GI 


7339719 


Score 


82 




Exons 


1872. .2060, 2788. .2851 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


52911 


Seq. ID 


OJ990617_10 . 0419 


. C70 


Gene No. 


111617 


Strand 






Start 


2631 


End 


2851 




Name 


OJ990617 10-0419. C70.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


255 




GI 


none 


Score 


262 




Exons 


2. .250, 4. .255 








Seq. No. 


52911 


Seq. ID 


OJ990617_10.0419 


.C70 


Gene No. 


111617 


Strand 






Start 


2631 


End 


2851 




Name 


OJ990617 10.0419.C70.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5 


End 


337 




GI 


none 


Score 


150 




Exons 


5. .169, 290. .337 








Seq. No. 


52911 


Seq. ID 


OJ990617JL0.0419 


.C70 


Gene No. 


111617 


Strand 






Start 


2631 


End 


2851 




Name 


OJ990617 10.0419.C70.o3.np 


Method 


AAT/NAP 




Start 


2631 


End 


2851 




GI 


4417283 


Score 


166 




Exons 


2631. .2851 








GI Descrip. 


(AC007019) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


52911 


Seq. ID 


OJ990617_10.0419 


.C70 


Gene No. 


111617 


Strand 






Start 


2631 


End 


2851 




Name 


OJ990617 10.0419.C70.ol.tc 


Method 


TBLASTX: Cress 




Start 


2643 


End 


2849 




GI 


none 


Score 


69 




Exons 


2643.-2849, 2758.-2847 
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Seq. No. 52912 

Gene No. 111618 

Start 880 

Name OJ990617_10 . 0419 . C83 . ol . gs 

Start 880 

GI none 

Exons 880.. 1013 



Seq. ID OJ990617_10.0419.C83 
Strand 

End 1013 

Method GENSCAN 

End 1013 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

1 Start 
^ GI 

~ Exons 

y Seq. No. 

3 Gene No. 

J Start 

=t Name 

fj Start 

y GI 
Exons 

J Seq. No. 

r Gene No. 

2 Start 
;f Name 
J Start 

3 GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ990617_10.0419.C86 
Strand + 

1025 
AAT/NAP 
1025 
435 



52913 
111619 
1 

OJ990617_10.0419.C86.ol.np 
1 

4544372 
1. .1025 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



52913 
111620 
252 

OJ990617_10.0419.C8 6.o2.ts 
43 

none 

43. .444, 150. .344 

52913 
111620 
252 

OJ990617_10.0419.C8 6.ol.gs 
252 
none 

252. .454, 601. .659, 1237. .1431, 1913. .1963 



Seq. ID OJ990617_10.0419.C86 
Strand 

1963 

TBLASTX : Soybean 
444 
204 



Seq. ID OJ990617_10.0419.C86 
Strand 

1963 
GENSCAN 
1963 
.42 



End 

Method 

End 

Score 



52913 
111620 
252 

OJ990617_10.0419.C86.ol.ts 
786 
none 

786. .1031, 833. .916, 992. .1027 



Seq. ID OJ990617_10.0419.C86 
Strand 

End 1963 

Method TBLASTX : Soybean 

End 1031 

Score 251 



Seq. ID OJ990617_10.0419.C87 
Strand 

1050 
AAT/GAP 
1050 
768 



52914 
111621 
529 

OJ990617_10.0419.C87.ol.gp 
529 

LIB3434-038-P1-K1-F1 
529. .1050 

'5257255/dbj | AP000364.il AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



End 

Method 

End 

Score 



52915 

111622 

1 

OJ990617_10.0419.C89.ol.np 



Seq. ID OJ990617_10.0419.C89 

Strand + 

End 878 

Method AAT/NAP 
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O 4- -1 y>f 

btdil 


1 


End 


157 




GI 


7430715 


Score 


106 




Exons 


1. .157 








GI Descrip. 


cytochrome P450 homolog T20D16.19 - Arabidopsis thaliana 






gi | £o4^44o 1 go | AABo / 111 • 1 1 


(AC002391) putative cytochrome P4 






[Arabidopsis thaliana] 








Seq. No. 


52915 


Seq. ID 


OJ990617_10.0419.C89 




Gene No . 


111622 


Strand 


+ 




Start 


1 


End 


878 




Name 


OJ990617 10.0419.C89.ol.gs 


Method 


GENSCAN 




Start 


2 


hna 


Q "7 Q 




GI 


none 


Score 


.66 




Exons 


2. .127, 699.-878 








Seq. No. 


52915 


Seq. ID 


OJ990617_10.0419.C89 




Gene No. 


111623 


Strand 


- 




Start 


61 


End 


380 




Name 


OJ990617 10.0419.C89.ol.gp 


Method 


AAT/GAP 




Start 


61 


End 






GI 


none 


Score 


603 




Exons 


61. .380 






n 


Seq. No. 


52915 


Seq. ID 


OJ990617_10.0419.C89 




Gene No. 


111624 


Strand 


- 




Start 


772 


End 


1088 


1.1; 


Name 


OJ990617 10.0419.C89.o2.gp 


Method 


AAT/GAP 


n i 


Start 


772 


End 


1088 




GI 


none 


Score 


549 




Exons 


772. .1088 








Seq. No. 


52916 


Seq. ID 


OJ990617_10.0419.C90 


¥ I H 


Gene No. 


111625 


Strand 




s 


Start 


658 


End 


1289 


fl 


Name 


OJ990617 10.0419.C90.ol.np 


Method 


AAT/NAP 




Start 


658 


End 


1289 




CT 


7430718 


Score 


557 


M 


Exons 


658. .1289 








GI Descrip. 


cytochrome P450 homolog F23K16.120 - Arabidopsis thaliana 


r ^ 




gi I 5042165 |emb ICAB44684 .il 


(AL078620) 


cytochrome P450-like 


r jj 




protein [Arabidopsis thaliana] gi | 7270933 | emb 1 CAB80612 . 1 1 






(AL161595) cytochrome P450 


-like protein [Arabidopsis thalia 




Seq. No. 


52916 


Seq. ID 


OJ990617_10.0419.C90 




Gene No. 


111625 


Strand 






Start 


658 


End 


1289 




Name 


OJ990617 10.0419.C90.ol.gs 


Method 


GENSCAN 




Start 


668 


End 


1281 




GI 


none 


Score 


.8 




Exons 


668. .1281 








Seq. No. 


52916 


Seq. ID 


OJ990617_10.0419.C90 




Gene No. 


111625 


Strand 






Start 


658 


End 


1289 




Name 


OJ990617 10.0419.C90.ol.tc 


Method 


TBLASTX: Cress 




Start 


688 


End 


1131 




GI 


none 


Score 


244 
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Exons 



688.. 1131, 689.. 1021 



Seq. No. 


52916 


Seq. ID 


OJ990617_10.0419.C90 


Gene No. 


111625 


Strand 




Start 


658 


End 


1289 


Name 


OJ990617 10.0419.C90.ol 


.ts Method 


TBLASTX : Soybean 


Start 


688 


End 


1281 


GI 


none 


Score 


77 


Exons 


688. .882, 689. .859, 883 


..1119, 884. .1129, 1153. .1281, 1154. .1279 


oeq. wo. 




Seq. ID 


OJ990617_10.0419.C90 


Gene No. 


111625 


Strand 




Start 


658 


End 


1289 


Name 


OJ990617 10.0419.C90.ol 


. tm Method 


TBLASTX: Maize 


Start 


688 


End 


1233 


GI 


none 


Score 


57 


Exons 


688. .888, 806. .859, 883 


..1128, 889. .1134, 890. .1144, 1156. .1233, 




1164. .1232, 1165.. 1233 






Seq. No. 


52916 


Seq. ID 


OJ990617_10.0419.C90 


Gene No. 


111625 


Strand 




Start 


658 


End 


1289 


Name 


OJ990617 10.0419.C90.ol 


. tw Method 


TBLASTX: Wheat 


Start 


903 


End 


1281 


GI 


none 


Score 


147 


Exons 


903. .1073, 904. .1128, 904. .1125, 1141. 


.1281 


C d /-t NJ /-\ 

oeq. in o . 


52917 


Seq. ID 


OJ990617_10.0419.C91 


Gene No. 


111626 


Strand 


+ 


Start 


1660 


End 


1985 


Name 


OJ990617 10.0419.C91.o2 


. np Method 


AAT/NAP 


Start 


1660 


End 


1985 


GI 


7523502 


Score 


212 


Exons 


1660. .1985 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


52917 


Seq. ID 


OJ990617_10.0419.C91 


Gene No. 


111627 


Strand 




jldl L 


1 


End 


1865 


Name 


OJ990617 10.0419.C91.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


558 


GI 


7430715 


Score 


368 


Exons 


1. .558 






GI Descrip. 


cytochrome P450 homolog T20D16.19 - Arabidopsis thaliana 




gil 2642443 | gb | AAB87111 . 


1| (AC002391) putative cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


52917 


Seq. ID 


OJ990617_10.0419.C91 


Gene No. 


111627 


Strand 




Start 


1 


End 


1865 


Name 


OJ990617 10.0419.C91.ol 


. tm Method 


TBLASTX: Maize 


Start 


1 


End 


519 


GI 


none 


Score 


61 



Exons 



1..42, 2. .43, 2. .223, 46. .222, 212. .322, 223. .330, 223. .330, 
343. .519 



Seq. No. 



52917 



Seq. ID OJ990617_10.0419.C91 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



111627 Strand 

1 End 
OJ990617_10.0419.C91.ol.ts Method 

2 End 
none Score 



1865 

TBLASTX: Soybean 

504 

54 



2. .217, 4. .213, 223. .339, 226. .330, 328. .'504, 395. .463 



52917 
111627 
1 

OJ990617_10.0419.C91.ol.tc 
4 

none 

4. .309, 167. .322, 370. .459 

52917 
111627 
1 

OJ990617_10.0419.C91.ol.gs 
97 

none 

97. .508, 998. .1051, 1666. .1865 

52918 
111628 
779 

OJ990617_10.0419.C96.ol.gp 
578 

3767021 
578. .1008 



Seq. ID OJ990617_10.0419.C91 
Strand 

End 1865 

Method TBLASTX : Cress 

End 459 

Score 82 



Seq. ID OJ990617_10.0419.C91 
Strand 

End 1865 

Method GEN SCAN 

End 1865 

Score .44 



Seq. ID OJ990617_10.0419.C96 
Strand 

End 1100 

Method AAT/GAP 

End 1008 

Score 791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52918 
111628 
779 

OJ990617_10.0419.C96.ol.np 
770 

7430715 
770. .1100 

cytochrome P450 homolog T20D16.19 - Arabidopsis thaliana 
gi|2642443|gb|AAB87111.1| (AC002391) putative cytochrome P450 
[Arabidopsis thaliana] 



Seq. ID OJ990617_10.0419.C96 
Strand 

End 1100 

Method AAT/NAP 

End 1100 

Score 296 



52918 

111628 

779 

OJ990617_10.0419.C96.ol.gs 

779 

none 

779. .1063 



Seq. ID OJ990617_10.0419.C96 
Strand 

End 1100 

Method GEN SCAN 

End 1063 

Score .78 



Seq. No. 52918 

Gene No. 111628 

Start 779 

Name OJ990617_10. 0419.C96.ol .tc 

Start 782 

GI none 

Exons 782.. 1093, 792.. 1076 



Seq. ID OJ990617_10.0419.C96 
Strand 

End 1100 

Method TBLASTX : Cress 

End 1093 

Score 166 



53942 



Seq. No. 


52918 


Seq. ID 


OJ990617_10.0419. 


C96 


Gene No. 


111628 


Strand 






Start 


779 


End 


1100 




Name 


OJ990617 10.0419.C96.ol.tm 


Method 


TBLASTX: Maize 




Start 


782 


End 


1093 




GI 


none 


Score 


95 




Exons 


782. .1003, 798. .1004, 868. .1047, 1004. 


. 1093, 1005 . . 1079 




Seq. No. 


52918 


Seq. ID 


OJ990617 10.0419. 


C96 


Gene No. 


111628 


Strand 


- 




Start 


779 


End 


1100 




Name 


OJ990617 10.0419.C96.ol.ts 


Method 


TBLASTX : Soybean 




Start 


821 


End 


1093 




GI 


none 


Score 


143 




Exons 


821. .1093, 825. .1079 








Seq. No. 


52919 


Seq. ID 


OJ990617_10.0419. 


C97 


Gene No. 


111629 


Strand 


+ 




Start 


279 


End 


403 




Name 


OJ990617 10.0419.C97.ol.gs 


Method 


GENSCAN 




Start 


279 


End 


403 




GI 


none 


Score 


.59 




Exons 


279. .403 








Seq. No. 


52920 


Seq. ID 


OJ990617_10.0419. 


C108 


Gene No. 


111630 


Strand 


+ 




Start 


127 


End 


1265 




Name 


OJ990617 10.0419.C108.ol.gs 


Method 


GENSCAN 




Start 


127 


End 


1265 




GI 


none 


Score 


. 53 




Exons 


127.. 316, 799.. 957, 1040.. 1265 






Seq. No. 


52920 


Seq. ID 


OJ990617_10 . 0419. 


C108 


Gene No. 


111631 


Strand 






Start 


1 


End 


1240 




Name 


OJ990617 10.0419.C108.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1240 




GI 


7340884 


Score 


157 




Exons 


1..255, 769. .851, 899. .1240 








GI Descrip. 


(AP001551) Similar to Antirrhinum ma jus transposon Tam3 


gene 




transposase. (AB013982) [Oryza sativa] 






Seq. No. 


52921 


Seq. ID 


OJ990617_10.0419- 


C109 


Gene No . 


111632 


Strand 






Start 


1 


End 


1282 




Name 


OJ990617 10.0419.C109.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1190 




GI 


7106512 


Score 


457 




Exons 


1..23, 750. .1190 








o± Ucscrip, 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


i_ne 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


52921 


Seq. ID 


OJ990617_10.0419. 


C109 


Gene No. 


111632 


Strand 






Start 


1 


End 


1282 




Name 


OJ990617 10.0419.C109.ol.gs 


Method 


GENSCAN 





53943 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
U Start 
--3 Name 
rf\ Start 

IS Exons 

GI Descrip. 



fy Seq. No. 
. Gene No. 
^ Start 
'~~ Name 
N Start 
U GI 
Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



842 
none 

842. .1282 



End 
Score 



1282 
.6 



52922 
111633 
1 

OJ990617_10.0419.C110.ol.np 
1 

7106512 
1..52, 533. .659, 732. .792 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10. 0419. C110 
Strand 

End 3880 

Method AAT/NAP 

End 792 

Score 195 



52922 

111633 

1 

OJ990617_10.0419.C110.ol.gs 

441 

none 



Seq. ID OJ990617_10. 0419. C110 
Strand 

End 3880 

Method GENSCAN 

End 3836 

Score .48 



441. .659, 1991. .2186, 2987. .3079, 3102. .3391, 3495. .3836 



Seq. ID OJ990617_10.0419.C110 
Strand 

End 3880 

Method AAT/GAP 

End 936 

Score 450 



52922 
111633 
1 

OJ990617_10. 0419. C110. ol.gp 
689 

3761181 
689. .936 

4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

52922 Seq. ID OJ990617_10 . 04 19 . C110 

111633 Strand 

1 End 3880 

OJ990 617_10 . 04 19 . C110 . o2 . np Method AAT/NAP 

2177 End 3880 

5902369 Score 228 

2177. .2278, 3018. .3079, 3219. .3391, 3495. .3880 

(AC009322) Unknown protein [Arabidopsis thaliana] 



52922 

111633 

1 

OJ990617_10.0419.C110.ol.ts 

3219 

none 



Seq. ID OJ990617_10. 0419. C110 
Strand 

End 3880 

Method TBLASTX : Soybean 

End 3614 

Score 140 



3219. .3371, 3221. .3388, 3221. .3385, 3269. .3400, 3490. .3567, 
3495. .3614 



Seq. No. 52922 

Gene No. 111633 

Start 1 

Name OJ990617_10 . 0419.C110.ol.tm 

Start 3221 

GI none 
Exons 



Seq. ID OJ990617_10. 0419. C110 
Strand 

End 3880 

Method TBLASTX : Mai ze 

End 3602 

Score 92 



3221.. 3391, 3227.. 3367, 3228.. 3386, 3260.. 3400, 3287.. 3400, 



53944 




3489. .3602, 3494.. 3562 



Seq. No. 


52922 


Seq. ID 


OJ990617_10.0419 


-C110 


Gene No. 


111633 


Strand 


- 




Start 


1 


End 


3880 




Name 


OJ990617 10. 0419. C110. o2.gp 


Method 


AAT/GAP 




Start 


3482 


End 


3873 




GI 


2311487 


Score 


569 




Exons 


3482. .3873 








Seq. No. 


52923 


Seq. ID 


OJ990617_10.0419 


.cm 


Gene No. 


111634 


Strand 


+ 




Start 


66 


End 


2318 




Name 


OJ990617 10.0419.Clll.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


2193 




GI 


none 


Score 


.6 




Exons 


66. .86, 184. .2193 








Seq. No. 


52923 


Seq. ID 


OJ990617_10.0419 


. Li 1 1 


Gene No. 


111634 


Strand 


+ 




Start 


66 


End 


2318 




Name 


OJ990617 10.0419.Clll.ol.np 


Method 


AAT/NAP 




Start 


283 


End 


2318 




GI 


4580990 


Score 


801 




Exons 


283. .360, 634. .1816, 1844. .2318 






GI Descrip. 


(AF120335) putative transposase [Arabidopsis thaliana] 




Seq. No. 


52923 


Seq. ID 


OJ990617_10.0419 


.cm 


Gene No. 


111635 


Strand 






Start 


1 


End 


484 




Name 


OJ990617 10.0419.Clll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


484 




GI 


5803303 


Score 


927 




Exons 


1. .484 








Seq. No. 


52923 


Seq. ID 


OJ990617JL0.0419 


.cm 


Gene No. 


111636 


Strand 






Start 


631 


End 


2223 




Name 


OJ990617 10.0419.Clll.o2.tm 


Method 


TBLASTX: Maize 




Start 


631 


End 


843 




GI 


none 


Score 


226 




Exons 


631. .843, 631. .801 








Seq. No. 


52923 


Seq. ID 


OJ990617_10.0419 


.cm 


Gene No. 


111636 


Strand 






Start 


631 


End 


2223 




Name 


OJ990617 10.0419.Clll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


637 


End 


1107 




GI 


none 


Score 


115 




Exons 


637. .819, 832. .1107 








Seq. No. 


52923 


Seq. ID 


OJ990617_10.0419 


.cm 


Gene No. 


111636 


Strand 






Start 


631 


End 


2223 




Name 


OJ990617 10.0419.Clll.ol.tm 


Method 


TBLASTX: Maize 




Start 


853 


End 


2217 




GI 


none 


Score 


166 





53945 



Exons 



853. .1065, 1048. .1650, 1657. .1743, 2008. .2139, 2098. .2217 



Seq. No. 52923 

Gene No. 111636 

Start 631 

Name OJ990617_10.0419.Clll.ol.ts 

Start 1126 

GI none 

Exons 1126.. 1650, 1657.. 1749 

Seq. No. 52923 

Gene No. 111636 

Start 631 

Name OJ990617_10.0419-Clll.ol.tw 

Start 1135 

GI none 

Exons 1135.. 1230, 1138. .1443 

Seq. No. 52923 

Gene No. 111636 

Start 631 

Name OJ990617_10.0419.Clll.o3.ts 

Start 2014 

GI none 

Exons 2014.. 2223, 2031.. 2222 



Seq. ID OJ990617_10.0419.C111 
Strand 

End 2223 

Method TBLASTX : Soybean 

End 1749 

Score 217 



Seq. ID OJ990617_10.0419.C111 
Strand 

End 2223 

Method TBLASTX : Wheat 

End 1443 

Score 175 



Seq. ID OJ990617_10.0419.C111 
Strand 

End 2223 

Method TBLASTX : Soybean 

End 2223 

Score 203 



Seq. No. 52924 

Gene No. 111637 

Start 405 

Name OJ990617_10 . 04 19 . CI 12 . ol . gs 

Start 405 

GI none 

Exons 405.. 523, 736.. 902, 1013.. 1061 



Seq. ID OJ990617_10.0419.C112 
Strand 

End 1061 

Method GENSCAN 

End 1061 

Score .5 



Seq. No. 52925 

Gene No. 111638 

Start 1156 

Name OJ990617_10.0419.C113.ol.gs 

Start 1156 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C113 
Strand 

End 4 37 6 

Method GENSCAN 

End 4293 

Score .75 



1156. .1344, 1444. .1542, 1638. .1710, 2016. .2189, 2278. .2459, 
2637. .2963, 3093. .3311, 3403. .3510, 3523. .4293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52925 

111638 

1156 

OJ990617JL0 .0419. C113 . ol . np 

1180 

4680204 



Seq. ID OJ990617_10.0419.C113 
Strand 

End 4376 

Method AAT/NAP 

End 4 37 6 

Score 815 



1180. .1344, 1746. .1922, 2016. .2189, 2278. .3311, 3403. .4376 
(AF114171) hypothetical protein [Sorghum bicolor] 



52925 

111638 

1156 

OJ990617_10.0419.C113.o2.tw 
3099 



Seq. ID OJ990617_10.0419.C113 
Strand 

End 4376 

Method TBLASTX : Wheat 

End 3792 



53946 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



none Score 60 

3099.. 3317, 3400.. 3471, 3529.. 3690, 3712.. 3792 



52925 

111638 

1156 

OJ990617_10.0419.C113.ol.tw 

3793 

none 



Seq. ID OJ990617_10.0419.C113 
Strand 

End 4376 

Method TBLASTX : Wheat 

End 4194 

Score 78 



3793. .3963, 3794. .3910, 3953. .4093, 3958. .4194, 4000. .4194 



52926 

111639 

966 

OJ990617_10.0419.C114.ol.gs 

966 

none 

966. .1124 



Seq. ID OJ990617_10.0419.C114 

Strand + 

End 1124 

Method GENSCAN 

End 1124 

Score . 66 



ill 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;Z Seq. No. 

^ Gene No. 

s Start 

fj Name 

Q Start 

il GI 

; ^ Exons 

C3 Seq. No. 
£3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



Seq. ID OJ990617_10.0419.C114 
Strand 

497 

AAT/GAP 
497 
114 



52926 
111640 
415 

OJ990617_10.0419.C114.ol.gp 
415 

LIB3477-003-P1-K1-E9 
415. .497 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



52927 

111641 

5092 

OJ990617_10.0419.C115.o2.gs 

5092 

none 



Seq. ID OJ990617_10.0419.C115 

Strand + 

End 9475 

Method GENSCAN 

End 9475 

Score . 62 



5092. .5103, 5151. .5230, 6643. .6915, 8078. .8180, 9212. .9475 



52927 

111641 

5092 

OJ990617_10.0419.C115.o2.np 

6856 

7228450 



Seq. ID OJ990617_10.0419.C115 

Strand + 

End 9475 

Method AAT/NAP 

End 8305 

Score 288 



6856. .6974, 7769. .7854, 7988. .8129, 8192. .8305 
(AP001366) hypothetical protein [Oryza sativa] 



52927 

111642 

816 

OJ990617_10.0419.C115.ol.np 
672 

4680203 



Seq. ID OJ990617_10.0419.C115 
Strand 

End 5306 

Method AAT/NAP 

End 5306 

Score 3225 



672. .1649, 1925. .2155, 2309. .3982, 5270. .5306 
(AF114171) TNP2-like protein [Sorghum bicolor] 



52927 



Seq. ID OJ990617_10.0419.C115 
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Gene No . 


111642 






Strand 




Start 


816 






End 


5306 


Name 


OJ990617 10 


.0419 


.C115.ol.gs 


Method 


GEN SCAN 


Start 


816 




End 


3745 


GI 


none 






Score 


.49 


Exons 


816. .1613, 


2066. 


.2244, 2377. 


.2538, 2752. .3745 


Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No. 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


.C115.ol.tw 


Method 


TBLASTX: Wheat 


Start 


726 






End 


2047 


GI 


none 






Score 


46 


Exons 


726. .815, 727. .792, 819. .887 


, 835. .888 


, 894. .1010, 894. .1040, 




937. .1041, 


988. . 


1083, 1020.. 


1079, 1085 


..1132, 1086. .1133, 




1125. .1787, 


1141 


..1788, 1318 


..1791, 1779. .2042, 1784. .2041, 




1862. .2047 










Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No . 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


.C115.ol.tc 


Method 


TBLASTX: Cress 


Start 


1308 






End 


1755 


GI 


none 






Score 


105 


Exons 


1308. .1457, 


1308 


..1751, 1312 


..1755, 1318. .1755 


Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No - 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


.C115.o2.tm 


Method 


TBLASTX: Maize 


Start 


1686 






End 


1999 


GI 


none 






Score 


51 


Exons 


1686. .1787, 


1714 


..1785, 1782 


..1982, 1784. .1999 


Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No. 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


-C115.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2048 






End 


2453 


GI 


none 






Score 


70 


Exons 


2048. .2128, 


2049 


..2129, 2049 


..2132, 2054. .2134, 2161. .2373, 




2162. .2404, 


2202 


..2384, 2390 


..2452, 2403. .2453 


Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


.C115.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2486 






End 


2722 


GI 


none 






Score 


197 


Exons 


2486. .2722 










Seq. No. 


52927 






Seq. ID 


OJ990617_10.0419.C115 


Gene No. 


111643 






Strand 




Start 


9915 






End 


11264 


Name 


OJ990617 10 


.0419 


.C115.ol.tm 


Method 


TBLASTX: Maize 


Start 


2558 






End 


3016 


GI 


none 






Score 


108 



53948 



Exons 



2558.. 2752, 2762.. 3016, 2762.. 3004 



Seq. No. 52927 

Gene No. 111643 

Start 9915 

Name OJ990617_10 . 0419 . C115 . o2 . tw 

Start 2592 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C115 
Strand 

End 11264 

Method TBLASTX : Wheat 

End 3061 

Score 167 



2592. .2798, 2592. .2801, 2597. .2800, 2597. .2821, 2799. .2891, 
2801.. 2899, 2802.. 2894, 2903.. 3007, 2907.. 3008, 3005.. 3061, 
3009. .3053 



fii 



Seq. No. 52927 

Gene No. 111643 

Start 9915 

Name OJ990617_10 . 0419. C115 . o2 . tc 

Start 2849 

GI none 
Exons 



Seq. No. 52927 

Gene No. 111643 

Start 9915 

Name OJ990617_10 .0419. C115 . ol . ts 

Start 2930 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C115 
Strand 

End 11264 

Method TBLASTX : Cress 

End 3212 

Score 84 



2849. .3190, 2868. .2996, 3045. .3212 



Seq. ID OJ990617_10.0419.C115 
Strand 

End 11264 

Method TBLASTX : Soybean 

End 3359 

Score 97 



2930. .3226, 2943. .3194, 3276.-3359, 3284. .3358 



Seq. No. 52927 

Gene No. 111643 

Start 9915 

Name OJ990617_10 . 0419. C115 . o4 . tw 

Start 3280 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C115 
Strand 

End 11264 

Method TBLASTX : Wheat 

End 3676 

Score 204 



3280.. 3522, 3288.. 3530, 3290.. 3532, 3291.. 3533, 3524.. 3676, 
3538. .3657 



Seq. ID OJ990617_10.0419.C115 
Strand 

11264 
GEN SCAN 
11264 
.4 



End 

Method 

End 

Score 



Seq. No. 52927 

Gene No. 111643 

Start 9915 

Name OJ990617_10 . 0419 . C115 . o3 . gs 

Start 9915 

GI none 

Exons 9915.. 9940, 11237.. 11264 

Seq. No. 52928 

Gene No. 111644 

Start ' 234 

Name OJ990617_10 . 0419. C116 . ol . gs 

Start 234 

GI none 

Exons 234. .289, 620. .751, 884. .1003, 1434. .1655 

Seq. No. 52929 Seq. ID OJ990617_10 . 04 19 . C121 

Gene No. 111645 Strand + 

Start 357 End 574 

Name OJ990617_10 . 04 19 . C121 . ol . gs Method GEN SCAN 



Seq. ID OJ990617_10.0419.C116 

Strand + 

End 1655 

Method GEN SCAN 

End 1655 

Score .58 



53949 



Start 
GI 

Exons 



357 

none 

357..S74 



End 
Score 



574 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52929 
111646 
1 

OJ990617_10.0419.C121.ol.np 
1 

4680204 
1. .731 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990617_10.0419.C121 
Strand 

731 

AAT/NAP 
731 
443 



End 

Method 

End 

Score 



52929 

111646 

1 

OJ990617_10.0419.C121.ol.tw 
3 

none 



Seq. ID OJ990617_10.0419.C121 
Strand 

End 731 

Method TBLASTX : Wheat 

End 27 4 

Score 73 



3. .266, 33. .236, 112. .273, 140. .274 



52930 

111647 

154 

OJ990617_10.0419.C131.ol.gs 

154 

none 

154. .273, 767. .832 

5293T 
111648 
272 

OJ990617_10.0419.C134.ol.gs 

272 

none 

272. .338 



Seq. ID OJ990617_10.0419.C131 
Strand 

End 832 

Method GENSCAN ' 

End 832 

Score .46 



Seq. ID OJ990617_10.0419.C134 
Strand 

End 338 

Method GENSCAN 

End 338 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52932 
111649 
1 

OJ990617_10.0419.C137.ol.np 
1 

7248395 
1..57, 109. .645 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C137 
Strand + 

645 

AAT/NAP 
645 
490 



End 

Method 

End 

Score 



52933 
111650 

101 End 
OJ990617_10 . 04 19 . C138 . ol . gs Method 
101 End 
none Score 
101. .331 



Seq. ID OJ990617_10.0419.C138 
Strand + 

331 

GENSCAN 
331 
.74 



Seq. No. 
Gene No. 
Start 



52933 

111651 

3928 



Seq. ID OJ990617_10.0419.C138 
Strand + 
End 6209 



53950 



Name 


OJ990617 10 . 04 19 . Clio . o3 . gs 


Method 


GEN SCAN 


Start 


3928 


End 


6140 


GI 


none 


Score 


. 92 


Exons 


3928.. 4275, 4317.. 4349, 5984 


. . 614 0 




Seq. No. 


52933 


Seq. ID 


OJ990617 10.0419.C13o 


Gene No . 


111651 


Strand 


+ 


otail 




End 


6209 


Name 


OJ990617 10.0419.C138.ol.np 


Method 


AAT/NAP 


Start 


4093 


End 


6209 


GI 


7485534 


Score 


181 


Exons 


4093.. 4275, 5502.. 5585, 5984 


. .6209 




GI Descrip. 


hypothetical protein F16A16. 


200 - Arabidopsis thaliana 



(fragment) gi | 4218129 | emb I CAA22983 . 1 1 (AL035353) hypothetical 
protein [Arabidopsis thaliana] gi | 7269724 | emb | CAB81457 . 1 | 
(AL161573) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 52934 

Gene No. 111652 

Start 429 

Name OJ990617_10 . 0419.C140 .ol . tc 

Start 423 

GI none 

Exons 423.. 611, 437.. 697, 442.. 696 

Seq. No. 52934 

Gene No. 111652 

Start 429 

Name OJ990617_10. 0419.C140 .ol. tm 

Start 428 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C140 

Strand + 

End 8 63 

Method TBLASTX : Cress 

End 697 

Score 167 



Seq. ID OJ990617_10.0419.C140 

Strand + 

End 8 63 

Method TBLASTX: Maize 

End 756 

Score 177 



428. .697, 429. .611, 437. .754, 448. .756, 657. .755 



5 Seq. No. 


52934 




Seq. ID 


OJ990617_10.04T 


O Gene No. 


111652 




Strand 


+ 


G Start 


429 




End 


863 


= 7 Name 


OJ990617 10.0419.C140.ol 


.ts 


Method 


TBLASTX: Soybean 


f Z Start 


428 




End 


697 


%3 GI 


none 




Score 


421 


11 Exons 


428.-697, 437. .697 








Seq. No. 


52934 




Seq. ID 


OJ990617JL0.041! 


Gene No. 


111652 




Strand 


+ 


Start 


429 




End 


863 


Name 


OJ990617 10.0419.C140.ol 


. np 


Method 


AAT/NAP 


Start 


429 




End 


694 


GI 


3885884 




Score 


408 


Exons 


429. .694 








GI Descrip. 


(AF093630) 60S ribosomal 


protein L21 [Oryza sativa] 


Seq. No. 


52934 




Seq. ID 


OJ990617_10.041! 


Gene No-.- 


111652 




Strand 


+ 


Start 


429 




End 


863 


Name 


OJ990617 10.0419.C140.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


429 




End 


745 


GI 


none 




Score 


158 


Exons 


429. .611, 436. .738, 437. 


.745, 


439. .741 





53951 




ot;^ * • 






niQQH^M 10 DAI Q PI ACi 


flpnp Mo 


111652 


Strand 




Start 


429 


End 


863 


Name 


OJ990617 10.0419.C140.ol.gp 


Method 


AAT/GAP 




435 


End 


863 




892 1.R1084 


Score 


806 


JTynn q 


435. .863 






f^T T)& r" r~ ~\ r~\ 

\J A. UCJ^iipi 


•3885884 7.0e-91 (AF093630) 60S ribosomal protein L21 [Oryza 




SdLlVa J 






Seq. No. 




Corr T Pi 




Gene No. 


111652 


Strand 




Start 


429 


End 


863 


IN dllLC 


OJ990617 10.0419.C140.ol.gs 


Method 


GEN SCAN 


O Ldi U 


440 


End 


oy / 


r; t 


none 


Score 


. yo 


Exons 


440. .697 








52935 


Seq. ID 


nTQon^i i 1 n 1 q pi en 
ujyyuoi / iu.. u 4 x y . liou 


fZpnp No 


111653 


Strand 


+ 


Start 


9189 


End 


1 Z O Z D 


Name 


OJ990617 10.0419.C150.ol.np 


Method 


AAT/NAP 


O LO.i- L. 


9189 


End 


12326 




5739323 


Score 


1292 


Exons 


9189.. 9468, 9556.. 9779, 10018 


. .10692, 


10843. .11288, 11342. .1 




(AF166121) Cf2/Cf5 disease resistance 


protein homolog [Hordei 




vulgar e] 






Cqh Ma 

oeq • inu . 


52935 


Seq. ID 


OJ990617_10.0419.C150 


Gene No. 


111654 


Strand 


+ 


Start 


15542 


End 


16850 


Name 


OJ990617 10.0419.C150.o4.np 


Method 


AAT/NAP 


O L d J_ L. 


15542 


End 


16850 




5777617 


Score 


103 




15542. .15566, 16714. .16850 








(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


52935 


Seq. ID 


OJ990617_10.0419.C150 


Gene No. 


111655 


Strand 




Start 


211 


End 


3328 


Name 


OJ990617 10-0419. C150.ol.gs 


Method 


GENSCAN 


O L. dl L. 


211 


End 


3328 


ox 


none 


Score 


.63 




211. .575, 653. .721, 1037. .1378, 1699.. 


2941, 3021.. 3328 


Seq. No. 


52935 


Seq. ID 


OJ990617_10.0419.C150 


Gene No. 


111656 


Strand 




O L.C1X. L, 


13324 


End 


16247 


Name 


OJ990617 10.0419.C150.o2.tc 


Method 


TBLASTX: Cress 




9276 


End 


9452 


GI 


none 


Score 


183 


Exons 


9276. .9452 






Seq. No. 


52935 


Seq. ID 


OJ990617_10.0419.C150 


Gene No. 


111656 


Strand 




Start 


13324 


End 


16247 



53952 



Name 

Start 

GI 

Exons 



OJ990617_10.0419.C150.ol.ts 
9608 



none 
9608. 
10279 
10501 
10536 
11343 



_ Method TBLASTX: Soybean 

End 12047 
Score 7 6 

9760, 9615.. 9758, 9615.. 9758, 9618.. 9758, 9627.. 9758, 
.10458, 10285. .10458, 10312 .. 10458 , 10312 .. 10458 , 
.10695, 10507. .10698, 10507 .. 10704 , 10518, 
11268, 11152. 
11462, 11352. 
11663, 11562. 
12008, 11856. 



10703, 11149 
11462, 11352 
11499. .11663,' 11499 
11751. .12005, 11856 
11934. .12047 



,11268, 11343. 

,11462, 11496. 

,11663, 11655. 

,12008, 11877. 



,10694, 
, 11462, 
.11663, 
,12008, 
,12005, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52935 

11165 

13324 

OJ990 

9615 

none 

9615. 

10279 

10507 

10516 

10539 

11149 

11337 

11352 

11496 

11499 

11721 

11771 

11856 

11856 

11856 



Seq. ID OJ990617_ 
Strand 



10.0419.C150 



617 10.0419.C150.ol.tc 



End 

Method 

End 

Score 



16247 

TBLASTX: Cress 

12095 

77 



.9758, 
. .10458 
. .10695 
. .10695 
. .10688 
. .11268 
. .11477 
. .11390 
. .11630 
. .11621 
. .11798 
. .11944 
. .12005 
. .12008 
. .12005 



9618. .9758, 

, 10312. .10 

, 10507. .10 

, 10516. .10 

, 10816. .10 

, 11149. .11 

, 11337. .11 

, 11352. .11 

, 11496. .11 

, 11505. .11 

, 11721. .11 

, 11814. .11 

, 11856. .12 

, 11856. .12 

, 11892. .12 



9627 
458, 
695, 
695, 
920, 
268, 
471, 
462, 
663, 
600, 
798, 
987, 
005, 
005, 
050, 



..9761, 9633..9758, 

10312. .10485, 10492. 

10507. .10701, 10507, 

10516. .10704, 10522, 

11149. .11292, 11149. 

11152. .11268, 11337. 

11343. .11462, 11343. 

11355. .11462, 11493. 

11496. .11609, 11499. 

11505. .11663, 11682. 

11724. .11798, 11754. 

11822. .12007, 11856. 

11856. .12008, 11856. 

11856. .12002, 11856. 

11892. .12005, 12048. 



9633. .9758, 

.10647, 

.10704, 

.10701, 

.11268, 

.11459, 

.11465, 

.11639, 

.11618, 

.11798, 

.11798, 

.12005, 

.12005, 

.11951, 

. 12095 



Seq. No. 52935 

Gene No. 111656 

Start 13324 

Name OJ990617_10 . 0419 . C150 . ol . tm 

Start 9618 

GI none 
Exons 



Seq. ID OJ990617_10.0419.C150 
Strand 

End 16247 

Method TBLASTX : Mai ze 

End 12107 

Score 7 6 



9618. .9758, 10495 .. 10695, 10507 .. 10632, 10543 .. 10695, 
11164. .11268, 11343. .11462, 1134 9 .. 11471, 11745 .. 12032, 
11752. .11928, 11771. .12034, 11777 .. 12004 , 12051. .12107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52935 

111656 

13324 

OJ990617_10.0419.C150.ol.tw 

10282 

none 



Seq. ID OJ990617_10.0419.C150 
Strand 

End 16247 

Method TBLASTX : Wheat 

End 12011 

Score 241 



10282. .10653, 10311 .. 10637 , 10588 .. 10701, 1114 9 .. 11253, 
11340. .11477, 11751. .11798, 11856. . 11990, 1188 6 .. 12011 , 
11895. .11996 



Seq. No. 
Gene No. 
Start 



52935 

111656 

13324 



Seq. ID OJ990617_10.0419.C150 
Strand 

End 16247 



53953 



Name 


ojyyuoi/ iu . U4 19 . cit>u . 04 . gs 


Method 


GENSCAN 




Start 


1 Oil Jl 

13324 


End 


16247 




GI 


none 


Score 


.52 




Exons 


133z4 . . 134 4 U , 154 3o . . loo9o, 


15616. .15802, 16155. .16247 




Seq. No. 


52935 


Seq. ID 


OJ990617_10.0419 


. C150 


Gene No. 


ill rr£ 

lllooo 


Strand 






Start 


13324 


End 


16247 




Name 


OJ990617 10.0419.C150.o2.np 


Method 


AAT/NAP 




Start 


13356- 


End 


14487 




GI 


7340920 


Score 


187 




Exons 


13356. .13471, 14445. .14487 








GI Descrip. 


(AP001550) hypothetical protein [Oryza sativa] 




Seq. No. 


52936 


Seq. ID 


OJ990617_10.0419 


. Clol 


Gene No. 


111657 


Strand 


+ 




Start 


9 


End 


750 




Name 


OJ990617 10.0419.C151.ol.gs 


Method 


GENSCAN 




Start 


9 


End 


682 




GI 


none 


Score 


.54 




Exons 


9. .421, 472. . 682 








Seq. No. 


52936 


Seq. ID 


OJ990617_10.0419 


. C151 


Gene No . 


111657 


Strand 


+ 




Start 


9 


End 


750 




Name 


OJ990617 10.0419.C151.ol.np 


Method 


AAT/NAP 




Start 


9 


End 


750 




GI 


5091520 


Score 


771 




Exons 


9. .750 








GI Descrip. 


(AB023482) ESTs AU058081 (E30812) , AU058365 (E50679) , 






AU030138 (E50679) correspond 


to a region of the predicted gene 




Similar to Spinacia oleracea 


mRNA for 


proteasome 37kD 






subunit . (X96974) [Oryza sativa] 






Seq. No. 


52936 


Seq. ID 


OJ990617_10.0419 


.C151 


Gene No. 


111658 


Strand 






Start 


771 


End 


1805 




Name 


OJ990617 10.0419.C151.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


532 




GI 


none 


Score 


716 




Exons 


2. .274, 3. .464, 201. .281, 314. .466, 407. .532, 416. .466, 


452. . 


Seq. No. 


52936 


Seq. ID 


OJ990617_10.0419 


.C151 


Gene No. 


111658 


Strand 






Start 


771 


End 


1805 




Name 


OJ990617 10.0419.C151.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


532 




GI 


none 


Score 


54 




Exons 


2. .40, 2. .109, 6. .95, 218. .274, 219. .4 


67, 219. .281, 314 


. .463, 




464. .532, 465. .506, 467. .532 








Seq. No. 


52936 


Seq. ID 


OJ990617_10.0419 


.C151 


Gene No. 


111658 


Strand 






Start 


771 


End 


1805 




Name 


OJ990617 10-0419. C151.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6 


End 


532 




GI 


none 


Score 


662 





53954 



Exons 



6. .122, 8. .274, 9. .467, 201. .281, 314. .466, 332. .478, 467. .532, 
472. .531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 
^ Start 
%J GI 
in Exons 

Seq. No. 
;1 Gene No. 
^ Start 
%3 Name 
fit Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52936 

111658 

771 

OJ990617_10.0419.C151.ol.tc 
8 

none 



Seq. ID OJ990617_10.0419.C151 
Strand 

End 1805 

Method TBLASTX : Cress 

End 532 

Score 683 



8. .274, 9. .467, 314. .466, 419. .478, 467. .532, 472. .531 



52936 
111658 

771 End 
OJ990617_10.0419.C151.o2.np Method 
771 End 
5777617 Score 
771. .873, 1716. .1805 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C151 
Strand 

1805 
AAT/NAP 
1805 
99 



52936 

111658 

771 

OJ990617_10.0419.C151.o2".gs 

1475 

none 

1475. .1567, 1584. .1661 



Seq. ID OJ990617_10.0419.C151 
Strand 

End 1805 

Method GEN SCAN 

End 1661 

Score . 9 



52937 
111659 
200 

OJ990617_10.0419.C152.ol.np 
200 

5803247 
200. .322, 418. .646 

(AP000399) similar to OsENOD93a gene for early nodulin 
(AB018375) [Oryza sativa] 



Seq. ID OJ990617_10.0419.C152 
Strand 

End 64 6 

Method AAT/NAP 

End 64 6 

Score 70 



52937 

111660 

700 

OJ990617_10.0419.C152.ol.gs 

700 

none 

700.. 760, 1313.. 1374 



Seq. ID OJ990617_10.0419.C152 
Strand 

End 1374 

Method GENSCAN 

End 1374 

Score .83 



Seq. No. 52938 

Gene No. 111661 

Start 327 

Name OJ990617_10 . 0419 .C154 . ol . gs 

Start 327 

GI none 

Exons 327. .511, 595. .693, 926. .1036, 1124. .1184, 1284 
1957. .2163 



Seq. ID OJ990617_10.0419.C154 
Strand + 

2163 
GENSCAN 
2163 
.75 



End 

Method 

End 

Score 



,1376, 



Seq. No. 
Gene No. 



52938 
111662 



Seq. ID OJ990617_10.0419.C154 
Strand + 



53955 



Start 


4079 


End 


7559 


Name 


OJ990617_10.0419.C154.ol.gp 


Method 


AAT/GAP 






End 


5826 


GI 


1248 2.R1084 


Score 


1235 


Exons 


4050. .4187, 4270. .4364, 4508 


..4594, 4700. .4762, 4872. .4909, 




5536. .5826 






GI Descrip. 


'3510256 6.0e-21 (AC005310) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


52938 


Seq. ID 


■ OJ990617_10.0419.C154 


Gene No. 


111662 


Strand 


+ 


Start 


4079 


End 


7559 


Name 


OJ990617 10.0419.C154.ol.np 


Method 


AAT/NAP 


Start 


4053 


End 


5590 


(IT 


7485752 


Score 


229 


Exons 


4053. .4225, 4259. .4364, 4508 


..4594, 4700. .4762, 4872. .4909, 




5536. .5590 






GI Descrip. 


hypothetical protein F19D11. 


10 - Arabidopsis thaliana 




gil 35102561 gb IAAC33500.il (AC005310) 


unknown protein 




[Arabidopsis thaliana] 






Seq. No. 




Seq. ID 


OJ990617_10.0419.C154 


bene ino . 


111662 


Strand 


+ 


Start 


4079 


End 


7559 


Name 


OJ990617 10.0419.C154.o2.gs 


Method 


GENSCAN 


Start 


4079 


End 


7559 


GI 


none 


Score 


.66 


Exons 


4079. .4182, 4504. .4594, 7197 


..7321, 7349. .7559 


Seq. No. 




Seq. ID 


OJ990617_10.0419.C155 




111663 


Strand 


+ 


Start 


1760 


End 


2146 


Name 


OJ990617 10.0419.C155.ol.gs 


Method 


GENSCAN 


Start 


1760 


End 


2146 


GI 


none 


Score 


.68 


Exons 


1760. .2146 






Seq. No. 


52939 


Seq. ID 


OJ990617_10.0419.C155 


Gene No. 


111664 


Strand 


+ 


Start 


3344 


End 


3442 


Name 


OJ990617 10.0419.C155.o2.gp 


Method 


AAT/GAP 


Start 


3344 


End 


3442 


GI 


21474 1.R1084 


Score 


114 


Exons 


3344. .3442 






GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


52939 


Seq. ID 


OJ990617_10.0419.C155 


ucUc LNO . 


111665 


Strand 




Start 


2025 


End 


2487 


Name 


OJ990617 10.0419.C155.ol.gp 


Method 


AAT/GAP 


Start 


2025 


End 


2487 


GI 


none 


Score 


884 


Exons 


2025.. 2487 






Seq. No. 


52939 


Seq. ID 


OJ990617_10.0419.C155 


Gene No. 


111666 


Strand 





53956 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_ Seq. No. 

*f Gene No. 

w Start 

[fl Name 

hi Start 

n GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3771 End 5329 

OJ990617_10 .0419. C155 . o2 . gs Method GENSCAN 
3771 End 5329 

none Score . 98 

3771. .3956, 4229. .4301, 4385. .4495, 4592. .4765, 4875.-5329 



52940 
111667 
1 

OJ990617_10.0419.C156.ol.np 
1 

4680204 
1. .1232 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990617_10.0419.C156 
Strand 

End 1232 

Method AAT/NAP 

End 1232 

Score 718 



52940 

111667 

1 

OJ990617_10.0419.C156.ol.tw 

186 

none 



Seq. ID OJ990617_10.0419.C156 
Strand 

End 1232 

Method TBLASTX : Wheat 

End 589 

Score 84 



186. .356, 319. .486, 351. .587, 438. .587, 449. .589, 479. .589 

52941 Seq. ID OJ990617_10 . 04 1 9 . C157 

111668 Strand + 

853 End 1271 

OJ990617_10.0419.C157.o3.gp Method AAT/GAP 

853 End 1271 

LIB3431-028-P1-N1-A10 Score 801 
853. .1271 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



52941 
111669 
1 

OJ990617_10.0419.C157.ol.gp 
1 

342_1.R1084 
1..499, 609. .713, 832. .2105 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990617_10.0419.C157 
Strand 

End 2105 

Method AAT/GAP 

End 2105 

Score 3222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



52941 

111669 

1 

OJ990 617_10 .0419. C157 . ol . tw 

965 

none 



Seq. ID OJ990617_10.0419.C157 
Strand 

End 2105 

Method TBLASTX : Wheat 

End 2105 

Score 52 



965. .1057, 966. .1031, 1046. .1126, 1131. .1211, 1139. .1279, 
1140. .1280, 1227. .1322, 1259. .1318, 1325. .1369, 1330. .1365, 
1364. .2104, 1380. .2105 

52941 Seq. ID OJ990617_10 . 0419 . C157 

111669 Strand 
1 End 2105 

OJ990617_10.0419.C157.ol.np Method AAT/NAP 



53957 



Start 


144 9 






End 


2105 


GI 


6742729 






Score 


1009 


Exons 


1449 . .2105 










GI Descrip. 


(AF121139) 


RIM2 


protein [Oryza sativa] 




Seq. No. 


r Oft /I 1 

5z94 1 






Seq. ID 


OJ990617 


Gene No. 


111669 






Strand 




Start 


1 






End 


2105 


Name 


OJ990617 10 


. 0419 


.C157.ol.tc 


Method 


TBLASTX: 


Start 


1547 






End 


1998 


GI 


none 






Score 


179 


Exons 


1547 . . 1984 , 


1547 


..1990, 1551. 


.1994, 1659. .1994, 


Seq. No. 


5294 1 






Seq. ID 


OJ990617 


Gene No. 


111669 






Strand 




Start 


1 






End 


2105 


Name 


ojyyuDi / iu 


A A T ft 


•C157.ol.tm 


Method 


TBLASTX:! 


Start 


1925 






End 


2105 


GI 


none 






Score 


86 


Exons 


1925 . . 2104 , 


1953 


. .2105 






Seq. No. 


52942 






Seq. ID 


OJ990617 


Gene No. 


111670 






Strand 


+ 


Start 


1495 






End 


9441 


Name 


OJ990617_10 


.0419 


.C158.o2.gs 


Method 


GENSCAN 


Start 


1495 






End 


6576 . 


GI 


none 






Score 


.43 


Exons 


1495 . . 1531, 


2591 


..2610, 3914. 


.4012, 4056. .4101, 




6314 . . 6576 










Seq. No. 


52942 






Seq. ID 


OJ990617 


Gene No. 


111670 






Strand 


+ 


Start 


1495 






End 


9441 


Name 


OJ990617 10 


.0419 


.C158.o2.np 


Method 


AAT/NAP 


Start 


2339 




End 


3647 


GI 


5777617 






Score 


83 


Exons 


2339. .2367, 


3549 


. .3647 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


52942 






Seq. ID 


OJ990617 


Gene No. 


111670 






Strand 


+ 


Start 


1495 






End 


9441 


Name 


OJ990617 10 


.0419 


.C158.o2.gp 


Method 


AAT/GAP 


Start 


6303 




End 


9441 


GI 


none 






Score 


891 


Exons 


6303. .6576, 


9219 


. .9441 






Seq. No. 


52942 






Seq. ID 


OJ990617_ 


Gene No. 


111671 






Strand 




Start 


99 






End 


1635 


Name 


OJ990617 10 


.0419 


.C158 .ol.gs 


Method 


GENSCAN 


Start 


99 






End 


558 


GI 


none 






Score 


.64 


Exons 


99. .558 










Seq. No. 


52942 






Seq. ID 


OJ990617_ 


Gene No. 


111671 






Strand 





53958 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

~1 GI Descrip. 

W 

Seq. No. 
fLJ Gene No. 
Q Start 
1 j Name 

Start 

it, GI 

1 ^ Exons 

s GI Descrip. 



99 



*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990617_10.0419.C158.ol.np 
229 

5852182 
229. .558, 1490. .1635 
(AL117265) zhb0012.1 [Oryza sativa] 



End 

Method 
End 
Score 



1635 
AAT/NAP 
1635 
447 



Seq. ID OJ990617_10.0419.C158 
Strand 

End 1635 

Method AAT/GAP 

End 1003 

Score 297 



52942 
111671 
99 

OJ990617_10.0419.C158.ol.gp 
419 

2310235 
419. .558, 966. .1003 

5852182 /emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 

52942 Seq. ID OJ990617_10 . 04 19 . C158 

111672 Strand 

4938 End 5083 

OJ990617_10.0419.C158.o3.np Method AAT/NAP 
4938 End 5083 

5777617 Score 78 

4938. .5083 

(AJ245900) CAA30375.1 protein [Oryza sativa] 

52943 Seq. ID OJ990617_10 . 0419 . C159 

111673 Strand + 

1 End 2375 

OJ990617_10.0419.C159.ol.np Method AAT/NAP 
1 End 2375 

7340884 Score 1379 

1..61, 356. .1365, 1412. .2375 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



52943 
111673 

1 End 
OJ990617_10.0419.C159.ol.gs Method 

233 End 

none Score 

233. .1337, 1562.. 1871, 1962. .2370 



Seq. ID OJ990617_10.0419.C159 
Strand + 

2375 
GENSCAN 
2370 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52943 

111673 

1 

OJ990617_10.0419.C159.o2.tm 

524 

none 



Seq. ID OJ990617_10.0419.C159 

Strand + 

End 2375 

Method TBLASTX: Maize 

End 985 

Score 67 



524. .592, 544. .585, 610. .816, 629. .859, 896. .952, 947. .985 



52943 

111673 

1 

OJ990617_10.0419.C159.o3.tm 
1166 



Seq. ID OJ990617_10.0419.C159 

Strand + 

End 2375 

Method TBLASTX: Maize 

End 1393 



53959 



p 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



none 

1166. .1393, 1174. .1392 

52943 

111673 

1 

OJ990617_10.0419.C159.ol.tm 

1600 

none 

1600. .1929, 1611. .1928 

52943 

111673 

1 

OJ990617_10.0419.C159.o4.tm 

2058 

none 

2058.. 2201, 2074.. 2304 



Score 



240 



Seq. ID OJ990617_10.0419.C159 

Strand + 

End 2375 

Method TBLASTX: Maize 

End 1929 

Score 289 



Seq. ID OJ990617_10.0419.C159 

Strand + 

End 2375 

Method TBLASTX: Maize 

End 2304 

Score 206 



Seq. ID OJ990617_10.0419.C160 



52944 

111674 Strand + 

1 End - 1616 

OJ990617_10 . 0419. C160 . ol . np Method AAT/NAP 
1 End 1616 

6016874 Score 158 

1..222, 1552. .1616 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R311 6) correspond 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



to a 



52944 

111675 

1657 

OJ990617_10.0419.C160.ol.gs 

1657 

none 

1657. .1725, 1786. .2022 



Seq. ID OJ990617_10.0419.C160 
Strand 

End 2022 

Method GENS CAN 

End 2022 

Score .88 



52945 
111676 
1 

OJ990617_10.0419.C161.ol.np 
1 

6721512 

1..105, 1211. .1342, 1371. .1486, 1528. .1572 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C161 

Strand + 

End 4 94 8 

Method AAT/NAP 

End 1572 

Score 169 



52945 

111676 

1 

OJ990617_10.0419.C161.ol.gs 
79 

none 



79. .105, 1374. .1482, 3093. .3443, 4728 



Seq. ID OJ990617_10.0419.C161 

Strand + 

End 4948 

Method GEN SCAN 

End 4 94 8 

Score .42 
4948 



52945 
111677 



Seq. ID OJ990617_10.0419.C161 
Strand + 



53960 



Start 4 94 9 End 6365 

Name OJ990617_10 . 04 19 . C161 . o2 . np Method AAT/NAP 

Start . 4949 End 6365 

GI 131322 Score 63 

Exons 4949.. 5129, 6337.. 6365 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72690 | pir | | F2LVG 
psbG protein - liverwort (Marchantia polymorpha) chloroplast 
gi|11676|emb|CAA28088.1| (X04465) psbG [Marchantia polymorpha] 



Seq. No. 52945 

Gene No. 111677 

Start 4949 

Name OJ990617_10 . 04 19 . C161 . o2 . gp 

Start 5890 

GI uC-osflcypl58c04al 

Exons 5890.. 5954 

GI Descrip. ' 4581164 /gb I AAD24 647 . 1 | AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID OJ990617_10.0419.C161 

Strand + 

End 6365 

Method AAT/GAP 

End 5954 

Score 86 



£ ; - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



52945 

111678 

1 

OJ990617_10.0419.C161.ol.gp 
1 

425951 
1. .85 

52946 

111679 

240 

OJ990617_10.0419.C162.ol.gs 

240 

none 

240. .377 

52947 

111680 

161 

OJ990617_10.0419.C168.ol.gs 

161 

none 

161. .335 



Seq. ID OJ990617_10.0419.C161 

Strand 

End 85 

Method AAT/GAP 

End 85 

Score 159 



Seq. ID OJ990617_10.0419.C162 
Strand 

End 377 

Method GENSCAN 

End 377 

Score . 68 



Seq. ID OJ990617_10.0419.C168 

Strand + 

End 335 

Method GENSCAN 

End 335 

Score .72 



52947 
111681 
1 

OJ990617_10.0419.C168.ol.np 
1 

6498436 
1. .380 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990617_10.0419.C168 
Strand 

380 

AAT/NAP 
380 
222 



End 

Method 

End 

Score 



52948 

111682 

1 

OJ990617_10.0419.C172.ol.np 
1 



Seq. ID OJ990617_10.0419.C172 

Strand + 

End 1245 

Method AAT/NAP 

End 1245 



53961 



GI 4680186 Score 183 

Exons 1..27, 456.. 545, 1016.. 1245 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 52948 Seq. ID OJ990617_10 . 04 19 . C172 

Gene No. 111683 Strand 

Start 223 End 1125 

Name OJ990617_10 . 0419 . C172 . ol . gp Method AAT/GAP 

Start 223 End 741 

GI 38782_1.R1084 Score 784 

Exons 223.. 741 

GI Descrip. * 606964 3/dbj | AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 52948 

Gene No. 111683 

Start 223 

Name OJ990617_10 .0419. C172 . ol . gs 

Start 534 

GI none 

Exons 534.. 607, 1071.. 1125 



Seq. ID OJ990617_10.0419.C172 
Strand 

End 1125 

Method . GEN SCAN 

End 1125 

Score .77 



Seq. No. 52949 

Gene No. 111684 

Start 701 

Name OJ990617_10 . 04 19 . C175 . ol . gp 

Start 701 

GI none 

Exons 701.. 777, 1224.. 1612 



Seq. ID OJ990617_10.0419.C175 

Strand + 

End 1894 

Method AAT/GAP 

End 1612 

Score 754 



Seq. No. 52949 

Gene No. 111684 

Start 701 

Name OJ990617_10.0419.C175.ol.gs 

Start 1456 

GI none 

Exons 1456.. 1894 



Seq. ID OJ990617_10.0419.C175 

Strand + 

End 1894 

Method GENSCAN 

End 1894 

Score .51 



Seq. No. 52950 

Gene No. 111685 

Start 415 

Name OJ990617_10.0419.C183.ol.gp 

Start 415 

GI 33296_1.R1084 

Exons 415.. 896 

GI Descrip. 1 4417283/gb | AAD20408 | 1.0e-19 (AC007019) putative cytochrome 
p450 [Arabidopsis thaliana] 1 



Seq.. ID OJ990617_10.0419.C183 

Strand + 

End 1054 

Method AAT/GAP 

End 8 96 

Score 956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52950 

111685 

415 

OJ990617_10.0419.C183.ol.tm 

570 

none 



Seq. ID OJ990617_10.0419.C183 

Strand + 

End 1054 

Method TBLASTX : Maize 

End 1052 

Score 478 



570. .1007, 584. .1006, 1014. .1052 



Seq. No. 



52950 



Seq. ID OJ990617_10.0419.C183 



53962 



Gene No. 111685 Strand 

Start 415 End 

Name 0 J9 9 0 6 1 7_1 0 . 0 4 1 9 . C 1 8 3 . o 1 . np Method 

Start 633 End 

GI 7430718 Score 

Exons 633.. 1054 

GI Descrip. cytochrome P450 homolog F23K16.120 - Arabidopsis thaliana 
gi I 5042165 I emb I CAB44684.il (AL078620) cytochrome P450-like 
protein [Arabidopsis thaliana] gi | 7270933 | emb | CAB80612 . 1 1 
(AL161595) cytochrome P450-like protein [Arabidopsis thaliana] 



+ 

1054 
AAT/NAP 
1054 
289 

Arabidopsis 
cytochrome 



Seq. No. 52950 Seq. ID 

Gene No. 111685 Strand 

Start 415 End 

Name OJ990617_10 . 0419.C183 .ol . tc . Method 

Start 726 End 

GI none Score 

Exons 726.. 1046, 728.. 895 



OJ990617_10.0419.C183 
+ 

1054 

TBLASTX: Cress 

1046 

220 



Seq. No. 52950 Seq. ID 

Gene No. 111685 Strand 

Start 415 End 

Name OJ990617_10 . 0419. C183 . ol . ts Method 

Start 726 End 

GI none Score 

Exons 726.. 1049, 746.. 1042 



OJ990617_10.0419.C183 
+ 

1054 

TBLASTX: Soybean 

1049 

233 



Seq. No. 


52951 




Seq. ID 


OJ990507_11.0419. 


CI 


Gene No. 


111686 




Strand 






Start 


58 




End 


814 




Name 


OJ990507 11. 


0419.Cl.ol.np 


Method 


AAT/NAP 




Start 


58 




End 


814 




GI 


1220416 




Score 


1195 




Exons 


58. .814 










GI Descrip. 


(M93663) RNA 


-dependent EIF- 


2 alpha kinase [Mus musculus] 




Seq. No. 


52952 




Seq. ID 


OJ990507_11.0419. 


C2 


Gene No. 


111687 




Strand 


+ 




Start 


154 




End 


733 




Name 


OJ990507 11. 


0419.C2.ol.np 


Method 


AAT/NAP 




Start 


154 




End 


733 




GI 


2119980 




Score 


867 




Exons 


154. .733 










GI Descrip. 


transposase 


(transposons) - 


Escherichia coli 





gi|43089|emb|CAA42760| (X60200) transposase [Escherichia coli] 
gi I 303566 | dbj | BAA03914 | (D16449) transposase [Escherichia coli] 



Seq. No. 52953 Seq. ID 

Gene No. 111688 Strand 

Start 65 End 

Name OJ990317_10 . 0421 . C5 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65.. 91, 379.. 501 



OJ990317_10.0421.C5 
+ 

501 

GENSCAN 

501 

.88 



Seq. No. 
Gene No. 



52954 
111689 



Seq. ID OJ990317_10.0421.C7 
Strand + 



53963 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
^ GI Descrip. 

i J 

\J Seq. No. 

Eft Gene No. 

?y Start 

II Name 

H Start 

%y gi • 

\2 Exons 

r y 

H ~ Seq. No. 

Gene No. 

Start 
" ^ Name 
U Start 

a gi 

Exons 

— Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



669 End 774 

OJ990317_10 . 0421 . C7 . ol . gs Method GEN SCAN 

669 End 774 

none Score . 6 
669. .774 



52955 
111690 
1 

OJ990317_10.0421.C8.ol.np 
1 

3482932 

1..273, 1817. .2186, 2912. .3031 

(AC003970) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990317_10.0421.C8 
Strand + 

3031 
AAT/NAP 
3031 
467 



End 

Method 

End 

Score 



52955 
111691 
1 

OJ990317_10.0421.C8.o2.np 
1 

6721547 
1..101, 7219. .7309 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990317_10.0421.C8 
Strand 

End 7309 

Method AAT/NAP 

End 7309 

Score 94 



52955 

111691 

1 

OJ990317_10.0421.C8.ol.tm 

1820 

none 



Seq. ID OJ990317_10.0421.C8 
Strand 

End 7309 

Method TBLASTX : Mai ze 

End 2203 

Score 574 



1820. .2203, 1820. .1870, 1836. .1985, 1919. .2131, 1921. .2202 



52955 

111691 

1 

OJ990317_10.0421.C8.ol.ts 

1886 

none 



Seq. ID OJ990317_10.0421.C8 
Strand 

End 7309 

Method TBLASTX : Soybean 

End 2143 

Score 325 



1886. .2143, 1919. .2131, 1924. .2136 



52955 
111691 
1 

OJ990317_10.0421.C8.ol.tc 
1910 
none 

1910. .2221, 1936. .2205 

52955 
111691 
1 

OJ990317_10 . 0421 .C8 . ol . tw 
1943 
none 

1943. .2227, 1952. .2110, 1960. .2232 

52955 Seq. ID OJ990317_10 . 0421 . C8 



Seq. ID OJ990317_10.0421.C8 
Strand 

End 7309 

Method TBLASTX : Cress 

End 2221 

Score 363 



Seq. ID OJ990317_10.0421.C8 
Strand 

End 7309 

Method TBLASTX : Wheat 

End 2232 

Score 224 



53964 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



111691 Strand 
1 End 7309 

OJ990317_10 . 0421 . C8 . ol . gp Method AAT/GAP 

2138 End 2638 

35961_1.R1084 Score 951 

2138. .2638 

1 114974/sp | P26204 | BGLS_TRIRP 1.0e-37 NON-CYANOGENIC 

BETA-GLUCOS I DAS E PRECURSOR >gi_674 91_pir GLJY31 

beta-glucosidase (EC 3.2.1.21) precursor (clone TRE361) - white 
clover >gi_21955_emb_CAA40058. 1_ (X56734) beta-glucosidase 
[Trifolium repens] ' 



52956 Seq. ID 

111692 Strand 

299 End 

OJ990317_10 . 0421 . C9 . ol . gs Method 

299 End 

none Score 
299. .380 



OJ990317_10.0421.C9 
380 

GENSCAN 

380 

.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



r J Seq. No. 

Gene No. 

fLI Start 

~ Name 

n Start 

^ j GI 

s ~* Exons 

\2 Seq. No. 
ij Gene No. 
rg Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



52957 
111693 
1 

OJ990317_10 . 0421 . C10 . ol . np 
1 

7106512 

1..25, 227. .853, 1014. .1140, 



Seq. ID OJ990317_10. 0421. C10 
Strand + 

1747 
AAT/NAP 
1747 
862 



End 

Method 
End 
Score 
1340. .1747 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



52958 
111694 
323 

OJ990317 JL0 . 0421 . Cll . ol . gs 
323 
none 

323. .516, 616.. 661, 745.. 2031 

52958 
111694 
323 

OJ990317_10. 0421. Cll. ol.tm 
596 
none 

596. .658, 769. .1080, 785. .1081 

52958 
111694 
323 

OJ990317_10. 0421. Cll. ol.np 
673 

4580990 



Seq. ID OJ990317_10. 0421. Cll 
Strand 

End 2129 

Method GENSCAN 

End 2031 

Score .82 



Seq. ID OJ990317_10. 0421. Cll 
Strand 

End 2129 

Method TBLASTX: Maize 

End 1081 

Score 244 



Seq. ID OJ990317_10. 0421. Cll 
Strand 

End 2129 

Method AAT/NAP 

End 2129 

Score 620 



673. .1136, 1179. .1421, 1488. .2129 

(AF120335) putative transposase [Arabidopsis thaliana] 



52958 
111694 



Seq. ID OJ990317_10. 0421. Cll 
Strand 



53965 




Start 


323 


End 


2129 


Name 


OJ990317_10. 0421.Cll.o2. ts 


Method 


TBLASTX : Soybean 


Start 


718 


End 


1083 


GI 


none 


Score 


39 


Exons 


718. .825, 781. .1083, 806. .985 






Seq. No. 


52958 


Seq. ID 


OJ990317_10. 0421 .Cll 


Gene No. 


111694 


Strand 




Start 


323 


End 


2129 


Name 


OJ990317_10. 0421.Cll.ol . ts 


Method 


TBLASTX : Soybean 


Start 


1252 


End 


1917 


GI 


none 


Score 


176 


Exons 


1252 . . 1404, 1498. . 1917 






Seq. No. 


52958 


Seq. ID 


OJ990317_10. 0421 .Cll 


Gene No. 


111694 


Strand 




Start 


323 


End 


2129 


Name 


OJ990317 10.0421.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


1252 


End 


2129 


GI 


none 


Score 


45 


Exons 


1252.. 1407, 1492.. 1635, 1675. 


.1932, 1868.. 1948, 1966. .2037, 




2034. .2129 







Seq. No. 52958 Seq. ID 

Gene No. 111694 Strand 

Start 323 End 

Name OJ990317JL0 . 0421 . Cll . ol . tw Method 

Start 1633 End 

GI none Score 

Exons 1633.. 1929 



OJ990317_10. 0421. Cll 
2129 

TBLASTX: Wheat 

1929 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52959 Seq. ID 

111695 Strand 

987 End 
OJ990317_10.0421.C15.ol.gs Method 

987 End 

none Score 

987. .992, 2445. .2603 



OJ990317_10.0421.C15 
+ 

2603 
GENSCAN 
2603 
.66 



OJ990317 10.0421.C15 



52959 Seq. ID _ 

111696 Strand 
3847 End 5308 

OJ990317_10.0421.C15.ol.np Method AAT/NAP 
3819 End 5308 

7486070 Score 409 

3819. .3965, 4108. .4167, 4269. .4390, 4577. .4718, 4909. .5035, 
5136. .5308 

hypothetical protein F24G24.160 - Arabidopsis thaliana 
gi I 4538965 | emb | CAB39789.il (AL049488) hypothetical protein 
[Arabidopsis thaliana] gi | 7267733 | emb | CAB78159 . 1 | (AL161517) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 52959 Seq. ID 

Gene No. 111696 Strand 

Start 3847 End 

Name OJ990317_10 . 0421 . C15 . o2 . gs Method 

Start 3847 End 



OJ990317_10.0421.C15 

5308 

GENSCAN 

5224 



53966 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
S 3 Name 
Start 

ffs gi 

l;l Exons 

^ Seq. No. 
id Gene No. 
q Start 
fii Name 
l f Start 
GI 

Exons 

h& Seq. No. 

Gene No. 
It Start 
I ~ Name 
U Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none 

3847. .3965, 4328.-4424, 

52959 
111696 
3847 

OJ990317_10.0421.C15.ol 
4678 

35514_1.R1084 
4678. .4718, 4909. .5035, 
' 4538965/emb | CAB39789 . 1 
[Arabidopsis thaliana] 1 

52959 

111697 

5271 

OJ990317_10.0421.C15.ol. 

1650 

none 

1650. .2036, 1665. .1883, 

52959 

111697 

5271 

OJ990317_10.0421.C15.ol. 

1863 

none 

1863. .2228, 2105. .2227 

52959 

111697 

5271 

OJ990317_10.0421.C15.o3. 

2307 

none 

2307. .2504, 2361. .2417, 



Score .81 
4624. .4657, 5136. .5224 

Seq. ID OJ990317_10.0421.C15 
Strand 

End 5308 

.gp Method AAT/GAP 

End 5240 

Score 450 
5135. .5240 

I 1.0e-14 (AL049488) hypothetical protein 



Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 

tm Method TBLASTX : Maize 

End 2135 

Score 299 
1745. .1894, 2049. .2135 

Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 

tw Method TBLASTX : Wheat 

End 2228 

Score 32 6 



Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 

tm Method TBLASTX: Maize 

End 25 97 

Score 176 
2442. .2549, 2499. .2597 



52959 

111697 

5271 

OJ990317_10.0421.C15.ol.tc 

3840 

none 

3840. .3983, 3847. .3969, 4090. 



52959 

111697 

5271 

OJ990317_10.0421.C15.o2. 

3846 

none 

3846. .3983, 4105. .4167, 
4641. .4742, 4642. .4719, 



tm 



4266. 
4963. 



52959 

111697 

5271 



Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 

Method TBLASTX : Cress 

End 4289 

Score 100 

.4161, 4091. .4153, 4266. .4289 

Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 
Method TBLASTX : Mai ze 
End 5221 
Score 54 

.4343, 4421. .4546, 4421. .4552, 
.5040, 5135. .5221 

Seq. ID OJ990317_10.0421.C15 
Strand 

End 5730 



53967 



Name 


OJ990317 10.0421.C15.o2 


.gp 


Method 


AAT/GAP 






Start 


5271 




End 


5730 






GI 


701671 




Score 


8 62 






Exons 


5271. .5730 












Seq. No. 


52960 




Seq. ID 


OJ990317_10. 


0421. 


C16 


bene ino . 


111 CQQ 
1 110:7 0 




o u rana 


1 






Start 


191 




End 


367 






Name 


OJ990317 10.0421.C16.ol 


.gs 


Method 


GENSCAN 






Start 


191 




End 


367 






GI 


none 




Score 


.95 






Exons 


191. .367 












Seq. No. 


52960 




Seq. ID 


OJ990317_10. 


0421. 


C16 


Gene No. 


111699 




Strand 








Start 


854 




End 


1253 






Name 


n.TQQfni7 10 04?1 P1 r>1 

WU J^UJl / XV . yic X • \_/ X U • ^ X 


. gp 


Method 


AAT/GAP 






Start 


854 




End 


1253 






GI 


35514 1.R1084 




Score 


348 






Exons 


854. .987, 1144. .1253 












GI Descrip. 


, 4538965/emb|CAB39789.1 


I l.Oe 


-14 (AL049488) hypothetical 


. protein 




[Arabidopsis thaliana] 1 












Seq. No. 


52961 




Seq. ID 


OJ990317_10. 


0421. 


C17 


Gene No . 


111 / uu 




Strand 








Start 


1410 




End 


3046 






Name 


OJ990317 10.0421.C17.ol 


.gs 


Method 


GENSCAN 






Start 


1410 




End 


3046 






GI 


none 




Score 


.73 






Exons 


1410. .1454, 2876. .3046 












Seq. No. 


52962 




Seq. ID 


OJ990317_10. 


0421. 


C18 


Gene No . 


1117m 

111 / U 1 




Strand 








Start 


80 




End 


1413 






Name 


OJ990317 10.0421.C18.ol 


.gs 


Method 


GENSCAN 






Start 


80 




End 


1413 






GI 


none 




Score 


.78 






Exons 


80. .179, 384. .660, 1024 


. .1101 


, 1342. .1413 






Seq. No. 


52963 




Seq. ID 


OJ990317_10. 


0421. 


C19 


bene jno . 


iii in? 

111/ 




Strand 


+ 






Start 


245 




End 


412 






Name 


OJ990317 10.0421.C19.ol 


.gs 


Method 


GENSCAN 






Start 


245 




End 


412 






GI 


none 




Score 


.7 






Exons 


245. .412 












Seq. No. 


52963 




Seq. ID 


OJ990317_10. 


0421. 


C19 


Gene No. 


111703 




Strand 








jLdl L 






End 


470 






Name 


OJ990317 10.0421.C19.ol 


. np 


Method 


AAT/NAP 






Start 


373 




End 


470 






GI 


6006359 




Score 


57 






Exons 


373. .470 












GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


52964 




Seq. ID 


OJ990317_10. 


0421. 


C20 



53968 



£3 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
5 Gene No. 

□ Start 
--j Name 

: I Start 
^ GI 
^ Exons 
l J 

□ Seq. No. 
Gene No. 
Start 
Name 
Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



111704 Strand + 

1 End 1446 

OJ990317_10 . 0421 . C20 ..ol . np Method AAT/NAP 

1 End 1446 

4558666 Score 1324 
1..1048, 1134. .1446 

(AC007063) putative Na/H antiporter [Arabidopsis thaliana] 



52964 

111704 

1 

OJ990317_10.0421.C20.ol.tc 
55 

none 



Seq. ID OJ990317_10.0421.C20 

Strand + 

End 14 4 6 

Method TBLASTX: Cress 

End 4 30 

Score 4 4 



55.-87, 108. .155, 113. .289, 158. .262, 251. .289, 332. .430 



52964 
111704 
1 

OJ990317_10.0421.C20.ol.gs 
120 
none 

120. .1048, 1134. .1400 

52964 
111704 
1 

OJ990317_10.0421.C20..o2.tm 
221 
none 

221. .274, 331. .501, 332. .472, 521. .592 



Seq. ID OJ990317_10.0421.C20 

Strand + 

End 1446 

Method GENSCAN 

End 1400 

Score .61 



Seq. ID OJ990317_10.0421.C20 

Strand + 

End 1446 

Method TBLASTX : Mai ze 

End 592 

Score 54 



52964 

111704 

1 

OJ990317_10.0421.C20.o2.ts 

668 

none 

668..922, 679. .906 

52964 

111704 

1 

OJ990317_10.0421.C20.ol.ts 

965 

none 

965. .1051, 1149. .1436 

52964 

111704 

1 

OJ990317_10.0421.C20.ol.tm 

1218 

none 



Seq. ID OJ990317_10.0421.C20 

Strand + 

End 1446 

Method TBLASTX: Soybean 

End 922 

Score 225 



Seq. ID . OJ990317_10.0421.C20 

Strand + 

End 1446 

Method TBLASTX : Soybean 

End 1436 

Score 76 



Seq. ID OJ990317_10.0421.C20 

Strand + 

End 1446 

Method TBLASTX: Maize . 

End 1436 

Score 165 



1218. .1340, 1220. .1375, 1341. .1436, 1346. .1435 

52965 Seq. ID OJ990317_10 . 0421 . C21 



53969 






Gene No. 


111705 




Strand 






Start 


299 




End 


738 




Name 


OJ990317 10.0421.C21.ol. 


,np 


Method 


AAT/NAP 




Start 


299 




End 


738 




GI 


6822065 




Score 


279 




Exons 


299. .426, 506. .631, 711. 


.738 








GI Descrip. 


(AL132957) putative protein [Arabidopsis thaliana] 




Seq. No. 


52965 




Seq. ID 


OJ990317_10 . 0421 .C21 




Gene No. 


111705 




Strand 






Start 


299 




End 


738 




Name 


OJ990317 10.0421.C21.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


324 




End 


670 




GI 


none 




Score 


73 




Exons 


324. .422, 324. .428, 343. 


.429, 


343. . 435, 


497 . . 670, 508 . . 633 




Seq. No. 


52965 




Seq. ID 


OJ990317_10 . 0421.C21 




Gene No. 


111705 




Strand 






Start 


299 




End 


738 




Name 


OJ990317 10.0421.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


339 




End 


736 




GI 


none 




Score 


91 




Exons 


339. .425, 339. .428, 340. 


.429, 


346. . 435, 


347. .436, 506. . 637, 






508. .633, 702. .731, 710. 


.736 








Seq. No. 


52965 




Seq. ID 


OJ990317_10. 0421 .C21 




Gene No. 


111705 




Strand 




ri 3 

3 


Start 


299 




End 


738 


H, Ji 


Name 


OJ990317 10.0421.C21.ol. 


gs 


Method 


GENS CAN 


= . ii 


Start 


346 




End 


631 


i Ji 


GI 


none 




Score 


.58 


fu 


Exons 


346. .426, 506. .631 










Seq. No. 


52965 




Seq. ID 


OJ990317_10.0421.C21 


C3 


Gene No. 


111705 




Strand 






Start 


299 




End 


738 


5; as 


Name 


OJ990317 10.0421.C21.ol. 


gp 


Method 


AAT/GAP 




Start 


525 




End 


738 


a IS. 


GI 


8895 1.R1084 




Score 


231 




Exons 


525. .631, 711. .738 








fl 


GI Descrip. 


'3786009 2.0e-58 (AC005499) unknown protein [Arabidopsis 






thaliana] 1 










Seq. No. 


52966 




Seq. ID 


OJ990317_10.0421.C23 




Gene No. 


111706 




Strand 


+ 




Start 


437 




End 


514 




Name 


OJ990317 10.0421.C23.ol. 


gs 


Method 


GENSCAN 




Start 


437 




End 


514 




GI 


none 




Score 


.62 




Exons 


437. .514 










Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421.C24 




Gene No. 


111707 




Strand 


+ 




Start 


447 




End 


7308 




Name 


OJ990317 10.0421.C24.ol. 


gs 


Method 


GENSCAN 




Start 


447 




End 


7308 




GI 


none 




Score 


.6 



53970 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



447. .502, 1056. .1077, 1813. .1911, 2074. .2134, 2254. .2370, 
2375. .2565, 2597. .3029, 3381. .3450, 5482. .5514, 6878. .7308 



52967 Seq. ID 

111708 Strand 

7786 End 
OJ990317_10 . 0421 . C24 . o2 . gs Method 

7786 End 

none Score 
7786. .8427 



OJ990317_10.0421.C24 
+ 

8427 
GEN SCAN 
8427 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Q Seq. No. 

[j Gene No. 

*3 Start 

17 5 Name 

iy Start 

C3 Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 Seq. ID OJ990317JL0 . 0421 . C24 

111709 Strand + 

10795 End 14534 

OJ990317_10 . 0421 . C24 . o2 . gp Method AAT/GAP 

10795 End 14534 

4955JL.R1084 Score 3915 

10795. .10862, 11178 11358 , 11675 11802 , 11894 .. 12044 , 

12142. .12345, 124 96 12920 , 13310 13502 , 13582 .. 13677 , 

13767. .13922, 14076.. 14534 

1 400803/sp | P307 92 | PMGI_MAIZE 0 . 0e+00 

2, 3-BISPHOSPHOGLYCERATE-INDEPENDENT PHOSPHOGLYCERATE MUTASE 
(PHOSPHOGLYCEROMUTASE) (BPG- INDEPENDENT PGAM) (PGAM-I) 

>gi_283033_pir A42807 phosphoglycerate mutase (EC 5.4.2.1), 2, 

3-bisphosphoglycerate-independent - maize >gi_168588 (M80912) 

2, 3-bisphosphoglycerate-independent phosphoglycerate mutase [Zea 

mays] ■ 



52967 
111709 
10795 
OJ990317 
11197 
400803 
11197 
12496 
14076 



10.0421.C24.o2.np 



11358, 
12920, 
14237 



11675. .11802, 
13310. .13502, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11894 

13582 



OJ990317_10.0421.C24 
+ 



14534 
AAT/NAP 
14237 
2453 
12044, 12142. 
13677, 13767, 



12345, 
13922, 



2, 3-BISPHOSPHOGLYCERATE-INDEPENDENT PHOSPHOGLYCERATE MUTASE 
(PHOSPHOGLYCEROMUTASE) (BPG- INDEPENDENT PGAM) (PGAM-I) 
gi|283033|pir| IA42807 phosphoglycerate mutase (EC 5.4.2.1), 2, 
3-bisphosphoglycerate-independent - maize gi 1 168588 (M80912) 
2, 3-bisphosphoglycerate-independent phosphoglycerate mutase [Zea 
mays] 



52967 

111709 

10795 

OJ990317_10.0421.C24.o4.gs 

11744 

none 



Seq. ID OJ990317_10.0421.C24 

Strand + 

End 14534 

Method GENSCAN 

End 14240 

Score .82 



11744. .11802, 11894. .12044, 12142 .. 1234 5, 12535 .. 12817, 
12921. .12972, 13310 .. 13502 , 13582 .. 13677 , 13767 .. 13922 , 
14076. .14240 



Seq. No. 
Gene No. 
Start 



52967 

111710 

29455 



Seq. ID OJ990317_10.0421.C24 
Strand + 
End 29787 



53971 



Name 
Start 
.GI 
Exons 



OJ990317_10 . 0421 . C24 . o7 . gs Method GENSCAN 

29455 End 29787 

none Score . 5 
29455. ,29787 



*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



~ Seq. No. 
J Gene No. 
3 Start 
3 Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 Seq. ID OJ990317_10 . 0421 . C24 

111711 Strand + 
36654 End 37312 
OJ990317_10 . 042 1 . C24 . o5 . np Method AAT/NAP 
36654 End 37312 
5922623 Score 193 
36654. .36736, 37114.. 37312 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 

52967 Seq. ID OJ990317_10 . 0421 . C24 

111712 Strand 

2202 End 10375 

OJ990317JL0 . 0421 .C24 . ol . np Method AAT/NAP 
2202 End 10375 

6523547 Score 444 

2202. .2447, 2543. .2658, 2719. .2901, 3026. .3255, 
7807. .7881, 8179. .8375, 10302. .10375 



7138. .7260, 



(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 10.0421.C24 



52967 
111712 
2202 

OJ990317_10.0421.C24.ol.gp 
3991 

8022JL.R1084 
3991. .4237 

•5091496/dbj IAB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



10375 
AAT/GAP 
4237 
338 



52967 

111713 

14969 

OJ990317_10.0421.C24.o3.gp 
14735 

3508_1.R1084 

14735. .15174, 15805 .. 16075, 
•3786009 2.0e-72 (AC005499) 
thaliana] ' 

52967 

111713 

14969 

OJ990317_10.0421.C24.o5.gs 

14969 

none 

14969. .15174, 15805 .. 16075, 
17133. .17258, 17338 .. 17488 , 
18212. .18256, 18307 .. 18530, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317 10.0421.C24 



20704 
AAT/GAP 
16239 
1456 
16180. .16239 

unknown protein [Arabidopsis 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16180 

17565 



OJ990317 10.0421.C24 



20704 
GENSCAN 
20704 
.59 

16342, 16973. 
17647, 17935. 



18740. .18953, 20621, 



.17053, 
.18032, 
.20704 



53972 



Seq. No. 52967 Seq. ID 

Gene No. 111713 Strand 

Start 14969 End 

Name OJ990317_10 . 0421 . C24 . o3 . np Method 

Start 14 972 End 

GI 3786009 Score 

Exons 14972. .15174, 15805 16075, 16180 

17133. .17258, 17338 17488 , 17565 



OJ990317 10.0421.C24 



20704 
AAT/NAP 
18498 
1466 

16372, 16973. .17053, 
17709, 18307.. 18498 



GI Descrip. (AC005499) unknown protein [Arabidopsis thaliana] 



Seq. No. 52967 

Gene No. 111713 

Start 14969 

Name OJ990317_10 . 0421 . C24 . o4 . gp 

Start 17152 

GI 8895_1.R1084 

Exons 17152. .17258, 17338 .. 17488 , 

GI Descrip. '3786009 2.0e-58 (AC005499) 
thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990317 10.0421.C24 



20704 
AAT/GAP 
18660 
1342 

17565. .17709, 18307. .18660 
unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 

111714 

26012 

OJ990317_10.0421.C24.o6.gs 

26012 . 

none 

26012. .26099, 26391 26511, 
28166. .28229, 28466. .28543 

52967 
111715 
30425 
OJ990317 
7882 
none 



10.0421.C24.o5.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_10.0421.C24 

28543 
GENSCAN 
28543 
.88 



27348. .27467, 28027 28140, 



Seq. ID OJ990317 10.0421.C24 



Strand 
End 

Method 

End 

Score 



36577 

TBLASTX: Cress 

8394 

94 



7882. .7974, 7975. .8049, 8071. .8160, 8212. .8271, 8263. .8394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 

111715 

30425 

OJ990317_10.04 

11172 

none 

11172. .11357, 
11676. .11795, 
12134. .12343, 
12475. .12936, 
13580. .13675, 
13765. .13923, 
14076. .14240, 



21.C24.ol.tm 



11215. 
11892. 
12138. 
12495. 
13581. 
13766. 
14315. 



11358, 
12038, 
12344, 
12920, 
13664, 
13924, 
14353, 



Seq. ID OJ990317_10.0421.C24 
Strand 

End 36577 

Method TBLASTX : Maize 

End 14366 

Score 247 
11670. .11792, 11675. .11818, 
11894. .12043, 11895. .12047, 
12139. .12345, 12145 .. 1234 5, 
13275. .13535, 13290 .. 13505, 
13582. .13680, 13764 .. 13925, 
14071. .14253, 14075. .14257, 
14319. .14366 



Seq. No. 52967 Seq. ID 

Gene No. 111715 Strand 

Start 30425 End 

Name OJ990317_10 . 0421 . C24 . ol . ts Method 

Start 11188 End 

GI none Score 



OJ990317_10.0421.C24 
36577 

TBLASTX : Soybean 

14266 

233 



53973 



Exons 



11188. .11346, 11196. .11357, 11197 .. 11355 , 11664 .. 11801, 



11670. .11801, 11672. .11818, 11894. 

12135. .12344, 12139 .. 12345, 12472. 

13290. .13505, 13307 .. 13504 , 13572. 

13581. .13664, 13582 .. 13680, 13764. 

13766. .13924, 13790 .. 13924 , 14070. 
14075. .14266 



,12043, 11895. .12047, 

.12936, 12495. .12920, 

,13631, 13579. .13713, 

,13913, 13764. .13913, 

,14240, 14070. .14249, 



Seq. No. 52967 

Gene No. 111715 

Start 30425 

Name OJ990317_10 . 0421 .C24 . 

Start 11200 

GI none 

Exons 11200. .11358, 11201.. 

11674. .11817, 11675., 
11894. .12040, 11895. . 
12475. .12936, 12495.. 
13299. .13505, 13581.. 
13754. .13924, 13770.. 



ol.tc 



11248, 
11818, 
12047, 
12920, 
13652, 
13925, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317_10.0421.C24 
36577 

TBLASTX: Cress 

14240 

207 



11223. .11354, 11667. . 11816, 

11681. .11830, 11860. . 12039, 

12139. .12345, 1214 1 . . 1234 4 , 

13284. .13532, 13288. .13503, 

13581. .13631, 13582. .13677, 

14075. .14233, 1407 6. .1424 0 



Seq. No. 52967 Seq. ID 

Gene No. 111715 Strand 

Start 30425 End 

Name OJ990317_10 . 0421 . C24 . ol . tw Method 

Start 12501 End 

GI none Score 
Exons 



OJ990317_10.0421.C24 
36577 

TBLASTX: Wheat 

13680 

463 



12501. .12920, 12501. .12920, 12502 .. 12936, 13275 .. 13535 , 
13299. .13505, 13309 .. 13512, 13582 .. 13611 , 13612 .. 13680 , 
13613.. 13675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 Seq. ID 

111715 Strand 

30425 End 

OJ990317_10 . 0421 . C24 . olO . tw Method 

13806 End 

none Score 



13806. .13925, 13814 .. 13924 , 13817 .. 13930, 14072 
14075. .14242, 14076 .. 14249, 14076. .14249 



OJ990317_10.0421.C24 
36577 

TBLASTX: Wheat 

14249 

183 

14242, 



Seq. No. 52967 

Gene No. 111715 

Start 30425 

Name OJ990317_10 . 0421 . C24 . o7 . tm 

Start 14926 

GI none 

Exons 14926. .15087, 14 943 .. 15098 , 
14964. .15104, 15093. .15176, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14944 

15104 



OJ990317 10.0421.C24 



36577 

TBLASTX: Maize 
15176 
110 

15096, 14945. .15103, 
15175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 Seq. ID 

111715 Strand 

30425 End 

OJ990317_10.0421.C24 .o2.ts Method 

14 967 . End 

none ' Score 



OJ990317 10.0421.C24 



14967. .15092, 14969. 
15797. .16084, 15807. 



.15103, 15110. 
.16085, 16157. 



36577 

TBLASTX : Soybean 
18489 
70 

15175, 15117. .15176, 
16378, 16168. .16374, 



53974 







16197. .16391, 16927. 


.17055, 


16967. .17056, 17124. .17258, 








17135. .17257, 17136. 


.17258, 


17335. .17508, 17337. .174 8 6, 








17558. .17659, 17560. 


.17673, 


18307. .18 


408, 18457. .18489 






Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 




Gene No. 


111715 




Strand 








Olail 






End 


36577 






Name 


OJ990317 10.0421.C24 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


14969 




End 


15874 






GI 


none 




Score 


72 






Exons 


14969. .15091, 14970. 


.15080, 


15110. .15175, 15117. . 15176, 








15797. .15874 












Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 




Gene No. 


111715 




Strand 








btart 


OU4Z j 




End 


36577 






Name 


OJ990317 10.0421.C24 


.oil. tw 


Method 


TBLASTX: Wheat 






Start 


15125 




End 


15962 






GI 


none 




Score 


57 






Exons 


15125. .15175, 15126. 


.15176, 


15797. .15961, 15805 .. 15960 , 








15807. .15962 












Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 




Gene No . 


111 t ID 




Strand 








Start 


30425 




End 


36577 






Name 


OJ990317 10.0421.C24 


. 06 . tm 


Method 


TBLASTX : Maize 




cn 


Start 


15840 




End 


16028 




l y 


GI 


none 




Score 


198 




~ =», 


Exons 


15840. .16028, 15842. 


.16027 








— 


Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 




Gene No. 


111715 




Strand 








o tar c 


JU4 ZD 




End 


36577 




S 


Name 


OJ990317 10.0421.C24 


.o2.tc 


Method 


TBLASTX: Cress 




f 1 


Start 


15875 




End 


16391 






GI 


none 




Score 


111 






Exons 


15875. .16012, 15885. 


.16013, 


16010. .16084, 16177. .16374, 








16178. .16378, 16197. 


.16391 








f ^ 


Seq. No. 


52967 




Seq. ID 


OJ990317JL0.0421 


.C24 


f 1 


Gene No. 


111715 




Strand 








Start 


30425 




End 


36577 






Name 


in n/oi no A 

ujyyuji/ iu.u4zi.LZ4 


. o / . tw 


Method 


TBLASTX: Wheat 






Start 


15962 




End 


17055 






GI 


none 




Score 


74 






Exons 


15962. .16084, 15966. 


.16085, 


16157. . 16378, 16169 .. 1 6309, 








16177. .16374, 16966. 


.17049, 


16967. . 17053, 16968 .. 17054 , 








16975. .17055 












Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 




Gene No. 


111715 




Strand 








Start 


30425 




End 


36577 






Name 


OJ990317 10.0421.C24 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


16028 




End 


17722 






GI 


none 




Score 


68 






Exons 


16028. .16084, 16029. 


.16085, 


16157. .16378, 16168. .16374, 








16966. .17055, 16967. 


.17056, 


16973. .17062, 16974. .17063, 





53975 



17128. .17241, 17133. .17258, 17135 .. 17257 , 17326 .. 17484 , 
17335. .17484, 17336 .. 174 91 , 17337 .. 1748 6, 17555 .. 17 674 , 
17560. .17712, 17560. .17709, 17576.. 17722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 Seq. ID 

111715 Strand 

30425 End 

OJ990317_10 . 04 2 1 . C24 . o3 . tc Method 

17207 End 

none Score 



OJ990317_10.0421.C24 
36577 

TBLASTX: Cress 

18451 

53 



17207. .17257, 17208 .. 17258 , 17335 17508 , 17335 .. 17448, 
17337. .17486, 17560 17 667 , 17602 17670, 17683 .. 17709, 
18310. .18423, 18317. .18451 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990317 10.0421.C24 



Seq. No. 52967 
Gene No. 111715 
Start 30425 

Name OJ990317_10 . 0421 .C24 . o4 . np 

Start 30425 
GI . 7228457 

Exons 30425. .31975, 32042 .. 33193, 

36211.. 36577 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



36577 
AAT/NAP 
36577 
9236 



33316. .34150, 34214 .. 3614 9, 



Seq. No. 52967 Seq. ID 

Gene No. 111715 Strand 

Start 30425 End 

Name OJ990317_10 . 0421 . C24 . o9 . tw Method 

Start 30434 End 

GI none Score 

Exons 30434. .30559, 30438 .. 30560, 

30741. .31031, 30743. .31036 



OJ990317_10.0421.C24 
36577 

TBLASTX: Wheat 
31036 
83 

30726. .30896, 30734 31036, 



Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


31037 




End 


31418 




GI 


none 




Score 


165 




Exons 


31037. .31417, 31068. 


.31316, 


31362. .31418 




Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


31232 




End 


31555 




GI 


none 




Score 


193 




Exons 


31232. .31555, 31245. 


.31538 








Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


31748 




End 


32060 




GI 


none 




Score 


76 





53976 




Exons 


31748. .32008, 31749. 


.32060 








Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


31808 




End 


32374 




GI 


5666795 




Score 


68 




Exons 


31808. .32008, 32063. 


.32200, 


32276. .32374 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10. 0421. C2 4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


32063 




End 


32521 




GI 


none 




Score 


92 




Exons 


32063. .32215, 32064. 


. 32201, 


32259. .32432, 32273 .. 32521, 






32273. .32497 










Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 


- 




Start 


30425 




End 


36577 




Name 


OJ990317_10 . 0421 .C24 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


33122 




End 


33493 




GI 


none 




Score 


90 




Exons 


33122. .33493, 33333. 


.33476 








Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317_10. 0421 .C24 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


33147 




End 


33571 




GI 


none 




Score 


327 




Exons 


33147. .33566, 33152. 


.33571 








Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


33245 




End 


33629 




GI 


none 




Score 


218 




Exons 


33245. .33628, 33264. 


.33629 








Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


33656 




End 


34012 




GI 


none 




Score 


114 




Exons 


33656. .33961, 33656. 


.34012, 


33666. .33977 




Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


.C24 


Gene No. 


111715 




Strand 






Start 


30425 




End 


36577 




Name 


OJ990317 10.0421.C24 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


33680 




End 


34143 





53977 




GI 


none 




Score 


400 


Exons 


33680 .. 34141, 33681. 


.34142, 


33700. .34143 


Seq. No. 


52967 




Seq. ID 


OJ990317_10.0421 


bene wo. 


111 / 10 




Strand 




Start 


30425 




End 


36577 


Name 


OJ990317 10.0421.C24 


. o5 . ts 


Method 


TBLASTX : Soybean 


Start 


33737 




End 


34102 


GI 


none 




Score 


117 


Exons 


33737. .33871, 33878. 


.34102 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52967 

111715 

30425 

OJ990317_10.0421.C24.o4 . tw 

34307 

none 



Seq. ID OJ990317_10.0421.C24 
Strand 
End 

Method 
End 
Score 



36577 

TBLASTX: Wheat 

34793 

174 



34307. .34792, 34311 34598 , 34 610 34 753, 34620. .34793 



Seq. No. 52967 Seq. ID 

Gene No. 111715 Strand 

Start 30425 End 

Name OJ990317_10 . 0421 . C24 . 08 . tw Method 

Start' 35531 End 

GI none Score 

Exons 35531. .35788, 35565 35804 , 35771 .. 35869, 35772 .. 35852 , 
35876. .35923 



OJ990317_10.0421.C24 
36577 

TBLASTX: Wheat 
35923 
89 



Seq. No. 52967 Seq. ID 

Gene No. 111715 Strand 

Start 30425 End 

Name OJ990317_10 . 0421 . C24 . 08 . tm Method 

Start 35633 End 

GI none Score 

Exons 35633. .35881, 35634.. 35918 



OJ990317_10.0421.C24 
36577 

TBLASTX: Maize 

35918 

105 



Seq. No. 52968 Seq. ID 

Gene No. 111716 Strand 

Start 68 End 

Name OJ990317_10 . 0421 . C25 . ol . gs Method 

Start 68 End 

GI none Score 

Exons 68.. 193 



OJ990317_10.0421.C25 
+ 

193 

GENSCAN 

193 

.58 



Seq. No. 52968 Seq. ID OJ990317 

Gene No. 111717 Strand + 

Start 3465 End 3571 

Name OJ990317_10.0421.C25.ol.gp Method AAT/GAP 

Start 3465 End 3571 

GI 2443085 Score 191 

Exons 3465.. 3571 



10.0421.C25 



Seq. No. 52968 Seq. ID OJ990317_10 . 0421 . C25 

Gene No. 111718 Strand 

Start 938 End 3868 

Name OJ990317_10.0421.C25.o2.gs Method GENSCAN 

Start 938 End 3868 



53978 




GI 


none 


Score 


.49 




Exons 


938. .996, 3164.. 3326, 3374.. 


3664, 3711 


. .3868 




Seq. No. 


52969 


Seq. ID 


OJ990317_10.0421 


.C26 


Gene No. 


111719 


Strand 


+ 




Start 


1 


End 


878 




Name 


OJ990317 10,0421. C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


878 




GI 


7443869 


Score 


437 




Exons 


1. .878 








GI Descrip. 


probable transposase - maize 


transposable element Ac 






gi 1 22491 lemb ICAA25636.il (X01380) 0RF2 


[Zea mays] 




Seq. No. 


y o y 


oeq. 1U 


OJ990317_10.0421 


.C26 


Gene No . 


in / iy 


otrana 


+ 




Start 


1 


Cjna 


878 




Name 




Metnoa 


GENSCAN 




Start 


19 


End 


694 




GI 


none 


Score 


.44 




Exons 


1 Q £QA 








Seq. No. 


o/. y 


oeq. iu 


OJ990317_10.0421 


.C26 


Gene No . 


i i m q 
in / iy 


otrana 


+ 




Start 


i 
i 


t*na 


878 




Name 


ujyyuji / i u . Ufi ^. i . o . oi . r.s 


Diernoa 


TBLASTX : Soybean 




Start 


67 


End 


504 




GI 


none 


Score 


122 




Exons 


£7 9"}4 oc;c AlCl ^HA 








Seq. No. 


oz y oy 


oeq. iu 


OJ990317_10.0421 


.C26 


Liene ino. 


1 1 1 1 1 Q 
111 / 1? 


otrana 


+ 




Start 


1 




878 




Name 


ujyyuoi/ iu. U4zi . t> . 01 . tin 


Me tnoa 


TBLASTX: Maize 




Start 




17,-, J 

hna 


777 




GI 


none 


Score 


121 




Exons 


78. .218, 79. .228, 256.-498, 


258. .518, 


553. .777 




Seq. No. 


52969 


Seq. ID 


OJ990317_10.0421 


.C26 


Gene No . 


111719 


Strand 


+ 




Start 


1 


End 


878 




Name 


OJ990317 10.0421.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


556 


End 


813 




GI 


none 


Score 


192 




Exons 


556. .813 








Seq. No. 


52970 


Seq. ID 


OJ990317_10.0421 


.C30 


Gene No. 


111720 


Strand 


+ 




Start 


1 


End 


297 




Name 


OJ990317 10.0421.C30.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


297 




GI 


72524 1.R1084 


Score 


420 




Exons 


1. .297 








GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomi 




DNA, chromosome 6, clone P0680A03, complete sequence' 




Seq. No. 


52970 


Seq. ID 


OJ990317_10.0421 


.C30 


Gene No. 


111721 


Strand 


+ 





53979 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



244 



End 

Method 
End 
Score 



548 

AAT/NAP 
548 
224 



OJ990317_10.0421.C30.ol.np 
244 

7106512 
244. .303, 377. .548 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



52970 

111722 

316 

OJ990317_10 . 04 21 . C30 . ol . gs 

316 

none 

316. .457 



Seq. ID OJ990317__10.0421.C30 
Strand 

End 457 

Method GEN SCAN 

End 4 57 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52971 
111723 
1 

OJ990827_14.0419.Cll.ol.np 
1 

6466937 
1. .898 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990827_14.0419.C11 

Strand 

End 898 

Method AAT/NAP 

End 8 98 

Score 542 



52971 

111723 

1 

OJ990827_14.0419.Cll.ol.gs 

164 

none 

164. .853 



Seq. ID OJ990827_14.0419.C11 

Strand 

End 898 

Method GENSCAN 

End 853 

Score 1 



Seq. No. 52971 

Gene No. 111723 

Start 1 

Name OJ990827_14 . 0419 . Cll . o2 . tm 

Start 206 

GI none 

Exons 206.. 478 



Seq. ID OJ990827_14. 0419. Cll 
Strand 

End 898 

Method ' TBLASTX: Maize 

End 478 

Score 185 



Seq. No. 52971 

Gene No. 111723 

Start 1 

Name OJ990827_14 . 0419 . Cll . ol . tw 

Start 227 

GI none 

Exons 227.. 616 



Seq. ID OJ990827JL4. 0419. Cll 
Strand 

End 8 98 

Method TBLASTX : Wheat 

End 616 

Score 228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52971 

111723 

1 

OJ990827_14 . 04 19 . CI 1 . ol . tm 

479 

none 



Seq. ID OJ990827_14. 0419. Cll 

Strand 

End 8 98 

Method TBLASTX : Maize 

End 895 

Score 72 



479. .895, 519^.617, 693. .740, 801.. 875 



53980 



Seq. No. 52971 

Gene No. 111723 

Start 1 

Name OJ990827_14 . 04 19 . Cll . o2 . tw 

Start 698 

GI none 

Exons 698.. 895, 743.. 853 



Seq. ID OJ990827_14 .0419. Cll 

Strand 

End 8 98 

Method TBLASTX : Wheat 

End 895 

Score 52 



Seq. No. 52972 

Gene No. 111724 

Start 626 

Name OJ990827_14 . 04 19 . C31 . ol . gp 

Start 626 

GI none 

Exons 626.. 74 9 



Seq. ID OJ990827_14.0419.C31 

Strand + 

End 74 9 

Method AAT/GAP 

End 74 9 

Score 248 



Seq. No. 52972 

Gene No. 111725 

Start 531 

Name OJ990827_14 . 0419 . C31 . ol . gs 

Start 531 

GI none 

Exons 531.. 597 



Seq. ID OJ990827_14.0419.C31 

Strand 

End 597 

Method GENSCAN 

End 597 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52973 
111726 
1 

OJ990827_14.0419.C33.ol.np 
1 

5921924 

1..448, 482. .982, 1079. .1580 

CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE) gi 11658193 (U74319) obtusifoliol 14-alpha 
demethylase CYP51 [Sorghum bicolor] 



Seq. ID OJ990827_14.0419.C33 
Strand 

End 1580 

Method AAT/NAP 

End 1580 

Score 904 



52973 
111726 
1 

OJ990827_14.0419.C33.ol.tm 
9 

none 



End 

Method 
End 
Score 

9. .143, 17. .151, 173. .439, 201. .416, 293. .424, 491. .1027, 
617. .904, 657. .983 



Seq. ID OJ990827_14.0419.C33 
Strand 

1580 

TBLASTX: Maize 
1027 
87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



52973 

111726 

1 

OJ990827_14.0419.C33.ol.ts 
9 

none 



Seq. ID OJ990827_14.0419.C33 
Strand 

End 1580 

Method TBLASTX : Soybean 

End 733 

Score 120 



9. .143, 17. .151, 176. .493, 575. .733 



52973 

111726 

1 

OJ990827_14.0419.C33.ol.gs 



Seq. ID OJ990827_14 .0419.C33 
Strand 

End 1580 

Method GENSCAN 



53981 



Start 
GI 

Exona 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



65 End 1571 

none Score .49 

65.-982, 1314. .1571 

52973 
111726 
1 

OJ990827_14 . 04 19 . C33 . ol . tc 
710 
none 

710. .982, 726. .977, 1251. .1391, 1255. .1461 



Seq. ID OJ990827_14.0419, 
Strand 

1580 

TBLASTX: Cress 
1461 
153 



C33 



End 

Method 

End 

Score 



52973 

111726 

1 

OJ990827_14.0419.C33.o2.ts 

734 

none 



Seq. ID OJ990827JL4.0419, 
Strand 

End 1580 

Method TBLASTX : Soybean 

End 1415 

Score 136 



C33 



734. .982, 738.-977, 1251. .1376, 1264. .1395, 1389. .1415 



52974 

111727 

690 

OJ990827_14.0419.C35.ol.tw 

601 

none 



Seq. ID OJ990827_14.0419, 

Strand + 

End 1382 

Method TBLASTX : Wheat 

End 1014 

Score 277 



C35 



601. .648, 718. .1014, 741. .911, 742. .912, 940. .1011 



52974 
111727 
690 

OJ990827_14.0419.C35.ol.np 
690 

6983860 
690. .1065, 1338. .1382 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 
(AF061282) [Oryza sativa] 



Seq. ID OJ990827_14.0419. 

Strand + 

End 1382 

Method AAT/NAP 

End 1382 

Score 353 



C35 



type 



Seq. No. 


52974 








Seq. ID 


OJ990827__14 .0419. 


C35 


Gene No. 


111727 








Strand 


+ 




Start 


690 








End 


1382 




Name 


OJ990827 14 


.0419.C35 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


718 








End 


1014 




GI 


none 








Score 


234 




Exons 


718. .1014, 


741. .905 












Seq. No. 


52975 








Seq. ID 


OJ990827_14.0419. 


C38 


Gene No. 


111728 








Strand 






Start 


971 








End 


1110 




Name 


OJ990827 14 


.0419.C38 


.ol 


.gs 


Method 


GENSCAN 




Start 


971 








End 


1110 




GI 


none 








Score 


.4 




Exons 


971. .1110 














Seq. No. 


52976 








Seq. ID 


OJ990827_14.0419. 


C40 


Gene No. 


111729 








Strand 






Start 


264 








End 


391 





53982 




Name 


OJ990827 14.0419.C40.ol.gs 


Method 


GENSCAN 




Start 


264 


End 


391 




GI 


none 


Score 


.98 




Exons 


264. .391 








Seq. No. 


52977 


Seq. ID 


OJ990827_14.0419 


.C45 


Gene No. 


111730 


Strand 






Start 


1 


End 


1UDD 




Name 


OJ990827 14.0419.C45.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1056 




GI 


6705984 


Score 


255 




Exons 


1..579, 1026. .1056 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


52977 


Seq. ID 


OJ990827JL4.0419 


.C45 


Gene No. 


111730 


Strand 






Start 


1 


End 


1056 




Name 


OJ990827 14.0419.C45.ol.tw 


Method 


TBLASTX: Wheat 




Start 


47 


End 


541 




GI 


none 


Score 


71 




Exons 


47. .343, 57. .266, 359. .541 








Seq. No. 


52978 


Seq. ID 


OJ990827 14.0419 


.C49 


Gene No. 


111731 


Strand 


- 




Start 


1 


End 


716 




Name 


OJ990827 14.0419.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


716 




GI 


1731146 


Score 


109 




Exons 


1..36, 615. .716 








GI Descrip. 


HYPOTHETICAL 42.1 KD PROTEIN 


ZK1307.9 


IN CHROMOSOME III 





gi|7510981 |pir| IT27732 hypothetical protein ZK1307.9 - 
Caenorhabditis elegans gi | 3881615 | emb | CAA87435 . 1 | (Z47358) 
similar to YJU2 protein; cDNA EST yk645d5.3 comes from this 
gene; cDNA EST yk645d5.5 comes from this gene [Caenorhabditis 
elegans] 





Seq. No. 


52978 






Seq. ID 


OJ990827_14.0419 


.C49 




Gene No. 


111731 






Strand 








Start 


1 






End 


716 




%. J: 


Name 


OJ990827 


_14.0419.C49.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


604 






End 


716 






GI 


none 






Score 


153 






Exons 


604. .705, 


610. .714, 612 


. .716 










Seq. No. 


52978 






Seq. ID 


OJ990827JL4.0419 


.C49 




Gene No. 


111731 






Strand 








Start 


1 






End 


716 






Name 


OJ990827 


14.0419.C49.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


610 






End 


716 






GI 


none 






Score 


129 






Exons 


610. .714, 


610. .714, 612 


. .716 










Seq. No. 


52978 






Seq. ID 


OJ990827_14.0419 


.C49 




Gene No. 


111731 






Strand 








Start 


1 






End 


716 






Name 


OJ990827 


14 .0419.C49.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


610 






End 


716 





53983 






GI 


none 


Score 


169 








Exons 


610.. 714, 610. .705, 612. .716 












Seq. No. 


52979 


Seq. ID 


OJ990827_14 


.0419 


.C5 




Gene No. 


111 / 


otrana 










Start 


55 


End 


298 








Name 


OJ990827 14.0419.C51.ol.gs 


Method 


GENSCAN 








Start 


55 


End 


298 








GI 


none 


Score 


.96 








Exons 


55. .298 












Seq. No. 


52979 


Seq. ID 


OJ990827_14 


.0419 


.C5 




Gene No. 


111733 


Strand 










Start 


669 


End 


1129 








Name 


OJ990827 14.0419.C51.ol.np 


Method 


AAT/NAP 








Start 


646 


End 


1129 








GI 


6466937 


Score 


121 








Exons 


646. .1129 












GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidop 






thaliana] 












Seq. No. 


52979 


Seq. ID 


OJ990827_14 


.0419 


.C5 




Gene No. 


111733 


Strand 










Start 


669 


End 


1129 








Name 


OJ990827 14.0419.C51.o2.gs 


Method 


GENSCAN 








Start 


669 


End 


1000 








GI 


none 


Score 


.7 






fij 


Exons 


669. .1000 










ul 


Seq. No. 


52979 


Seq. ID 


OJ990827_14 


.0419 


.C5 




Gene No . 


111733 


Strand 










Start 


669 


End 


1129 






I J 


Name 


OJ990827 14.0419.C51.ol.tm 


Method 


TBLASTX: Maize 






Start 


816 


End 


1108 






f 1 


GI 


none 


Score 


135 








Exons 


816. .1088, 858. .1082, 859. .1089, 980.. 


1108 






= SB 


Seq. No. 


52980 


Seq. ID 


OJ990817_15 


.0419 


.C6 




Gene No. 


111734 


Strand " 










Start 


1199 


End 


1312 






f 1 


Name 


OJ990817 15.0419.C6.ol.gs 


Method 


GENSCAN 








Start 


1199 


End 


1312 








GI 


none 


Score 


.67 








Exons 


1199. .1312 












Seq. No. 


52981 


Seq. ID 


OJ990817_15 


.0419 


.C7 




Gene No. 


111735 


Strand 


+ 








Start 


1489 


End 


2436 








Name 


OJ990817 15.0419.C7.ol.gs 


Method 


GENSCAN 








Start 


1489 


End 


2436 








GI 


none 


Score 


.98 








Exons 


1489. .2436 












Seq. No. 


52981 


Seq. ID 


OJ990817_15 


.0419 


.C7 




Gene No. 


111735 


Strand 


+ 








Start 


1489 


End 


2436 








Name 


OJ990817 15.0419.C7.ol.np 


Method 


AAT/NAP 







53984 





Start 


1513 






End 


2395 






GI 


5430771 






Score 


345 






Exons 


1513. .2395 














GI Descrip. 


(AC007504) 


Unknown Protein [Arabidopsis thaliana] 






Seq. No. 


52981 






Oeq. 1U 


n.TQQ0ft17 1R HdlQ 
Uu jjUOI / lJ.U4iy 


.C7 




bene lno ■ 


X X X f JD 








_l_ 






Start 


3857 






Hi lib 


79 9*5 

/ ZZj 






Name 


OJ990817 15 


. u h i y . 


b / . Oj .IS 


i v ie unoa 


1 DLHo 1 A . oOyDcau 






Start 


1525 






End 


1809 






GI 


none 






Score 


272 






Exons 


1525. .1809, 


1 R97 
1 D £ / . 


1 7 QD 

. x / yu 










Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


-C7 




bene no . 


111 / JD 






Strand 


+ 






Start 


3857 






End 


7223 






Name 


OJ990817 15 


n/i q 
. u ft i y . 


r"7 /-\ 9 +- 
b / . OZ . T_C 


Method 


TBLASTX: Cress 






Start 


1612 






End 


1980 






GI 


none 






Score 


154 






Exons 


1612. .1809, 


1 DjZ . 


. X 0 , 10 / j. 


.1980, 1890. .1958 






Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


.C7 




bene jno . 


i i 1 tic 






Strand 


+ 






Start 


3857 






End 


7223 






Name 


OJ990817 15 


n a i q 
. u 4 x y . 


b / . . ts 


Method 


TBLASTX : Soybean 






Start 


1882 






End 


2295 




n 


GI 


none 






Score 


245 




y 


Exons 


1882. .2142, 


x o y o . 


9 1 "3 9 917*5 
. Zl jZ, Zl / j . 


.2295 








Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


.C7 




bene wo . 


1 1 1 7 "3 £ 

111 / JD 






Strand 


+ 






Start 


3857 






End 


7223 




y 


Name 


OJ990817 15 


. u 4 1 y . 


C7 . o2 . gs 


Method 


GEN SCAN 






Start 


3857 






End 


7060 






GI 


none 






Score 


.41 






Exons 


3857. .3868, 


CTQI 
J / Oli 


CO yn CQQO 

. Do h If oyoz . 


.7060 








Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


.C7 




be lie LNO . 


111 f JO 






Strand 


+ 






Start 


3857 






End 


7223 






Name 


OJ990817 15 


. u 4 1 y . 


r~* ~7 — O 4-m 


Method 


TBLASTX: Maize 






Start 


5914 






End 


6354 






GI 


none 






Score 


170 






Exons 


5914. .5955, 


6029. 


.6172, 6079. 


.6198, 6187. .6354, 6239.. 6349 




Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


-C7 




Gene No. 


111736 






Strand 


+ 






OLC1I L 


^ft S7 

JO J / 






End 


7223 






Name 


OJ990817 15 


.0419. 


C7.o2.np 


Method 


AAT/NAP 






Start 


6002 






End 


7063 






GI 


5903071 






Score 


933 






Exons 


6002. .6187, 


6215. 


.7063 










GI Descrip. 


(AC008017) 


Unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


52981 






Seq. ID 


OJ990817_15.0419 


.C7 




Gene No. 


111736 






Strand 


+ 






Start 


3857 






End 


7223 





53985 



Name 


OJ990817_15. 


.0419, 


,C7.ol. 


ts 


Method 


TBLASTX: Soybean 


b car l 


OUOo 








End 


6889 


bl 


none 








Score 


149 


Exons 


OUOO . . Ol / Z , 


ac\n q 

ou / y . 


a i n a 
, . Ol / 4 / 


oz j y . 


.6346, 6446. .6499, 6451. .6501 




DDIj . . 00 / U; 


0 OZ 0 . 


a a a q 
, . OO40, 


OOOl . 


.6664, 6752.. 6886, 6824.. 6889 


beq. WO. 


C O QQ 1 

ozysi 








Seq. ID 


OJ990817_15.0419.C7 


Gene No. 


111736 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


uj y y Uo i / id. 


, U4 i y . 


, b / . Oj . 


tc 


Method 


TBLASTX: Cress 


btart 


0U00 








End 


6634 


bl 


none 








Score 


140 


Exons 


ener C 1 *7 O 
OUjO . . 01 / Z f 


oz jy . 


, . O j4 O , 


aco a 
00Z4 . 


.6634 




beq. wo. 


ozyoi 








Seq. ID 


OJ990817_15.0419.C7 


Gene No. 


111736 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


u j y y u o i / 10. 


, U4 i y . 


, b / . Oj . 


tm 


Method 


TBLASTX: Maize 


b tart 


£ "3 c: 








End 


6661 


bl 


none 








Score 


86 


Exons 


Ojjj . . 04 yz , 


04 4 O . 


£ y| Q a 

. o4 y o, 


00 oz . 


.6657, 6536.. 6661 


beq. no. 


ozyo l 








Seq. ID 


OJ990817_15.0419.C7 


bene no. 


111 / jb 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


OJ990817_15. 


0419. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




HOT 
0 / Z / 








End 


7009 


bl 


none 








Score 


180 


Exons 


O /Z / . . Ob / 0, 


an q yi 
0 M4 . 


coin 
. by 1U , 


o/jo. 


.6870, 6878. .7009, 6881. .6949 




oy4Z . . /UU4 












beq. NO. 


oz yy i 








Seq. ID 


OJ990817_15.0419.C7 


Gene No. 


111736 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


uj y yuo x / lo . 


U4 1 y . 


b / . Ol . 


tc 


Method 


TBLASTX: Cress 


b tar t 


o / ol 








End 


7045 


bl 


none 








Score 


81 


Exons 


an qi cqto 

O/Ol. .00 / J, 


ooZ4 . 


. oo / 4 , 


oo yu . 


.7045, 6967. .7035 


beq. no. 


COQQ1 

ozyo i 








Seq. ID 


OJ990817 15. 0419. C7 


Gene No. 


111736 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


uj y yuo i / 10 . 


U4 1 y . 


en s-\ a 
b / . 04 . 


ts 


Method 


TBLASTX : Soybean 


bear t 


a q or* 

oo yu 








End 


7075 


bl 


none 








Score 


222 


Exons 


oo yu . . / u / o , 


aaan 

oyo / . 


. /UoZ 








Seq. No. 


ozyo 1 








Seq. ID 


OJ990817_15.0419.C7 


Gene No. 


111736 








Strand 


+ 


Start 


3857 








End 


7223 


Name 


OJ990817 15. 


0419. 


C7.ol. 


gp 


Method 


AAT/GAP 


Start 


6908 








End 


7223 


GI 


3759857 








Score 


591 



Exons 6908.. 7223 

GI Descrip. 5903071/gb | AAD55629 . 1 | AC008017_2 2.0e-15 (AC008017) Unknown 
protein [Arabidopsis thaliana] 



53986 



Seq. No. 


52982 


Seq. ID 


OJ990817_15 . 0419 . C8 


Gene No. 


111737 


Strand 




Start 


917 


End 


3093 


Name 


OJ990817 


1 5 . 04 1 9 . C8 . ol . tc Method 


TBLASTX: Cress 


Start 


876 


End 


1846 


GI 


none 


Score 


117 


Exons 


876. .956, 


880. .957, 883. .966, 1171. .1320, 1179.. 1298, 




1321.. 1437, 1371.. 1439, 1769.. 1846 




Seq. No. 


52982 


Seq. ID 


OJ990817_15 . 0419 . C8 


Gene No. 


111737 


Strand 




Start 


917 


End 


3093 


Name 


OJ990817 


15.0419.C8.ol.ts Method 


TBLASTX: Soybean 


Start 


882 


End 


1861 


GI 


none 


Score 


35 


Exons 


882. .956, 


1692. .1745, 1694. .1861, 1706 


. .1840, 1800. .1844 


Seq. No. 


52982 


Seq. ID 


OJ990817_15.0419.C8 


Gene No. 


111737 


Strand 




Start 


917 


End 


3093 


Name 


OJ990817 


15. 0419.C8 .ol. tm Method 


TBLASTX: Maize 


Start 


913 


End 


1822 


GI 


none 


Score 


73 


Exons 


913. .957, 


915. .956, 1171. .1365, 1179.. 


1331, 1196.. 1378, 




1366. .1431, 1371. .1439, 1533. .1604, 1700. .1819, 1706. .1822 


Seq. No. 


52982 


Seq. ID 


OJ990817_15.0419.C8 


Gene No. 


111737 


Strand 




Start 


917 


End 


3093 


Name 


OJ990817 


15 . 04 1 9 . C8 . ol . gp Method 


AAT/GAP 


Start 


917 


End 


1290 


GI 


287014 


Score 


698 



Exons 917.. 1290 

GI Descrip. 3608128 1.0e-08 (AC005314) hypothetical protein [Arabidopsis 
thaliana] >gi_42637 94_gb_AAD15454_ (AC006068) hypothetical 
protein [Arabidopsis thaliana] 



& Seq. No. 


52982 




Seq. ID 


OJ990817_15.0419.C8 


Gene No. 


111737 




Strand 




^ Start 


917 




End 


3093 


z Name 


OJ990817 15 


.0419.C8.ol.np 


Method 


AAT/NAP 


J Start 


1176 




End 


3093 


GI 


3608128 




Score 


263 


Exons 


1176. .1300, 


1493. .1605, 1657. 


.1867, 3067.. 3093 


GI Descrip. 


(AC005314) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


52983 




Seq. ID 


OJ990817_15.0419.C9 


Gene No. 


111738 




Strand 




Start 


986 




End 


3832 


Name 


OJ990817 15 


.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


986 


End 


3832 


GI 


none 




Score 


.46 


Exons 


986. .1017, 


1192. .1455, 1759.. 


1989, 2282 


..2298, 3062. .3273, 




3792. .3832 








Seq. No. 


52983 




Seq. ID 


OJ990817_15.0419.C9 


Gene No. 


111738 




Strand 





53987 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



986 End 

OJ990817_15 . 0419 . C9 . ol . np Method 

988 End 

4587561 Score 



3832 
AAT/NAP 
1914 
295 



988. .1083, 1146. .1351, 1391. .1455, 1759. .1914 
(AC006577) F15I1.28 [Arabidopsis thaliana] 



52984 

111739 

1 

OJ990817_15.0419.C10.ol.np 
1 

6324335 



Seq. ID OJ990817JL5. 0419. CIO 
Strand + 
End 3006 
Method AAT/NAP 
End 3006 
Score 324 
1.-52, 2124. .2366, 2485. .2754, 2880. .3006 

Lrolp gi|732207|sp|P40345|YN84_YEAST HYPOTHETICAL 75.4 KD 
PROTEIN IN AUT1-CSE2 INTERGENIC REGION gi | 6264 66 I pir | | S45131 
probable membrane protein YNR008w - yeast (Saccharomyces 
cerevisiae) gi | 496725 | emb | CAA54 576 | (X77395) N2042 
[Saccharomyces cerevisiae] gi | 1302482 | emb | CAA96285 | (Z71623) ORF 
YNR008w [Saccharomyces cerevisiae] 



52984 

111739 

1- 

OJ990817_15. 0419. C10. ol.tm 
1 

none 



Seq. ID OJ990817_15. 0419. C10 



Strand 
End 

Method 

End 

Score 



+ 

3006 

TBLASTX: Maize 

2769 

120 



1..66, 5. .67, 2141. .2368, 2142. .2369, 2150. .2371, 2473.-2742, 
2477. .2740, 2482. .2751, 2732. .2767, 2733. .2768, 2734. .2769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



52984 

111739 

1 

OJ990817_15.0419.C10.o2.ts 
4 

none 



Seq. ID OJ990817_15. 0419. C10 

Strand + 

End 3006 

Method TBLASTX : Soybean 

End 2303 

Score 116 



4. .66, 5. .67, 2116. .2223, 2141. .2302, 2142. .2303 



52984 

111739 

1 

OJ990817_15.0419.C10.ol.gs 

881 

none 



Seq. ID OJ990817_15. 0419. C10 

Strand + 

End 3006 

Method GENSCAN 

End 2768 

Score .79 



881. .951, 1347. .1403, 2144. .2366, 2485.-2768 



52984 

111739 

1 

OJ990817_15-0419.C10.ol.ts 

2328 

none 



Seq. ID OJ990817_15. 0419. C10 
Strand + 
End 3006 
Method TBLASTX : Soybean 
End 2782 
Score 71 

2328. .2369, 2329. .2370, 2329. .2367, 2477. .2659, 2482. .2685, 
2484. .2621, 2677.-2769, 2685. .2768, 2690. .2782 



52985 
111740 



Seq. ID OJ990817_15.0419.C12 
Strand + 



53988 



Start 


1132 




End 


3200 


Name 


ojyyuoiv lb 


.04iy.ciz.oi.gs 


Method 


GEN SCAN 


Start 


1 1 TO 
11 




End 


3200 


GI 


none 




Score 


.97 


Exons 


1 1 TO 1 1 /--j 

lloZ . . lloo, 


ZZuZ..ZoDZ, zooz 


..2781, 3007.. 3200 


beq. no. 






Seq. ID 


OJ990817_15.0419.C12 


Gene No. 


111741 




Strand 




Start 


3532 




End 


3747 


Name 


f\ TQQnQ 1 "7 1 EL 


. u4iy.Liz.oz.gs 


Method 


GEN SCAN 


Start 


3d3Z 




End 


3747 


GI 


none 




Score 


.95 


Exons 


3d 3Z . . 31 h 1 








Seq. No. 






Seq. ID 


OJ990817 15.0419.C14 


Gene No . 


1117/19 
111 / H Z 




Strand 


+ 


Start 


1098 




End 


3592 


Name 


OJ990817 15 


.0419.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


992 




End 


1389 


GI 


none 




Score 


127 


Exons 


992. .1090, 


993. .1127, 1104.. 


1388, 1178 


. .1369, 1207. .1389, 



1258. .1389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



52986 

111742 

1098 

OJ990817 15.0419.C14.ol.np 



Seq. ID OJ990817_15.0419.C14 

Strand + 

End 3592 

Method AAT/NAP 

End 3592 

Score 4202 



1098 
6630696 
1098. .3592 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990817_15.0419.C14 

Strand + 

End 3592 

Method AAT/GAP 

End 2030 

Score 1411 

contains similarity to 



52986 
111742 
1098 

OJ990817_15.0419.C14.ol.gp 
1140 

101595_1.R1084 
1140. .1840, 1956. .2030 
'3047066 3.0e-15 (AF058825) 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No. 


52986 








Seq. ID 


OJ990817_15.0419 


.C14 


Gene No. 


111742 








Strand 


+ 




Start 


1098 








End 


3592 




Name 


OJ990817 15. 


0419 


.C14.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1140 








End 


1448 




GI 


none 








Score 


318 




Exons 


1140. .1448, 


1187 


. .1369, 


1240. 


.1383, 1269.. 1445 




Seq. No. 


52986 








Seq. ID 


OJ990817_15.0419 


.C14 


Gene No. 


111742 








Strand 


+ 




Start 


1098 








End 


3592 




Name 


OJ990817 15. 


0419 


.C14.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1971 








End 


2309 





53989 



GI 


none 








Score 


391 


Exons 


1971. .2243, 


1972. 


.2244, 


1973. 


.2245, 1973. .2245, 2274. .2309 


Seq. No. 


52986 








Seq. ID 


OJ990817 15. 0419. CI 4 


belle LNU . 


111 t 4 £. 








O Ll Gill W. 


+ 


Start 


1098 








FnH 


3592 

•J <J ^ £~ 


Name 


OJ990817 15. 


0419. 


C14.o2 


.ts 




TRT.A9TX • ^ovbean 

i Duriij x /\ • <j \J y c* 1 1 


Start 


2289 








FnH 


2669 

u u ? 


GI 


none 












Exons 


2289. .2438, 


2421. 


.2669 








Seq. No. 


52986 








Seq. ID 


OJ990817 15 0419 C14 




1 1 1 749 

111 / *± £. 








Cf rand 


+ 


Start 


1098 








End 


3592 


Name 


OJ990817 15. 


0419. 


C14.o3 


. tm 


Mci f- hnH 




Start 


2427 








End 


2891 


GI 


none 








o^.vj 1 c 


306 


Exons 


2427. .2891, 


2666. 


.2884 








Seq. No. 


52986 








O " ^ • 1JJ 


OJ990817 15 0419 C14 


bene ino. 


111749 

111 / *i Z 








jli caii^j 




Start 


1098 








FnH 


O J Z> 


Name 


OJ990817 15. 


0419. 


C14.o3 


.tw 


Mot" Vi nH 


TRT.A9TX • Whpst- 


Start 


2534 








FnH 


2726 


GI 


none 












Exons 


2534. .2725, 


2535. 


.2726, 


2535. 


.2726 




Seq. No. 


52986 








Q^rr TP) 

JC^ • 1 LJ 


OJ990R17 IS 0419 C14 


belle 1NO . 


1 1 174 9 

111 (HZ. 










-j- 


Start 


1098 








FnH 


J -J z. 


Name 


OJ990817 15. 


0419. 


C14.ol 


.ts 


Mo *t~ Vi r\ H 




Start 


2679 








End 


3077 


GI 


none 








Score 


1 QQ 


Exons 


2679. .2900, 


2681. 


.2896, 


2904. 


.3077 




Seq. No. 


52986 








Seq. ID 


OJ990817_15.0419.C14 


uene ino . 


111749 
ill / fit 








Strand 


+ 


Start 


1098 








End 


3592 


Name 


OJ990817 15. 


0419. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2727 








End 


3482 


GI 


none 








Score 


943 


Exons 


2727. .3482, 


2735. 


.3232, 


3001. 


.3477, 3300.. 3482 


Seq. No. 


52987 








Seq. ID 


OJ990817_15.0419.C16 


Gene No. 


111743 








Strand 


+ 


Start 


1 








End 


771 


Name 


OJ990817 15. 


0419. 


C16.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


771 


GI 


7248394 








Score 


554 


Exons 


1. .771 













GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . ^-Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 

Seq. No. 52987 Seq. ID OJ9908 17_15 . 04 19 . C16 



53990 



Gene No. 


111743 


Strand 


+ 


Start 


1 


End 


771 


Name 


OJ990817 15.0419.C16.ol.gs 


Method 


GENSCAN 


Start 


39 


End 


734 


GI 


none 


Score 


.68 


Exons 


39.-734 






Seq. No. 


52987 


Seq. ID 


OJ990817_15.0419.C16 


Gene No. 


111743 


Strand 




Start 


1 


End ; 


:771 


Name 


OJ990817 15.0419.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


123 


End 


551 


GI 


none 


Score 


386 


Exons 


123. .551, 132. .446 






Seq. No. 


52987 


Seq. ID 


OJ990817_15.0419.C16 


Gene No. 


111743 


Strand 


+ 


Start 


1 


End 


771 


Name 


OJ990817 15-0419. C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


228 


End 


644 


GI 


none 


Score 


333 


Exons 


228. .644, 278..424, 366-. 437, 


497. .580 




Seq. No. 


52987 


Seq. ID 


OJ990817_15.0419.C16 


Gene No. 


111743 


Strand 


+ 


Start 


1 


End 


771 


Name 


OJ990817 15-0419. C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


270 


End 


749 


GI 


none 


Score 


380 


Exons 


270. .749, 281. .427, 569. .730 






Seq. No. 


52988 


Seq. ID 


OJ990817_15.0419.C17 


Gene No. 


111744 


Strand 


+ 


Start 


1 


End 


3713 


Name 


OJ990817 15.0419.C17.ol-np 


Method 


AAT./NAP 


Start 


1 


End 


1597 


GI 


5922631 


Score 


563 


Exons 


1. .1597 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 




region of the predicted gene. 


; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 52988 

Gene No. 111744 

Start 1 

Name OJ990817_15 . 0419 . C17 . ol . gs 

Start 47 

GI none 
Exons 



Seq. ID OJ990817_15.0419.C17 

Strand + 

End 3713 

Method GENSCAN 

End 3713 

Score . 68 



47..4S3, 482. .636, 651. .1608, 2002. .2107, 3212. .3435, 3602. .3713 



Seq. No. 
Gene No. 
Start 



52988 

111744 

1 



Seq. ID OJ990817_15.0419.C17 
Strand + 
End 3713 



53991 



Name 

Start 

GI 

Exons 



OJ990817_15.0419.C17.ol.tm Method 

518 End 

none Score 
518. .817 



TBLASTX: Maize 

817 

204 



Seq. No. 52988 Seq. ID 

Gene No. 111744 Strand 

Start 1 End 

Name OJ990817_15 . 0419 . C17 . o2 . tw Method 

Start 518 fc End 

GI none Score 

Exons 518.. 793 



Seq. No. 52988 

Gene No. 111744 

Start 1 

Name OJ990817_15 . 0419.C17 . ol . ts 

Start 659 

GI none 

Exons 659.. 1048, 760.. 981 

Seq. No. 52988 

Gene No. 111744 

Start 1 

Name OJ990817_15. 0419.C17 .o3.tw 

Start 806 

GI none 

Exons 806.. 1171 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_15.0419.C17 
+ 

3713 

TBLASTX: Wheat 

793 

184 



OJ990817_15.0419.C17 
+ 

3713 

TBLASTX : Soybean 

1048 

225 



OJ990817_15.0419.C17 
+ 

3713 

TBLASTX: Wheat 

1171 

179 



Seq. No. 52988 Seq. ID 

Gene No. 111744 Strand 

Start 1 End 

Name OJ990817_15 . 0419.C17 .o2 . ts Method 

Start 1192 End 

GI none Score 

Exons 1192.. 1278, 1193.. 1420 

Seq. No. 52988 Seq. ID 

Gene No. 111744 Strand 

Start 1 End 

Name OJ990817_15. 0419.C17.ol.tw Method 

Start 1202 End 

GI none Score 

Exons 1202.. 1615, 1210.. 1284, 1366.. 1554 

Seq. No. 52989 Seq. ID 

Gene No. 111745 Strand 

Start 28 End 

Name OJ990817_15 .0419. C18 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28.. 140, 250.. 439, 533.. 1117 

Seq. No. 52990 Seq. ID 

Gene No. 11174 6 Strand 

Start 234 End 

Name OJ990817_15. 0419 . C19 . ol . gs Method 



OJ990817_15.0419.C17 
+ 

3713 

TBLASTX : Soybean 

1420 

186 



OJ990817_15.0419.C17 
+ 

3713 

TBLASTX: Wheat 

1615 

391 



OJ990817_15.0419.C18 

1117 
GENSCAN 
1117 
.79 



OJ990817_15.0419.C19 
+ 

4066 
GENSCAN 



53992 




Start 


234 


End 


1645 


GI 


none 


Score 


.79 


Exons 


234.. 473, 1059.. 1218, 1575.. 


1645 




Seq. No. 


52990 


Seq. ID 


OJ990817_15.0419 


Gene No. 


111746 


Strand 


+ 


Start 


234 


End 


4066 


Name 


OJ990817 15.0419.C19.ol.np 


Method 


AAT/NAP 


Start 


1257 


End 


4066 


GI 


7340860 • 


Score 


81 


Exons 


1257.. 1282, 2530.. 2653, 4028 


. .4066 




GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


52990 


Seq. ID 


OJ990817_15.0419 


Gene No . 


111746 


Strand 


+ 


Start 


234 


End 


4066 


Name 


OJ990817 15.0419.C19.o2.gs 


Method 


GEN SCAN 


Start 


2595 


End 


4056 


GI 


none 


Score 


.62 


Exons 


259S..2666, 3735.. 3833, 3874 


..3909, 3979. .4056 


Seq. No. 


52990 


Seq. ID 


OJ990817_15.0419 


Gene No. 


111747 


Strand 




Start 


5373 


End 


6141 


Name 


OJ990817 15.0419.C19.o3.gs 


Method 


GENSCAN 


Start 


5373 


End 


6141 


GI 


none 


Score 


.57 


Exons 


5373. .5461, 5953. .6141 






Seq. No. 


52991 


Seq. ID 


OJ990817_15.0419 


Gene No. 


111748 


Strand 


+ 


Start 


769 


End 


1129 


Name 


OJ990817 15.0419.C20.ol.tc 


Method 


TBLASTX: Cress 


Start 


757 


End 


1116 


GI 


none 


Score 


274 


Exons 


757. .1002, 768. .821, 840. .1004, 985. .1116 


Seq. No. 


52991 


Seq. ID 


OJ990817_15.0419 


Gene No. 


111748 


Strand 


+ 


Start 


769 


End 


1129 


Name 


OJ990817 15.0419.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


763 


End 


1128 


GI 


none 


Score 


372 


Exons 


763. .1005, 768. .1004, 966. .1127, 985.. 


1128 


Seq. No. 


52991 


Seq. ID 


OJ990817_15.0419 


Gene No . 


111748 


Strand 


+ 


Start 


769 


End 


1129 


Name 


OJ990817 15.0419.C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


763 


End 


1002 


GI 


none 


Score 


281 


Exons 


763. .1002, 768. .1001 






Seq. No. 


52991 


Seq. ID 


OJ990817JL5.0419 


Gene No. 


111748 


Strand 




Start 


769 


End 


1129 



53993 




Name 


OJ990817 15.0419.C20.ol 


.np 


Method 


AAT/NAP 


Start 


769 




End 


1129 


GI 


7485478 




Score 


362 


Exons 


769. .1129 








GI Descrip. 


hypothetical protein F14M19. 


10 - Arabidopsis thaliana (fragmer 


Seq. No. 


52992 




Seq. ID 


OJ990817 15.0419.C21 


Gene No . 


111749 




Strand 


+ 


Start 


7321 




End 


9382 


Name 


OJ990817 15.0419.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4891 




End 


5185 


GI 


none 




Score 


379 


Exons 


4891.. 5181, 48 92.. 5 18 5 








Seq. No. 


52992 




Seq. ID 


OJ990817_15.0419.C21 


Gene No . 


111749 




Strand 


+ 


Start 


7321 




End 


9382 


Name 


OJ990817 15.0419.C21.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


4991 




End 


5377 


GI 


none 




Score 


262 


Exons 


4991. .5233, 5011.. 5202, 


5150 


..5347, 5270.. 5377 


Seq. No. 


52992 




Seq. ID 


OJ990817_15.0419.C21 


Gene No . 


111749 




Strand 


+ 


Start 


7321 




End 


9382 


Name 


OJ990817 15.0419.C21.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5297 




End 


5671 


GI 


none 




Score 


77 


Exons 


5297. .5350, 5299. .5535, 


5408 


..5533, 5552. .5671, 5569. .5622 


Seq. No. 


52992 




Seq. ID 


OJ990817_15.0419.C21 


Gene No . 


111749 




Strand 


+ 


Start 


7321 




End 


9382 


Name 


OJ990817 15.0419.C21.o2 


.gs 


Method 


GENS CAN 


Start 


7321 




End 


9382 


GI 


none 




Score 


.59 


Exons 


7321. .7553, 7648. .7792, 


8439 


..8625-, 9303.. 9382 


Seq. No. 


52993 




Seq. ID 


OJ990817_15.0419.C23 


Gene No. 


111750 




Strand 




Start 


1 




End 


1872 


Name 


OJ990817 15.0419.C23.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1842 


GI 


4406792 




Score 


306 


Exons 


1..217, 1405. .1842 








GI Descrip. 


(AC006304) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


52993 




Seq. ID 


OJ990817_15.0419.C23 


Gene No. 


111750 




Strand 




Start 


1 




End 


1872 


Name 


OJ990817 15.0419.C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8 




End 


259 


GI 


none 




Score 


111 


Exons 


8. .259, 9. .236 








Seq. No. 


52993 




Seq. ID 


OJ990817_15.0419.C23 



53994 



Gene No. 111750 Strand 

Start 1 End 

Name OJ990817_15 .0419. C23 . ol . ts Method 

Start 1453 End 

GI none Score 

Exons 1453.. 1872 



1872 

TBLASTX : Soybean 

1872 

256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



52994 Seq. ID 

111751 Strand 
169 End 
OJ990817JL5 . 0419. C25 . ol . gs Method 
169 End 
none Score 
169. .297 

52995 

111752 Strand 
310 End 
OJ9908 17_15 . 04 1 9 . C2 6 . ol . gs Method 
310 End 
none Score 
310. .397, 1676. .1752, 1814. .1844, 1897. .2052 

52996 Seq. ID OJ990817 

111753 Strand + 
679 End 1887 
OJ9908 17_15 . 04 1 9 . C29 . ol . gs Method GEN SCAN 
679 End 1887 
none Score .71 
679. .1887 



OJ990817_15.0419.C25 
297 

GEN SCAN 
297 
.83 



Seq. ID OJ990817_15.0419.C26 
+ 

2052 
GENSCAN 
2052 
.4 



15.0419.C29 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



52996 Seq. ID OJ990817_15 . 04 19 . C2 9 

111753 Strand + 

679 End 1887 

OJ9908 17_1 5 . 04 1 9 . C2 9 . ol . np Method AAT/NAP 

679 End 1884 

1196998 Score 2114 

679.. 1884 

(J01829) unknown protein [Transposon TnlO] 

gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi| 6721110|gb| AAF26764 . 1 | AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



52996 

111754 

7434 

OJ990817_15.0419.C29.o4.gs 

7434 

none 

7434. .7561, 7632. .7644 

52996 

111755 

10201 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990817_15.0419.C29 
+ 

7644 
GENSCAN 
7644 
.48 



OJ990817_15.0419.C29 
+ 

16165 



53995 



Name OJ990817_15 . 0419 .C29 . o3 . np Method AAT/NAP 

Start 9856 End 14219 

GI 7485859 Score 857 

Exons 9856.. 9890, 11060 12772 , 14202.. 14219 

GI Descrip. hypothetical protein F20D10.300 - Arabidopsis thaliana 

gi I 4467124 | emb | CAB37558.il (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 1 (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 52996 

Gene No. 111755 

Start 10201 

Name OJ990817_15.0419.C29.o6.gs 

Start 10201 

GI none 

Exons 10201, 
11399. 



10227, 
12197, 
15475. .15606, 



10411. .10624, 
12317. .12631, 
16046. .16165 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10699. .10844, 
12851. .13236, 



OJ990817_ 
+ 

16165 
GENSCAN 
16165 
.43 

11017. 
14529. 



15.0419.C29 



,11158, 
,14776, 



Seq. No. 52996 Seq. ID OJ990817_15 . 04 19 . C2 9 

Gene No. 111756 Strand 

Start 44 End 3122 

Name OJ990817_15 . 0419 . C29 . ol . gp Method AAT/GAP 

Start 44 End 3122 

GI 30308_1.R1084 Score 1779 

Exons 44. .328, 2384 . .2533, 2628.. 3122 

GI Descrip. 1 25074 55 /sp I P28723 | FTHS_SPIOL 7.0e-88 FORMATE— TETRAHYDROFOLATE 
LIGASE (FORMYLTETRAHYDRO FOLATE SYNTHETASE) (FHS) (FTHFS) 

>gi_322401_pir A43350 formate — tetrahydrof olate ligase (EC 

6.3.4.3) - spinach >gi_170145 (M83940) 10-f ormyltetrahydrof olate 
synthetase [Spinacia oleracea] ' 



fjj Seq. No. 


52996 




Seq. ID 


OJ990817JL5. 


0419. C29 


Gene No. 


111756 




Strand 






^ Start 


44 




End 


3122 




^ Name 


OJ990817 15. 


0419.C29.o2.gs 


Method 


GENSCAN 




N 3 Start 


2111 




End 


3002 




M GI 


none 




Score 


.91 




Exons 


2111. .2149, 


2288. .2311, 2384. 


.2533, 2628.. 3002 




^ Seq. No. 


52996 




Seq. ID 


OJ990817_15. 


0419. C29 


Gene No. 


111757 




Strand 






Start . 


4 4 63 




End 


19938 




Name 


OJ990817 15. 


0419.C29.o3.gs 


Method 


GENSCAN 




Start 


4463 




End 


6228 




GI 


none 




Score 


.59 




Exons 


4463. .4660, 


4683. .4884, 4918. 


.5144, 6151.. 6228 




Seq. No. 


52996 




Seq. ID 


OJ990817JL5. 


0419. C29 


Gene No. 


111757 




Strand 






Start 


4463 




End 


19938 




Name 


OJ990817 15. 


0419.C29.o2.np 


Method 


AAT/NAP 




Start 


5785 




End 


19938 




GI 


7487241 




Score 


132 




Exons 


5785. .5827, 


9817.. 9917, 17123 


. .17390, 


17521. .17625, 


19898. .19938 


GI Descrip. 


hypothetical 


protein T20B5.3 


- Arabidopsis thaliana 





gi|2623297|gb|AAB86443.1| (AC002409) unknown protein 



53996 




[Arabidopsis thaliana] gi | 3790583 I gb | AAC69854 . 1 1 (AF079180) 
RING-H2 finger protein RHCla [Arabidopsis thaliana] 



Seq. No. 52996 

Gene No. 111757 

Start 4463 

Name OJ990817_15 . 0419 . C29 . o5 . gs 

Start 8510 

GI none 

Exons 8510.. 9433 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 19938 

Method GENSCAN 

End 9433 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



52996 
111757 
4463 

OJ990817_15 . 04 19 . C2 9 . o4 . np 
16456 
7486423 

16456. .16573, 17253 17516, 17639. .17811 
hypothetical protein F4I1.14 - Arabidopsis thaliana 
gi|3128178|gb|AAC16082.1| (AC004521) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ990817_15.0419.C29 
Strand 

19938 
AAT/NAP 
17811 
114 



End 

Method 

End 

Score 



End 

Method 
End 
Score 



52996 
111757 
4463 

OJ990817_15.0419.C29.o7.gs 
17009 
none 

17009. .17834, 19288. .19298 

52996 
111758 
21887 

OJ990817_15.0419.C29.ol.tc 
45 

none 

45. .248, 47. .328, 47. .319, 81. .329 



Seq. ID OJ990817_15.0419.C29 
Strand 

19938 
GENSCAN 
19298 
.94 



Seq. ID OJ990817_15.0419.C29 
Strand 

24009 

TBLASTX: Cress 
329 
166 



End 

Method 
End 
Score 



52996 

111758 

21887 

OJ990817_15.0419.C29.o2.ts 
45 

none 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method TBLASTX : Soybean 

End 27 92 

Score 84 



45. .125, 47. .124, 98. .154, 147. .329, 158. .331, 288. .338, 
2381.. 2536, 2381. .2536, 2623.. 2655, 2625.-2792, 2713.. 2775 



52996 

111758 

21887 

OJ990817_15.0419.C29.o3.tc 

560 

none 

560. .718, 569. .718 

52996 
111758 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method TBLASTX : Cress 

End 718 

Score 228 



Seq. ID OJ990817_15.0419.C29 
Strand 



53997 



# # 



Start 


21887 




End 


24009 


Name 


OJ990817 15.0419.C29. 


o2.tc 


Method 


TBLASTX: Cress 


Start- 


2364 




End 


2780 


GI 


none 




Score 


144 


Exons 


2364. .2534, 2381.. 2536, 2623 


..2655, 2625.. 2780, 2713. .2772 


Seq. No. 


52996 




Seq. ID 


OJ990817_15.0419.C29 




111758 




Strand 




Start 


21887 




End 


24009 


Name 


OJ990817 15.0419.C29. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


2381 




End 


2792 


GI 


none 




Score 


138 


Exons 


2381. .2536, 2382. .2534, 2623 


..2655, 2625.. 2792, 2713. .2775 


Seq. No. 


•j c. j y d 




Seq. ID 


OJ990817_15.0419.C29 




1117 5ft 

111 / JO 




Strand 




Start 


91 8ft7 




End 


24009 


Name 


n.TQQDft17 1 R 041 Q P9Q 


o4 • tm 


Method 


TBLASTX: Maize 


Start 


11647 




End 


12036 


GI 


none 




Score 


302 


Exons 


1 1 64 7 1 9fH6 11746 


1 9097 






Seq. No. 


.7 Z7 O 




Seq. ID 


OJ990817_15.0419.C29 


Gene No. 


1 1 1 7 Rft 
111 / JO 




Strand 




OtalL 






End 


24009 


Name 


O.TQQflR17 1 ^ D41Q T9Q 


Ul . Lb 


Method 


TBLASTX : Soybean 


Start 


1 1 7n^ ~~ 




End 


12434 


GI 






Score 


97 


Exons 


11703. .11849, 11703.. 


12023, 


11704. .12258, 11887. .12189, 




12291. .12434 








Seq. No. 






Seq. ID 


OJ990817_15.0419.C29 




1 1 1 7 Rft 
111 / jo 




Strand 




Start 


91 fifi7 

Z. LOO I 




End 


24009 


Name 


nTQQ0ft17 15 H41Q P9Q 
UJ35U01 / 13. Ufilj.t^j. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


1 1 P7 9 
1X0 / *c 




End 


12234 


GI 


none 




Score 


214 


Exons 


11872. .12234 








Seq. No. 


52996 




Seq. ID 


OJ990817_15.0419.C29 


Gene No. 


111758 




Strand 




Start 


21887 




End 


24009 


Name 


OJ990817 15.0419.C29. 


o2.gp 


Method 


AAT/GAP 


Start 


21419 




End 


21972 


GI 


LIB3434-005-P1-K1-E5 




Score 


828 


Exons 


21419. .21625, 21716.. 


21972 






GI Descrip. 


• 590307 l/gb|AAD55629. 


1|AC008017_2 2.0e 


-15 (AC008017) Unknowi 




protein [Arabidopsis 


thaliana] ' 




Seq. No. 


52996 




Seq. ID 


OJ990817_15.0419.C29 


Gene No. 


111758 




Strand 




Start 


21887 




End 


24009 


Name 


OJ990817 15.0419.C29. 


o5 . np 


Method 


AAT/NAP 


Start 


21804 




End 


24009 


GI 


2981463 




Score 


1010 



Exons 21804. .21865, 21910 22154 , 22239.. 24009 

GI Descrip. (AF052663) gamma -tubulin interacting protein [Xenopus laevis] 



53998 




Seq. No. 52996 
Gene No. 111758 
Start 21887 

Name OJ990817_15 . 0419 . C29 . ol . tm 

Start 21882 
GI none 
Exons 21882. .22133, 21882 

22129. .22155, 22235 

22252. .22416 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_15.0419.C29 
24009 

TBLASTX: Maize 

22416 

303 



22103, 21887, 
22387, 22244. 



.22111, 22128. 
.22381, 22245, 



.22157, 
.22412, 



Seq. No. 52996 Seq. ID 

Gene No. 111758 Strand 

Start 21887 End 

Name OJ9908 17_15 . 04 19 . C2 9 . 08 . gs Method 

Start 21887 End 

GI none Score 

Exons 21887. .22154, 22245.. 23917 



OJ990817_15.0419.C29 

24009 
GENSCAN 
23917 
.86 



Seq. No. 52996 

Gene No. 111758 

Start 21887 

Name OJ990817_15 . 0419 . C29 . o4 . ts 

Start 21902 

GI none 

Exons 21902. .22111, 21906.. 22130 

Seq. No. 52996 

Gene No. 111758 

Start 21887 

Name OJ990817_15 . 0419 . C29 . o3 . gp 

Start 22612 

GI 2310327 

Exons 22612. .22983 
U s GI Descrip. 2981463 1.0e-25 (AF052663) 
[Xenopus laevis] 

U Seq. No. 52996 

L l Gene No. 111758 

Start 21887 

lz Name OJ9908 17_15 . 04 19 . C29 . o2 . tm 

^ Start 22667 

GI none 

Exons 22667. .22957, 22668.. 22958 



ru 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method TBLASTX : Soybean 

End 22130 

Score 178 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method AAT/GAP 

End 22983 

Score 713 

gamma- tubulin interacting protein 



Seq. ID OJ990817_15.0419.C29 
"Strand 

End 24009 

Method TBLASTX :Maize 

End 22958 

Score 372 



Seq. No. 52996 

Gene No. 111758 

Start 21887 

Name OJ9908 17_15 . 04 1 9 . C29 . o5 . tm 

Start 22993 

GI none 

Exons 22993. .23133, 23030 .. 23203, 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method TBLASTX: Maize 

End 23203 

Score 135 
23033. .23203 



Seq. No. 52996 

Gene No. 111758 

Start 21887 

Name OJ990817 15 . 04 19 . C29 . o3 . ts 



Seq. ID OJ990817_15.0419.C29 
Strand 

End 24009 

Method TBLASTX : Soybean 



53999 



# 



• 



Start 


23063 


End 


23314 


GI 


none 


Score 


89 


Exons 


23063. .23179, 23183 .. 23.314 , 


23196. .23309 


Seq. No. 


52997 


Seq. ID 


OJ990817 15 


Gene No. 


111759 


Strand 


+ 


Start 


2204 


End 


2436 


Name 


OJ990817 15.0419.C30.ol.np 


Method 


AAT/NAP 


Start 


2204 


End 


24 36 


GI 


4586030 


Score 


112 


Exons 


2204. .2311, 2394. .2436 






GI Descrip. 


(AC007109) unknown protein 


[Arabidopsis 


; thaliana] 


Seq. No. 


52997 


Seq. ID 


OJ990817 15 


Gene No. 


111760 


Strand 




Start 


33 


End 


2364 


Name 


OJ990817 15.0419.C30.ol.gs 


Method 


GEN SCAN 


Start 


33 


End 


2364 


GI 


none 


Score 


.46 


Exons 


33. .380, 2020. .2364 






Seq. No. 


52998 


Seq. ID 


OJ990817_15 


Gene No. 


111761 


Strand 




r ^ Start 


1198 


End 


1804 


~~Z Name 


OJ990817 15.0419.C31.ol.gs 


Method 


GENSCAN 


^ 3 Start 


1198 


End 


1797 


cn gi 


none 


Score 


o c 
. OO 


r LJ Exons 


1198. .1797 






s'fs Seq. No. 


52998 


Seq. ID 


OJ990817JL5 


v t Gene No. 


111761 


Strand 




^3 Start 


1198 


End 


1804 


fSJ Name 


OJ990817 15.0419.C31.ol.np 


Method 


AAT/NAP 


, Start 


1327 


End 


1804 


n GI 


461704 


Score 


155 


Exons 


1327. .1443, 1484. .1804 







15.0419.C31 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



CDC2-LIKE SERINE/THREONINE- PROTEIN KINASE CRP 

gi| 481902 Ipir | | S40021 protein kinase (EC 2.7.1.37) cdc2 homolog 
- slime mold (Dictyostelium discoideum) gi | 167696 | gb | AAA16056 . 1 | 
(L00652) crp [Dictyostelium discoideum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 15.0419.C32 



52999 
111762 
1 

OJ990817_15.0419.C32.ol.np 
1 

7340884 
1..41, 2565.-2753 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



27.53 
AAT/NAP 
2753 
147 



52999 Seq. ID 

111763 Strand 

2767 End 

OJ990817_15 . 04 19 . C32 . o2 . gs Method 

2767 End 

none Score 



OJ990817_15.0419.C32 

5130 
GENSCAN 
5130 
.89 



54000 



